

Gene No. 


96530 


Strand 


- 




Start 


1 


End 


8470 




Name 


OJ000301 14.0330.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2516 




GI 


4680203 


Score 


1450 




Exons 


1. .1237, 2498. .2516,. 








GI Descrip. 


(AF114171) TNP2-like protein 


• [Sorghum 


bicolor ] 




Seq. No. 


45614 


Seq. ID 


OJ000301_14.0330.C8 




Gene No. 


96530 


Strand 






Start 


1 


End 


8470 




Name 


OJ000301 14 . 0330 .C8 .o3. tw 


Method 


TBLASTX : Wheat 




Start 


3 ~~ 


End 


317 




GI 


none 


Score 


289 ^ 




Exons 


3. .317, 1T..316 








Seq. No. 


45614 


Seq. ID 


OJ000301_14.0330.C8 




Gene No. 


96530 


Strand 






Start 


1 


End 


8470 




Name 


OJ000301 14 . 0330.C8.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


8289 




GI 


none 


Score 


.73 




Exons 


7. .597, 779. .872, 878. .1237, 


2838. .2952, 3122. .3387, 7274.. 






7752. .7795, 8243. .8289 








Seq. No.' 


45614 


Seq. ID 


OJ000301JL4 .0330.C8 




Gene No. 


96530 


Strand 




= y 


Start 


1 


End 


'8470 




Name 


OJ000301 14 .0330.C8 ,o3. tm 


Method 


TBLASTX: Maize 


1:1 


Start 


57 ~ 


End 


445 


sr. 

t.-.a? 


GI 


none 


Score 


142 


fy 


Exons 


57. .317, 59. .340, 356. .445 






5; 


Seq. No. 


45614 


Seq. ID 


% 

OJ000301__14 .0330. C8 




Gene No. 


96530 


Strand 






Start 


1 


End 


8470 




Name 


OJ000301 14 .0330.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


104 ~~ 


End 


452 




GI 


none 


Score 


87 


1=1 
f~~ 


Exons 


104. .445, 108. .251, 300. .452 








Seq. No. 


45614 


Seq. ID 


OJ000301_14 .0330.C8 




Gene No. 


96530 


Strand 






Start 


1 


End 


8470 




Name 


OJ000301 14.0330.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


185 ~ 


End 


605 




GI- 


none 


Score 


102 




Exons 


185. .481, 203. .427, 476. .538, 


531. .605, 539. .604 




Seq. No. 


45614 


Seq. ID 


OJ000301_14 .0330.C8 




Gene No. 


96530 


Strand 






Start 


1 


End 


8470 




Name 


OJ000301 14.0330.C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


535 


End 


922 




GI 


none 


Score 


60 




Exons 


535. .612, 545. .655, 546. .605, 


606. .797 


, 610. .789, 629. .796, 



794. .922, 795. .872 



47001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45614 Seq. ID 

96530 Strand 

1 End 

OJ000301_14 . 03S0.C8.o2 . gp Method 

7252 End 

286418 Score 



OJ000301_14.0330.C8 

8470 
AAT/GAP 
8470 
595 



7252. .7432, 7497. .7607, 7752.-7795, 8426. .8470 



45614 
96531 
11908 

OJ000301_14 . 0330 . C8 .ol . tw 

11908 

none 



Seq. ID OJ000301_14.0330.C8 
Strand 

End 12496 

Method TBLASTX: Wheat 

End 12496 

Score 193 



11908. .12114, 11925. . 12089, 11950 .. 12096, 12105 12479, 
12120. .12281, 12124 .. 12480, 12320. .12496 



45614 
96531 
11908 

OJ000301_14.0330.C8.o4 . tm 

11911 

none 

11911. .12147, 11913. .12134 

45614 
96531 
11908 

OJ000301_14.0330.C8.o3.ts 

11964 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_14 .0330.C8 
12496 

TBLASTX: Maize 

12147 

257 



OJ000301_14.0330.C8 
12496 

TBLASTX : Soybean 

12351 

131 



11964. .12089, 11965. .12096, 12130.. 12351 

OJ000301 14. 0330. C8 



45614 Seq. ID 

96532 Strand 

12862 End 

OJ000301_14 . 0330 . C8 . o2 . tw Method 

12862 End 

none Score 



13374 

TBLASTX: Wheat 

13344 

353 



12862. .13143, 12870 .. 13130, 12910 .. 13131 , 13136 .. 13321, 
13150. .13344, 13161. .13316 



45614 
96532 
12862 

OJ000301__14 .0330.C8 .ol.ts 

12913 

none 



Seq. ID OJ000301_14 .0330.C8 
Strand 

End 13374 

Method TBLASTX : Soybean 

End 13374 

Score 214 



12913. .13200, 12945. .13178, 13174, 



45614 Seq. ID 

96532 Strand 

12862 ' End 

OJ000301_14.0330.C8.o2.tm Method 

13099 End 

none Score 



13374 

OJ000301 14. 0330. C8 



13374 

TBLASTX: Maize 

13362 

307 



47002 




Exons 


13099. .13362, 13104 


. .13313, 


13108. . 13344 




Seq. No. 


45614 




Seq. ID 


OJ000301_14.0330 


C8 


Gene No. 


96533 




Strand 






Start 


13402 




End 


13721 




Name 


OJ000301 14. 0330. C8 


.06. tw 


Method 


TBLASTX: Wheat 




Start - 


13402 




End 


13631 




GI 


none 




Score 


126 




Exons 


13402. .13554, 13530 


. .13631, 


13559. .13627 




Seq. No. 


45614 




Seq. ID 


OJ000301_14.0330. 


C8 


Gene No. 


96533 




Strand 






Start 


13402 




End 


13721 




Name 


OJ000301 14. 0330. C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


13474 




End 


13721 




GI 


none 




Score 


60 




Exons 


13474. .13551, 13542 


. .13589, . 


13572. . 13721, 13580.. 13720 




Seq. No. 


45614 




Seq. ID 


OJ000301 14 0330 


C8 


Gene No. 


96534 




Strand 






Start 


13677 




End 


14213 




Name 


OJ000301 14. 0330. C8 


. o4 . tw 


Method 


TBLASTX : Wheat 




Start 


13677 




rind 


14159 






none 




Score 


393 




Exons 


13677. .14159, 13772 


. .14155 








Seq. No. 


45614 




Qon T H 
Oc4 • ± U 


ninnn^m 1 a n^^n 

UJUUUjUI 14 . U jjU . 


C8 


Gene No. 


96534 




Strand 






Start 


13677 




End 


14213 




Name 


OJ000301 14. 0330. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13746 




End 


14213 




GI 


none 




Score 


401 




Exons 


13746. . 14213, 13817 


. .14170 








Seq. No. 


45615 




Seq. ID 


OJ000301_14.0330. 


C9 


Gene No. 


96535 




Strand 


+ 




Start 


1 




End 


1631 




Name 


OJ000301 14. 0330. C9 


. 0 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


1631 




GI 


6705984 




Score 


2858 




Exons 


1. .1631 










GI Descrip. 


(AB033235) gag-pol polyprote 


in [Oryza 


sativa] 




Seq. No. 


45615 




Seq. ID 


OJ000301_14 .0330. 


C9 


Gene No. 


96535 




Strand 


+ 




Start 


1 




End 


1631 




Name 


OJ000301 14. 0330. C9 


ol .gs 


Method 


GENSCAN 




Start 


47. 




End 


1525 




GI 


none 




Score 


.49 




Exons 


47. . 1525 










Seq. No. 


45615 




Seq. ID 


OJ000301_14.0330. 


C9 


Gene No. 


96535 




Strand 


+ 




Start 


1 




End 


1631 




Name 


OJ000301 14. 0330. C9, 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


58 




End 


314 




GI 


none 




Score 


343 





47003 



Exons 



58. .312, 61. .297, 84. .314 



5.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45615 
96535 
1 

OJ000301_14.0330.C9.o3.tm 
121 
none 

121. .474, 372. .461 

45615 
96535 
1 

OJ000301_14 .0330.C9.ol.tw 
234 
none 

234. .659, 234. .659, 235. .660, 235. .660 



Seq. ID OJ000301__14.0330.C9 

Strand + 

End 1631 

Method TBLASTX : Mai ze 

End 474 

Score 269 



Seq. ID OJ000301_14.0330.C9 

Strand + 

End 1631 

Method TBLASTX : Wheat 

End 660 

Score 359 



45615 
96535 
1 

OJ000301JL4 .0330.C9.o2.ts 

319 

none 



Seq. ID OJ000301_14 .0330.C9 

Strand + 

End 1631 

Method TBLASTX : Soybean 

End 518 

Score - 155 



319. .423, 333. .431, 427. .513, 429;'. 518 



45615 
96535 
1 

OJ000301_14 .0330.C9.ol.tc 

606 
none 

606. .974, 613. .975, 682. .975 

45615 
96535 
1 

OJ000301_14 .0330.C9.ol. tm 

693 

none 



Seq. ID OJ000301_14.0330.C9 

Strand + 

End 1631 

Method TBLASTX : Cress 

End 975 

Score 455 



Seq. ID OJ000301_14.0330.C9 

Strand + 

End 1631 

Method ■ ■ TBLASTX: Maize 

End 1042 

Score 515 



693. .1037, 694. .1038, 700. .1038, 878. .1042 



45615 
96535 
1 

OJ000301_14 .0330.C9.o3. tw 

787 

none 

787. .1146, 792. .1136, 829. 

45615 
96535 
1 

OJ000301__14 .0330.C9.o3.ts 

835 

none 



Seq. ID OJ000301_14.0330.C9 
Strand + 

1631 

TBLASTX: Wheat 
1146 
431 



End 

Method 
End 
Score 
1140 



Seq. ID OJ000301_14.0330.C9 

Strand + 

End 1631 

Method TBLASTX : Soybean 

End 1110 

Score 84 



835. .900, 841. .915, 927. .989, 928. .1110, 955. .1110 



47004 



Seq. No. 45615 Seq. ID 

Gene No. 96535 Strand 

Start 1 End 

Name . OJ000301_14 . 0330 . C9 . o4 . tm Method 

Start 1045 End 

GI ' none Score 

Exons 1045.. 1338 



OJ000301_14 .0330.C9 
+ 

1631 

TBLASTX: Maize 

1338 

221 



Seq. No. 45615 Seq. ID 

Gene No. 96535 Strand 

Start 1 End 

Name OJ000301_14 . 0330 . C9 . o2 . tw Method 

Start 1177 End 

GI none Score 

Exons 1177.. 1575, 1179.. 1568, 1201.. 1569 



OJ000301_14.0330.C9 
+ 

1631 

TBLASTX: Wheat 

1575 

558 



Seq. No. 45615 Seq. ID 

Gene No. 96535 Strand 

Start 1 End 

Name OJ000301__14 . 0330 . C9 . o2 . tm Method 

Start ■ 1342 End 

GI none Score 

Exons 1342.. 1614, 1344.. 1616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45616 Seq. ID 

96536 Strand 

1 End 
OJ000301__14 . 0330. C10. ol.np Method 

1 End 

5852172 Score 
1. .67,. 175. .335 

(AL117265) zhb0002.1 [Oryza sativa] 

45616 Seq. ID 

96536 Strand 

1 End 
OJ000301JL4 . 0330. C10. ol.gs Method - 

175 End 

none Score 
175. .297 



OJ000301_14 .0330.C9 

+ . 

1631 

TBLASTX: Maize 

1616 

347 



OJ000301_14. 0330. C10 
+ 

335 

AAT/NAP 

335 

134 



OJ000301_14. 0330. C10 
+ 

335 

GENS CAN * 

297 

.76 



Seq. No. 45616 Seq. ID 

Gene No. 96537 Strand 

Start 827 End 

Name OJ000301_14 . 0330 . C10 . o2 . gs Method 

Start 827 End 

GI none Score 

Exons 827 . . 1019 



OJ000301_14. 0330. C10 

1186 
GENSCAN 
1019 
. 9 



Seq. No. 45616 Seq. ID 

Gene No. 96537 Strand 

Start 827 End 

Name OJ000301_14 . 0330 . C10 . ol . gp. Method 

Start 846 End 

GI 25792_1.R1084 Score . 

Exons 846. . 1186 



OJ000301_14 .0330. C10 

1186 
AAT/GAP 
1186 
634 



47005 



GI Descrip. 



'4512233/dbj | AB014743 . 1 | AB014743 O.Oe+OO Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45616 Seq. ID 

96537 Strand 
827 End 
OJ000301_14 .0330. CIO. ol.tm Method 
891 End 
none Score 
891. .1040, 892. .1053, 920. .949, 945 
1035. .1067, 1104. .1169, 1124. .1183 



OJ000301_14. 0330. C10 

1186 
. TBLASTX : Maize 
1185 
107 

1040, 1018. .1185, 



Seq. No. 45617 Seq. ID OJ000301 

Gene No. 96538 Strand + 

Start 242 End 913 

Name OJ000301_16 . 0330 . CI . ol . gs Method GENSCAN 

Start 242 End 913 

GI none _ Score .72 

Exons 242.. 322, 643.. 718, 870.. 913 



16. 0330. CI 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 



45617 Seq. ID OJ000301_16 . 0330 . CI 

96539 Strand + 

7890 End 12934 

OJ000301_16.0330.Cl.o2.np Method , AAT/NAP 

7831 End 10608 

7206673 Score 345 

7831. .8001, 8906. .9180, 9270. .9357, 9429. .9525, 
10312. .10431, 10510.. 10608 

(AC006642) contains similarity to Mus musculus putative 
lysophosphatidic acid acyltransf erase {GB : AF0158 11 ) 
[Caenorhabditis elegans] 



10136. . 10221, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45617 
96539 
7890 

OJ000301_16.0330.Cl.o3.gs 
7890 
none 



Seq. ID OJ000301_16.0330.C1 
Strand + 

12934 
GENSCAN 
12934 
.83 



End 

Method 
End 
Score 

7890. .7967, 9084. .9180, 9270. .9357, 9429. .9525, 10136 .. 10221 , 
10312. .10431, 10510. .10608, 10721. .107 95, 117 99. .12001, 
12006. .12325, 12845. .12934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45617 
96539 
7890 

0^00301^16. 0330. CI. ol.gp 
8639 

18818_1.R1084 

8639. .8741, 9084. .9180, 9270 
10312. .10360 

'2317725 3.0e-25 ■ (AF015811) putative lysophosphatidic acid 
acyltransf erase [Mus musculus] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301__16.0330.C1 

+ ' 

12934 
AAT/GAP 
10360 
844 



,9357, 9429.. 9525, 10136 .. 10221 , 



Seq. No. 
Gene No. 
Start 
Name 



45617 Seq. ID 

96539 Strand 

7890 End 

OJ000301_1 6 . 0330 . CI . o2 . gp Method 



OJ000301_16.0330.C1 
+ 

12934 
AAT/GAP 



47006 



Start 


10505 


End 


11032 


GI 


none 


Score 


804 


Exons 


10505. .10608, 10717. .11032 






Seq. No. 


45617 


Seq. ID 


OJ000301 16 0330 CI 


Gene No. 


96540 


Strand 


+ ~ 


Start 


21957 


End 


22621 


Name 


OJ000301 16.0330. CI. o6-.np 


' Method 


AAT/NAP 


Start 


21957 


End 


22621 


GI 


7484649 


Score 


353 


Exons 


21957. .22621 






GI Descrip. 


reverse transcriptase - beet 


ret rot ransposon (fragment ) 




gi|2462134iemb|CAA73798.1| (Y13368) reverse transcriptase 




vulgaris] 






Seq. No. 


45617 


Seq. ID 


OJ000301_16.0330.C1 


Gene No. 


96541 


Strand 




Start 


193 


End 


6362 


Name 


OJ000301 16.0330.Cl.ol.np 


Method 4 


AAT/NAP 


Start 


193 


End 


6167 - 


GI 


6714472 


Score 


899 


Exons 


193. .213, 1808. .2545, 3107.. 


3245, 3470 


..3632, 3842. .3952, 




3989. .4116, 4830. .4905, 5620 


. .6167 




GI Descrip.-. 


. (AC008261) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


45617 


Seq. ID 


OJ000301_16.0330.C1 


Gene No. 


96541 


Strand 




Start 


193 


End 


6362 


Name 


OJ000301 16.0330.Cl.o2.gs 


Method 


GENSCAN 


Start 


1457 


End 


6362 


GI 


none 


Score 


.61 


Exons 


1457. .1685, 1825. .2549, 3117 


..3245, 3470. .3632, 3842. .4116, 




4830. .4946, 5721. .6362 






Seq. No. 


45617 


Seq. ID 


OJ000301_16.0330.C1 


Gene No. 


96542 


Strand 




Start 


11736 


End 


12711 . 


Name 


OJ000301" 16. 0330. CI. o3. hp 


Method 


AAT/NAP 


Start 


11736 


End 


12711 


GI 


7267282 


Score 


366 


Exons 


11736. .12314, 12611. .12711 






GI Descrip. 


(AL161503) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


45617 


Seq. ID 


OJ000301_16.0330.C1 


Gene No. 


96543 


Strand 




Start 


13372 


End 


17757 


Name 


OJ000301 16.0330.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


1824 


End 


2224 


GI 


none 


Score. 


85 


Exons 


1824. .1940, 1825. .1887, 1829 


..1963, 1945. .2073, 1946. .2095, 




1977. .2096, 1979. .2146, 2084 


..2224, 2084. .2176 


Seq. No. 


45617 


Seq. ID 


OJ000301_16. 0-330. CI 


Gene No. 


96543 


Strand 




Start 


13372 


End 


17757 


Name 


OJ000301 16.0330.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1899 


End 


2284 



47007 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 52 

1899. .1940, 1970. .2017, 1981. .2016, 2020. .2073, 2021. .2227, 
2021. .2176, 2125. .2208, 2213. .2284 



45617 Seq. ID 

96543 Strand 

13372 . End 
OJ000301_16.0330.Cl.o6.tm Method 
2228 End 
none Score 



OJ000301_16.0330.C1 
17757 

TBLASTX: Maize 

3623 

52 



2228..2299, 2261. .2458, 2274. .2459, 2334. .2465, 2342. .2479, 



2468. .2527, 2488. .2553, 3114. 
3471. .3623 



.3248, 3117. .3245, 3470. .3622, 



Seq. No. 


45617 










Gene No. 


96543 










Start 


13372 










Name 


OJ000301 16 


.0330. 


CI.08. 


tm 


Start 


5871 










GI 


none 










Exons 


5871. , 


,5903, 


5929. 


.6069, 


5940. 


Seq. No. 


45617 










Gene No. 


96543 










Start 


13372 










Name 


OJ000301 16 


.0330. 


Cl.o7. 


tm 


Start 


6681 










GI 


none 










Exons 


6681. . 


. 6788, 


6705. 


.6815, 


6922. 




7840. . 


,7986, 


7846. 


.7968, 


7848. 




8418. . 


,8513, 


8640. 


.8744, 


8643. 




9077. . 


, 9181, 


9081. 


.9182, 


9082. 




9268. . 


9351, 


9269. 


.9355, 


9269. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_16.0330.C1 
17757 

TBLASTX: Maize 

6104 

156 



6104, 5944. .6084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 16. 0330. CI 



17757 

TBLASTX: Maize 
9355 
165 

6981, 6923.. 6985, 6963.. 6998, 
7985, 8410. .8484, 8411. .8494, 
8741, 8645. .8749, 8645. .8743, 
9210, 9082. .9180, 9083. .9181, 
9352 



Seq. No. 45617 

Gene No. 96543 

Start 13372 

Name OJ000301_16 . 0330 .CI . o4 . 

Start 6926 

GI none 

Exons 6926.. 6979, 7797.. 7967, 

Seq. No. 45617 

Gene No. 96543 

Start 13372 

Name OJ000301_16 . 0330 . CI . ol . 

Start 8637 

GI none 

Exons 8637.. 8744, 8643.. 8714, 
9081. .9182, 9268. .9363, 



Seq. ID OJ000301_16.0330.C1 
Strand 

End . 17757 , 

ts Method TBLASTX : Soybean 

End 8470 
Score 67 
7840. .7986, 7843. .7968, 8411. .8470 

Seq. ID OJ000301_16.0330.C1 
Strand 

End 17757 
ts Method TBLASTX : Soybean 

End 9513 

Score 159 
8654. .8734, 9063. .9182, 9080. .9187, 
9269. .9358, 9411. .9500, 9427. .9513 



Seq. No. 45617 Seq. ID OJ000301_16 . 0330 . CI 

Gene No. 96543 Strand 

Start 13372 End 17757 

Name OJ000301_16 . 0330 . CI . o2 . tc Method TBLASTX : Cress 

Start 9132 End 10357 

GI none Score 54 



47008 



Exons 



9132. .9182, 9241. .9363, 9269. .9358, 9411. .9524, 9427. . 9519, 
10121. .10222, 10123.. 10221, 10310.. 10357, 10312.. 10356 



Seq. No. 


45617 




Seq. ID 


OJ000301_16.0330 


.CI 


Gene No. 


96543 • 




Strand 






Start 


13372 




End 


17757 




Name ~ 


;-; OJ000301 16. 0330. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


9424 




End 


10876 




GI 


none 




Score 


38 




Exons 


9424. .9453, 9436. .9453, 9456. .9482, 9460. .9483, 9462. .9524, 




9463. .9519, 9474. .9548, 9482. .9613, 10121 .. 10222 , 10123 


. . 10221, 




10310. .10432, 10312. 


. 10431, 


10507. .10608, 10508. .10609, 






10715. .10792, 10850. 


.10876 








Seq. No. 


45617 




Seq. ID 


OJ000301_16.0330 


.CI 


Gene No. 


96543 




Strand 






Start 


13372 




End 


17757 




Name 


OJ000301 16. 0330. CI. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10339 




End 


10623 




GI 


none 




Score 


129 




Exons 


10339. .10431, 10340. 


. 10432, 


10507. .10623, 10508. .10609* 




Seq. No. 


45617 




Seq. ID 


OJ000301_16.0330 


.CI 


Gene No . 


96543 




Strand 






Start 


13372 




End 


17757 




Name 


OJ000301 16. 0330. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


11711 




End 


12137 




GI 


none 




Score 


76 




Exons 


11711. . 11839, 11736. 


. 11993, 


11737. .11991, 11934. .12137, 






11935. . 12060, 11985. 


. 12134 








Seq. No. 


45617 




Seq. ID 


OJ000301_16.0330 


.CI 


Gene No. 


96543 




Strand 






Start 


13372 




End 


17757 




Name 


OJ000301 16. 0330. CI. 


o9 . tm 


Method 


TBLASTX: Maize 




Start 


12155 




End 


12307 




GI 


none 




Score 


.151 




Exons 


12155. . 12307, 12156. 


. 12305 ' 








Seq. No. 


45617 




Seq. ID 


OJ000301_16.0330 


.CI 


Gene No . 


96543 




Strand 






Start 


13372 




End 


17757 




Name 


OJ000301 16. 0330. CI. 


o4 . gs 


Method 


GENSCAN 




Start 


13372 




End 


15723 




GI 


none 




Score 


.66 




Exons 


13372. .13523, 13946. 


. 14078, 


14120. . 14283, 14667. .14847, 






14959. . 15150, 15490. 


.15723 








'Seq. No. 


45617 




Seq. ID 


OJ000301_16.0330 


.CI 


Gene No. 


96543 




Strand 






Start 


13372 




End 


17757 




Name 


OJ000301 16. 0330. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13865 




End 


15004 




GI 


none 




Score 


103 




Exons 


13865. . 13957, 13875. 


.13973, 


14003. .14158, 14021. .14143, 






14192. . 14290, 14193. 


.14288, 


14 665. .14 823, 14 666 .. 148 42 , 






14963. .15004 











47009 



Seq. No. 45617 . 

Gene No. 96543 
Start 13372 

Name OJ000301_16 . 0330 . CI . ol . tc 

Start 13871 
GI none 
Exons 13871, 

14665. 

15490. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



.14296, 13875. .13979, 14052 .. 14144 , 14193 
.14829, 14666. .14812, 14 965 .. 15153, 14972 
.15627 



OJ000301__16.0330.C1 
17757 

TBLASTX: Cress 

15627 

84 

14288, 
15151, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene . No. 

Start 

Name 

Start 

GI 

Exons 



45617 
96543 
13372 

OJ000301_16.0330.Cl.o4 .np 
13874 
7433054 
13874. .14283, 



OJ000301 16. 0330. CI 



Seq. ID 
Strand 

End 17757 
Method AAT/NAP 
End 15699 
Score 727 
14 956. .15150, 154 90. .15699 
peroxidase' {EC 1.11.1.7) ATP19a - Arabidopsis thaliana . 
gi|5596475|emb|CAB51413.1| (AL096882) peroxidase ATP19a 
[Arabidopsis thaliana] gi | 7267828 | emb | CAB81230 . 1 | (AL161531) 
peroxidase ATP19a [Arabidopsis thaliana] 



14667. .14829, 



45617 
96543 
13372 

OJ000301_16.0330.Cl.o2.ts 

13874 

none 

13874. .14140, 13878. .13970, 
14665. .14829, 14 965 .. 15117 , 
15490. .15627 



Seq. ID 

Strand 
End 

Method 

End 

Score 
14156. .14296, 
14972. . 15103, 



OJ000301 16. 0330. CI 



17757 

TBLASTX: Soybean 
15627 
77 

14193. .14291, 
15118. .15153, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



45617 Seq. ID 

96543 Strand 
13372 End 

OJ000301_16.0330.Cl.o3.gp < Method 
14666 End 
20585_1.R1084 Score 
14666. .14847, 14959.. 15205 

'295355 1.0e-19 (L13653) peroxidase [Lycopersicon esculentum] T 



OJ000301_16.0330.C1 

17757 
AAT/GAP 
15205 
773 



45617 
96543 
13372 

OJ000301_16.0330.Cl.o2.tw 
14963 
none 

14963. . 15103, 14965. .15102, 15118 
15491. .15619 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301_16.0330.C1 
17757 

TBLASTX: Wheat 

15627 

149 



15153, 15490. .15627, 



Seq. No. 45617 Seq. ID' 

Gene No. 96543 Strand 

Start 13372 End 

Name OJ000301_16 . 0330 . CI . o5 . np Method 

Start 15133 'End 

GI 4539658 Score 



OJ000301_16.0330.C1 

17757 
AAT/NAP 
17757 
101 



47010 



Exons 15133. . 15159, 17537.. 17757 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 45617 

Gene No. 96544 

Start • - : 22241 

Name OJ000301_16 . 0330 . CI . o4 . tm 

Start 22241 

GI none 

Exons 22241. .22669, 22303 .. 224 58 , 
22713. .22784, 22867. .22938 

Seq. No. 45618 
Gene No. 96545 
Start 10675 

Name OJ000301_16 . 0330 . C2 . o3 . gs 

Start 10675 
GI none 
Exons 10675, 

12915. 

15568, 

21491. 



.10844, 11422. 

.13044, 13555. 

.15628, 17495. 

.21560, 21842. 



.11502, 
.13631, 
, 17555, 
,22031, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_16.0330.C1 
22938 

TBLASTX: Maize 

22938 

285 



22486.-22665, 22703 .. 22738 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12001. .12328, 
14119. . 14207, 



OJ000301_16.0330.C2 
+ 



23642 
GENSCAN 
23642 
.42 

12363. 
14266. 



20891. .21023, 21182. 
22744 . .22884, 23546. 



. 12473, 
. 14290, 
.21337, 
.23642 



Seq. No. 45618 Seq. ID OJ000301 

Gene No. 96545 Strand + 

Start 10675 End 23642 

Name OJ000301_16 . 0330 . C2 . ol . gp Method AAT/GAP 

Start 20784 End 21286 

GI 702818 Score 599 

Exons 20784. .21023, 21182.. 21286 



16. 0330. C2 



Seq. No. 45618 Seq. ID 

Gene No. 9654 6 Strand 

Start 27634 End 

Name OJ000301_16 . 0330 . C2 . o5 . gs Method 

Start. 27634 End 

GI none Score 

Exons 27634.-27657, 27806.. 28471 



OJ000301_16.0330.C2 
+ 

28471 
GENSCAN 
28471 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45618 Seq. ID OJ000301_16 . 0330 . C2 

96547 Strand + 

31572 End 31691 

OJ000301_16.0330.C2.o3.gp Method AAT/GAP 

31572 End 31691 

LIB3431-040-P1-K2-C1 Score 185 

31572.. 31691 

1 114521/sp| P12084 | ATPAJ0RYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827__pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa]. 1 



45618 Seq. ID 

96548 Strand 

36458 End 

OJ000301_16. 0330.C2.o7.gs Method 



OJ000301_16.0330.C2 
+ 

38072 
GENSCAN 



47011 



Start 
GI 

Exons 



36458 End 38072 

none Score . 69 

36458. .36472, 374 91 .. 37629, 37954.. 38072 



Seq. No. 45618 Seq. ID 

Gene No. 9654 9 Strand 

Start 39557 - ' End 

Name' OJ000301_16 . 0330 . C2 . 08 . gs Method 

Start 39557 End 

GI none Score 

Exons 39557. .40774 



OJ000301_16.0330.C2 
+ 

40774 
GENSCAN 
40774 
.84 



Seq. No. 45618 Seq. ID OJ000301 

Gene No. 9654 9 Strand + 

Start 39557 End 40774 

Name OJ000301_16 . 0330 .C2 . o4 . gp Method AAT/GAP 

Start 39967 End 40439 

GI . 5038711 Score 893 

Exons ' 39967 . .'40439 



16. 0330. C2 



Seq. No. 45618 Seq. ID 

Gene No. 96550 Strand 

Start 41548 End 

Name OJ000301_16 . 0330 . C2 . o5 . gp Method 

Start 41548 End 

GI none Score 

Exons 41548. .41937 



OJ000301_16.0330.C2 
+ 

41937 
AAT/GAP 
41937 
715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45618 
96551 
42348 

OJ000301_16.0330.C2.o9.gs 
42348 
none 
42348. 
44308. 
50999. 



42364, 43264 

44616, 45647 

51113, 51570 

53845. .53946, 53982 

55657. .55786, 56384 .. 56458, 

59162. .59373, 59465 .. 59518, 



43445, 
45865, 
5fc757, 
54169, 



Seq. ID OJ000301_16.0330.C2 

Strand + 

End 59669 

Method GENSCAN 

End 59669 

Score .74 
4 3518. .43711, 4 4 047. .44238, 
474 99. .4 7756, 4 8 454 . . 48543, 
53050. .53203, 53288 .. 53312, 
54502. .54551, 554 19 .. 55508 , 
57866. .58000, 59002 .. 59076, 
59625.. 59669 



45618 Seq. ID 

96551 Strand 

42348 End 

OJ000301_16.0330.C2.o6.gp Method 

43698 End 

47746 1.R1084 Score 



OJ000301_16.0330.C2 
+ 

59669 
AAT/GAP 
44614 
1043 



43698. .43789, 44047 .. 44238, 44344. .44614 

l 20237/emb|X51910 IOSGOS2G 0.0e+00 O.sativa (rice) constitutive 
GOS2 gene ? 



45618 Seq. ID OJ000301 

96551 Strand + 

42348 End 59669 

OJ000301_16 . 0330 . C2 . o7 . gp Method AAT/GAP 

57921 End 58638 

5455455 Score 1402 



16. 0330. C2 



47012 




Exons 57921.. 58638 

GI Descrip. 20237/emb | X51910 | 0SG0S2G 0.0e+00 O.sativa (rice) constitutive 
GOS2 gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45618 Seq. ID 

96551 Strand 

42348 ' End 
OJ000301_16 . 0330 . C2 . 08 . np Method 
59040 End 
462195 Score 



OJ000301__16.0330.C2 
+ 

59669 
AAT/NAP 
59666 
503 



59040. .59076, 59162 .. 59373, 594 65 .. 59518 , 59625.. 59666 

PROTEIN TRANSLATION FACTOR SUI1 HOMOLOG (GOS2 PROTEIN) 

gi | 100682 |pir||S21636 GOS2 protein - rice gi | 20238 | emb | CAA36190 | 

(X51910) GOS2 [Oryza sativa] gi I 3789950 (AF094774) translation 

initiation factor [Oryza sativa] 



45618 
96552 
5038 

OJ000301_1 6 . 0330 . C2 . o2 . gs 

5038 

none 

5038. .5217, 5614. .5772, 6904. 
7710. .7925, 8449. .8861, 8949. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6997, 



OJ000301 16. 0330. C2 



14162 
GENSCAN 
10101 
.42 

7119. .7260, 



9111, 9591. .-9785, 



7334. .7403, 
9889. .10101 



45618 
96552 
5038 

OJ000301_16.0330.C2.ol.np 
8422 
585661 

8422. .8861, 8949. .9111, 9591. .9785, 9889. .10101 
PEROXIDASE PRECURSOR gi | 287401 | dbj | BAA0364 4 | (D14997) 
[Oryza sativa] 



Seq. 1 ID 

Strand 

End 

Method 

End 

Score 



OJ000301 16. 0330. C2 



14162 
AAT/NAP 
10101 
727 



peroxidase 



Seq. No. 


45618 


Seq. ID 


OJ000301 


_16. 


.0330 


.C2 


Gene No. 


96552 


Strand 










Start 


5038 


End 


14162 








Name 


OJ000301 16.0330.C2.o2.np 


Method 


AAT/NAP 








Start 


9035 


End 


14162 








GI 


6721516 


Score 


205 








Exons 


9035. .9062, 10930 .. 11141, 


11526. .11753, 


14086. . 


14162 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45618 


Seq. ID 


OJ000301 


_16. 


.0330 


,C2 


Gene No. 


96553 


Strand 










Start ' 


25503 


End 


28133 








Name 


OJ000301 l'6.0330.C2.o4 .gs 


Method 


GENSCAN 








Start 


25503 


End 


26319 








GI 


none 


Score 


.77 








Exons 


25503. .25606, 25692.. 26319 












Seq. No. 


45618 


Seq. ID 


OJ000301 


_16. 


,0330 


.C2 


Gene No. 


96553 


Strand 










Start 


25503 


End 


28133 








Name 


OJ000301 16.0330.C2.o3.np 


Method 


AAT/NAP 








Start 


25506 


End 


28133 









47013 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



6226452 Score 987 

25506. .25606,. 25692. .26328, 27646.. 28133 

HYPOTHETICAL 43.7 KD PROTEIN F7J7.150 gi | 2911078 | emb | CAA1754 0 . 1 I 
(AL021960) putative protein [Arabidopsis thaliana] 



45618 
96553 
25503 

OJ000301_16.0330.C2.o2.gp 
26080 

LIB3433-025-P1-K1-F2 
26080. .26328, 27646. .27824 
'2911078/emb|CAA17540.1| 2. 
[Arabidopsis thaliana] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_16.0330.C2 

28133 
AAT/GAP 
27824 
780 



Oe-47 (AL021960) putative protein 



Seq. No. 45618 Seq. ID 

Gene No'. 96554 Strand 

Start" 30330 End 

Name OJ000301_16 . 0330 . C2 .' 06 . gs Method 

Start 30330 End 

GI none Score 
Exons 



OJ0003.01_16.0330.C2 

31109 
GENSCAN 
31109 
.47 



30330. .30376, 30420 .. 304 83, 30607 30699, 308 60 30 955, 
31041.. 31109 



OJ000301 16.S330.C2 



Seq. No. 45618 . Seq. ID 

Gene No. 96555 Strand 

Start 31352 End • 33472 

Name OJ000301_16 . 0330 . C2 . o4 . np Method AAT/NAP 

Start 31352 End 33472 

GI 7431985 Score 251 

Exons 31352. .31578, 33426.. 33472 

GI Descrip. NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 2 - 
mitochondrion gi | 2326759 | emb | CAA74778 . 1 | (Y14433) NADH 
dehydrogenase subunit 2 [Triticum aestivum] 



wheat 



Seq. No. 


45618 


Seq. ID 


OJ000301_16, 


,0330 


.C2 


Gene No. 


96556 


Strand 








Start 


37276 


End 


38276 






Name 


OJ000301 16.0330.C2.o6.np 


Method 


AAT/NAP 






Start 


37276 


End 


38276 






GI 


6815053 


Score 


310 






Exons 


37276.-37726, 38171.. 38276 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45618 


Seq. ID 


OJ000301__16. 


,0330 


.C2 


Gene No. 


96557 


Strand 








Start 


39842 


End 


42053 






Name 


OJ000301 16.0330.C2.o7.np 


Method 


AAT/NAP - 






Start 


39842 


End 


42053 






GI 


4454465 


Score 


225 






Exons 


39842. .39910, 41706. .42053 










GI Descrip. 


(AC006234) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


45618 


Seq. ID 


OJ000301_16. 


0330 


.C2 


Gene No. 


96558 


Strand 








Start 


59531 


End 


59893 






Name 


OJ000301 16.0330.C2.o8.gp 


Method 


AAT/GAP 







47014 



Start 59531 ' ' End 59893 

GI 5455456 Score 699 

Exons 59531. .59893 

GI Descrip. 20237/emb | X51910 | 0SG0S2G 0.0e+00 O.sativa (rice) constitutive 
GOS2 gene 



Seq. No. 


45618 


Seq. ID 


OJ000301_ 


16.0330, 


. C2 


Gene No. 


96559 


Strand 








Start 


62114 


End 


63725 






Name 


OJ000301 16.0330.C2.ol0.gs 


Method 


GENSCAN 






Start 


62114 


End 


63605 






GI 


none 


Score 


.83 






Exons 


62114. .62528, 62922 .. 63124 , 


63216. .63316, 63395. 


. 63605 




Seq. No. 


45618 


Seq. ID 


OJ000301_ 


16.0330. 


.C2 


Gene No. 


96559 


Strand 








Start 


62114 


End 


63725 






Name 


OJ000301 16.0330.C2.o9.np 


Method 


AAT/NAP 






Start 


62120 


End 


63599 






GI 


6554196 


Score 


828 






Exons 


62120. .62512, 62921 .. 63124 , 


63216. .63322, 63389. 


.63599 




GI Descrip. 


(AC011661) T23J18.21 [Arabidopsis thaliana] 






Seq. No. 


45618 


Seq. ID 


OJ000301_ 


16.0330. 


,C2 


Gene No. 


96559 


Strand 








Start 


62114 


End 


63725 






Name 


OJ000301 16.0330.C2.o9.gp 


Method 


AAT/GAP 






Start 


63006 


End 


63725 






GI 


70518 1.R1084 


Score 


971 






Exons 


63006. .63124, 63216 .. 63316, 


63395. . 63725 






GI Descrip. 


' 1498168/dbj |BAA13163| 2 . Oe- 


14 (D86730) 


endoxyloglucan 






transferase related protein 


[Nicotiana 


tabacum] 1 







Seq. No. 45618 

Gene No. 96560 

Start 67348 

Name 0 J000301_16 . 0330 . C2 . 08 . tm 

Start. 8416 

GI none 

Exons 8416. .8520, 8424. .8519, 8554. 

8944. .9036, 9028. .9105, 9597. 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 
Method TBLASTX: Maize 
End 9752 
Score 67 

.8679, 8575. .8682, 8728. .8874, 
.9752, 9598.. 9699 



Seq. No. 45618 

Gene No. 96560 

Start 67348 

Name OJ000301_16 . 0330 . C2 . 06 . tc 

Start 8422 

GI ■ . none 

Exons 8422.. 8550, 8536.. 8679, 8797, 
9597. .9731, 9750. .9794, 9889. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8874, 8944 
.10023 



OJ000301 16. 0330. C2 



67828 

TBLASTX: Cress 
10023 
123 

9039, 9016.. 9120, 



Seq. No. 45618 Seq. ID OJ000301_16 . 0330 . C2 

Gene No. 96560 Strand 

Start '67348 End 67828 

Name OJ000301_16 . 0330 . C2 . 06 . ts Method TBLASTX : Soybean 

Start 8422 ' End 10023 

GI none Score 96 



47015 



Exons 



8422. .8538, 8545. .8652, 8770. .8874, 8944. .9120, 9597. .9731, 
9598. . 9708, 9889. . 10023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16. 0330.C2.o3.tw 

9597 

none 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 

Method TBLASTX: Wheat 

End 10027 

Score 105 



9597. .9734, 9598. .9690, 9756. .9794, 9889. .10023, 9896. .10027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16.0330.C2.o5. ts 

21044 

none 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 

Method TBLASTX : Soybean 

End 48533 

Score 120 



21044. .21178, 47522. .47743, 47525 .. 4774 9, 47532 .. 47756, 
47556. .47756, 48448 .. 48531, 48453.. 48533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16 . 0330 . C2 . ol . tm 

25384 

none 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 
Method TBLASTX : Mai ze 
End - 27739 

Score 40 



25384. .25422, 25384 .. 254 07 , 25482 .. 25604 , 25482 .. 25604 , 
25484. .25606, 254 95 .. 25608 , 25685 .. 26296, 25693 .. 26328 , 
25693. .26328, 27649 .. 27738 , 27653.. 27739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16. 0330.C2.o8 . tc 

25503 

none 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 

Method TBLASTX: Cress 

End 25866 

Score 66 



25503. .25607, 25516. .25620, 25693 .. 25782, 25795.. 25866 



Seq. No. 45618 

Gene No. 96560 

Start 67348 

Name OJ000301_16 . 0330 . C2 . o4 . tc 

Start 25874 

GI none 
Exons 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 

Method TBLASTX : Cress 

End 26232 

Score 173 



25874. .26053, 25876 .. 26088 , 2587 6 .. 26097 , 26122. .26232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16. 0330.C2.o7.tc 

26233 

none 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 

Method TBLASTX : Cress 

End 28071 

Score 68 



26233. .26328, 2 6234 .. 26296, 27640 .. 27780, 27 647 .. 27775 , 
27931. .28071 



Seq. No. 
Gene No. 



45618 
96560 



Seq. ID OJ000301_16.0330.C2 
Strand 



47016 




Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2 . 


o2 . tm 


Method 


TBLASTX : 


Mai ze 




Start 


41620 






End 


42077 






GI 


none 






Score 


99 






Exons 


41620. 


.41700, 41631. 


. 42077, 


41688. .42077 






Seq. No. 


45618 






Seq. ID 


OJ000301 


_16.0330 


.C2 


Gene No. 


96560 






Strand 


— 






Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2. 


08 . ts 


Method 


TBLASTX: 


Sovbpan 




Start 


41868 






End 


42033 






GI 


none 






Score 


68 






Exons 


41868. 


.42032, 41929. 


. 42033 










Sea. No. 


45618 






Seq. ID 


OJ000301 


16. 0330 


. C2 


Conp No 


96560 






Strand 








Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2. 


o2 . tw 


Method 


TBLASTX : 


Wheat 




Start 


43299 






End 


678.00 






GI 


none 






Score 


65 






F.xon s 

J-J *\ \ m s UO 


43299. 


.43472, 54043. 


. 54108, 


67150. . 67248, 67298 


. .67402, 






67339. 


.67401, 67421. 


. 67522, 


67423. .67521, 67592 


. . 61102, 






67600. 


.67710, 67722. 


. 67799, 


67723. .67800 






Sea No 


4&.618 






Seq. ID 


OJ000301 


16 0330 


. C2 


Gene No. 


96560 






Strand 








Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2. 


o9 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


44174 






End 


44549 






GI 


none 






Score 


91 






F.xon *=? 

4—1 *\ v_/ 1 1 O 


44174 . 


.44239, 44176. 


. 44238, 


44179. .44244, 44331 


. .4 4483, 






44338. 


.44490, 44344. 


. 44493, 


44505. .44549 






Sea No 


45618 






Seq. ID 


OJ000301 


16 0330 


. C2 


VJCllC Ll V-/ . 


96560 






Strand 








Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2. 


o3 . tm 


Method 


TBLASTX : 


Mai ze 




Start 


45787 






End 


48504 






GI 


none 






Score 


139 






Exons 


45787. 


.45867, 45787. 


. 45864, 


45789. , 45E 


)66, 46363 


. .46422, 






46364 . 


.46423, 46365. 


. 46424, 


4636S..46424, 46366 


. . 46425, 






47230. 


.47298, 47343. 


. 47420, 


47344 . . 474 


106, 47352 


. . 47420, 






47496. 


.47756, 47496. 


. 47756, 


'47498. .47773, 48445 


48504 , 






48448. 


.48504 












Sea No 


45618 






Seq. ID 


OJ000301 


16 0330 


.C2 


Gene No. 


96560 






Strand 








Start. 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2. 


olO . tm 


' Method 


TBLASTX:! 


Mai ze 




Start 


50356 






End 


52762 






GI 


none 






Score 


69 






Exons 


50356. 


.50403, 50356.. 


.50460, 


50358. .50459, 52528 


. .52581, 






52535. 


.52579, 52536. 


.52583, 


52666. .52761, 52667 


. .52762 




Seq. No. 


45618 






Seq. ID 


OJ000301 


_16.0330 


.C2 


Gene No. 


96560 






Strand 








Start 


67348 






End 


67828 







47017 



Name 

Start 

GI 

Exons 



OJ000301_16.0330.C2.o7.ts 
52527 



Method TBLASTX : Soybean 
End 53352 
none Score 72 

52527. .52559, 52528 5258 1, 52667 527 65 , 52670 52762 , 
52672. .52767, 52675 52764 , 5288 9 .. 52 918 , 5311 6 .. 53202 , 
53287. .53352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16.0330.C2.o2 . ts 
58992 



OJ000301 16. 0330. C2 



none 
58992. 
59197. 
59464. 
59624 . 



Seq.. ID 
Strand 
End 

_ Method 

End 
Score 

59075, 59033. .59086, 59033 59074 , 59168 .. 59365, 
59376, 59209. .59376, 594 62 .. 59530, 594 63 .. 59501, 
59541, 59465. .59542, 59604 .. 59702 , 59622 .. 59669, 
59671 



67828 

TBLASTX: Soybean 

59702 

63 



Seq. No. 45618 
Gene No. 96560 
Start 67348 

Name OJ000301_16 . 0330 . C2 . o4 . tm 

Start 58994 
GI none 
Exons 58994. 

59028. 

59115. 

59331. 

59465. 

59783. 



,59038, 58999. 

,59075, 59030. 

,59375, 59152. 

59375, 59454. 

59542, 59604. 

59830, 59784. 



.59037, 
.59077, 
.59376, 
.59507, 
.59726, 
.59816 



Seq. ID OJ000301_16.0330.C2 
Strand 

End. 67828 

Method TBLASTX : Maize 

End 59830 

Score 34 
59001. .59039, 59004 .. 59039, 
59032. .59112, 59038 .. 59088 , . 
59160. .59276, 591 61 .. 59373, 
59462. .59518, 594 64 59541, 
59623. .59691, 59706. .59756, 



Seq. No. 45618 
Gene No. 96560 
Start 67348 

Name OJ000301_16 . 0330 . C2 . ol . tw 

Start 59036 
GI none 
Exons 59036. 

59161. 

59464 . 

59622. 

59834. 



59074, 59037. .59075, 

59373, 59166. .59375, 

59523, 59464. 

59780, 59624. 

59881, 59839. 



59541, 
59698, 
59880 



Seq. ID OJ000301_16.0330.C2 
Strand 

End 67828 

Method TBLASTX : Wheat 
■End 59881 

Score .65 
59037. .59075, 59160 .. 59276, 
59331. .59375, 59457. .59519, 
59465. .59542, 59608 .. 59700 , 
59745. .59813, 59783. .59809, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45618 
96560 
67348 

OJ000301_16.0330.C2.o5.tc 
59037 



OJ000301 16. 0330. C2 



none 
59037. 
59462, 
59624 . 



Seq. ID 
Strand 
End 

_ ■ Method 

End 
. Score 

59075, 59197. .59358, 59204 .. 59359, 59209 .. 59376, 
59524, 59463. .59525, 594 65 .. 59530 , 59604 .. 59711 , 
59674 



67828 

TBLASTX: Cress 

59711 

88 



Seq. No. 45618 Seq. ID 

Gene No. 96560 Strand 

Start 67348 End 

Name OJ000301 16 . 0330 . C2 . o3 . tc Method 



OJ000301_16.0330.C2 
67828 

TBLASTX: Cress 



47018 



1:3? 



Start 


62136 






End 


62528 




GI 


none 






Score 


58 




F. von 


62136. 


.62300, 62138 


62281, 


62321. .62476, 62322 .. 62477 , 






62360.. 


.62500, 62367 


62486, 


62480. .62527, 62481.. 62528 




Seq. No. 


45618 






Seq. ID 


OJ000301_16.0330 


.C2 


Gene No. 


96560 






Strand 






Start 


67348 






End 


67828 




Name 


OJ0003O1 16. 0330. C2 


. o 4 . t s 


Method 


TBLASTX : Soybean 




Start 


62138 






End 


63016 




GI 


none 






Score 


105 




Rvnn ^ 


62138. 


.62278, 62327, 


62533 


62343. . 62465, 62921.. 63016 




Seq . No . 


45618 






Seq. ID 


OJ000301_16.0330 


CO 


Gene No. 


96560 






Strand 






Start 


67348 






End 


67828 




Name 


OJ000301 16. 0330. C2, 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


62156 






.'End 


•63073 




GI 


none 






Score 


127 






62156. 


.62242, 62315, 


i * J J J , 


62322. . 62534, 62903. . 63073, 






62922. 


.63071 












45618 






Seq. ID 


OJ000301_16.0330 


CO 


Gene No. 


96560 






Strand 






Start 


67348 






End 


67828 




Name 


OJ000301 16. 0330. C2 , 


■ ol . tc 


Method 


TBLASTX: Cress 




O Lai L 


62940 






End 


63491 




GI 


none 






Score 


122 






62940. 


.63125, 62942. 


63124 , 


63201. .63320, 63202 63309, 






63393. 


.63491 












45618 






Seq. ID 


OJ000301_16.0330 


CO 


Gene No. 


96560 






Strand 






Start 


67348 






End 


67828 




Name 


OJ000301 16. 0330. C2. 


, o3 . ts 


Method 


TBLASTX: Soybean 




O Lai L 


63020 






End 


63563 




GI 


none 


.63124, 63024. 




Score 


66 




P von q 


63020. , 


. • VJ J- sj , 


63201. .63320, '"'63202. .63309, 






' 63393. , 


.63563 










O ~ ^ • LN k-/ • 


45618 






Seq. ID 


OJ000301_16.0330 


CO 


Gene No. 


. 96560 






Strand 






Start 


67348 






End ' 


67828 




Name 


OJ000301 16. 0330. C2. 


o 6 . tm 


Method 


TBLASTX: Maize 




Start 


63074 






End 


63588 






none 






Score 


111 




J_J /\ Vw/ 1 i o 


63074. , 


.63124, 63166. 


63309 
* \j *j *j \j j f 


63213... 63320, 63382. . 634 8 9, 






63393. , 


. 63491, . 63466. 




63538. .6351 


38 




Sea No 


45618 






Seq. ID 


OJ000301_16.0330 


. C2 


Gene No. 


96560 






Strand 






Start 


67348 






End 


67828 




Name 


OJ000301 16. 0330. C2. 


olO . gp 


Method 


AAT/GAP 




Start . . 


67014 






End 


67828 




GI 


1162 1. 


.R1084 




Score 


1427 




Exons 


67014. . 


,67521, 67600. 


.67828 









GI Descrip. 1 2501190/sp | Q41739 | TH42_MAIZE 9.0e-69 THIAMINE BIOSYNTHETIC 



47019 



ENZYME 1-2 PRECURSOR >gi_2130147_pir S61420 thiamine 

biosynthetic enzyme thil-2 - maize >gi_596080 (U17351) thiamine 
biosynthetic enzyme [Zea mays] ' 







45618 






Seq. ID 


OJ000301_16.0330 






f^^n*a Mo 


96560 






Strand - 








O L. GL J- L 


67348 






End " 


67828 






Name 


OJ000301 16. 0330. C2, 




Method 


TBLASTX: Maize 






o Lai u 


67343 






End 


67827 






(IT 


none 






Score 


150 






Exons 


67343. 


.67369, 67369. 


. . 67521, 


67427. . 67522, 67592. . 67702, 








67600. 


.67710, 67722. 


. . 67826, 


67723. .67827 






Cpn Ma 


45618 






Seq. ID 


OJ000301_16.0330. 


P9 






96560 






Strand 








Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2. 


> \J -L • L. o 


Method 


TBLASTX: Soybean 






Of- -a v-+- 


67348 ' 






End 


67827 ■ 






GI 


none 






Score 


101 






Exons 


67348. 


.67398, 67429. 


. .67521, 


67430. .67534, 67592. . 67702, 








' 67600. 


.67710, 67722. 


> . U / O \J , 


67723. .67827 






ci^rr Mo 


45618 






Seq. ID 


OJ000301_16.0330. 


CO 


f :: l 


fZ^r^ea Mo 


96560 






Strand 








O Ud-L L. 


' 67348 






End 


67828 




V 1 




OJ000301 16. 0330. C2 . 




'-Method 


GENS CAN 






o Lai L 


67348 






End,.,. 


67719 




; i? 


GI 


none 






Score 


.94 




L.tJ 


Exons 


67348. 


.67521, 67600. 


, .67719 










Seq. No. 


45618 






Seq. ID 


OJ000301_16.0330. 


.C2 


5-i 5 


Gene No. 


96560 






Strand 








Start 


67348 






End 


67828 






Name 


OJ000301 16. 0330. C2 . 


o2. tc 


Method 


TBLASTX: Cress 






Start 


67348 






End 


67827 






GI 


none 






Score 


38 






Exons 


67348. 


.67398, 67352. 


.67399, 


. 67426. .67521, 67430 .. 67522, 








67592. 


.67702, 67600. 


.67710, 


67722. .6782 6, 67723. .67827 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301 16. 0330. C2 



45618 
96560 
67348 

OJ000301_16.0330.C2.ol0.np 
67351 
2501190 
67351. .67521, 67600. .67828 

THIAMINE BIOSYNTHETIC ENZYME 1-2 PRECURSOR 

gi I 2130147 |pir | IS61420 thiamin biosynthesis protein thil-2 - 
maize- .gi | 596080 |gb| AAA96739.il (U17351) thiamine biosynthetic 
enzyme [Zea mays] 



67828 
AAT/NAP 
67828 
489 



Seq. No. 45619 Seq. ID 

Gene No. 96561 Strand 

Start • 13 End 

Name OJ000301_1 6 . 0330 . C3 . ol . gs Method 

Start 13 End 

GI none Score 



OJ000301_16. 0330.C3 
+ 

1100' 
GENSCAN 
1100 
.66 



47020 



# • 



Exons 


13 69 236 399 1043 1100 












Sea. No 


45619 


Seq. ID 






• U jjU 




Gene No. 


96561 


Strand 


+ 








Start 


13 


End 


1100 








Name 


OJ000301 16.0330.C3.ol.np 


Method 


AAT /NAP 








Start 


112 


End 


d ^7 








GI 


6815099 


Score 


O \J 








Exons 


112.. 296, 322. .437 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


o d l LvdJ 








Seq. No. 


45619 


Seq. ID 




X u , 


■ U J JU i 




Gene No. 


96562 


Strand 


+ 








Start 


3155 


End 


3586 








Name 


OJ000301 16.0330.C3.o2.np 


Method 


AAT /NAP 








Start 


3155 


End 


JJOU 








GI 


6006381 


Score 


J «J *i 








Exons 


3155. .3586 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


O CI 1 L V Q J 








Seq. No. 


45619 


Seq. ID 


OJ000301_ 


_16. 


.0330. 


,C3 


Gene No. 


96563 


Strand 










Start 


3426 


End 










Name 


OJ000301 16.0330.C3.o2.gs 


Method 










Start 


"3426 


End 


J / ID 








GI 


none 


Score 










Exons 


3426. .3716 












Seq. No. 


45620 


Seq. ID 


OJ000301_ 


16, 


,0330. 


C4 


Gene No. 


96564 


Strand 


+ 








Start 


1343 


End 


18 64 








Name 


OJ000301 16.0330.C4.ol.gs 


Method 


KJ Cj LN O V^rtlN 








Start 


1343 


End 










GI 


none 


Score 


4 7 








Exons 


1343. .1401, 1678. .1808, 1860. 


.1864 










Seq. No. 


45620 


Seq. ID 


OJ000301_ 


_16. 


,0330. 


C4 


Gene No. 


96565 


Strand 










Start 


2870 


End 


6689 








Name 


OJ000301 16.0330.C4.o2.gs 


Method 


GENSCAN 








Start 


2870 


End 


6689 








GI 


none 


Score 


.42 








Exons 


2870. .3448, 3530. .3797, 4095. 


.4521, 4606. .4831, 


4913. .5425, 




5952. .6044, 6549. .6689 












Sea No 


45620 


Seq. ID 


OJ000301_ 


16. 


0330. 


C4 


Gene No. 


96565 


Strand 










Start 


2870 


End 


6689'' 








Name 


OJ000301 16.0330.C4 .ol.np 


Method 


AAT /NAP 








Start 


2873 


End 


3859 








GI 


5091610 


Score 


250 








Exons 


2873. .3234, 3301. .3452, 3542. 


.3859 










GI Descrip. 


(AC007858) 10A19I.15 [Oryza sativa] 










Seq. No. 


45620 


Seq. ID 


OJ000301_ 


16. 


0330. 


C4 


Gene No. 


96565 


Strand 










Start 


2870 


End 


6689 









47021 



Name 


OJ000301 16 


.0330 


.C4 .o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


3407 








End 


3817 


GI 


none 








Score 


244 


Exons 


3407. .3448, 


^3530, 


. .3817 








Seq. No. 


45620 








Seq. ID 


OJ000301_16.0330.C4 


Gene No. 


96565 








Strand 




Start 


2870 








End 


6689 


Name 


OJ000301 16 


.0330. 


.C4.o2. 


np 


Method 


AAT/NAP 


Start 


3569 








End 


6418 


GI 


6967112 








Score 


433 


Exons 


3569. .3605, 


4092. 


. .4521, 


4606 


..4831, 4913. .4951, 6377. .6418 


GI Descrip. 


(AL138652) ] 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


45620 








Seq. ID 


OJ000301_16.0330.C4 


Gene No. 


96565 








Strand 




Start 


2870 








End 


6689 


Name 


OJ000301 16 


.0330. 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4274 








End 


4834 


GI 


none 








Score 


87 


Exons 


4274. .4507, 


4305. 


, .4511, 


4319 


..4528, 4601. .4828, 4620. .4826 




4637. .4834, 


4662. 


.4829 








Seq. No. 


45620 








Seq. ID 


OJ000301_16.0330.C4 


Gene No. 


96565 








Strand 




Start 


2870 








End 


6689 


Name 


OJ000301 16 


.0330'. 


C4 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4319 








End 


4765 


GI 


none 








Score 


75 


Exons 


4319. .4426, 


4427. 


.4522, 


4428 


..4523, 4637. .4765, 4668. .4736 


Seq. No. 


45620 








Seq. ID 


OJ000301_16.0330.C4 


Gene No. 


96565 








Strand 




Start 


2870 








End 


6689 


Name 


OJ000301 16 


.0330. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4373 








End 


4831 


GI 


none 








Score • 


83 


Exons 


'4373. .4417, 


4421. 


.4522, 


4446 


. .4523, 4625. . 4831 


Seq. No. 


45620 








Seq. ID 


OJ000301_16.0330.C4 


Gene No. 


96565 








Strand 




Start 


2870 








End 


6689 


Name 


OJ000301 16, 


.0330. 


C4 ,o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


4897 








End 


5239 


GI 


none 








Score 


172 


Exons 


4897 . .5148, 


4910. 


.5239, 


4911 


..5237 ' 




Seq. No. 


45621 








Seq. ID 


OJ000301_13.'0330.C1 


Gene No.~ 


96566 








Strand 


+ 


Start 


1 








End 


973 


Name 


OJ000301 13. 


.0330. 


Cl.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


973 


GI 


5091513 








Score 


1241 


Exons 


1. .973 













GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 

Seq. No. 45621 Seq. ID OJ000301_13 . 0330 . CI 



47022 




Gene No. 


96566 


Strand 


+ 


Start 


1 


End 


973 


Name 


OJ000301 13.0330 CI ol as 


Method 


GENSCAN 


Start 


3 ~~ 


End 


952 


GI 


none 


Score 


1 


Exons 


3. . 952 






Seq. No. 


45622 


Seq. ID 


OJ000301 13 0330 C4 


Gene No . 


96567 


Strand 




Start 


1 


End 


2339 


Name 


OJ000301 13.0330.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1621 


GI 


6957720 


Score 


546 


Exons 


1..27, 788. .1051, 1298. .1621 




GI Descrip. 


(AC021640) putative mannose 


i-6-phosphate isomerase [Arabidopsis 




thaliana] 






Seq. No. 


45622 


Seq. ID 


OJ000301_13.0330.C4 


-Gene No. 


96567 


Strand 


+ 


Start 


1 


End 


2339 


Name 


OJ000301 13.0330.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


734 


End 


961 


GI 


none 


Score 


273 


Exons 


734. .961, 787. .960. 






Sea No 


45622 


Seq. ID 


OJ000301_13.0330.C4 


Gene No. 


96567 


Strand 


+ 


Start 


1 


End 


2339 


Name 


OJ000301 13.0330.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


768 


End 


1612 


GI 


none 


Score 


189 


Exons 


768. .1052, 782. .1057, 787.. 


1050, 825.. 


1064, 1294. .1473, 




1297. .1365, 1304. .1465, 1484. .1561, 1486. .1548, 1532. .1612 


Seq. No. 


45622 


Seq. ID 


OJ000301_13.0330.C4 


Gene No. 


96567 


Strand 


+ 


Start 


1 


End 


2339 


Name 


OJ000301 13.0330.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


782 


End 


1351 


GI 


none 


Score 


375 


Exons 


782. .1048, 796. .1038, 815.. 


1048, 1301. 


.1351 


Seq. No. 


45622 


Seq. ID 


OJ000301_13.0330.C4 


Gene No. 


96567 ■ 


Strand 


+ 


Start 


1 


End 


2339 


Name 


OJ000301 13.0330.C4.ol.gs 


Method 


GENSCAN 


Start 


785 


End 


2339 


GI 


none 


Score ■ 


.71 


Exon 


785. .1051, 1298. .1474, 1533 


..1666, 1993. .2149, 2199. .2339 


Seq. No. 


45623 


Seq. ID 


OJ000301_13.0330.C5 


Gene No. 


96568 


Strand 


+ 


Start 


380 


End 


1.521. 


Name 


OJ000301 13.0330.C5.ol.gs 


Method 


g'Snscan 


Start 


380 


End 


1521 


GI 


none 


Score 


.8 


Exons 


380. .560, 1122. .1230, 1251. 


.1521 





47023 




Seq. No. 


45623 








Seq. ID 


OJ000301_13.0330.C5 




96569 








55 1* rand 

O X CI 1 LKU 




Start 


1998 








End 


2100 


LN aULC 


OJ000301 13 


. 0330 . 


C5 . o2 . 


y o 


M<=»t" hi oH 


\J Hi LN O V^XiLN 


Start 


1998 ~~ 








End 


2100 


\J X 


none 








Score 


.46 


£j AU11 0 














Seq. No. 


45624 








Seq. ID 


OJ0003-01_13.0330.C6 


Gene No. 


96570 








Strand 




Start 


4 624 








End 


5878 


LN clitic 


OJ000301 13 

WU UUU JU 1 XJ 


.0330. 


C6.ol. 


np 


Method 


AAT/NAP 


qt a rt 

O Lai L 


3679 ~~ 








End 


5851 


u x 


671 ^7 3^ 








Score 


531 


i— 1 AW 1 i O 


3679 3768, 


5012. 


.5373, 


5469. 


.5598, 5698. .5851 


o x ucoli • 


/arm 6447 ^ i 


putative transcription factor [Arabidopsis thaliana 


Seq. No. 


45624 








Seq. ID 


OJ000301_13.0330.C6 




96570 








Strand 




Start 


4 624 








End 


5878 


Name 


OJ000301 1 3 

WUUUU JUX X,J 


.0330. 


C6.ol. 


gs 


Method 


GENSCAN 


q+- a r +- 

u Lai L 


4 694 ~~ 








End 


5878 


GI 


none 








Score 


.82 


pYOn Q 


4694 R399 


5698. 


.5878 








Seq. No. ; 


45624 








Seq. ID 


OJ000301_13.0330.C6 


pi n KJo 


96571 








Strand 






652 6 








End 


7546 


Name 


0.7000301 1 3 


.0330. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5205 ~~ 








End 


5797 


GI 


none 








Score 


163 


uAUllu 




5206. 


.5406, 


5468. 


.5599, 5694.. 5789, 5696.. 5797 


Seq. No. 


45624 








Seq. ID 


OJ000301_13.0330.C6 


Gene No. 


96571 








Strand 




Start 


6526 








End 


7546 


LNdillC 


0,7000301 1 3 


.03.30. 


C6.bl. 


ts 


Method 


TBLASTX: Soybean 


OLdi L 


S90 S _ 








End 


5797 


VJJ X 


11U1 1C 








Score 


133 


UAU 1 1 O 


SP0S 5375 


5224. 


.5409, 


5468. 


.5599, 5694.. 5789, 5696.. 5797, 




S70R S7Q1 












Seq. No. . 


45624 








Seq. ID 


OJ000301_13.0330.C6 


uC lie; LNU t 


96571 








Strand 




u Lul L 


6S96 








End 


7546 


Name 


O.T000301 1 3 


.0330. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


qfa rf 


R?0S _ 
.j ^> \j ~j 








End 


5352 


GI 


n on o 
i tui it; 








Score 


127 


T* 1 von q 


S^O^ S3M 


5206. 


.5352 








Seq. No. 


45624 








Seq. ID 


OJ000301_13.0330.C6 


Gene No. 


96571 








Strand 




Start 


6526 








End 


7546 


Name 


OJ000301 13 


.0330. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5262 








End 


5791 


GI 


none 








Score 


82 



47024 



Exons 


5262. .5375, 


5308 


. . 5406, 


5468. 


.5599, 5694. .5789, 5696. .5791 


Seq. No. 


45624 








Seq. ID 


OJ000301_13.0330.C6 


Gene No. 


96571 








Strand 




Start 


6526 








End 


7546 


Name 


OJ000301 13 


.0330 


.C6.ol. 


tm 


Method 


TBL'ASTX: Maize 


Start 


5486 








End 


6061 


GI 


none 








Score 


77 


Exons 


5486. ,5560, 


5486 


. .5599, 


5520. 


.5603, 5694. .5885, 5696. .5884, 




5993. .6040, 


5994 


. . 6017, 


6017 . 


. 6061 




Seq. No. 


45624 








Seq. ID 


OJ000301_13. 0330.C6 


Gene No. 


96571 








Strand 




Start 


6526 








End 


7546 


Name 


OJ000301 13 


.0330 


.C6.o2. 


as 


Method 


GENSCAN 


Start 


6526 








End 


7546 


GI 


none 








Score 


. 61 


Exons 


6526. . 6544, 


6747 


. . 6768, 


7407. 


.7546 




Seq. No. 


45625 








Seq. ID 


OJ000301_13.0330.C9 


Gene No. 


96572 








Strand 


+ 


Start 


302 








End 


436 


Name 


OJ000301 13 


.0330 


.C9.ol. 


as 


Method 


GENSCAN 


Start 


302 ~ 








End 


436 


GI 


none 








Score 


.77 


Exons 


302 . .436 












Seq. No. 


45625 








Seq. ID 


OJ000301_13.0330.C9 


Gene No. 


96573 








Strand 




Start 


3109 








End 


4300 


Name 


OJ000301 13 


.0330 


.C9.o2 . 


as 


Method 


GENSCAN 


Start 


3109 ~~ 








End 


4184 


GI 


none 








Score 


.71 


Exons 


3109. .3179, 


3790, 


. .3863, 


3953. 


.4020, 4092. .4184 


Seq. No. 


45625 








Seq. ID 


OJ000301_13.0330.C9 


Gene No. 


96573 








Strand 




Start 


3109 








End 


4300 


Name 


OJ000301 13 


.0330, 


.C9.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


3574 








End 


4184 


GI . 


none 








Score 


69 


Exons 


3574 . . 3687, 


3598 , 


. . 3693, 


3794 . 


.3862, 3937. .4014, 4092. .4184 


Seq. No. 


45625 








Seq. ID 


OJ000301_13.0330.C9 


Gene No. 


96573 








Strand 




Start 


3109 








End 


4300 


Name • 


OJ000301 13, 


.-0330. 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


3595 ■ 








End 


4300 


GI 


6715723 








Score 


252 


Exons 


3595. .3686, 


3790, 


. .3863, 


3953. 


.4020, 4092. .4300 ' 


GI Descrip. 


(AC016447) putative bifunctional nuclease [Arabidopsis thaliana 


Seq. No. 


45625 








Seq. ID 


OJ000301_13.0330.C9 


Gene No. 


96573 . 








Strand 




Start 


3109 








End 


4300 


Name 


OJ000301 13, 


,0330. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3595 








End 


4014 



47025 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



78 



3595.. 3693, 3602.. 3688, 3794.. 3862, 3937.. 4014 



45625 
96573 
3109 

OJ00030.1_13.0330.C9.ol. ts 

3643 

none 



Seq. ID OJ000301_13.0330.C9 
Strand 

End 4300 

Method- . TBLASTX: Soybean 

End 4184 

Score 62 



3643. .3687, 3773. .3868, 3798. .3869, 3937. .4014, 4092. .4184 



45626 
96574 
2500 

OJ000301_13 . 0330 . C10 . o2 . gs 

2500 

none 



Seq. ID OJ000301__13. 0330. C10 

Strand + 

End 5768 

Method GENSCAN 

End 5455 

Score .75 

2500. .2587, 2596. .2639, 2741. .2912, 4355. .4456, 4566. .4705, 
4810. ..4975, 5319 ...5455 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45626 
96574 
2500 

OJ000301_13. 0330. C10. ol.gp 
2502 

LIB3477-010-P1-K1-H6 
2502. .2639, 2741. .2916 

' 5672692/dbj | BAA82696 . 1 | 9.0e-17 (AB028448) nuclease I'[Hordeum 
vulgare] 1 



Seq. ID OJ000301_13. 0330. C10 

Strand + 

End 57 68 

Method AAT/GAP 

End 2916 

Score 572 



45626 
96574 
2500 

OJ000301_13. 0330. C10. o2.np 

2518 

6715723 



Seq. ID OJ000301_13. 0330. C10 

Strand + 

End 5768 

Method AAT/NAP 

End 5410 

Score 627 



2518. .2639, 2741. .2912, 4355 4456, 4557. .4705, 4810. .4902, 
4980. .5047, 5138. .5211, 5319W5410 

(AC016447) putative bifunctional nuclease [Arabidopsis thaliana] 



p Seq. No. 


45626 




Seq. ID 


OJ000301_ 


13.0330 


Gene No. 


96574 




Strand 


+ 




Start 


2500 




End 


5768 




Name 


OJ000301 13.0330.C10 


.o3.gp 


Method 


AAT/GAP 




Start 


5328 




End 


5768 




GI 


702658 




Score 


857 




Exons. 


5328. .5768 










Seq. No. 


45626 




Seq. ID 


OJ000301_ 


13.0330 


Gene No. 


96575 




Strand 


+ 




Start 


18179 




End 


28287 




Name 


OJ000301 13. 0330. C10 


. o5 . gs 


Method 


GENSCAN 




Start 


18179 




End 


28287 




GI 


none 




Score. 


. 46 . 




Exons 


18179. . 18325, 21476. 


.21545, 


21661. .21704, 22045. 


.22251, 




22305. .24686, 24750. 


.25477, 


25554. .26163, 26266. 


.28287 



47026 



OJ000301_13. 0330. CIO 
+ 



Seq. No. 45626 
Gene No. 96575 
Start 18179 

Name OJ000301_13 . 0330 . CIO . o4 . np 

Start 22323 
GI 7228457 
Exons ~ 22323.-22689, 22751 

26734.. 28284 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28287 
AAT/NAP 
28284 
8593 



.24686, 24750. .25585, 25708 .. 2 6667 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45626 
96576 
28929 

OJ000301_13. 0330. C10. o6.np 

28929 

2130141 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28929. .28987, 30273 .. 30534 , 30626.. 32104 

mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



OJ000301_13. 0330. C10 
+ 

32104 
AAT/NAP 
32104 
971 " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45626 
96577 
35378 
OJ000301 
35378 
none 
35378 
37300 
38735 



_13. 0330. C10. o9.gs 



35437, 
37425, 
38823 



36013. 
37915. 



.36120, 
,38026, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

36577 

38250 



36609, 
38587, 



OJ000301_ 
+ 

38823 
GENSCAN 
38823 
.79 

36691. 
38615. 



13. 0330. C10 



,36780, 
38696, 



Seq. No. 


45626 


Seq. ID 


OJ000301_ 


13 


.0330. C10 


Gene No. 


96578 


Strand 








Start 


1 


End 


756 






Name 


OJ000301 13.0330.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


729 






GI 


4099833. 


Score 


362 






Exons 


1..94, 191. .284, 385. .559, 634. .729 








GI Descrip. 


(U90265) bifunctional nuclease [Zinnia 


elegans ] 






Seq. No. 


45626 


Seq. ID 


OJ000301_ 


13. 


.0330. C10 


Gene No. 


96578 


Strand 








Start 


1 


End 


756 






Name 


OJ000301 13.0330.C10.ol.gs 


Method 


GENSCAN 






Start 


31 


End 


756 






GI 


none 


Score 


.64 






Exons 


31. . 126, 311. .559, 571. .756 










Seq. No. 


45626 


Seq. ID 


OJ000301_ 


13. 


.0330. C10 


Gene No. 


96579 


Strand 








Start 


3164 


End 


3264 






Name 


OJ000301 13.033J).C10.o2.gp 


Method 


AAT/GAP 






Start 


3164 


End 


'32 64 






GI 


LIB3477-003-P1-K1-E9 


Score 


122 






Exons 


3164. .3264 










GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 MAJOR POLLEN 


ALLERGEN ORY 



47027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory si [Oryza 
sativa] * 



45626 
96580 
6045 

OJ000301_13. 0330. CIO. o3.gs 

6045 

none 



Seq. ID OJ000301_13. 0330. C10 
Strand 

End 12966 

Method GENSCAN 

End 12864' 

Score .7 



6045. .6059, 6107. .6212, 6326. .6414, 6494. .6622, 6709. .6809, 

6821. .6877, 7047. .7176, 7623. .7676, 8298. .8555, 8857. .8988, 

9069. .9206, 9468. .9600, 9708. .9829, 9944. .10081, 10825 11010, 
11908. .12045, 12400.. 12864 



45626 Seq. ID 

96580 Strand 

6045 End 
OJ000301_13 . 0330 . C10 . o4 . gp Method 

6987 . . End 

none Score 

6987. .7101, 7185. .7347 



OJ000301__13. 0330. C10 

12966 
AAT/GAP 
7347 
484 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301 13. 0330. C10 



45626 
96580. 
6045 

OJ000301_13. 0330. C10. o3.np 
8235 
5902390 

8235. .8501, 8857, 
9708. .9829, 9944, 
12400. .12858 

(AC008148) Unknown protein [Arabidopsis thaliana] 
gi|6453884|gb|AAF09067.1|AC011663_3 (AC011663) unknown protein 
[Arabidopsis thaliana] 



,8988, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9069. .9148, 



12966 ■ 
AAT/NAP 
12858 
1020 
9251. .9380, 



9468. .9600, 



,10084, 10825. .11010, 11908 .. 12045, 



45626 Seq. ID 

96580 Strand 
6045 End ' 

OJ000301_13. 0330. C10. o5 . gp Method 
8311 End 
6840_2.R1084 Score 
8311. .8510, 8857. .8988, 9069. .9148, 
9708. .9829, 9944. .10081, 10825. .11014 
' 5902390/gb|AAD554 92. 1 |AC00814 8_2 1 . Oe- 
protein [Arabidopsis thaliana] f 



OJ000301 13. 0330. C10 



12966 
AAT/GAP 
11014 
2061 
9251. .9380, 



9468. .9600, 



105 (AC008148) Unknown 



45626 Seq. ID 

96580 Strand 

6045 End 
OJ000301_13. 0330. C10. o6.gp Method 

12522 End 

none Score 
12522. .12966 



OJ000301_13. 0330. C10 

12966 
AAT/GAP 
12966 
855 



Seq. No. 
Gene No. 
Start 



45626 
96581 
17239 



Seq. ID 

Strand 

End 



OJ000301 13. 0330. C10 



17303 



47028 



Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_13 . 0330 . CIO . o7 . gp Method AAT/GAP 
17239 End 17303 

uC-osflcypl58c04al Score 91 

17239. .17303 

'4581164/gb|AAD24647.1 |AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] 1 



45626 



96582 
28907 

OJ000301_13. 0330. C10. o2.ts 
31 

none 

31. .84, 202. .282, 383. .571, 396 
4357. .4440, 4568. .4639 



Seq. ID OJ000301_13. 0330. C10 



Strand 
End 

Method 
End 
Score 



29462 

TBLASTX: Soybean 

4639 

98 



,557, 628. .675, 2738. .2887, 



Seq. No. 45626 

Gene' No. 96582 

Start ' 28907 

Name OJ000301_13 . 0330 . C10 . o3 . tm 

Start 31 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 13. 0330. C10 



29462 

TBLASTX :Maize 
5452 
76 

31. .93, 32. .91, 202. .288, 212. .250, 413. .571, 414. .548, 
634. .678, 638. .679, 2591. .2638, 2592. .2639, 2738. .2914, 
2740. .2913", 4342. .4443, 4343. .4441, 4348. .4452, 4567. .4698, 
4568. .4726, 4801. .4902, 4809. .4904, 4979. .5047, 4980. .5048, 
4980.. 5051, 5101.. 5223, 5139.. 5219, 5140.. 5220, 5317.. 5409, 
5317. .5445/ 5318. .5452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45626 
96582 
28907 

OJ000301_13. 0330. C10. o3.tc 

4971 

none 



Seq. ID OJ000301_13. 0330. C10 
Strand 
End 

Method 
End 
Score 



29462 

TBLASTX: Cress 

5407 

66 



4971. .5045, 5137. .5226, 5139. .5219, 5317. .5403, 5318. .5407 



45626 
96582 
28907 

OJ000301_13. 0330. C10. o7 . tm 

6001 

none 

6001. .6102, 6011. .6079, 6060. 
6325. .6414, 6326. .6409 



Seq. ID OJ000301JL3. 0330. C10 
Strand 

End 29462 

Method TBLASTX : Mai ze 

End 6414 

Score 4 4 

,6215, 6073. .6213, 6074. .6214, 



Seq. No. 45626 

Gene No. * ' 96582 
Start " 28907 

Name OJ000301_13 . 0330 . C10 . o*7 . tw 

Start 6032 
GI none 

Exons 6032.. 6079, 6073.. 6210, 6074, 

6326. .6382 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6214, 



OJ000301 13. 0330. C10 



29462 

TBLASTX: Wheat 
6382 
37 

6075. .6215, 6325. .6381, 



Seq. No. 
Gene No. 



45626 
96582 



Seq. ID 
Strand 



OJ000301 13. 0330. C10 



47029 



Start 


28907 






End 


29462 


Name 


OJ000301 13, 


. 0330 


.C10.o4 . ts 


Method TBLASTX : Soybean 


Start 


6068 ~~ 






End 


6524 


GI 


none 






Score 


104 


Exons 


6068 . . 6214, 


6105 


. . 6215, 6325 . 


.6417, 


6326. .6415, 6488. .6523, 




6489. . 6524 










Seq. No. 


45626 






Seq. ID OJ000301 13. 0330. C10 


Gene No. 


96582 






Strand 


I - 


Start 


28907 






End 


29462 


Name 


OJ000301 13. 


, 0330 


.C10.o9.tm 


Method 


TBLASTX: Maize 


Start 


6488 ~~ 






End 


7090 


GI 


none 






Score 


168 


Exons 


6488 . . 6622, 


6495 , 


. . 6632, 6709. 


.6732, 


6722. .6814, 6731. .6808, 




6895 . . 6927, 


6909, 


. . 6926, 6970 . 


.6993, 


7033. .7086, 7034. .7090 


Seq. No. 


45626 






Seq. ID OJ000301 13. 0330. C10 


Gene No . 


.96582 






"•Strand, 


Start 


• $6907 






End 


29462 


Name 


OJ000301 13. 


0330, 


. C10 . ol . tm 


Method 


TBLASTX: Maize 


Start 


8092 ~~ 






End 


12798 


GI 


none 






Score 


41 


Exons 


8092 . .8178, 


8265 , 


. . 8372, 8268 . 


.8321, 


8269.. 8322, 8315.. 8512, 




8328. .8522, 


8328. 


..8486, 8341. 


.8550, 


8341. .8511, 8423. .8512, 




'8857. .8988, 


8857. 


,.8988, 8895. 


.8990, 


9062. .9145, 9064. .9144, 




9069. .9176, 


9069. 


,.9149, 9245. 


.9382, 


9250. .9390, 9251. .9343, 




9253. .9381, 


9255. 


. .9434,. 9453. 


.9602, 


9466. .9603, 9467. .9601, 




9467. .9625, 


9469. 


,.9603, 9707. 


.9829, 


9708. .9830, 9708. .9830, 




9709. .9831, 


9939. 


,.10082, 9944 


. .10084 


, 9945. .10082, 10799. .11 




10816. .11019, 10825. .11022, 11905. .12060, 11908. .12060, 




12 628. . 12672, 12633. . 12701, 1274 8. . 12798, 1274 9. . 127 93 


Seq. No. 


45626 






Seq. ID OJ000301 13. 0330. C10 


Gene No. 


96582 






Strand 




Start 


28907 






End 


29462 


Name 


OJ000301 13. 


0330. 


ClO.ol. ts 


Method 


TBLASTX : Soybean 


Start 


9069 






End ■ 


10021 


GI 


none 






Score 


99 


Exons 


9069. . 9146, 


9261. 


.9380, 9286. 


.9381, 


9453. . 9602, 9472. . 9588, 




9707. .9829, 


9708. 


.9830, 9344. 


.10021, 


9945. .10016 


Seq. No. 


45626 






Seq. ID OJ000301 13. 0330. C10 


Gene No . 


96582 






Strand 




Start 


28907 






End 


29462 


Name 


OJ000301 13. 


0330. 


ClO.ol. tc 


Method 


TBLASTX: Cress 


Start 


9468 






End 


12792 


.GI 


none 






Score 


114 


Exons 


9468. .9602, 


9469. 


.9624, 9707. 


.9748, 


9767. . 9829, 9944 . . 10084, 




9945. .10085, 


10813. .10935, . 10912. .11022, 10924. .11019, 




11905. .12045 


, 12748.. 12792 






Seq. No. 


45626 






Seq. ID OJ000301 13. 0330. C10 


Gene No. 


96582 






Strand 




Start 


28907 






End 


29462 


Name 


OJ000301 13. 


0330. 


C10.o6.ts 


Method 


TBLASTX: Soybean 


Start 


10945 






End 


12051 


GI 


none 






Score 


88 



47030 




Exons 


10945. .11019, 11905. 


. 12051, 


11939. . 12028 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


.C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. CIO 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


22980 




■ End 


23369 




GI 


none 




Score 


54 




Exons 


22980. .23024, 23031. 


.23129, 


23036. .23128, 23096 .. 23335, 






23112. .23369 










Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


.C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


23019 




End 


23267 




GI 


none 




Score 


196 




Exons 


23019.-.23267, 23021. 


.23266 








Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330, 


.C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


24107 




End 


24593 




GI 


none 




Score 


408 




Exons 


24107. .24280, 24108. 


.24593, 


24302. .24562 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330. 


.C10 


Gene No . 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24758 




End 


25220 




GI 


none 




Score 


575 




Exons 


24758. .25021, 24759. 


.25220, 


24759. .25214 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330. 


.C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10 


. o7 . t s 


Method 


TBLASTX: Soybean 




Start 


24798 




End 


25163 




GI 


none 




Score 


117 




Exons 


24798. .25022, .25029. 


.25163 








Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330. 


C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24888 




End 


25244 




GI 


none 




• Score 


372 




Exons 


24888.-25244, 24923., 


.25039, 


24939.. 25244 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330. 


C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


25226 




End 


25532 




GI 


none 




Score 


60 





47031 



Exons 



25226. .25324, 25227 . . 25532 , 25229.. 25519 



Seq. No. 45626 

Gene No. 96582 

Start 28907 

Name OJ000301_13 . 0330 . CIO . 08 . tm 

Start 25271 - - 

GI none 
Exons 



Seq. ID OJ000301_J.3 . 0330 . C10 
Strand 

End 294 62 

Method TBLASTX : Mai ze 

End 25656 

Score 284 



25271. .25549, 25272 . . 25550 , 25462.. 25656 



Seq. No. 45626 

Gene No. 96582 

Start 28907 

Name OJ000301_13 . 0330 . C10 . o3 . ts 

Start 25407 

GI none 
Exons 



Seq. ID OJ000301_13. 0330. C10 
Strand 

End 29462 

Method TBLASTX : Soybean 

End 25779 

Score 156 



25407. .25553, 25424 2554 9, 25549. .25779 



Seq. No. 45626 

Gene No. 96582 

Start 28907 

Name OJ000301_13 . 0330 . C10 . o9 . tw 

Start 25543 

GI none 

Exons 25543. .25830, 25548.. 25637 



Seq'. ID OJ000301_13, 0330. C10 
Strand 

End 29462 

Method TBLASTX : Wheat 

End 25830 

Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45626 
96582 
28907 

OJ000301_13. 0330. C10. o4.tw 

26188 

none 



Seq. ID OJ000301_13. 0330. C10 
Strand 

End 29462 

Method TBLASTX : Wheat 

End 26646 

Score 239 



26188. .26409, 26212 .. 264 36, 26277 .. 26453, 264 97 2664 6, 
26523. .26645 



Seq. No. 

Gene No r 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



45626 
.96582 
28907 

OJ000301_13. 0330. C10. o5.ts 

26335 

5666795 



Seq. ID OJ000301_13.0330.C10 

Strand . - 

End 29462 

Method TBLASTX : Soybean 

End 26901 

Score 68 



26335. .26433, 26512 .. 2664 6, 26701.. 26901 
4206306 2.0e-10 ' (AF049110) prpol [Zea mays] 



45626 
96582 
28907 

OJ000301_13. 0330. C10. olO.tw 

26649 

none 

26649. .26825, 26701 .. 26961 



Seq. ID OJ000301_13. 0330. C10 
Strand 

End 29462 
Method TBLASTX : Wheat 
End 26961 
Score . 192 



Seq. No. 45626 

Gene No. 96582 

Start 28907 

Name OJ000301_13 . 0330 . C10 . o5 . tm 

Start 27154 



Seq. ID OJ000301_13. 0330. C10 
Strand 

End 29462 

Method TBLASTX : Mai ze 

End 27486 



47032 




GI 


none 




Score 


354 




Exons 


27154 . .27477, 27183. 


.27464, 


27274. .27486 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


icio 


Gene No. 


96582 




Strand 


— 




Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. CIO 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


27291 




End 


27672 




GI 


none 




Score 


379 




Exons 


27291 . .27641, 27292. 


.27672 








Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


.C10 


Gene No. 


96582 




Strand 






Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. CIO 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


27673 




End 


28275 




GI 


none 




Score 


262 




Exons 


27673. .27957, 27677. 


.27736, 


27678. .27776, 27806 .. 27859, 






27813. .27962, 28149. 


. 28271, 


28150. .28275 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


.C10 


Gene No. 


96582 




Strand 


- 




Start 


28907 




End 


29462 




Name 


OJ000301 13 . 0330 .C10 


.06. qs 


Method 


GENSCAN 




Start 


28907 ' ~~ 




End - 


29462 




GI 


none 




Score 


. 97 




Exons 


28907 . .29431, 29451. 


.29462 








Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


. C10 


Gene No. 


96582 




Strand 


- 




Start 


28907 




End 


29462 




Name 


OJ000301 13. 0330. C10 


. o5 . np 


Method 


AAT/NAP 




Start 


28910 




End 


29324 




GI 


6907089 




Score 


484 




Exons 


28910. .29324 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


.C10 


Gene No. 


96583 




Strand 






Start 


30360 




End 


30991 




Name 


OJ000301 13. 0330. C10 


,o2. tc 


Method 


TBLASTX: Cress 




Start 


30360 




End 


30868 




GI 


none 




Score 


159 




Exons 


30360. .30518, 30364. 


.30537, 


30626. .308* 


58 




Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330 


.C10 


Gene No. 


96583 




Strand 






Start 


30360 




End 


30991 




Name 


OJ000301 13. 0330. C10, 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


30640 




End 


30991 




GI 


none 




Score 


239 




Exons 


30640. .30939, 30641., 


.30991 








Seq. No. 


45626 




Seq. ID 


OJ000301_13.0330, 


.C10 


Gene No. 


96584 




Strand 






Start 


30995 




End 


31621 




Name 


OJ000301 13. 0330. C10. 


.o2. tm 


Method 


TBLASTX: Maize 





47033 



Start 


30995 


End 


31621 


GI 


none 


Score. 


323 


Exons 


30995 31264, 31000 31239, 


31265. .31330, 31276 




31346 31621, 31358 31582, 


31492. .31620 


Seq. No. 


45626 


Seq. ID 


OJ000301 


Gex\e No. 


.96585 


Strand 




Start 


38355 


End 


38816 


Name 


OJ000301 13. 0330.C10.o6. tm ' 


Method 


TBLASTX :l 


Start 


38355 — 


End 


38713 


GI 


none 


Score 


338 


Exons 


38355 38546, 38357 38587, 


38359. . 38 


589, 38375 




38 67 8.. 38713, 38 680.. 38709 






Seq. No. 


45626 


Seq. ID 


OJ000301_ 


Gene No. 


96585 


Strand 




Start 


38355 


End 


38816 


Name 


OJ000301 13.0330.C10.o8.ts 


Method 


TBLASTX:: 


Start 


38482 ~~ • 


End 


38816 


GI 


none 


Score 


104 


Exons 


38482 38595, 38483 38590, 

\J T U oO • * oh/ oh/ h^ o/ f *h/ *h? ™ U *h/ * 1 oj *h/ ^/ \J f 


38685. .38 


807, 38689 




38694 38816, 38699 38809 






Seq. No. 


45627 


Seq. ID 


OJ000301_ 


Gene. No . 


96586 . 


Strand 


+ 


Start 


242 


End 


2514 


Name 


OJ000301 13.0330.Cll.ol.gs 


Method 


GENSCAN 


Start 


242 


End 


2413 


GI 


none 


Score 


.96 


Exons 


242.-463, 544. .819, 1108. .1245, 1764. 


.2069, 219! 


Seq. No. 


45627 


Seq. ID 


OJ000301_ 


Gene No. 


96586 


Strand 


+ 


Start 


242 


End 


2514 


Name 


OJ000301 13.0330.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1213 


End 


2514 


GI 


none 


Score 


1274 


Exons 


1213. .1245, 1764. .2069, 2195 


. .2514 




Seq. No. 


45627 


Seq. ID 


OJ000301_ 


Gene No. 


96587 


Strand 


+ 


Start 


5976 


End 


10996 


Name 


OJ000301 13.0330.Cll.o3.gs 


Method 


GENSCAN 


Start 


5976 


End 


10944 


GI 


none 


Score 


.56 


Exons 


5976. .6058, 7248.. 7276, 7431 


. . 10944 




Sea No 


45627 


Seq. ID 


OJ000301_ 


Gene No. 


96587 


Strand 


+ 


Start 


5976 


End. 


10996 


Name 


OJ000301 13.0330.Cll.o2.gp 


Method 


AAT/GAP 


Start 


6019 


End 


6529 


GI 


uC-osrocyp002b09bl 


Score 


987 


Exons 


6019. .6529 






GI Descrip. 


'4521193/dbj I AB013450 . 1 | AB0134 50 l.Oe- 


-99 Oryza £ 



similar sequence to Pib gene 1 



47034 




Seq. No. 45627 Seq. ID OJ000301_13 . 0330 . Cll 

Gene No. 96587 Strand + 

Start 5976 End 10996 

Name OJ000301_13 . 0330 . Cll . ol . np Method AAT/NAP 

Start 8579 End 10996 

GI 3777527 Score 1631 

Exons 857.9.-9887, 9972.. 10996 

GI Descrip. (AF053008) gag-pol polyprotein [Glycine max] 



Seq. No. 


45627 




Seq. ID 


OJ000301_13. 0330. Cll 


Gene No. 


96588 




Strand 




O Lai L. 


674 1 




End 


7086 


LN dl lie 




fm 

> LIU 


Method 


TBLASTX: Maize 


OLdl L 


?7 1 ~~ 




End 


1245 


Kj J. 


none 




Score 


76 


LiAUllu 


?71 ^7S ?74 46ft 


4 6^ 


418. .465 


, 1138. .1245 


Op/-r Mrs 






Seq. ID 


OJ000301_13. 0330. Cll 


Gene No. 


96588 




Strand 




Start 


6741 




End 


7086 


Name 




. ts 


Method 


TBLASTX : Soybean 


Of- a >-f- 






End 


1982 


\J -L 


none 




Score 


116 




74D 46S "341 466 S6? 


.795, 


573. .764 


, 1134. .1247, 1135. .1248, 




1144 1?4R 1761 18?^ 

1114 . • 1Z.40/ 1 ( Ol i • IOl J/ 


1772. 


.1822, 1776:. 1847, ■ 1875. .1982 


Seq. No. 


45627 




Seq. ID 


OJ000301_13. 0330. Cll 


Gene No. 


96588 




Strand 




O LCt-I- c 


67 4 1 

D / 4 1 




End 


7086 


Name 


vJOUU JUl 1 J . UJJU.^11 • U J • 


tm 


Method 


TBLASTX: Maize 


Of a r f 
O Ual L. 


s s ? — 

J J J 




End 


2326 




none 




Score 


57 




RS^ 6R7 676 7ft^ 1761 


...2075, 1761.. 


1976, 1762.. 2082, 




176^ 1 QQ^ ?fl?0 9074 


2191. 


.2220, 2191. .2277, 2192. .2326 


Sea No 


45627 




Seq. ID 


OJ000301_13. 0330'. Cll 


Gene No. 


96588 ... 




Strand 




Start 


6741 




End 


7086 


Name 


OJ000301 13. 0330. Cll. ol. 


tc 


Method 


TBLASTX: Cress 




1198 * 




End 


2034 


VJ J. 


none 




Score 


77 


Exons 


1198.. 1263, 1761.. 2018, 


1762. 


.2034, 1763. .1993 


Seq. No. 


45627 




Seq. ID 


OJ000301_13. 0330. Cll 


Gene No. 


96588 




Strand 




Start 


6741 




End 


7086 


Name 


OJ000301 13. 0330. Cll. o3. 


gp 


Method 


AAT/GAP 


Start 


6741 




End 


7086 


GI . 


uC-osrocyp002b09al 




Score 


477 


Exons 


6741. .7086 








GI Descrip. 


, 4768980/gb|AAD29703.1|AF140490 1 1 . Oe 


-35 (AF140490) heat-shock 




protein [Oryza sativa] 1 








Seq. No. 


45627 




Seq. ID 


OJ000301JL3. 0330. Cll 


Gene No. 


96589 




Strand 




Start 


8996 




End 


9862 


Name 


OJ000301 13. 0330. Cll. o2. 


tw 


Method 


TBLASTX: Wheat 



47035 



Start 8996 

GI none 

Exons 8996.-9232, 9002.. 9214, 9269. 

Seq. No. 45627 

Gene No. 96589 

Start 8996 

Name OJ000301_13 . 0330 . Cll . ol . tm ■ 

Start 9227 

GI none 

Exons 9227.. 9310, 9258.. 9290, 9293. 
9710. .9862 



End 9559 
Score 146 
.9544, 9272. .9559, 9457. .9558 

Seq. ID OJ000301_13. 0330. Cll 
Strand 

End 9862 

Method TBLASTX : Maize 

End 98 62 ' 

Score 86 

.9715, 9385. .9714, 9627. .9728, 



Seq. No. 45627. 

Gene No. 96589 

Start 8996 

Name OJ000301_13 . 0330 . Cll . o3 . ts 

Start 9401 

GI none 

Exons 9401.. 9712, 9412.. 9705, 9724. 



Seq. ID OJ000301_13. 0330. Cll 
Strand 

End 9862 

Method TBLASTX : Soybean 

End 98 62 

Score 270 

9843, 9734. .9862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45627 
96589 
8996 

OJ000301_13. 0330. Cll. o3.tc 

9419 

none 

9419. .9709, 9443. .9640, 9724, 

45627 
96590 
10135 

OJ000301_13. 0330. Cll. ol.ts 

10135 

5509260 

10135. .10704, 10175. .10702 



45627 
96590 
10135 

OJ000301_13. 0330. Cll. ol.tw 

10220 

none 

10220. .10309, 10226. . 10303, 
10519. .10686 



Seq. ID OJ000301_13. 0330. Cll 
Strand 

End 9862... 

Method TBLASTX: Cress 

End 9861 

Score 17 6 
.9861, 9725.. 9856 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_13. 0330. Cll 
10813 

TBLASTX: Soybean 

10704 

649 



Seq. ID OJ000301_13. 0330. Cll 
Strand 

End 10813 

Method TBLASTX: Wheat 

End 10687 

Score 82 



10343. . 10687, 10360. . 10488, 



Seq. No. 45627 

Gene No. 96590 

Start 10135 

Name OJ000301_13 . 0330 . Cll . o2 . tc 

Start 10319 

GI none , 

Exons 10319: . 10585, 10324 . . 10584' 



Seq. ID OJ000301_13. 0330. Cll 
Strand 

End 10813 

Method TBLASTX : Cress 

End 10585 

Score 244 



Seq. No. 
Gene No. 



45627 
96590 



Seq. ID OJ000301_13. 0330. Cll 
Strand 



47036 




Start 


10135 






End 


10813 








o2 


. tm 


Method 


TBLASTX: 


i id 


O Ldl L 


i rnfifi — 

J. U _> O O 






End 


10813 






nonp 
nunc 






Score 


526 






in^fifi iDRm Tn^fi7 


10813, 


10521. .10805 












Seq. ID 


OJ000301 




Gpne No. 


96591 






Strand 


+ 




Start 


1 






End 


465 




Name 


OJ000301 13.0330.C12. 


ol 


.np 


Method 


AAT/NAP 






1 






End 


462 




yj ± 


6630685 






Score 


541 






1. .462 














(AP000969) Similar to copia- 


type P°l polyprotein. (AF105716 




[Oryza sativa] 












Seq. No. 








C e^rr T Pi 

oeq . x u 


UJ UUUjU X 


io noon pi o 
X J . U jjU . UXZ 


Gene No. 








otirana 


x 




Start 


1 






End 


465 




Name 


OJ000301_13.0330.C12. 


ol 


.gs 


Method 


GENSCAN 




C-t- -a 

O L-dL L- 


1 oc 
XZ 0 






End 


4 Dj 




yj -L 


none 






Score 


. 4 I 






xzo . .4 bo 












Seq. No. 


/I c; co Q 
4 jDZo 






Seq. ID 


UJ UUUJU X 


X J . UjjU . LIZ 


Gene No. 








Strand 


1 

T 




O Lai L, 


ZU4 U 






End 


z iyj 




IN dlllti 


UUUUU Jul Ij.UJjU.tlt, 




.tm 


Method 


TRT flQTY - 
1 D-U/t-O 1 A . 


Ma "i 70 


O Lai L- 


1 






End 


444 






none 






Score 


477 




Pvnn q 


1..444, 3. .443 












Seq. No. 


45628 






Seq. ID 


UJ UUUJU 1 


1*3 n*3*3ri i o 
lo . U JJU . Clz 


Gene No. 


96592 






Strand 


+ 




O Lai. L 


2040 






End 


zi y j 




Name 


OJ000301 13.0330.C12. 


ol. 


. ts 


Method 


l dLAo 1a : 


Soybean 


Of art 


3 






End 


A fi & 
0 D 




O -L 


none 






Score 


136 




TT" v" r^i n Q 


3. .110, 4. .195, 223.. 


48( 


5, '228. .389 








45628 






Seq. ID 


OJ000301 


_13.0330.C12 


Gene No . 


96592 






Strand 


+ 




Start 


2040 






End 


2193 




Name 


OJ000301 13.0330.C12. 


ol, 


• gp 


Method 


AAT/GAP 




Start 


2040 






End 


2193 




rir 


uC-osrocyp002b09bl . 






Score 


288 




Th 1 V ^ f^l C 


2040. .2193 














'4521193/dbj IAB013450 


.11 


IAB013450 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib 


gene 








Sea No 


45629 






Seq. ID 


OJ000301 


_13.0330.C13 


Gene No. 


96593 






Strand 


+ 




Start.-, 


837 






End 


1450 




Name 


OJ000301 13.0330.C13. 


ol. 


gs 


Method 


GENSCAN 




Start 


837 






End 


1450 




GI 


none 






Score 


.74 




Exons 


837. .1049, 1098. .1224 


, 1346. 


.1450 







47037 



Seq. No. 


45630 




Seq. ID 


OJ000301 


_13. 


0330. 


,C15 


belle 1NO . 


Q6RQ4 




Strand 


+ 








OLalL 


zozz 




End 


3870 








Name 


UUUUUjUI 1j.UjjU.L1j.01 


. gp 


Method 


AAT/GAP 








OlalL 


9ft 0 0 ~ 




End 


3870 








ol 


9^1 07ft 1 

L JlU / Ol 




Score 


693 








Exons 


opoo 9fiQ£ "31/17 ~*010 


TCI Q 

j J 1 0 . 


.3599, 3729. .3870 








Seq. No. 


45631 




Seq. ID 


OJ000301 


_13. 


0330. 


C16 


bcJlc LNO . 


_7 D J _7 J 




Strand 










Q+- -3 r-+- 
O Lai L 


7 R d 




End 


1385 








Name 


UUUUUjUI Ij.UjjU.LIO.OI 


. gs 


Method 


GENSCAN 








o Lair u 


7 R4 

/ J fi 




End 


1385 








PT 
bl 


none 




Score 


.71 








EjXOIIo 


/ J4 . . 540/ 1Z1 J . . IjOJ 














Seq. No. 


45632 




Seq. ID ... 


OJ000301 


_13. 


0330. 


C17 


.Gene No. 


96596 




Strand' "* 


"+ 








o Lea IT t. 


1 




End 


4798 








Name 


OJ000301 13.0330.C17.o2 


.np 


Method * 


AAT/NAP 








Of 2 v-+- 


. 1 




End 


2956 








P T 


4680186 




Score 


249 








T7 1 v /"\ r*\ c 

Lxons 


1. .59, 1904 . .2061, 2565 


. .2956 












bi uescrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 








Seq. No. 


45632 




Seq.' ID 


OJ000301 


_13. 


0330. 


C17 


bene inu . 


96596 




Strand 


+ 








Of a v-+- 
OLdl L 


1 




End 


4798 








Name 


OJ000301 13.0330.C17.ol 


.gs 


Method 


GENSCAN 








oT_a.IT L 


958 




End 


4675 








P T 


none 




Score 


.53 








Exons 


958.. 1135, 1892.. 2093, ; 


3751. . 


3832, 3950.. 4327, 


A A R n 
4 ft j / 


. .4675 


Seq. No. 


45632 




Seq. ID 


OJ000301 


_13. 


0330. 


C17 


Gene No. 


96596 




Strand 


+ 








oLaiL 


1 




End 


4798 








Name 


OJ000301 13.0330.C17.o3 


.np 


Method 


AAT/NAP 








Cf 3 y-+- 


3956 




End 


4798 








PT 
bl 


6069653 




Score 


853 










3956. .4798 














bi uescrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 








OCV^ • IN (J . 


45632 




Seq. ID 


OJ000301 


_13. 


0330: 


C17 


Gene No. 


96597 




Strand 










Start 


1 




End 


1241 








Name 


OJ000301 13.0330.C17.ol 


.np 


Method 


AAT/NAP 








p L d 3T L 


1 




End 


1241 








PT 
bl 


7340884 




Score 


117 








Exons 


1..61, 960. .1241 














GI Descrip. 


(AP001551) Similar to Antirrhinum majus 


; transposon 


Tam3 


gene 




transposase. (AB013982) 


[Oryza sativa] 










Seq. No. 


45633 




Seq. ID 


OJ000301 


_\L3 . 


0330. 


C18 


Gene No. 


96598 




Strand 


+ 








Start 


102 




End 


1136 








Name 


OJ000301 13.0330.C18.ol, 


.gs 


Method 


GENSCAN 









47038 




Start 


102 








End 


1136 


GI 


none 








Score 


. 59 


Exons 


102. .152, 999. .1136 








Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 


Gene No. 


96599 








Strand 


+ 


Start 


2371 








End 


2652 


Name 


OJ000301 13 


.0330. 


.C18.ol 


• gp 


Method 


AAT/GAP 


Start 


2371 








End 


2652 


GI 


none 








Score 


560 


Exons 


2371 . . 2652 












Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 


Gene No. 


96600 








Strand 




Start 


2058 








End 


4777 


Name 


OJ000301 13 


.0330. 


■C18.o2 


.gs 


Method 


GENSCAN 


Start 


2058 








End 


4777 


GI 


none 








Score 


.87 


Exons 


2058. .2126, 


2708. 


, .2890, 


2994 . 


,.3190, 3301. .3666, 3884. .4282, 




4371 . .4777 












Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 


Gene No. 


96600 








Strand 




Start 


2058 








End 


4777 


Name ' 


OJ000301 13 


.0330. 


,C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2638 








End 


2854 


GI 


none 








Score 


70 


Exons 


2638. .2688, 


2645. 


, .2689, 


2646. 


.2687, 2648.-2689, 2668. .2793, 




2691. .2789, 


2693. 


.2854, 


2693. 


.2815 




Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 


Gene No. 


96600 








Strand 




Start 


2058 








End 


4777 


Name 


OJ000301 13 


.0330. 


C18.ol 


. np 


Method 


AAT/NAP 


Start 


2642 








End 


4121 


GI 


6692748 








Score 


699 


Exons 


2642. .2890, 


2954. 


.,3208, 


3301. 


.3666, 388 


14.. 4121 


GI Descrip. 


(AC012679) unknown protein [Arabidopsis 


i thaliana] 


Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 


Gene No. 


96600 








Strand 




Start 


2058 








End 


4777 


Name 


OJ000301 13 


.0330. 


C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2993 








End 


3467 


GI 


none 








Score 


62 


Exons 


2993. .3052, 


2994. 


.3056, 


2997. 


.3053, 3039. .3191, 3048. .3200, 




3293. .3415, 


3300. 


.3464, 


3301. 


.3447, 3302. .3466, 3303. .3467 


Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 


Gene No. 


96600 








Strand 




ouai L 


2058 








End 


4777 


Name 


OJ000301 13 


.0330. 


C18.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3096 








End ■ 


3574 


GI 


none 








Score 


85 


Exons 


3096. .3188, 


3302. 


.3442, 


3360. 


.3443, 3497. .3574 


Seq. No. 


45633 








Seq. ID 


OJ000301_13.0330.C18 



47039 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



96600 Strand 

2058 - End 

OJ000301__13 . 0330 . C18 . ol . tc Method 

3317 End 

none Score 



4777 

TBLASTX : Cress 

4092 

56 



3317. .3454, 3318. .3452, 3482. .3547, 3489.-3542, 3602. .3670, 
3888. .4016, 3895. .4014, 4021. .4092 



45633 Seq. ID 

96600 Strand 
2058 End 
OJ000301_13 . 0330 . C18 . o3 . tm Method 
3473 End 
none Score 
3473.. 3583, 3474.. 3581 

45634 Seq. ID 

96601 Strand 
798 End . 
OJ000301_13.0330.C19.ol.gs Method 
7 98 End 
none Score 
798. .833, 1127. .1186, 3122. 
4880.. 4914, 516.1.. 5274 

45634 Seq. ID 

96602 Strand 
9 End 
OJ000301_13 . 0330 . C19 . ol . gp Method 
9 End 
none Score 
9. .303 



OJ000301_13.0330.C18 
4777 

TBLASTX: Maize 

3583 

119 



OJ000301_13.0330.C19 
+ 

5274 
GENSCAN 
5274 
.73 

.3194, 3213. .3353, 3677. .3852, 

OJ000301_13.0330.C19 
303 

AAT/GAP 
303 
537 



45635 
96603 
1420 

OJ000301_13.0330.C21.ol.gp 
1420 
3761181 
1420. .1669 

4521193/dbj IAB013450-. 1 IAB013450 
similar sequence to Pib gene 



Seq. ID 
Strand 
End 

Method 
End -*" ' 
Score 



OJ000301_ 
+ 

1669 
AAT/GAP 
1669 
430 



13.0330.C21 



1.0e-99 Oryza sativa DNA, 



45635 
96604 
1936 

OJ000301 

1566 

7106512 



13.0330.C21.ol.np 



Seq. ID OJ000301_13.0330.C21 

Strand + 

End 4712 

Method AAT/NAP 

End 4658 

Score 1929 



1566. .1626, 1700. .4249, 4304. .4658 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



45635 -.. Seq. ID OJ000301_ 

96604 Strand + 

1936 End 4712 

OJ000301_13 . 0330 . C21 . ol . gs Method GENSCAN 



13.0330.C21 



47040 



C +- -J v~4- 


1 QOC 

X J 3 0 


End 


4712 


C T 


none 


Score 


.51 




1 QTC OC\AA O'ZOQ "57^^ 


.4046, 4304. .4474, 


Seq. No. 


45635 


Seq. ID 


OJ000301 


Gene No. 


96605 


Strand 


+ 


Cf 3 r-4- 


4 Q9 ^ 


End 


5078 


Name 


UJUXJUJUX Ij.UjjU.LZl.OZ.gS 


Method 


GENSCAN 






End 


5078 




none 


Score 


.66 


Exons 


/qo'd cri"7Q 
*± yZo . . Oil / o 






oeq . jno . 


A c; £-3 t; 

4 JOJJ 


Seq. ID 


OJ000301 


VJCIIC L V \J m 


96606 


Strand 


+ 


Start 


6670 


End 


6919 


Name 


OJ000301 13.0330.C21.o3.gp 


Method 


AAT/GAP 


O Ual L 


6670 


End 


6919 


C T 


3761181 


Score 


422 


Exons 


6670. .6919 






LjX uescrip . 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza s 




similar sequence to Pib gene 






Seq. No. 


45635 


Seq. ID 


OJ000301 


Gene No. 


96607 


Strand 


+ 




23149 


End 


24015 


Naine 


OJ000301 13.0330.C21.o7.gs 


Method 


GENSCAN 


otart 


23149 


End 


24015 


r 1 t 
ox 


none 


Score 


. 79 


Exons 


23149. .24015 






C a m Ma 

oeq. ln o . 


45635 


Seq. ID 


OJ000301 


Gene No. 


96608 


Strand 




Start 


4899 


End 


5051 


Name 


OJ000301 13.0330.C21.o2.np 


Method 


AAT/NAP 


Of- ~s >- +- 


4899 


End 


5051 


(jX 


7106513- 


Score 


225 


Exons 


4899. .5051 






oi uescrip . 


(AP001278) hypothetical protein [Oryza 


sativa] 


oeq . no . 


45635 


Seq. ID 


OJ000301_ 


ripnp Mo 


96609 


Strand 




Start 


6556 


End 


6661 . 


Name 


OJ000301 13.0330.C21.o2.gp 


Method 


AAT/GAP ■ 


Of a y+- 


6556 


End 


6661 




5816518 


Score 


155 




6556. .6661 






GI Descrip. 


4521193/dbj | AB0134 50 . 1 | AB013450 3.0e-4C 


> Oryza s; 




similar sequence to Pib gene 






oeq . no . 


4 5635 


Seq. ID 


OJ000301_ 


OCllC LN (J • 


96610 


Strand 




Start 


9727 


End 


12798 


Name 


OJ000301 13.0330.C21.o3.gs ■ 


Method 


GENSCAN 


Start 


9727 


End 


1-2798 


GI 


none ■ 


Score 


.82 


Exons 


9727. .10128, 10231. . 10381, 10478 .. 10715, 11209. 




11703. .12011, 12574. .12798 







13.0330.C21 



.11260, 



47041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45635 
96610 
9727 

OJ000301_13 
9826 
7488289 
9826. . 10128 
12565. . 1267 
receptor ki 
gi | 2252862 | 
[Arabidopsi 
Similar to 
DNA-binding 
signatures 



0330.C21.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_13.0330.C21 

12798 
AAT/NAP 
12672 
676 



10231. .10389, 10507. .10715, 11801 .. 12011, 

nase homolog A_TM018A10 . 18 - Arabidopsis thaliana 
gb IAAB62860.il (AF013294) Similar to receptor kinase 
s thaliana] gi | 7267594 | emb | CAB80906 . 1 | (AL161491) 
receptor kinase; strong similarity to; Contains Myb 
domain repeat signatures AA313-321 ; Protein kinases 
and profile AA123-14 5 ; Protein kinases signatures and 





4 JUJ J 


Seq. ID 


OJ000301_13.0330.C21 


a r\ q NT /"\ 




Strand. 




Start 


14760 


End 


• 15330 


Name 


OJ000301 13.0330.C21.o4 . gp 


Method 


AAT/GAP 


Start 


14503 


End 


14937 


GI 


LIB34 34-033-P1-K1-F9 


Score 


828 


Exons 


14503. .14937 






GI Descrip. 


'3264598 8.0e-14 (AF057184) 


trypsin inhibitor [Zea mays] ' 


Seq. No. 


45635 


Seq. ID 


OJ000301_13.0330.C21 


Gene No. 


96611 


Strand 




Start 


14760 


End 


15330 


Name 


OJ000301 13.0330.C21.o4.gs 


Method 


GENSCAN 


Start 


14760 


End 


15299 


GI 


none 


Score 


1 


Exons 


14760. .15299 






Seq. No. 


45635 


Seq. ID 


OJ000301_13.0330.C21 


Gene No. 


96611 


Strand 




Start 


■ 14760 


End 


15330 


Name 


OJ000301 13.0330.C21.o4.np 


Method 


AAT/NAP 


Start 


14763 


End 


15317 


GI 


7489819 


Score 


327 


Exons 


14763. .14958, 14986. .15317 






GI Descrip. 


probable trypsin inhibitor 


- maize gi | 


3264598 I gb | AAC24570 . 1 | 



(AF057184) trypsin inhibitor [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



45635 
96611 
14760 

OJ000301_13.0330.C21.o5.gp 
14961 

22005_1.R1084 
14961. .15330 

' 124036/sp | P07084 | IBBR_ORYSA 
TRYPSIN INHIBITOR (RBTI) >gi 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000301_13. 0330.C21 

15330 
AAT/GAP 
15330 
683 



inhibitor 
inhibitor 

45635 
96612 



( Bowman-Birk) 
[Oryza sativa] 



2.0e-13 BOWMAN-BIRK TYPE BRAN 
476550 pir TIRZBR trypsin 



rice >gi_359095_prf 1310273A trypsin 



Seq. ID 
Strand 



OJ000301 13.0330.C21 



47042 




Start 


16897 






End 


22947 




Name 


OJ000301 13.0330.C21 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9925 






End 


12660 




GI 


none 






Score 


115 




P v o n ^ 


9925. . 


,10068, 10075.. 


10125, 


10231. . 10395, 10271. . 10381, 






10481. 


,.10708, 10483. 


10716 


11802. . 12014, .11806. . 12012, 






12565. 


.12660, 12566. 










Qprr No 


45635 






Seq. ID 


OJ000301_13.0330, 


. X 


Gene No. 


96612 






Strand 






Start 


16897 






End 


22947 




Name 


OJ000301 13.0330.C21 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


10054 






End 


10692 




GI 


none 






Score 


106 




Rvnn 


10054. 


.10125, 10219. 


. 10380, 


10238. .10384, 104 96 .. 10690, 






10498. 


.10692 










Qprr No 


45635 






Seq. ID 


OJ000301_13.0330. 


C? 1 


Gene No. 


96612 






. Strand 






Start 


16897 






End 


22947 




Name 


OJ000301 13.0330.C21 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10231 






End 


10653 






none 






Score 


84 




P von Q 


10231. 


.10395, 10274. 




10479. .10598, 10480. .10647, 






10481. 


.10651, 10481. 


1 0 60 


10483. . 10653 




O C ^ • ViKJ . 


45635 






Seq. ID 


OJ000301_13.0330. 


CO 1 


Gene No. 


96612 






Strand 






Start 


16897 






End 


22947 




Name 


OJ000301 13.0330.C21 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


10237 






End 


12636 




GI 


none 






Score 


134 




P von q 


' 10237. 


.10380, 10498. 


1 0701 


104 99. .10693, 11784. .12014, 






12565. 


.12636 










Seq. No. 


45635 






Seq. ID 


OJ000301_13.. 0330. 


C21 


Gene No. 


96612 






Strand 






Start 


16897 






End 


22947 




Name 


OJ000301 13.0330.C21, 




Method 


TBLASTX: Wheat 




Start 


10654 






End 


12014 




GI 


none 






Score 


114 




Rvnn q 


10654 . 


.10716, 11787., 


. 12014 , 


11806.. 12012 




Seq. No. 


45635 






Seq. ID 


OJ000301_13.0330. 


C21 


Gene No. 


96612 






Strand 






Start 


16897 






End 


22947 




Name 


OJ000301 13. 0330. C21, 




Method 


TBLASTX: Cress 




Start 


11799 






End 


12636... 




GI 


none 






Score 


77 




R. VOTI ^ 


11799. 


.12023, 11800.. 


1901? 


12565.. 12636 




Seq. No. 


45635 






Seq. ID' 


OJ000301_13.0330. 


C21 


Gene No. 


96612 






Strand 






Start 


16897 






End 


•22947 




Name 


OJ000301 13.0330.C21. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


14778 






End 


15164 




GI 


none 






Score 


131 





47043 



Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start - 
GI 

Exons 



14778. .14954, 14779. . 14955, 14850 14 909, 14 934 .. 14 954 , 
14985. .15044, 14 985 .. 15002 , 15039 .. 15122 , 15093. . 15116, 
15129. .15164, 15147. .15164 



45635 Seq. ID 

96612 Strand 
16897 End 
OJ000301_13 . 0330 . C2 1 . o3 . tw Method 
14778 End 
none Score 

14778. .14966, 14782 14832, 14871 .. 14 975 , 

14881. .14 970, 15078. .15116, 1514 7. .15164 



OJ000301_13.0330.C21 
22947 

TBLASTX: Wheat 
15164 
39 

14872. . 14976, 



Seq. No. 45635 

Gene No. 96612 

Start 16897 

Name OJ000301_13 . 0330 . C21 . 06 . np 

Start 16197 

GI 7438340 

Exons 16197. .16253, 18851 
GI Descrip. myb-related protein 



Seq. ID 
Strand 
End 

Method 
End 
iScore 



OJ000301 13.0330.C21 



22947 
AAT/NAP 
19097 
106 

19026. .19097 
,19 - Arabidopsis thaliana 
gi|3287694|gb|AAC25522.1| (AC003979) Similar to myb-related 
transcription factor (THM27) gb 1X95296 from Solanum 
lycopersicum. ESTs gb|T42000, gb|T04118, gb|AA598042, 
gb|AA394757 and. gb|AA598046 come from this gene. [Arabidopsis 
thaliana] 



.18915, 
T22J18, 



\y Seq. No. 45635 Seq. ID 

C3 Gene No. 96612 Strand 

[Q Start 16897 End 

Name OJ000301_13 . 0330 . C21 . o5 . gs Method 

£"§ Start 16897 End 

GI none Score 

* Exons 16897. .17804, 17891.. 17996 



OJ000301_13.0330.C21 

22947 
GENSCAN 
17996 
1 



Seq. No. 45635 

Gene No. 96612 

Start ■ 16897 

Name OJ000301_13 . 0330 -C21.o2.tm 

Start 16909 

GI none 

Exons 16909. .16974, 17047 .. 17451, 
17668. .17799, 17892.. 17984 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_13.0330.C21 

2294 7 — : 

TBLASTX: Maize 
17984 . 
84 



17545. .17589, 17 666 .. 17782 , 



Seq. No. 45635 

Gene No. - 96612 

Start 16897 

Name OJ000301_13 . 0330 . C21 . o3 

Start 16912 

GI none 

Exons 16912. .17142, 16912.. 17 

Seq. No. 45635 

Gene -No. 96612 

Start 16897 

Name OJ000301_13 . 0330 . C21 . o5 

Start 16912 



Seq. ID OJ000301_13.0330.C21 

Strand 
. End ■ 22947 

.tc Method TBLASTX : Cress 

End 17328 

Score 70 
163, 16916. . 17146, 17236.. 17328 

Seq. ID OJ000301_13.0330.C21 
Strand 

End 22947 

.np Method AAT/NAP 

End 17996 



47044 






ox 


fiS S^Q4 ^ 




Score 


984 






Exons 


lD31t . .X / UlU, X / OJj . 


. 17804, 


17891. .17996 






f!l T Hp er>ri n 


^ rlv/ v 1 1 y 1 J y UULu L± VC 


reductase [Arabidopsis thaliana] 






Seq. No. 


45635 




Seq. ID 


OJ000301_13.0330 


.C21 




Gene No. 


96612 




Strand 


- 






OL.Cti.L- 


X \> O ^ f 




End 


22947 






Name 


n.Tnnn^m o^^o co^ 


. o4 . tw 


Method 


TBLASTX: Wheat 






Of n T~h 


i *7 ns ~" 




End 


17397 








none 




Score 


1 

X -7 U 








1 70S6 1 7 "397 












Seq. No. 


45635 




Seq. ID 


OJ000301_13.0330 


.C21 




Gene No. 


96612 




Strand 


- 






O Lai L 


1 6RQ7 
x u o y f 




End 


22947 






IN CUUC 


n.Tnnn^ni i^ o?^o r?i 


.o2. ts 


Method 


TBLASTX : Soybean 






Cf 3 V-f- 

OLdlL 


17 071 ~~ 

X / U / X 




End 


17451 






rir 

LJ X 


IlL^ilC 




Score 


145 






ljAUI la 


17 071 1 7 4 SI 1707? 


-.17329 










DcLj . IN L>> • 


UOJ J 




Seq. ID 


OJ000301_13.0330 


C9 1 




\JCiiC LN L/ » 


96612 




Strand 








Start 


16897 




End 


22947 






Name 


OJ000301 13.0330-.C21 


. o 6 . gp 


Method 


AAT/GAP 




W 


O Lai L- 


17124 




End 


18025 






OX 


95698 . 1.R1084 




Score 


1434 




?'*: : 


HiXvJI lb 


17124. .17804, 17891. 


.18025 








: b? 


OX UcoLll^l • 


' 4176420/dbj IBAA37167 | 2 . Oe 


-11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 








W 


o e q . IN (J . 


45635 




Seq. ID 


OJ000301_13.0330 


.C21 


: 


Gene No. 


96612 




Strand 






: =r 


Start 


16897 




End 


22947 




*. 


Name 


OJ000301 13.0330.C21 


.o2.tc 


Method 


TBLASTX: Cress 




% 


OLdl L 


17398 




End 


17994 




v £ 


rij 


. none 




Score 


44 






J_i A. 1 1 0 


17398. .17478, 17452. 


.17604, 


17531. .17581, 17 666. .17 803, 




W 




17668. .17802, 17892. 


.17993, 


17893.. 17994 




p 


Con Mo 


45635 




Seq. ID 


OJ000301_13.0330 


.C21 




Gene No. 


96612 




Strand 








Start 


16897 




End 


22947 ' 






Name 


OJ000301 13.0330.C21 


. o3 . ts 


Method 


TBLASTX : Soybean 






O Lai. L 


17473 




End 


17997 








none 




Score 


131 






IT von c 
d A.LJi lo 


17473. .17496, 17545. 


.17604, 


17666. . 17803, 17 668 .. 17802 , 








17886. .17.996, 17890. 


.17997 










Seq. No. 


45635 




Seq. ID 


OJ000301_13.0330 


.C21 




Gene No. 


96612 




Strand 








Start 


16897 




End 


22947 






Name 


OJ000301 13.0330.C21 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


17662 




End 


17984 






GI 


none 




Score 


63 






Exons 


17662. .17772, 17666. 


.17782, 


17 668. .17802, 178 95. .17 98 4 






Seq. No. 


45635 




Seq. ID 


OJ000301_13.0330 


.C21 



47045 



Gene No. 96612 
Start 16897 

Name OJ000301_13 . 0330 . C21 . 06 . gs 

Start .18531 
GI none ' 

Exons 18531. 

20944. 

22696. 



,18951, 19026. .19190, 
.21132, 21925., .22101, 
,22947 



Strand 
End 

Method 
End 
Score 

19781 

22246 



22947 - 
GENSCAN 
22947 
.79 

19899, 20795. .20866, 
22374, 22499. .22615, 



Seq. No. 45635 Seq. ID 

Gene No. 96612 Strand 

Start 16897 End 

Name OJ000301_13 . 0330 . C21 . o7 . gp Method 

Start 20277 End 

GI 3759684 Score 

Exons 20277. .20511 



OJ000301_13.0330.C21 

22947 
AAT/GAP 
20511 
436 



Seq. No. 45635 

Gene No. 96612 

Start 16897 

Name OJ000301_13 . 0330 . C21 . o5 . tm 

Start 20473 

GI none 
Exons 



Seq. .ID OJ000301_13.0330.C21 
Strand 
End 

Method 
End 
Score 



22947 

TBLASTX: Maize 

20833 

189 



204 73.. .20691, 20488. .20694, 2048 9. .20695, 20792. .20833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45635 Seq. ID 

96612 Strand 

16897 End 
OJ000301JL3 . 0330 . C21 . o7 . np Method 

20583 End 

7470408 Score 
20583. .20694, 
21925. .22082, 



OJ000301_13.0330.C21 

22947 
AAT/NAP 
22788 
637 



20795. 
22230. 



20860, 
22374, 



20950. .21132, 2 14 07 .. 2 154 7 , 
224 99. .22 615, 22 696. .227 88 
hypothetical protein slrl287 -Synechocystis sp. (strain PCC 
6803) gi 1 1653379 I dbj |BAA18293.1i (D90913) hypothetical protein 
[Synechocystis sp.] 



Seq. No. 45635 

Gene No. 96613 

Start 23725 

Name OJ000301_13 . 0330 . C21 . o4 . tm 

Start 23725 

GI none 

Exons 23725. .23781, 23726 .. 2377 6, 
23811. .23861, 23860 .. 23895, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23731 

23884 



.OJ000301 13.0330.C21 



24006 

TBLASTX: Maize 
24006 
65 

23793, 23800. .23865, 
24006, 23898. .23999 



Seq.. No. 45636 Seq. ID 

Gene No. 96614 Strand 

Start 1 End 

Name OJ000301_13 . 0330 . C24 . ol . np Method 

Start 1 End 

GI 7106512 Score 

Exons 1..643, 698.. 858 

GI Descrip. (AP001278) EST C98 42 9 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000301_13.0330.C24 
+ 

858 

AAT/NAP 

858 

1096 



Seq. No. 



45636 



Seq. ID OJ000301_13.0330.C24 



47046 




Gene No. 


96614 


Strand 


+ 






Start 


1 


End 


858 






Name 


OJ000301 13 0330 C24 ol as 




UD IN O ^fiLN 






Cf art 
ij Lai L 


202 _ 


PnH 


O J Zf 






GI 


none 


Score 


75 






F! von 


202 651 698 839 












4 5637 


OC^j ■ XL/ 


OJ000251 


1 7 D331 




Gene No. 


96615 


Strand 


+ 






Start 


1 


End 


211 






Name 


OJ000251 17.0331.C52.ol.np 


Method 


AAT/NAP 






O tfli L 


1 


End 


211 






GI 


6705984 


Score 


137 








1. .211 










f^T np^rri n 


(AB033235) gag-pol polyprotein [Oryza 


t" "t TT"^ 1 
ijaLl VC1J 






Qprr No 


45637 


Seq. ID 


OJ000251 


17 . 0331 




Gene No., 


96616 


Strand 








Start 


497 


End 


931 






Name 


OJ000251 17.0331.C52.o2.np 


Method 


AAT/NAP 






Start 


344 


End 


931 






\j x 


6523547 


Score 


138 








344. .-931 










vjr j. UCOUJ — "~tr * 


(AJ242540) hydroxyproline-r.ich glycoprotein DZ- 


HRGP [Volvox 




carteri f . nagariensis] 










Seq. No. 


4 Sfi37 


Seq. ID 


OJ000251 






Gene No. 


96616 


Strand 








Start 


497 


End 


931 






Name 


OJ000251 17.0331.C52.ol.gs 


Method 


GENSCAN 






Start 


497 


End 


847 






GI 


none 


Score 


.46 








497. .847 










Seq. No. 


45638 


Seq. ID 


OJ000251 


_17.0331 


.C53 


Gene No. 


96617 


Strand 


+ 






Start 


126 ■ . 


End 


1671 






Name 


OJ000251 17.0331.C53.ol.gs 


Method 


GENSCAN 






Start 


126 


End 


1671 






GI 


none 


Score 


.86 






fP von <3 


126. .227, 1546. . 1671 










Seq. No. 


45638 


Seq. ID 


OJ000251 


J.7.0331 


.C53 


Gene No. 


96618 


Strand 


+ 






Start 


7518 


End 


7904 






lvalue 


OJ000251 17.0331.C53.o3.gp 


Method 


AAT/GAP 






Cf arl- 
O LCtl L 


7518 


End 


7904 






GI 


none 


Score 


774 






P von q 


7518. .7904 










Seq. No. 


45638 


Seq. ID 


OJ000251_ 


JL7.0331 


.C53 


Gene No. 


96619 


Strand 


+ 






Start 


12301 


End 


16600 






Name 


OJ000251 17.0331.C53.o3.gs 


Method 


GENSCAN 






Start 


12301 


End 


16600 






GI 


none 


Score 


.58 






Exons 


12301. .12373, 12439. .12578, 


13508. .13686, 14465 


. .14620, 





47047 



16509. .16600 



Seq. No. 45638 Seq. ID 

Gene No. 96620 Strand 

Start 3340 End 

Name OJ000251_17 . 0331 . C53 . ol . gp Method 

Start 3063 End 

GI none- Score 

Exons 3063.. 3508, 3622.. 3681 



OJ000251_17.0331.C53 

15282 
AAT/GAP 
3681 
959 . 



Seq. No. 45638 Seq. ID 

Gene No. 96620 Strand 

Start 3340 End 

Name OJ000251_17 . 0331 . C53 . o2 . gs Method 

Start 3340 End 

GI none Score 
Exons 



OJ000251_17.0331.C53 

15282 
GENSCAN 
11581 
.65 



3340. .3508, 3622. .3794, 3986. .4171, 4445. .4582, 5605. .5733, 
5888. .6064, 6151. .6261, 6608. .6727, 6837. .7021, 7648. .9360, 
9451. .9833, 10673 .. 11436, 11498. .11581 



Seq. No. 45638 
Gene No. 96620 
Start 3340 

Name OJ000251_17 . 0331 . C53 . ol . ts 

Start 3397 
GI none 

Exons 3397.. 3495, 3612.. 3773, 4028, 

5602.. 5736, 5602.. 5736, 5888. 
6019. .6063, 6154. .6252 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 17.0331.C53 



15282 

TBLASTX: Soybean - 
6252 
81 

4237, 4442. .4597, 4452. .4553, 
6019, 5889. .6014, 6005.. 6064, 



Seq. No. 45638 

Gene No. 96620 

Start 3340 

Name OJ000251_17 . 0331 . C53 . ol . np 

Start 3398 

GI 6730738 

Exons 3398. .3502,. 3622. .3798, 3993.. 4171, 4445.. 4540, 5605 

5888. .6064, 6151. .6263 

GI Descrip; (AC018849) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000251_17.0331.C53 
Strand 

15282 
AAT/NAP 
6263 
748 

5733, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45638 
96620 
3340 

OJ000251_17.0331.C53.o3. tm 
3400 



Seq. ID OJ000251_17.0331.C53 
Strand 

15282 

TBLASTX: Maize 
6261 
67 



End 

Method 
End 

none Score 
3400. .3495, 3409 . . 3480, 0428 . . 34 96, 3626. .3793, 3627. .3794, 
3628. .3795, 3630. .3794, 3631. .3795, 3988. .4173, 3992. .4237, 
4017. .4172, 4431. .4565, 4442. .4597, 5602. .5736, 5605. .5736, 
5885. .6019, 5886. .6014, 5921. .6064, 5972 . . 6067 , 614 5 . . 62 61 , 
6154. .6252 



Seq. No. 45638 Seq. ID 

Gene No. 96620 Strand 

Start 3340 End' 

Name OJ000251_17 . 0331 . C53 . ol . tc Method 

Start 3406 End 



OJ000251_17.0331.C53 
15282 

TBLASTX: Cress 
5740 



47048 



GI none Score 95 

Exons 3406.. 3495, 3428.. 3499, 3624.. 3806, 4010.. 4237, 4442.. 4597, 

4443. .4541, 5602. .5736, 5602. .5739, 5648. .5740 



Seq. No. 45638 Seq. ID 

Gene No. 96620 Strand 

Start 3340 End .15282 - 

Name OJ000251_17 . 0331 . C53 . o2 . gp Method AAT/GAP 

Start 3714 End 6054 

GI 9604_1.R1084 Score 1155 

Exons 3714.. 3794, 3986.. 4171, 4459.. 4540, 5605.. 5733, 

GI Descrip. ' 5922612/dbj | BAA84 613 . 1 | 6;0e-33 (AP000492) EST 
corresponds to a region of the predicted gene.; 



OJ000251 17.0331.C53 



5888. .6054 
AU078118 (E3904! 
similar to 



Arabidopsis thaliana BAC IG002P16; 
(AF007270) [Oryza sativa] 1 



No definition line found. 



O C ^ . LN KJ . 


45638 






Seq. ID 


OJ000251_17.0331.C53 




96620 






Strand 




O Lai L 


3340 






End 


15282 


Name 


OJ000251 17.0331, 


,C53.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4025 






End 


4175 


GI 


none 






Score 


184 




4025.. 4174, 4026, 


. .4172, 


4026. 


.4175 




Q^rr Kin 


45638 






Seq. ID 


OJ000251_17.0331.C53 


Varies Nln 


96620 






Strand 




O Lai L 


3340 






End 


15282 


M -a TT1 0 
LN CtiUt; 


OJ000251 17.0331. 


,C53.o2 


.np 


Method 


AAT/NAP 


Start 


5552 






End 


15282 


GI 


4680207 






Score 


630 


Exons 


5552. .5586, 8343, 


. .8539, 


8993. 


.9749, 10673. .10851, 10930 .. 11582 , 




15210. .15282 










GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor] 










Seq. No. 


45638 






Seq. ID 


OJ000251_17.0331.C53 


Gene No. 


96620 






Strand 




Start 


3340 






End 


15282 


Name 


OJ000251 17.0331. 


,C53.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


8687 






End 


9805 


GI 


none 






Score 


66 


Exons 


8687. .8815, 9125. 


, . 9250, 


9305. 


.9421, 9305. .9439, 9518. .9586, 




9537. .9584, 9713. 


, .9805 








Seq. No. 


45638 






Seq. ID 


OJ000251_17.0331.C53 


Gene No. 


96620 






Strand 




Start 


3340 






End 


15282 


Name 


OJ000251 17.0331. 


C53.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


9116 






End 


9439 


GI 


none 






Score 


113 


Exons 


9116. . 9259, 9120. 


.9260, 


9152. 


.9280, 9302.. 9436, 9302.. 9439, 



9303. .9437 



Seq. No. 45638 Seq. ID OJ000251_17 . 0331 . C53 

Gene No. 96620 Strand 

Start 3340 End 15282 

Name OJ000251 17 . 0331 . C53 . ol . tw Method TBLASTX : Wheat 



47049 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9312 
none 

9312. .9641, 9314. .9640 

45638 
96620 
3340 

OJ000251_17.0331.C53.ol.tm 

9440 

none 

9440. .9835, 9441. .9836, 9458. 



End 9641 
Score 274 



Seq. ID OJ000251_17.0331.C53 
Strand 

End 15282 

Method TBLASTX: Maize 

End 9849 

Score 328 
.9838, 9610. .9849 

OJ000251 17.0331.C53 



45638 
96620 
3340 

OJ000251_17 . 0331 . C53 . o2 . tm 
11027 
none 

11027. .11278, 11047. .11238, 11237 .. 11278 , 11317 
11320. .11469, 11471. .11551 



Seq. ID 
Strand 

End 15282 

Method TBLASTX : Mai ze 

End 11551 

Score 141 



11478, 



Seq. No. 45639 Seq. ID 

Gene No. 96621 Strand 

Start 12 . End 

Name OJ000251_17 . 0331 . C54 . ol". gs Method 

Start 12 End 

GI none Score 

Exons 12.. 145, 610.. 763 



OJ000251_17.0331.C54 
+ 

763 

GENSCAN 

763 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



45639 .. Seq. ID OJ000251_17 . 0331 . C54 

96622 Strand + 

5990 End 8130 

OJ000251_17.0331.C54 .ol.np Method AAT/NAP 

5990 End 8130 

6063554 Score 374 

5990. .6241, 6357. .6590, 7288. .7319, 7957. .8130 

.(AP000615) ESTs AU075609 {C6334 4 ) ,C71850 (E04 64) ,C98 611 (E04 64) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45639 Seq. ID 

96622 Strand 
5990 End 
OJ000251_17 . 0331 . C54 . ol . gp Method 
7271 End 
101153_1.R1084 Score 
7271. .7519 

'5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ000251_17.0331.C54 
+ 

8130 
AAT/GAP 
7519 
342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45639 Seq. ID 

96623 Strand 

8502 End 
OJ000251_17 . 0331 . C54 . o2 . gp Method 

8502 * End 

61605__1 . R1084 Score 
8502. .8775 



OJ000251_17.0331.C54 
+ 

8775 
AAT/GAP 
8775 
452 



47050 



GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. No. 45639 Seq. ID OJ000251_17 . 0331 . C54 

Gene No. 96624 Strand + 

Start 9441 * End 17141 

Name OJ000251_17 . 0331 . C54 . o2 . np Method AAT/NAP 

Start 9441 End 17141 

GI 7248394 Score 287 

Exons 9441.. 9520, 13992 .. 14315, 14 698 .. 14 963, 17026. 

GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) 

correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446). 



. 17141 

D38985 (R0165) 



Seq. No. 45639 

Gene No. 96624 

Start 9441 

Name OJ000251_17 . 0331 . C54 . 06 . gs 

Start 10808 

GI none 
Exons 



Seq. ID OJ000251 17.0331.C54 



Strand 
End 

Method 

End 

Score 



+ 

17141 
GEN SCAN 
13468 
.79 



10808. .10907, 10958. .11066, 11301 .. 114 61, 11667. .13468 



Seq. No. 45639 - 

Gene No. 96624 

Start 9441 

Name OJ000251_17 . 0331 . C54 . o4 . np 

Start 11341 

GI 4263831 

Exons 11341. .11365, 15140 .. 154 60, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
15580. .15852 

(AC006067) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000251_17.0331.C54 
+ 

17141 
AAT/NAP 
15852 
194 



Seq. No. 45639 Seq. ID 

Gene No. 96625 Strand 

Start 1160 End 

Name OJ000251_17 . 0331 . C54 . o2 . gs Method 

Start 1160 End 

GI none Score 

Exons 1160.. 1381 



OJ000251_17 .0331.C54 

1381 
GENSCAN 
1381 
.89 



Seq. No. 45639 Seq. ID 

Gene No. 96626 Strand 

Start 2055 End 

Name OJ000251_17 . 0331 . C54 . o3 . gs Method 

Start 2055 End . 

GI none Score 

Exons 2055.. 2351, 3409.. 3633 



OJ000251_17.0331.C54 

3633 
GENSCAN 
3633 
.71 



Seq. No. 45639 Seq. ID 

Gene No. 96627 Strand 

Start 604 3 End 

Name OJ000251_17 . 0331 . C54 . o4 . gs Method 

Start 604 3 End 

GI none Score 

Exons 6043.. 6282, 6295.-6579, 6602.. 6736 



OJ000251_17.0331.C54 

6736 
GENSCAN 
6736 
1 



47051 






Seq. No. 


45639 




Seq. ID 


OJ000251_17.0331 


.C54 




Gene No. 


96628 




Strand 








Start 


13750 




End 


17054 






Name 


OJ000251 17.0331.C54.o7 


. crs 


Method 


GENSCAN 






Start 


13750 ~ 




End 


17054 






GI 


none 




Score 


.6 






Exons 


13750 .. 13916, 14756: '. 14 


899, 


16247. .16410, 16518. .16653, 








16987 . . 17054 












Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 




Gene No. 


96629 




Strand 


+ 






Start 


1656 




End 


5199 






Name 


OJ000251 17.0331.C55.ol 


. crs 


Method 


GENSCAN 






Start 


1656 ~ 




End 


5199 






GI 


none 




Score 


.79 






Exons 


165 6. . 2510, 2 60 4.. 2697, 


2989 


..3103, 5024. .5199 






Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 




Gene No. 


96630 




Strand 


+ 






Start 


5842 




End 


6201 






Name 


OJ000251 17 . 0331 .C55 . o2 


crs 


Method 


GENSCAN 






Start 


5842 ~~ 




End 


6201 






GI 


none 




Score 


.49 




1 ~s 


Exons 


5842.-5926, 6017. .6042, 


6052 


. .6201 






h '■ = 


Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 




Gene No. 


96631 




Strand 


+ 




f .as. 
* :r 


Start 


7035 




End 


11266 




i # i 

£.*ir 


Name 


OJ000251 17.0331.C55.ol 


.np 


Method 


AAT/NAP 




• 


Start 


7020 




End 


11251 






GI 


7489738 




Score 


4162 






Exons 


7020. .9029, 9087. .11251 












GI Descrip. 


gag-pol polyprotein - maize 


copia-like 


retrotransposon ! 


3to-4 


fl 




gi|4234852|gb|AAD12997.: 


1| (AF082133) gag-pol polyprotein [Ze. 


*J 
c . 




mays] 












Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


-C55- 




Gene No. 


96631 




Strand 


+ 






Start 


7035 




End 


11266 




£ _J 


Name 


OJ000251 17.0331.C55.o3 


.gs 


Method 


GENSCAN 






Start. 


7035 




End 


9901 






GI 


none 




Score 


.51 






Exons 


7035. .7672, 8216. .8593, 


8810 


..8921, 9272. .9901 






Seq. No. 


45640 




Seq. ID 


OJ000251JL7.0331 


.C55 




Gene No. 


96631 




Strand 


+ 






Start 


7035 




End 


11266 






Name 


OJ000251 17.0331.C55:o4, 


.gs 


Method 


GENSCAN 






Start 


10508 




End 


11266 






GI 


none 




Score 


.87 






Exons 


10508. .11266 












Seq. No. 


45-640 




Seq. ID 


OJ000251_17.0331. 


.C55 




Gene No. 


96632 




Strand- 


+ 






Start 


17435 




End 


22329 






Name 


OJ000251 17.0331.C55.o6, 


.gs 


Method 


GENSCAN 





47052 



Start 
GI 

Exons 



17435 End 22329 

none Score .58 

17435. .17438, 18434 .. 18535, 18 689 18773, 19595 .. 19890, 

20926. .21126, 21643 21837, 21998. .22329 



Seq. No. 45640 

Gene No. 96633 

Start 4583 

Name OJ000251_17 . 0331 . C55 . ol . gp 

Start 4583 

GI uOosflcyp088bl2bl 

Exons 4583.. 4696, 5113.. 5148 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3 
DNA, chromosome 8, clone : P0026F07 • 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_17.0331.C55 

5148 
AAT/GAP 
5148 
157 



0e-36 Oryza sativa genomic 



Seq. No. 


45640 




Seq. ID 


OJ000251_ 


17.0331. 


C55 


Gene No . 


96634 




Strand 








Start 


11934 




End 


15591 






Name 


OJ000251 17.0331.C55. 


: o5 . gs 


'Method 


GENSCAN 






Start 


11934 




End 


15591 






GI 


none 




Score 


.68 






Exons 


11934. .12221, 12236.. 


13360, 


15040. .15280, 15356. 


.15591 




Seq. Np. 


45640 




Seq. ID 


OJ000251_ 


17.0331. 


C55 


Gene No . 


96635 ;r. 




Strand 








Start 


21163 




End 


24886 






Name 


OJ000251 17.0331.C55. 


o2 .np 


Method 


AAT/NAP 






Start 


21163 




End 


24886 






.GI 


6016874 




Score 


2150 






Exons 


21163. .21316, 21639.. 


21887, 


22012. .22240, 22687. 


.23049, 






23167. .23346, 23740.. 


23899, 


24290. .24522, 24587. 


.24724, 






24808. .24886 












GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) 


[Oryza 


sativa] 








Seq. No. 


45640 




Seq. ID 


OJ000251_ 


17.0331. 


C55 


Gene No. 


96635 




Strand 








Start 


21163 




End 


24886 






Name 


OJ000251 17.0331.C55. 


o7 . gs 


Method 


GENSCAN 






Start 


22706 




End 


24886 






GI 


none 




Score 


.7 






Exons 


22706. .23166, 23740.. 


23899, 


24434. .24522, 24587. 


.24724, 






24808. .24886 












Seq. No. 


45640 




Seq. ID 


OJ000251_ 


17.0331. 


C55 


Gene No. 


96635 




Strand 








Start 


21163 




End 


24886 






Name 


OJ000251 17.0331.C55. 


o3.gp 


Method 


AAT/GAP 






Start 


23689 




End 


24197 






GI 


uC-osflcypll0c07bl 




Score 


958 






Exons 


23689. .24197 












GI Descrip. 


, 4680178/gb|AF111709. 


1IAF111709 5.0e-81 


. Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 



45640 



Seq. ID OJ000251_17.0331.C55 



47053 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



96636 
25260 

OJ000251_17. 

7170 

none 

7170. .7397, 
7779. .7883, 

45640 
96636 
25260 

OJ000251__17. 

8358 

none 

8358. .8474, 

45640 
96636 
25260 

OJ000251_17. 

8534 

none 

8534. .8773, 
9184. .9246 



Strand 

End 25720 

0331 . C55 . ol . tm Method TBLASTX : Maize 

End 8068 

Score 217 
7193. .7408, 7398. .7610, 7407. .7646, 7420. .7665, 
7994. .8068 

Seq. ID OJ000251_17.0331.C55 
Strand 

End 25720 

0331 . C55 . o2 . ts Method TBLASTX : Soybean 

End 8759 

Score . 110 
8378. .8464, 8454. .8759, 8495. .8650, 8631. .8747 

Seq. ID OJ000251_17.0331.C55 
Strand 

End 25720 

0331 . C55 . o2 . tw Method TBLASTX : Wheat 

End 9246 

Score 249 
8535. .8774, 8814. .9035, 8862. .9038, 8997. .9155, 



45640 
96636 
25260 

OJ000251_17. 

8550 

none 

8550. .8774, 

45640 
96636 
25260 

OJ000251_17. 

8814 

none 

8814. . 9023, 

45640 
96636 
25260 

OJ000251_17. 
9731 
5509260 
9731. .10189, 



Seq. ID 

Strand 

End 

0331 . C55 . 06 . tm Method 
End 
Score 

8823. .9008, 8825. .8986 

Seq. ID 

Strand 

End 

0331.C55.o4.ts- ' Method" 
End 
Score 

8816. .8995, 9084. .9146," 91 

Seq. ID 

Strand 

End 

0331 . C55 . ol . ts Method 
End 
Score 

9739. .10092, 9743. .10168 



OJ0002.51_17 . 0331 .C55 
25720 

TBLASTX: Maize 

9008 

121 



OJ000251_17.0331.C55 
25720 

TBLASTX : Soybean 
9246 
190 
37. .9246 

OJ000251_17. 0331.C55 
25720 

TBLASTX: Soybean 

10189 

359 



45640 Seq. ID OJ000251_17 . 0331 . C55 

96636 Strand 

25260 End 25720 

OJ000251_17 . 0331.C55.ol. tc Method TBLASTX: Cress 

9818 End 10078 

none Score 220 

9818... 10078, 9820. .9942 



47054 



Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 




Strand 






Start 


25260 




End 


25720 




Name 


OJ000251 17.0331.C55 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


9859 




End 


10639 




GI 


. none 




Score 


334 




Exons 


9859.. 10200, 9860.. 10204, 9878.. 10213, 


10190. .10639, 






10192. .10290, 10345. 


. 10476, 


10537. .10635 




Seq. No.. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 




Strand 






Start 


■ 25260 ■ 




End 


25720 




Name 


OJ000251 17.0331.C55 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


9859 




End 


10309 




GI 


none 




Score 


299 




Exons 


9859.. 10167, 9860.. 10309 








Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 




Strand 






Start 


25260 




End 


25720 




Name 


OJ000251_17 . 0331. C55. 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10625 




End 


11197 




GI 


none 




Score 


238 




Exons 


10625. . 11017, 10783. , 


. 10998, 


11015. .11197 




Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 




Strand 






Start 


25260 




End 


25720 




Name 


OJ000251 17.0331.C55. 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


10625 




End 


11212 




GI 


none 




Score 


228 




Exons 


10625. . 10969, 10747. , 


, 10932, 


11021. . 11212 




Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No . ' 


96636 




Strand 






Start 


25260 




End 


25720 




Name 


OJ000251 17.0331.C55. 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10732 




End 


11197 




GI 


none 




Score 


294 




Exons 


10732. .11031, 10733.. 


,11197 








Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 




Strand 






Start 


25260 




End 


25720 




Name 


OJ000251 17.0331.C55. 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


22772 




End 


23015 




GI 


none 




Score 


97 




Exons 


22772. .23005, 22857.. 


23015 








Seq. No. 


45640 




Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 




Strand 






Start 


25260 




End 


25720 




Name 


OJ000251 17.0331.C55. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


23127 




End 


23479 




GI 


none 




Score 


136 




Exons 


23127. .23468, 23198.. 


23479 









47055 



Seq. No. 


45640 


Seq. ID 


OJ000251__17.0331 


.C55 


Gene No . 


96636 


Strand 






Start 


25260 


End 


25720 




Name 


OJ000251 17.0331 C55 o7 tm 

\p/ w w v v *j -L. J. # * V / J- * V--' J * \^ / » WILL 


Method 


TBLASTX: Maize 




Start 


23684 ~~ 


End 


23998 




GI 


none 


Score 


106 




Exons 


23684 .. 23911. 23685 23903 


23924.. 23998 " 




Seq. No. 


45640 


Seq. ID 


OJ000251_17.0331 


.C55 


Gene No. 


96636 


Strand 






Start 


25260 


End 


25720 




Name 


• OJ000251 17 0331 C55 o2 tm 


Method 


TBLASTX: Maize 




Start 


24~092 ~ 


End 


24538 




GI 


none 


Score 


110 




Exons 


240 92.. 24130, 24 12 5.. 24187, 


24188. .24466, 24258. .24443, 






24452 24538 








Seq. No. 


' 45640 


Seq. ID 


OJ000251JL7.0331. 


.C55 


Gene No 


96636 


Strand 






Start 


25260 


End 


25720 




Name 


OJ000251 17 0331 C55 08 as 


Method 


GENSCAN 




Start 


25260 ~~ 


End 


25720 




GI 


none 


Score 


.56 






25260 25559 "25649 25720 








Seq. No. 


45641 


Seq. ID 


OJ000251_17.0331, 


. C56 


Gene No . 


96637 


Strand 






Start 


1 


End 


2528 




Name 


OJ000251 17.0331.C56.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2528 




GI 


7339698 


Score 


833 




i—i *\ \j no 


1..115, 839.. 1029, 1735.. 252 


8 






GI Descrip . 


(AP001539) Similar to Caenorhabditis elegans chromosome 


V CO: 




T10G3; Homo sapiens endosomal protein 


P162 (Z81118) [Oryza 




sativa] 








Seq. No. 


45641 • 


Seq. ID 


OJ000251_17.0331. 


>C56 


Gene ^jq m 


96637 


Strand 






Start 


1 


End 


2528 




Name 


OJ000251 17.0331.C56.ol.gs 


Method 


GENSCAN 




Start 


14 


End 


2499 . 




GI 


none 


Score 


.87 




Exons 


14. .138, 865. .1029, 1735. .2499 






Seq. No. 


45641 


Seq. ID 


OJ000251_17.0331. 


C56 


Gene No . 


96637 


Strand 






'Start 


1 


End 


2528 




Name 


OJ000251 17.0331.C56.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1732 


End 


2395 




GI 


none 


Score 


58 




Exons 


1732. .2133, 1735. .1899, 1934 


..2134, 2140. .2394, 2141. .2395 


Seq. No. 


45641 


Seq. ID 


OJ000251_17.0331. 


C56 


Gene No. 


96637 


Strand 






Start 


1 


End 


2528 




Name 


OJ000251 17.0331.C56.ol.tm 


Method 


TBLASTX: Maize 





47056 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1763 End 2394 

none Score 271 

1763. .2071, 1774. .2073, 1775. .2071, 2051. .2134, 2052. .2132, 

2053.. 2133, 2320.. 2394 



45642 
96638 
961 

OJ000251_17 .0331.C57.o2.gs 

961 

none 



Seq. ID OJ000251_17.0331.C57 

Strand + 

End 9013 

Method GENSCAN 

End 8209 

Score .53 



961. .1033, 1266. .1384, 1823. .1865, 1898. .2022, 3500. .3629, 
4787. .5746, 6744. .8209 



Seq. ID OJ000251_17.0331.C57 

Strand + 

End 9013 

Method AAT/NAP 

End 9013 

Score 3491 



45642 
96638 
961 

OJ000251_17.0331.C57.o2.np 
4807 
2160156 
4807. .5722, 6663. . 9013 

(AC000132) Strong similarity to S. pombe leucyl-tRNA synthetase 
(gb|Z73100). [Arabidopsis thaliana] 



45642 
96639 
1 

OJ000251_17 .0331.C57 .ol.np 
1 

7339698 

1..124, 192. .640, 1967. .2040 

(AP001539) Similar to Caenorhabditis elegans chromosome V cosmid 
T10G3; Homo sapiens endosomal protein P162 (Z81118) [Oryza 
sativa] 



Seq. ID OJ000251_17.0331.C57 
Strand 

End 2040 

Method AAT/NAP 

End 2040 

Score 350 





Seq. No. 


45642 




Seq. ID 


OJ000251_17.0331. 


C57 




Gene No. 


96639 




Strand 








Start 


1 




End 


2040 • 






Name 


OJ000251 17.0331.C57.o3, 


. tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


328 






GI 


none 




Score 


119 






Exons 


1. .117, 2. .136, 2. .118, 


3. . 


,128, 191.. 


328, 198. .326 






Seq. No. 


45642 




Seq. ID 


OJ00'0251_17.0331. 


C57 




Gene No. 


96639 




Strand 








Start 


1 




End 


2040 






Name 


OJ000251 17.0331.C57.ol. 


.gs 


. ' Method 


GENSCAN 






Start 


24 




End 


694 






GI 


none 




Score 


. 74 






Exons 


24. .134, 202. .694 












Seq. No. 


45642 




Seq. ID 


OJ000251JL7 .0331. 


C57 




Gene No. 


96640 




Strand 








Start 


4815 




End 


5093 






Name 


OJ000251 17.0331.C57.o2. 


, tc 


Method 


TBLASTX: Cress 






Start 


4815 




End 


5093 






GI 


none 




Score 


304 





47057 




Exons 


4815 . .5093, 


4816 


. . 5091 










Seq. No. 


45642 








Seq. ID 


OJ000251_17.0331. 


,C57 


Gene No. 


96640 








Strand 






Start 


4815 








End 


5093 




Name 


OJ000251 17 


. 0331 


. C57 . o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


4822 ~~ 








End 


5079 




GI 


none 








Score 


118 




Exons 


4822 . .4929, 


4824 


. . 4925, 


4920, 


. .5075, 4921. .5079 




Seq. No. 


45642 








Seq. ID 


OJ000251_17.0331. 


,C57 


Gene No. 


96641 








Strand 






Start 


5296 








End 


5658 




Name 


OJ000251 17 


. 0331 


.C57 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5296 ~ 








End 


5658 




GI 


none 








Score 


464 




Exons 


5296. .5658, 


5360, 


. . 5569, 


5361 . 


, .5648 






Seq. No. 


45642 








Seq. ID 


OJ000251JL7.0331. 


,C57 


Gene No. 


96642 








Strand 






Start 


6812 








End 


7162 




Name 


OJ000251 17 


. 0331 , 


. C57 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6812 " 








End 


7120 




GI 


none 








Score 


377 




Exons 


6812 . .7120, 


6813, 


. . 6893, 


6814 . 


.7098, 6818. .7114 




Seq. No. 


45642 








Seq. ID 


OJ000251_17.0331. 


C57 


Gene No. 


96642 








Strand 






Start 


6812 








End 


7162 




Name 


OJ000251 17 


. 0331 , 


,C57 .o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


6826 ~ 








End 


7162 




GI 


none 








Score 


368 




Exons 


6826. .7101, 


6827 . 


. .7162 










Seq. No. 


45642 








Seq. ID 


OJ000251_17.0331. 


C57 


Gene No. 


96643 








Strand 






Start 


7160 








End 


9046 




Name 


OJ000251 17, 


.0331. 


,'C57.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7160 ~~ 








End 


9013 




GI 


none 








Score 


1416 




Exons 


7160 . .8173, 


7162. 


. .8163, 


8172 . 


.8744, 8176. .8745, 8747. .8911, 




8748. .8954, 


8897 . 


, . 9013, 


8914 . 


.9012 






Seq. No. 


45642 








Seq. ID 


OJ000251_17.0331. 


C57 


Gene No. 


96643 








Strand 






Start 


7160 








End 


9046 




Name 


OJ000251 17, 


. 0331 . 


C57 . ol , 


. ts 


Method 


TBLASTX: Soybean 




Start 


7162 ~~ 








End' 


7924 




GI 


none 








Score 


675 




Exons 


7162 . .7689, 


7163. 


. 7717, 


7694 . 


.7924, 7713. .7922, 7714. .7923 


Seq. No. 


45642 








Seq. ID 


OJ000251_17.0331. 


C57 


Gene No. 


96643 








Strand 






Start 


7160 








End 


9046 




Name 


OJ000251 17. 


,0331. 


C57.o4 , 


. ts 


Method 


TBLASTX : Soybean 




Start 


7925 








End 


8265 




GI 


none 








Score 


295 





47058 



Exons 



7925. .8173, 7927. .8157, 8179. .8265, 8190. .8264 



Seq. No. 45642 

Gene No. 96643 

Start 7160 

Name OJ000251_17 . 0331 . C57 . o2 . ts 

Start 8347 

GI none 

Exons 8347.. 8568, 8373.. 8561, 8571, 
8745. .8912, 8748. .8891, 8750. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 17.0331.C57 



9046 

TBLASTX: Soybean 
9013 
176 

8741, 8572. .8742, 8578. .8751, 
8911, 8894. .9013, 8935. .9009 



Seq. No. 45642 

Gene No. 96643 

Start 7160 

Name OJ000251_17 . 0331 . C57 . o3 . tc 

Start 8434 

GI none 

.Exons 8434.. 8565, 8439.. 8504, 8571. 
8751.. 8792 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_17.0331.C57 
9046 

TBLASTX: Cress 

8795 

80 



,8741, 8572. .8745, 8748. .8795, 



Seq. No. 45642 

Gene No. 96643 

Start 7160 

Name OJ000251_17 . 0331 . C57 . ol . tw 

Start .8667 

GI none 

Exons 8667 ...8744, 8668. .8745, 8748, 
8917. .9021 



OJ000251_17.0331.C57 
9046 

TBLASTX: Wheat 

9046 

69 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8924, 8750. .8911, 8897. .9046, 



Seq. No. 45643 Seq. ID 

Gene No. 96644 Strand 

Start 412 End 

Name OJ000251_17 . 0331 . C59 . ol . gs Method 

Start 412 End 

GI none Score 

Exons 412. .474, 4373. .4450, 6538. .6654, 6955 
9629. .9721 



OJ000251_17.0331.C59 
+ 

9721 
GENS CAN 
9721 
.85 

,.7054, 7224. .7324, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45643 
96644 
412 

OJ000251_17 .0331.C59.ol.np 

1306 

1352200 

1306. .1374, 1487. .1552, 



OJ000251_17.0331.C59 
+ 



Seq. ID 
Strand 

End 9721 
Method AAT/NAP 
End 7336 
Score 1113 

.1725, 3032. .3152, 3248. .3343, 
.6654, 6955. .7054, 7224. .7336 
TRIOSE PHOSPHATE /PHOSPHATE TRANSLOCATOR, CHLOROPLAST PRECURSOR 
(CTPT) gi] 480909|pir MS37497 triose 

phosphate/3-phosphoglycerate/phosphate translocator - maize 
gil 405635|emb|CAA81349| (Z26595) triose phosphate/phosphate 
translocator [Zea mays] 



1647, 

4164. .4276, 4373. .4450, 6538, 



45643 Seq. ID 

96644 Strand 

412 End 

OJ000251JL7 .0331.C59.ol.gp Method 

6568 End 



OJ000251_17.0331.C59 
+ 

9721 

AAT/GAP 

8060 



47059 



GI uC-osflcypl74c09bl Score 910 

Exons ., 6568.. 6654, 6955.. 7054, 7224.. 7324, 7854.. 8060 

GI Descrip. 1 480737/pir | | S37224 4.0e-42 triose 

phosphate/3-phosphoglycerate/phosphate translocator - 

tobacco >gi_629694_pir S42583 phosphate translocator 

tobacco >gi_4 03023_emb_CAA5297 9.1_ (X75088) phosphate 
translocator [Nicotiana tabacum] 1 



common 
- common 



Seq. No. 45643 Seq. ID OJ000251_17 . 0331 . C59 

Gene No. 96645 Strand 

Start 10391 End 13527 

Name OJ000251_17 . 0331 . C59 . o2 . np Method AAT/NAP 

Start 10391 End 13527 

GI 7485807 Score 106 

Exons 10391. . 10416, 11988 .. 12163, 13508.. 13527 

GI Descrip. hypothetical protein F19I3.23 - Arabidopsis thaliana 

gil 3033395igbiAAC12839.1| (AC004238) putative C3HC4-type RING 

zinc finger protein [Arabidopsis thaliana] 



Seq. No. 45643 Seq. ID 

Gene No. 96645 Strand 

Start 10391 End 

Name OJ000251_17 . 0331 . C59 . o2 . gs Method 

Start 11931 End 

GI none Score 

Exons 11931.. 12566 



OJ000251_17.0331.C59 

13527 
GENSCAN 
12566 
1 



Seq. No. 45643 
Gene No. 96646 
Start 15119 

Name OJ000251_17 . 0331 . C59 . ol . tm 

Start 1306 
GI none 

Exons .1306. .1377, 1307. .1378, 1314. 

1485. .1553, 1487. .1567, 1647. 
3031. .3150, 3031. .3150, 3035. 
4162.. 4275, 4163.:4276, 4367, 



Seq. ID OJ000251_17.0331.C59 
Strand 

End 16016 
Method TBLASTX : Mai ze 
End 4453 
Score 123 

.1385, 1475. .1528, 1479. .1559, 
.1724, 1647. .1724, 1648. .1725, 
.3154, 3237. .3344, 3241. .3345, 
.4453, 4372.-4449 



Seq. No. 45643 
Gene No. 96646 
Start 15119 

Name OJ000251_17 . 0331 . C59 . ol . ts 

Start 1315 
GI none 

Exons 1315.. 1377, 1316.. 1378, 1479. 

1647. .1724, 1648. .1725, 3031. 
3237.. 3371, 3241.. 3345, 3241. 
4367. .4453, 4372. .4449, 6538. 
6951. .7055, 6952. .7056, .7104 . 



Seq. ID OJ000251_17.0331.C59 
Strand 

End 16016 

Method TBLASTX : Soybean 

End 7321 

Score • 99 

.1568, 1485. .1553, 1487. .1567, 
.3150, 3032. .3091, 3050. .3154, 
.3375, 4162. .4275, 4163. .4276, 
.6657, 6540.. 6656, 6948.. 7058, 
.7136, 7223.. 7321 



Seq. No. 45643 

Gene No. 96646 

Start 15119 

Name OJ000251_17 . 0331 . C59 . o2 . tc 

Start 1318 

GI none 

Exons 1318. .1377, 1319. .1378, 1479. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_17.0331.C59 
16016 

TBLASTX: Cress 

3345 

93 



1568, 1487. .1567, 1647. .1724, 



47060 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1648. .1725, 3031. .3150, 3032. .3091, 3237. .3344, 3241. .3345 



45643 
96646 
15119 

OJ000251_17. 0331.C59.ol.tc 

4160 

none 

4160. .4276, 4162. .4275, 4367. 
6540.. 6635, 6940.. 7056, 6954, 

45643 
96646- 
15119 

OJ000251_17.0331.C59.o2.tm 

6537 

none 

6537.. 6677, 6538.. 6654, 6918. 
6952.. 7056, 7222.. 7311, 7223. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4453, 4372 
.7055, 7223 



QJ000251 17.0331.C59 



16016 

TBLASTX: Cress 
7321 
164 

4452, 6538, 
7276, 7277, 



,6645, 
,7321 



Seq. ID OJ000251_17.0331.C59 
Strand 

End 16016 
Method TBLASTX : Maize 
End 7327 
Score 185 

.7055, 6944. .7054, 6948. .7058, 
.7327, 7223.. 7327 



45643 
96646 
15119 

OJ000251_17 . 0331.C59.o3.np 

15119 

74 60056 

15119. .15200, 15330. 



OJ000251_17. 0331.C59 

16016 
AAT/NAP 
16016 
236 

15444, 15554. .15662, 15837. .16016 
hypothetical protein T5K18.180 - Arabidopsis thaliana 
gi|3080370|emb|CAA18627.1| (AL022580) hypothetical protein 
[Arabidopsis thaliana] gi | 7268735 | emb | CAB78 942 . 1 | (AL161550) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



45644 Seq. ID 

96647 Strand 
1 End 
OJ000301_18 . 0330 . CI . ol . np Method 
1 End 

7437214 "- Score 
1..118, 268. .394, 802. .825 

probable f errochelatase {EC 4.99.1.1) - barley 



OJ000301_18.0330.C1 
+ 

825. 

AAT/NAP 
825 
270 



gi|24 60251|gb|AAB71887.1| 
vulgare] 

45644 
96647 
1 

OJ000301_18.0330.Cl.ol.tm 
43 

none 



(AF020791) ferrochelatase [Hordeum 



Seq. ID OJ000301_18.0330.C1 

Strand + 

End 825 

Method TBLASTX : Mai ze 

End 379 

Score 116 



43. .117, 44. .118, 45. .119, 265. .378, 266. .379 



45644 Seq. ID 

96647 Strand 

1 End 

OJ000301_18 . 0330 . CI . ol . ts Method 

4 5 End 

none Score 



OJ000301_18.0330.C1 
+ 

825 

TBLASTX : Soybean 

370 

95 



47061 



Exons 



45. .119, 47. .97, 266. .370, 268. .369 



Seq. No. 45645 Seq. ID 

Gene No. 96648 - Strand 

Start 154 End 

Name OJ000301_18 . 0330 . C2 . ol . gp Method 

Start 154 End 

GI 61190_1.R1084 Score 

Exons 154.. 257, 743.. 838 

GI Descrip. 1 1170242 /sp I P4204 5 | HEMZJiORVU 4.0e-54 FERROCHELATASE PRECURSOR 
(PROTOHEME FERRO-LYASE) (HEME SYNTHETASE) 

>gi_47 4 966_dbj_BAA05101_ (D26105) f errochelatase [Hordeum 
■ vulgare] 1 



OJ000301_18.0330.C2 
+ 

1058 
AAT/GAP 
838 
356 



Seq. No. 45645 Seq. ID 

Gene No. 96648 Strand 

Start 154 End 

Name OJ000301_18 . 0330 . C2 . ol . gs Method 

Start 157 End 

GI none Score 

Exons 157.. 257, 638.. 1058 



OJ000301_18.0330.C2 
+ 

1058 
GENSCAN 
1058 " 
.55 



Seq. No. 45645 Seq. ID 

Gene No. 96648 Strand 

Start ' 154 End 

Name OJ000301_18 . 0330 . C2 . ol . np Method 

Start 157 End 

GI 1170242 Score 

Exons 157.. 257, 743.. 1055 

GI Descrip. FERROCHELATASE PRECURSOR (PROTOHEME FERRO-LYASE) (HEME 

SYNTHETASE) gi | 7437215 | pir | | T05736 probable f errochelatase (EC 
4.99.1.1) - barley gi | 474966 | dbj IBAA05101.il (D26105) 
f errochelatase [Hordeum vulgare] 



OJ000301_18.0330.C2 
+ 

1058 
AAT/NAP 
1055 
575 



U Seq. No. 


45645 


Seq. ID 


OJ000301_18.0330.C2 


Hj Gene No. 


96649 


Strand 




M= Start 


1949 


End 


4374 


t =j Name 


OJ000301 18.0330.C2.o2.gp 


Method 


AAT/GAP 


1% Start 


1819 


End 


3037 




13023 1.R1084 


Score 


1340 


U Exons 


1819. .2267, 2362. .2487, 2898. 


.3037 




GI Descrip. 


, 4 510363/gb| AAD214 51. 1 | 6.0e- 


67 (AC007017) putative DNA-binding 




protein [Arabidopsis thaliana 


] f 




Seq. No. 


45645 


Seq. ID 


OJ000301_18.0330.C2 


Gene No. 


96649 


Strand 




Start 


1949 


End 


4374 


Name 


OJ000301 18.0330.C2.o2.gs 


Method 


GENSCAN 


Start 


194 9 


End 


4374 


GI 


none 


Score 


.83 


Exons 


1949.. 2035, 2157.. 2267, 2362. 


.2487, 2E 


198. .3021, 4301. .4374 


Seq. No. 


45645 


Seq. ID 


OJ000301_18.0330.C2 


Gene No . 


96649 


Strand 




Start 


1949 


End 


4374 


Name 


OJ000301 18.0330.C2.o2.np 


Method 


AAT/NAP 


Start 


2130 


End 


3068 



47062 



GI 4510363 Score 603 

Exons 2130.. 2267, 2362.. 2487, 2898.. 3068 

GI Descrip. (AC007017) putative ubiquitin-conjugating enzyme [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45645 
96650 
4327 

OJ000301 

127 

none 



18.0330.C2.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_18.0330.C2 
4689 

TBLASTX: Maize 

947 

175 



127. .255, 133. .249, 156. .278, 738. .947, 738. .893 



Seq. No. 45645 

Gene No. 96650 

Start 4327 

Name OJ000301_18 . 0330 . C2 . o2 . tc 

Start 148 

GI * none 

Exons ■ 148.. 252, 151.. 255, 156.. 278, 
936. .1046, 974. .1045 



Seq. ID OJ000301_18.0330.C2 
Strand 
End 

Method 
End 
Score 

736..885, 738. .917, 740. .955, 



4689 

TBLASTX: Cress 

1046 

163 

738. .917, 740. 



Seq. No. 45645 

Gene No. 96650 

Start 4327 

Name OJ000301_18 . 0330 . C2 . o2 . ts 

Start 151 

GI none 
Exons 



Seq. ID OJ000301_18.0330.C2 
Strand 
End 

Method 
End 
Score 



4689 

TBLASTX: Soybean 

1058 

171 



151. .255, 154. .255, 155. .256, 156. .278, 738. .1058, 740. .1045 



Seq. No. 45645 

Gene No. 96650 

Start 4327 

Name OJ000301_18 . 0330 . C2 . ol . tm 

Start 2103 

GI none 
Exons 



Seq. ID OJ000301_18 .0330.C2 
Strand 
End 

Method 
End 
Score 



4689 

TBLASTX: Maize 

3039 

181 



.2103.. 2267, 2103.. 2267, 2113.. 2280, 2128.. 2277, 2357;. 2488, 
2359. .2487, '2876. .3037, 2898. .3038, 2898. .3038, 2905. .3039 



Seq. No. 45645 

Gene No. 96650 

Start 4327 

Name ' OJ000301_18 . 0330 . C2 . ol . tw 

Start 2118 

GI none 

Exons 2118.. 2267, 2118.. 2267, 2128. 

2359. .2487, 2362.. 2490, 2898. 



Seq. ID OJ000301_18.0330.C2 
Strand 

End 4 68 9 

Method TBLASTX: Wheat 
End 3004 
Score 167 

.2268, 2128. .2268, 2357. .2488, 
.2999, 2909.. 2992, 2909.. 3004 



Seq. No. 45645 

Gene No. 96650 

Start 4327 

Name OJ000301_18 . 0330 . C2 . ol . tc 

Start 2127 

GI none 

Exons 2127.. 2267, 2128.. 2268, 2353, 



Seq. ID OJ000301_18.0330.C2 
Strand ■ - 
End 4689 
Method TBLASTX : Cress 
End - 2490 

Score 140 
.2490, 2359. .2487 



Seq. No. 



45645 



Seq. ID OJ000301_18.0330.C2 



47063 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



96650 Strand 

4327 End 

OJ000301_18 . 0330 . C2 . ol . ts Method 

2127 End 

none Score 



4689 

TBLASTX: Soybean 

3070 

151 



2127. .2267, 2128. .2268, 2180. .2272, 2359. .2487, 2365. .2481, 
2891. .3070, 2898. .3038 . 



45645 
96650 
4327 

OJ000301__18.0330.C2.o3.tc 

2892 

none 



Seq. ID OJ000301_18.0330.C2 
Strand 

End 4689 

Method TBLASTX : Cress 

End 3070 

Score 158 



2892. .3038, 2893. .3039, 2895. .3038, 2902. .3042, 2906. .3070, 
2906. .3043 



• Seq. No. 45645 

Gene No. 96650 

Start 4327 

Name OJ000301JL8 . 0330 . C2 . o3 . gp 

Start 4327 

f=s GI none 

'J Exons 4 32 7.. 4 68 9 



Seq. ID OJ000301_18.0330.C2 
Strand 

End 4689 

Method AAT/GAP 

End 4 68 9 

Score 672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45646 
96651 
'401 

OJ000301_18.0330.C3.ol.np 
401 

6815062 



Seq. ID OJ000301_18.0330.C3 
Strand 

2090 
AAT/NAP 
2090 
1820 



End 

Method 
End 
Score 

401. .633, 688. .708, 1007. .1346, 1424. .1523, 1605. .1950, 
1994. .2090 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45646 
96651 
401 

OJ000301_18.0330.C3.ol.tm 

1263 

none 



Seq. ID OJ000301_18.0330.C3 
Strand 

End 2090 

Method TBLASTX : Mai ze 

End 2088 

Score 60 



1263.. 1361, 1605.. 1901, 1993.. 2019, 2026.. 2088 



Seq. No. 45647 

Gene No. 96.652 

Start 35 

Name OJ000301_18 . 0330 . C4 . ol . gs 

Start 35 

GI none 

Exons 35.. 195, 227.. 808 



Seq. ID OJ000301_18.0330.C4 

Strand 

End 808 

Method GENSCAN 

End 808 

Score .53 



Seq. No. 45647 

Gene No. 96652 

Start 35 

Name OJ000301_18 . 0330 . C4 . ol . np 



Seq. ID OJ000301_18.0330.C4 

Strand 

End 808 

Method AAT/NAP 



47064 






Start 


214 


End 


514 




GI 


6815062 


Score 


453 




Fx on 


214. .514 








GI Descrin 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 






o a l j. va j 








Seq. No. 


45647 


Cpn T D 


njnnmm i r n77n ca 




Gene No. 


96652 








Start 


35 


FnH 


o u o 




Name 


OJ000301 18 0330 C4 ol tm 


Method 


TBLASTX: Maize 




Start 


224 


End 


473 




GI 


none 


Q. f~> s~\ ~r~ 


jo 




Exons 


224 295 314 460 314 469 


74 ft 4 7 7 


7 4 R 4 7 f) 




Seq. No. 


45648 




UJUUUjul lo . U J JU . I/O 




Gene No. 


96653 








Start 


292 


FnH 

Li lLi 


Q A 




Name 


o.Tono^m 1ft rR30 P6 nl rr^ 


Method 


GEN SCAN 




Start 


292 


End 


954 




GI 


none 


Score 


.53 




Fx on 


40? 4ft1 676 Q4ft 9S4 








Seq. No. 




Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


966S4 

-7 U U >J *i 


Strand 


+ 


i ' ^ 


Start 


2S4 5 

*J 1 J 


End 


3171 


?: e 


Name 


O,T000701 1ft D330 CI n? rrc;. 


Method 


GENSCAN 


i3 


Start 


2 5 4 5 _ 


End 


3171 




GI 


none 


Score 


.76 


t ^ 


Exon 


2545. .2589,- 2679. .2790, 2834. 


.2878, 2951.. 3171 




Sea No 


45649 


Seq. ID 


OJ000301_18.0330.C7 




Gene No . 


96655 


Strand 


+ 




Start 


3214 


End 


4850 




Name 


OJ000301 18.0330.C7.ol.gp 


Method 


AAT/GAP 




Start 


3214 


End 


3551 




GI 


LIB3477-003-P1-K1-F9 


Score 


656 


- 


J—J *\. \*/ llu 


3214. .3551 








fiT Dp qrrin 


1 100347/pir | | S25015 4.0e-24 monosaccharide transport protein 






MST1 - common tobacco >gi_19885_emb_CAA47324_ (X66856) 






monosaccharid transporter [Nicotiana tabacum] 1 




Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96655 


Strand 


+ 




Start 


3214 ' 


End 


4850 




Name 


OJ000301 18.0330.C7.ol.np 


Method 


AAT/NAP . 




Start 


3279 


End 


4841 




GI 


7446727 


Score 


1543 




Fxon ^ 


3279. .4841 








CtT Dpcpr i n 


monosaccharid transport protein - fava 


bean 






gi| 1935021 | emb | CAB07812.il (Z93775) monosaccharid transport 






protein [Vicia faba] 








Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96655 


Strand 


+ 




Start 


3214 


End 


4850 




Name 


OJ000301 18.0330.C7.o3.gs 


. Method 


GENSCAN 



47065 



Start 3279 End 4850 

GI none Score .89 

Exons 3279.. 4850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45649 
96656 
19441 

OJ000301_18.0330.C7.o7 .gs 

19441 

none 

19441. .19605, 19679. .19836, 
22561. .22594, 22631 22845, 
24647. .24762, 24 904 25091, 
26209. .26292, 26485 26538 , 
28103. .28206, 28540 28705, 



Seq. ID OJ000301_18.0330.C7 

Strand + 

End 28935 

Method GENSCAN 

End 28935 

Score .7 
21327. .21426, 21509. .21772, 
23572. .23758, 24 413. .24 616, 
25756. .25847, 26064 26131 , 
27495. .27551, 27 638 277 42 , 
28798. .28935 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



45649 
96656 
19441 

OJ000301_18.0330.C7 .o5.np 

24673 

3790102 

24673. .24762, 24925 
25734 . .25847, 26064 
26623. .26703, 26798 
27367. .27411, 27495 
28103. .28206, 28,540 



Seq. ID 
Strand 
End 

Method 
End 
Score 



25091, 25285. 

26131, 26209. 

268-91, 27020. 

27551, 27638. 



OJ000301_18.0330.C7 
+ 

28935 
AAT/NAP 
28918 
1680 

25397, 25578. .25652, 
26292, 26485. .26538, 
27093, 27175. .27285, 
27742, 27891. .28007, 
28918 



28705, 28798, 

(AF095521) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Citrus X paradisi] 



Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330 


Gene No. 


96657 


Strand 


+ 


Start 


39392 


End 


39863 


Name 


OJ000301 18.0330.C7.o8.np 


Method 


AAT/NAP 


Start 


39392 


End 


39863 


GI 


4680186 


Score 


181 


Exons 


39392. .39562, 39828. .39863 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330 


Gene No. 


96658 


Strand 




Start 


1321 


End 


1698 


Name 


OJ000301 18.0330.C7.ol.gs 


Method 


GENSCAN 


Start 


1321 


End 


1698 


GI 


none 


Score 


. 62 


Exons 


1321. .1698 






Seq. No. 


45649 


Seq. ID 


OJ00030.1_18.0330 


Gene No. 


96659 


Strand 




Start 


6855 


End 


14899 


Name 


OJ000301 18.0330.C7.o2.gp 


Method 


AAT/GAP 


Start 


6532 


End 


7384 


GI 


22470 1.R1084 


Score 


1160 


Exons 


6532. .6931, 7015. .7144, 73K 


5. .7384 




GI Descrip. 


'1778147 1. Oe-4 6 (U664 03) phosphate /phosphoenolpyruvate 




translocator precursor [Zea 


mays] f 





47066 



Seq. No. ■ 45649 
Gene No. 96659 
Start 6855 

Name OJ000301_18 . 0330 . C7 . o4 . gs 

Start 6855 
GI none 

Exons 6855.. 6931,. 7.015.. 7144, 7316 

8088. .8173, 8285. .8437, 8531 
11209. .11315, 11594. .11746, 13055 .. 13128 , 13370 
14897. .14899 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7384, 7470 
.8653, 9497 



OJ000301 18. 0330. C7 



14899 
GENSCAN 
14899 
.45 

7589, 
9980,, 



7879. .7963, 
10107. .10402, 
. 13833, 



Seq. No. 45649 

Gene No. 96659 

Start ' 6855 

Name OJ000301_18 . 0330 . C7 . o2 . np 

Start 6858 

GI 7489743 

Exons 6858.. 6931, 
8088. .8173, 

GI Descrip. 



7015. 
8285. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7384, 
.8653, 



7470 
9497 



OJ000301 18. 0330. C7 



14899 
AAT/NAP 
9880 
1355 

7589, 
9700, 



7879. 
9731. 



.7144, 7316 
.8437, 8531 

glucose- 6-phosphate /phosphate- trans locator precursor 
maize gi | 1778149 | gb | AAB40650 . 1 | (U66404) 
phosphate/phosphoenolpyruvate translocator precursor 



.7963, 
.9880 
homolog - 

[Zea mays] 



Seq. No. 45649 Seq. ID 

Gene No. 96659 Strand ■ 

Start ' 6855 , End 

Name OJ000301_18 . 0330 . C7 . o3 . gp Method 

Start 7850 End 

GI 69303_1.R1084 Score 

Exons 7850.. 7963, 8088 
GI Descrip. , 1778149 5.0e-80 



OJ000301_18.0330.C7 

14899 
AAT/GAP 
9584 
914 

.8173, 8285. .8437, 8531. .8653, 9497. .9584 
(U66404 ) phosphate/phosphoenolpyruvate 



translocator precursor [Zea mays] 1 



Seq. No/ 45649 Seq. ID 

Gene No. 96659 Strand 

Start 6855 End 

Name OJ000301_18 . 0330 . C7 . o4 . gp Method 

Start 9595 ' End 

GI none Score 

Exons 9595.. 9931 



OJ000301_18.0330.C7 

14899 
AAT/GAP 
9931 
670 



Seq. No. 45649 Seq. . ID 

Gene No. 96659 Strand 

Start 6855 End 

Name OJ000301_18 . 0330 . C7 . o5 . gp Method 

Start 13402 End 

GI none Score 

Exons 13402.. 13860 



OJ000301_18.0330.C7 

14899 
AAT/GAP 
13860 
910 



Seq. No. 45649 Seq. ID 

Gene No. 96660 Strand 

Start 16223 End 

Name OJ000301_18 . 0330 . C7 . o5 . gs Method 

Start 16223 End 

GI none Score 

Exons 16223. .16665, 16739.. 16820 



OJ000301_18.0330.C7 

16913 
GENSCAN 
16820 
.99 



47067 




Cprr Ma 


4 Q 


Coo t n 


UUwUUJUl 1(5 . U jjU . L / 


Gene No. 


96660 


Strand 




Start 


16223 


End 


16913 


LN CHUG 


OJ000301 18.0330.C7.o3.np 


Method 


AAT /MAP 


O L d i_ U 


16229 


End 


lUO£U 


O X 


3868853 


Score 


•J X .7 


p 1 von q 


16229. .16634, 16708. .16826 






f^T 0.oqov*io 


(AB.013853) GPI-anchored protein [Vigna 


radiata j 


o c q . LN O . 


45649 


Seq. ID 


UUUUu jUI lo . U j jU . L / 




96660 


Strand 




Start 


X \J£~ d. o 


End 


16913 


Name 


OJ000301 18.0330.C7.o7.gp 


Method 


AAT /GAP 


u Lai l 


16369 


End 


16913 


o X 


uC-osflcypl44h08bl 


Score 


881 


P 1 von Q 


16369. .16665, 16739. .16913 








■ 3868853/dbj |BAA3424 7| 1 . Oe- 


20 (AB013853) GPI-anchored protein 




[Vigna radiata] 1 






Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330.C7 


Gene No. 


96661 


Strand 




o c a. x o 


17807 


End 


18469 


Name 


OJ000301 18.0330.C7.o6.gs 


Method 


GENSCAN 


Of- a y-+- 


17807 


End 


18469 


ox 


none 


Score 


.98 




17807. .18469 






Caff Mo 


45649 


Seq. ID 


OJ000301_18.0330.C7 


npnp Mo 


96662 


Strand 




Start 


27798 


End 


27855 


Name 


OJ000301 18.0330.C7.o8.gp 


Method 


AAT /GAP 


Start 


27798 


End 


27855 


\J X 


16490 1.R1084 


Score 


86 


p 1 von c 


27798. .27855 






ox Ucoul ip . 


T 4584525/emb|CAB40756. 1 1 7.0e-38 (AL049607) protein phosphatase 




2C-like protein [Arabidopsis 


thaliana] 1 




Qpfr Mo 

O C ^ • LN . 


45649 


Seq. ID 


OJ000301_18.0330.C7 


fl^n^ Mo 


96663 


Strand 




Start 


29725 


End 


39222 


Name 


OJ000301 18.0330.C7.ol.ts 


Method 


TBLASTX: Soybean 


Qf art 


3326 


End 


4793 


VaX 


none 


Score 


217 


P 1 von q 


3326.. 3475, 3327.. 3485, 3509 


..4012, 3510. .3656, 3741. .4037, 




4047. .4430, 4092. .4295, 4154 


..4429, 4503. .4622, 4505. .4768, ■ 




4674 . .4793 






Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330.C7 


Gene No. 


96663 


Strand 




OLdl L 


29725 


End 


39222 


Name 


OJ000301 18.0330.C7.o9.tm 


Method 


TBLASTX: Maize 


Start 


3327 


End 


3697 


GI 


none 


Score 


216 


Exons 


3327. .3476, 3332. .3475, 3509 


. . 3697, 3510. . 3656 


Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330.C7 


Gene No. 


96663 


Strand 





47068 






Start 


29725 








End 


39222 




Name 


OJ000301 18 


.0330 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3330 








End 


4793 




GI 


none 








Score 


203 






1330 3S18 


3332 


3481 

■ . U *i O X , 


1509 


.4012, 3510. .3656, 3741. .4037, 






4047 4433 


4071 


4 307 


4154 

*i X «J *i • 


.4432, 4502.. 4780, 4503.. 4622, 






4674 , .4793 














Seq. No. 


45649 








Seq. ID 


■ OJ000301_18.0330.C7 




Gene No. 


96663 








Strand 






Start 


29725 








End 


39222 




Name 


OJ000101 18 


0330 


CI nl 1 

• ^ / • U X X 


. . Ulll 


Method 


TBLASTX: Maize 




o tai. L. 


3741 "~ 








End 


3955 




OX 


n on ^ 
nunc 








Score 


253 




P. von c: 


3741 1908 


3741 


3866 


1743 


.3901, 3884.. 3955 




Seq. No. 


45649 








Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96663 








Strand 






Start 


29725 








End' 


39222 




Name 


OJ000101 18 

UUUUU JUl XOi 


0330 


CI o4 


•h w 
u w 


Method 


TBLASTX: Wheat 




o i_ a x u 


3773 _ 








End 


4418 






i 1 Ui 1C 








Score 


58 


n 


T7 1 von c; 


3773 18S9 


4107 


• • 1 *L _7 ^- , 


4111 

4 X X -J . 


.4418, 4151. .4408 




Cprr No 


4 S64 Q 

*i -J U *i -7 








Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96663 








Strand 






Start 


29725 








End 


39222 


5 y 


Name 


OJ000301 18 


0330 


. C7 . o2 . 


tm 


Method 


TBLASTX: Maize 


%j 


O LCll U 


40Q8 ~~ 

*i \J _7 O 








End 


4793 






n nnp 








Score 


363 




TT von ^ 


40Q8 4430 


4 0Q8 

*i VJ .7 o 


4 IRS 


4 157 
*s x u / • 


.4429, 4503. .4793, 4505. .4780, 


r 1 1 




4722 4793 














Seq. No. 


45649 








Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96663 








Strand 






Start 


29725 








End 


39222 


j . 


Name 


OJ000301 18 

UUWvVJVX xo. 


0330 

W U J u 


P7 n? 


1- w 

L. W 


Method 


TBLASTX: Wheat 




Start 


4 502 ~~ 








End ' • 


4790 




GI 


none 








Score 


290 


J.-.St 

; : 


F.xon ^ 


4502 4783 


4503 


. 4784 , 


4 722 . 


.4790 






Qfurr Mo 


4 564 Q 

*i U U *i _7 








Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96663 








Strand 






Start 


29725 








End 


39222 




Name 


OJ000301 18 


0330 


CI o4 


L.1LI 


Method 


TBLASTX: Maize 




O Lai L 


6738 ~~ 

U f JO 








End 


7367 




\J X 


n on a 
nunc 








Score 


* 320 




F von q 


6718 6Q18 




6Q19 




.7145, 7011. .7139, 7013. .7171, 






7015 714 6 


7 302 


7367 


7114 


.7364 






Seq. No. 


45649 








Seq. ID 


OJ000301_18.0330.C7 




Gene No. 


96663 








Strand 






Start 


29725 








End 


39222 




Name 


OJ000301 18. 


0330. 


.C7.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


6837 








End 


9577 




GI 


none 








Score 


86 




Exons 


6837. .6932, 


6859. 


, .6933, 


7011. 


.7145, 7013. .7147, 7013. .7168, 



47069 



7299. .7385, 7301. .7417, 7470. .7601, 7471. .7590, 7877. .7972, 

7879. .7962, 7890. .7967, 8067. .8213, 8081. .8209, 8282. .8434, 

8285. .8422, 8286. .8441, 8319. .8441, 8516. .8656, 8535. .8657, 
9494. .9577 



Seq. No. 


45649 






Seq. ID 


OJ000301_18.0330.C7 


Gene No . 


96663 






Strand 




Start 


29725 






End 


39222 


Name 


OJ000301 18. 


,0330, 


.C7.o7.ts 


Method 


TBLASTX: Soybean 


Start 


6846 






End 


7583 


GI 


none 






Score 


73 


Exons 


6846. .6932, 


6853. 


.6933, 6930. 


.6956, 7011. .7145, 7013. .7147, 




7013.. 7168, 


7301. 


.7417, 7470; 


.7583, 7471,. 7581 


Seq. No. 


45649 






Seq. ID 


OJ000301_18.0330.C7 


Gene No . 


96663 






Strand 




Start 


29725 






End 


39222 


Name 


OJ000301. 18 . 


0330 . 


C7 . 06 . tm 


Method 


TBLASTX: Maize 


Start 


7470 ~~ 






End 


9577 


GI 


none 






Score 


73 


Exons ' 


7470. .7532, 


7470. 


.7601, 7471. 


.7590, 7877. .7963, 7879. .7962, 




7890. .7970, 


8067. 


.8213, 8081. 


.8209, 82i 


32. .8422, 8283. .8492, 




8516. .8656, 


8517 . 


.8657, 9485. 


. 9577 




Seq!, No. 


45649 






Seq. ID 


OJ000301_18.0330.C7 


Gene No . 


96663 






Strand 




Start 


29725 






End 


39222 


Name 


OJ000301 18. 


0330 . 


C7 . 06 . ts 


Method 


TBLASTX : Soybean 


Start 


7873 






End 


8441 


GI 


none 






Score 


72 


Exons 


7873. .7959, 


7874 . 


.7960, 8067. 


.8213, 8081. .8209, 8282. .8422, 




8286 . .8438, 


8295. 


. 8441 






Seq. No. 


45649 






Seq. ID 


OJ000301_18.0330.C7 


Gene No . 


96663 






Strand 




Start 


29725 






End 


39222 


Name 


O'JO 00.301 18. 


0330. 


C7.o4.ts 


Method 


TBLASTX : Soybean 


Start 


16316 






End 


16622 


GI 


none 






Score 


232 


Exons 


16316. . 16615 


16338.. 16622 






Seq. No. 


45649 






Seq. ID 


OJ000301_18.0330.C7 


Gene No . 


96663 






Strand 




Start 


29725 






End 


39222 


Name 


OJ000301 18. 


0330. 


C7.o3.tc 


Method 


TBLASTX: Cress 


Start 


16347 






End 


16616 


GI 


none 






Score 


263 


Exons 


*. 16347. . 16616,- 16349.. 16615 






Seq. No. 


45649 






' Seq. ID 


OJ000301_18.0330.C7 


Gene No. 


96663 






Strand 




Start 


29725 






End 


39222 


Name 


OJ000301 18. 


0330. 


C7.o8.tm 


Method 


TBLASTX: Maize 


■.Start 


' 16371 






End 


16622 


GI 


none 






Score 


259 


Exons 


16371. . 16565, 163 


86. .16622, 16391. .16615 



47070 



Seq. No. 45649 Seq. ID 

Gene No. 96663 Strand 

Start 29725 End 

Name OJ000301_18 . 0330 . C7 . o3 . tw Method 

Start 16424 End 

GI none Score 

Exons 16424. .16615, 16425. .16619 



OJ000301_18.0330.C7 
39222 

TBLASTX: Wheat 

16619 

193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45649 
96663 
29725 
OJ00030 
24657 
none 
24657 
25057 
25576 
26063 
26622 
27018 
27376 
27638 
28103 
28575 



1 18.0330.C7.o2.ts 



24758, 
25125, 
25653, 
26134, 
26711, 
27083, 
27414, 
27745, 
28204, 
28709, 



24670. 
25282. 
25715. 
26206. 
26629. 
27019. 
27492. 
27890. 
28105. 
28774. 



.24762, 
.25398, 
.25849, 
.26298, 
.26712, 
.27093, 
.27551, 
.28000, 
.28200, 
.28893, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24919 

25283 



OJ000301 18. 0330. C7 



39222 

TBLASTX : Soybean 
28893- 
114 

25044, 24924. .25067, 
25399, 25574. .25654, 



'25756. .25854, 25964 26134 , 

26208. .26297, 26482 .. 26553, 

26798. .26917, 26806 .. 2688 9, 

27166. .27297, 27171 .. 2728 1 , 

27633. .27743, 27637 .. 2774 4 , 

27891. .28004, 27892 .. 28008 , 

28540. .28641, 2854 1 28708 , 
28797. .28892 



Seq. No. 45649 

Gene No. ' 96663 

Start 29725 

Name OJ000301_18 . 0330 . C7 , 

Start 24660 

GI none 

Exons 24660. .24719, 24661, 

24712. .24765, 24919. 
25283. .25399, 25283. 
25570. .25656, 25576. 
25748. .25849," 25762, 
26059. .26139, 26206. 



ol2. tm 



.24726, 
.25083, 
.25399, 
.25653, 
.25854, 
.26259, 



Seq. ID OJ000301_18.0330.C7 
Strand 

End 39222 

Method TBLASTX : Maize 

End 26259 

Score 59 
24699. .24758, 24709 .. 24762, 
24924. .25046, 25282 .. 25398 , 
25284 . .25403, 25562 .. 25654 , 
25577. .25654, 25721 .. 2584 9, 
26048. .26134, 26051 .. 26131, .. 
26208.. 26258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45649 
96663 
29725 

OJ000301_18.0330.C7.o5.tm 
26260 



none 
26260, 
26621, 
26798, 



Seq. ID OJ000301_18.0330.C7 
Strand 

End 39222 
Method TBLASTX: Maize 
End 27700 
Score 64 
26298, 26482. .26553, 264 84 .. 26537 , 26620. 
26704, 26622. .26711, 26629 2 67 12, 26798. 
26878, 26806. .26886, 27019 .. 27117, 27187. 



27376. .27414, 274 92 .. 27551 , 27 637 .. 27 693, 27638. 



.26706, 
.26917, 
.27282, 
,27700 



Seq. No. 45649 

Gene No. 96663 

Start 29725 

Name OJ000301_18 . 0330 . C7 . o7 . tm 

Start 27701 

GI none 
. Exons 



Seq. ID OJ000301_18.0330.C7 
Strand 
End 

Method 
End 
Score 



39222 

TBLASTX: Maize 

28935 

77 



27701. .27763, 278 93 .. 28006, 27894 .. 28022, 28102 .. 28206, 
28103. .28204, 28105 .. 28212, 28107 .. 28292, 28541 .. 28708 , 



47071 





28549,. 


.28641, 28578. 


. 28706, 


28777. .28935, 28797. 


.28919 




Seq. No. 


45649 






Seq. ID 


OJ000301_ 


18.0330 


.C7 


Gene No. 


96663 






Strand 








Start 


29725 






End 


39222 






Name 


OJ000301 18. 0330. C7 . 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


28583 






End 


28896 






GI 


none 






Score 


133 






Exons 


28583. 


.28708,- 28764. 


. 28892, 


28774. .28896 






Seq. No. 


45649 






Seq. ID 


OJ000301_ 


18.0330 


,C7 


Gene No. 


96663 






Strand 








Start 


29725 






End 


39222 






Name 


OJ000301 18. 0330. C7. 


o9.gp 


Method 


AAT/GAP 






Start 


29725 






End 


32286 






GI 


5480 1 


.R1084 




Score 


2262 






Exons 


29725. 


.30046, 30255. 


.30398, 


30894. .31013, 31087. 


.31185, 






31365. 


.31476, 31577. 


.31680, 


31860. .32039, 32130. 


.32286 




GI Descrip. 


1 232172/sp | P3052-3 | GLGS_WHEAT 


1.0e-147 


GLUCOSE-1- 


PHOSPHATE 



Seq. No. 
Gene No. 
Start 
Name**" * 
Start 
GI 

Exons 



ADENYLYLTRANSFERASE SMALL SUBUNIT PRECURSOR (ADP-GLUCOSE 
SYNTHASE) (ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E B) 

(ALPHA-D-GLUCOSE-1-PHOSPHATE ADENYL TRANSFERASE) 

>gi_4 81816_pir S3 95 04 glucose-l-phosphate adenylyltransf erase 

(EC 2.7.7.27) - wheat >gi_21687_emb_CAA4 687 9_ (X66080) 
ADP-glucose pyrophosphorylase [Triticum aestivum] ' 



45649 
96663 
29725 

OJ000301_18 . 0330.C7.o3. tm 
29742 



OJ000301 18. 0330. C7 



none 

29742. 

30252. 

30254. 

30895. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.30056, 29742. .30056, 2974 3 .. 30057 , 2974 4 .. 30058 , 
.30401, 30252. .30404, 30253 .. 30405,. 30253 .. 30405, 
.30406, 30882. .30941, 30891 3094 1, 30895 .. 30942, 
.30942 



39222 

TBLASTX: Maize 

30942 

488 



Seq. No. 45649 

Gene No. 96663 

Start 29725 

Name OJ000301_18 . 0330 . C7 , 

Start 30231 

GI none 

Exons 30231. .30401, 30236, 

30274. .30405, 30885, 
31063. .31185, 31087, 
,. -31372. .31482, 31577, 
31858. .32040, 31859, 



OJ000301 18. 0330. C7- 



Seq. ID 
Strand 
End 

o5.ts Method 
End 
Score 

.30385, 30273. .30404, 30274. 
.31022, 30895. .31014, 30896. 
.31188, 31365. .31478, 31366. 
.31681, 31579. .31680, 31854 32045, 
.3204 4, 32127. .32192, * 32128. .32193 



39222 

TBLASTX : Soybean 
32193 
' 126 

,30405, 
,31015, 
,31479, 



Seq. No. 45649 

Gene No. 96663 

Start 29725 

Name OJ000301_18 . 0330 . C7 . o2 . tc 

Start 30280 

GI none 

Exons 30280. .30405, 30282 .. 304 04 , 
31063. .31185, 31087. .31188, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
30885. .31022, 
31133. .31198, 



OJ000301 18. 0330. C7 



39222 

TBLASTX: Cress 
33876 
142 

30895. .31014, 
31365. .31478, 



47072 



31366. .31479, 31577 .. 31681, 31579 31680, 31787 3204 1 , 

31854 . .32057, 31857 32042 , 31858 .. 32058, 32127 .. 32402 , 

32128. .32400, 32128 .. 32406, 32225 324 07 , 32883 .. 3317 9, 

32883. .33179, 32974 .. 33180, 33802.. 33876 



Seq. No. 45649 Seq. ID 

Gene No. 96663 Strand 

Start 29725 End 

Name OJ000301_18 . 0330 . C7 . 08 . gs Method 

.Start 30282 End 

GI none Score 

Exons 30282. 

31577. 

33480, 

38600. 



OJ000301_18.0330.C7 

39222 
GENSCAN 
39222 
.88 



,30398, 30894. .31013, 31087 .. 31185, 31365 .. 314 7 6, 

,31680, 31860. .32039,- 32130. .32399, 32883 .. 3317 9, 

,33565, 33802. .34047, 36567 .. 36750 , 36844 .. 37126, 

,38767, 39143.. 39222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45649 . Seq. ID OJ000301_18 . 0330 . C7 

96663 Strand 
29725 End 39222 

OJ000301_18 . 0330 . C7 . 06 . np Method AAT/NAP 

30285 End 34052 

1707940 Score 1918 

30285. .30398, 30894 .. 31013, 
31577. .31680, 318 60 .. 32039, 
33802-7.34 052 

GLUCOSE-1-PHOSPHATE ADENYLY*LTRANSFERASE SMALL SUBUNIT PRECURSOR' 
(ADP-GLUCOSE SYNTHASE) (ADP-GLUCOSE PYROPHOSPHORYLASE) (AG PAS E 
B) (ALPHA-D-GLUCOSE-1-PHOSPHATE ADENYL TRANSFERASE) 
gi I 2130036 | pir | | S61479 glucose-l-phosphate adenylyltransf erase 
(EC 2.7.7.27) small chain B - barley gi | 1143502 | emb | CAA88 450 | 
(Z48563) ADP-glucose pyrophosphorylase small subunit [Hordeum v 



31087. .31185, 31365. .31476, 
32130. .32399, 32883 3317 9, 



45649 Seq. ID 

96663 Strand 
29725 End 
OJ000301JL8 . 0330 . C7 . ol3 . tm Method 
30943 . End 

none Score 

30943. .31014, 30943 .. 30978, 

31072. .31185, 31086. .31196, 

33085. .33180, 33087.. 33179 



OJ000301_18.0330.C7 
39222 

TBLASTX: Maize 
33180 
87 

30948. .31022, 31063 .. 31185 , 
31365. .31433, 31366 .. 314 31 , 



Seq. No. 45649 
Gene No. 96663 
Start 29725 

Name OJ000301_18 . 0330 . C7 . ol . tm 

Start 31434 
GI ' none 

Exons 31434. .31478, 31435 .. 3147 9, 

31579. .31680, 31796 .. 32026, 
32109. .32402, 32119 .. 324 09, 
32876. .33082, 32883 .. 33083, 
33108. .33137, 33109.. 33135 



Seq. ID OJ000301_18.0330.C7 
Strand 

End 39222 

Method TBLASTX : Mai ze 

End 33137 

Score 57 
31560. .31679, 31577 .. 3168 1 , 
31854. .32045, 31857 .. 32087 , 
32131. .32406, 32222 .. 32425, 
32883. .33083, 32974 .. 3308 4 , 



Seq. No. 
Gene No. 
Start 



45649 
96663 
29725 



Seq. ID 

Strand 

End 



OJ000301 18. 0330. C7 



39222 



47073 



0 



LN dlllC 


\JU UUU JU1 lO • U J JU ■ ^ / • (J X . L W 


Method 


TBLASTX: Wheat 




OLdl L 


£m4 ~~ 


End 


32316 




V3 X 


none 


Score 


239 






318S4 3904^ 31RS7 3903Q 


31858. .32058, 32127 .. 32306, 






3919ft 39316 3919ft 3931 6 










4 R64 Q 


Seq. ID 


OJ000301_18.0330 


CI 




Q6663 


Strand 






Start 


29725 


End 


39222 




Name 


OJ000301 18.0330.C7.o3. ts 


Method 


TBLASTX: Soybean 




i_> L. a. i_ L. 


39910 


End 


33877 




OX 


l HwJJ.it; 


Score 


216 




Exons 


3991 D 39401 3991 1 39409 


32212. .32400, 32212 .. 32406," 






39999 39407 39PR3 3317Q 


32883. .33179, 32974 .. 33180, 






3377Q 33ft77 33P0^ 33876 








O C q • IN U • 


4 R64 Q 


Seq. ID 


OJ000301_18.0330 


P7 




_7 U U U *J 


Strand 






Start 


29725' 


" End 


39222 




Name 


OJ000301 18.0330.C7.ol0.gp 


Method 


AAT/GAP 




O L. d X L. 


32958 


End 


33108 






LIB34 77-00 6-P1-K1-A5 


Score 


281 






32958. .33108 










, 5917789/gb|AAD56041. 1 | AF18 


4597 1 9.0e- 


-19 (AF184597) ADP-g. 




pyrophosphorylase small subunit [Citrus unshiu] 1 




Q q rr Kl o 
O c . LM U . 


45649 


Seq. ID 


OJ000301_18.0330 


.C7 




96663 


Strand 






Start 


29725 


End 


39222 




Name 


OJ000301 18.0330.C7.o7.np 


Method 


AAT/NAP 






34183 


End 


37126 






6815107 


Score 


415 




TP YAH Q 


34183. .34239, 36299. .37126 








vjX UcbLIip t 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome - 




clone F20D10;hypothetical protein (AL035538) [Oryza sativa; 


Seq. No. 


45649 


Seq. ID 


OJ000301_18.0330 


.C7 


Gene No. 


96663 


Strand 






O Lai L 


29725 . 


End 


39222 




Name 


OJ000301 18.0330.C7.ol0.tm 


Method 


TBLASTX : Maize • 






36748 


End 


37116 




o X 


none 


Score 


79 




Exons 


36748. .36912, 36800 . 36913, 


36925. .37116, 36925.. 37116 




Cp/y Mo 
O t; tJ . (J . 


45650 


Seq. ID 


OJ000301_18.0330, 


,C8 


Gene No. 


96664 


Strand 


+ 




Start 


1089 


End 


1779 




IN Cllut: 


OJ000301 18.0330.C8.ol.np 


Method 


AAT/NAP 




OLdll, 


1089 


End 


1779 




ox 


6907086 


Score 


261 




Exons 


1089. .1779 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45650 


Seq. ID 


OJ000301_18.0330, 


.C8 


Gene No. 


96664 


Strand 


+ 




Start 


1089 


End 


1779 




Name 


OJ000301 18.0330.C8.ol.gs 


Method 


GENSCAN 





BAC 



47074 



C 4- v4~ 

b tar l 


14 Z / 


bna 


1 /OU 


bl 


none 


Score 


Q A 

. y*i 


Exons 


1 A on i Ten 
14Z 1 . .1 / jU 






Seq. No. 


45651 


Seq. ID 


OJ000301_18.0330.C9 


Gene No. 


96665 


Strand 


+ 


btart 


oo y 




1 O A 0 


Name 


ujuuuoui lo . u jjU . by . oi . gs 


Method 


bbNbbAN 


Start 


o oy 


bna 


lz 4 z 


bl 


none 


Score 




Exons 


All 1 1 OI 1 O A 0 

Joy. .4/1/ iizi..iz4z 






Seq. No. 


45652 


Seq. ID 


OJ000301_18. 0330. C10 


Gene No. 


96666 


Strand 


+ 


O -1 1 V +- 

btart 


1 J J 


bna 


TCI 

/ 0 1 


Name 


UJUUUjUI 1 o . U 0 jU . blU . 0 1 . CfS 


Method 


bbMbbfiN 


Start 


loo 


bna 


TCI 

/ D 1 


bl 


none 


Score 


. 0 / 


Exons 


lOO. .oUO, jOO . . /Dl 






beq. no. 




beq . i u 


vJJUUUoUl lo.UOOU.blU 


Gene No . 


a c c n 


Strand 


+ ~~ 


btart 


1559 


End 


3344 


Name 


OJ000301 18.0330.C10.ol.np 


Method 


AAT/NAP 


Start 


1559 - 


End 


3344 


bl 


7531109 


Score 


231 


Exons 


1559.. 1619, 1877.. 2400, 3291 


. .3344 




GI Descrip. 


ETHYLENE RESPONSIVE ELEMENT 


BINDING FACTOR 3 (ATERF3) 




gi| 3434 971 |dbj IBAA32420. 1 | (AB008105) 


ethylene responsive 




element binding factor 3 [Arabidopsis 


thaliana] 


beq. No. 


45652 


Seq. ID 


OJ000301_18. 0330. C10 




96668 


Strand 


+ 


Start 


4220 


End 


14670 


Name 


OJ000301 18.0330.C10.o2.np 


Method 


AAT/NAP 


Start 


3744 


End 


8449 


GI 


7248394 


Score 


266 


Exons 


3744.. 3786, 737CT. .7695, 8079 


. .8449 




GI Descrip. 


(AP001389) ESTs C97394 (C60113) ,AU075824 (R0165) , D38985 (R0165 : 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 



putative pol 
(AC006446) 



polyprotein with a reverse transcriptase domain 



Seq. No. 45652 
Gene No. 96668 
Start 4220 

Name OJ000301_18 . 0330 . C10 . o3 . gs 

Start 4220 
GI none 

Exons 4220.. 4280, 4286.. 4439, 5116 

7044.. 7276, 8938.. 9081, 9211 
10401. .10523, 11190. . 11245, 11793 
12915. . 12983, 1337 6 .. 134 33, 13521 



Seq. ID OJ000301_18. 0330. C10 
Strand + 
End 14670 
Method GENSCAN 
End 13636 
Score .54 

5946, 6133. .6323, 6546. .6867, 
9307, 9390. .9466, 9865. .9978, 



11922, 12288, 
13636 



,12376, 



Seq. No. 
Gene No. 



45652 
96668 



Seq. ID OJ000301_18. 0330. C10 
Strand + 



47075 



Start 
Name' 
Start 
GI 

Exons 

GI Descrip. 



4220 End 14670 

OJ000301_18. 0330. CIO. o3.np Method ' AAT/NAP 
7432 End 10580 

629693 Score 91 

7432. .7466, 8545. .8809, 10515. .10580 
probable integrase - common tobacco (fragment) 

gij 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana' tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45652 Seq. ID 

96668 Strand 

4220 End 

OJ000301_18 . 0330 . C10 . ol . gp Method 

9245 End 

31877_1 .R1084 Score 
9245. .9314, 9449. .9526 

' 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ000301_18. 0330. C10 
+ 

14670 
AAT/GAP 
9526 
213 



til 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45652 
96668 
4220 

OJ000301JL8. 0330. C10. o4.np 

9941 

7299015 



Seq. ID OJ000301_18. 0330. C10 

Strand + 

End 14670 

Method AAT/NAP 

End 14670 

Score 279 



9941.. 10030, 11177. .11272, 117 99 11922', 12288 .. 1237 6, 
12915. .12983, 13376 .. 134 84 , 13577 13632 , 14626.. 14670 



GI Descrip. (AE003678) CG9615 gene product [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45652. 
96668 
4220 

OJ000301_18. 0330. C10. o2.gp 
13567 

uC-osflcyp034g01bl 

13567. .13632, 14626.. 14670 

, 5701965/emb|CAB52157.1| 1. 



[Schizosaccharomyces pombe] V 

•45652 
96669 
2215 

OJ000301_18. 0330. C10. ol.ts 

1884 

none 

1884. .1976, 1890. .1973, 1891, 
2062.. 2079, 2179.. 2220, 2275. 

45652 
96669 
2215 

OJ000301_18. 0330. C10. ol.tc 

1890 

none 

1890. .1970, 1894. .2001, 2058. 
2280. .2393 



Seq. ID OJ000301_18. 0330. C10 

Strand + 

End 14670 

Method AAT/GAP 

End 14670 

Score 194 

Oe-18 (AL109736) WD repeat protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2001, 1892 
.2391 



OJ000301 18. 0330. C10 



3196 

TBLASTX: Soybean 
2391 
65 

,2017, 2058. .2081, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000301_18. 0330. C10 
3196 

TBLASTX: Cress 

2397 

149 



.2087, 2179. .2220, 2269. .2397, 



Seq. No. 



45652 



Seq. ID OJ000301 18. 0330. C10 



47076 




Gene No. 


96669 


Strand 






o Lai u 


991 S 


End 


3196 




Name 


n.Tnnn^ni ift rn^n nn o? 

UuUUUJUl lO . UjjU .LIU .Uc .tjo 


Method 


GENSCAN 




O Lai. L. 


991 5 _ 


End 


3196 






none 


Score 


.78 






991 S 9^97 9^67 9449 9 c i^fi 


..2659, 3066.. 3196 




C . IN \ J • 


45652 


Seq. ID 


OJ000301 


18 0330 


Gene No. 


96670 


Strand 






Start 


10460 


End 


12378 




Name 


OJ000301 18.0330.C10.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


10460 


End 


12377 




GI 


none 


• Score 


99 




Exons 


10460. .10525, 10461. .10526, 


11176. .11271, 11177 


. .11281, 



11786. .11863, 11792. .11923, 11793 .. 11924 , 1227 9 . . 1237 1 , 
12282. .12377, 12290.. 12376 



Seq. No.. 45652 

Gene No. 96670 

Start 10460 

Name OJ000301_18 . 0330 . C10 . o2 . ts 

Start 10482 

GI none 

Exons 10482-. .10526, 11176 .. 11268, 
1T796.. 11915 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_18. 0330. C10 
12378 

TBLASTX : Soybean 

11915 

64 



11177. .11272, 11789. . 11914, 



OJ000301 18. 0330. C10 



Seq. No. 45652 Seq. ID 

Gene No. 1 96670 " Strand 

Start ~ 10460 End 

Name OJ000301_18 . 0330 . C10 . o2 . tc Method 

Start 11176 End 

GI none Score 

Exons 11176. .11268, 11177 .. 11272, 117 93 .. 11 924 , 117 95 .. 11923, 

12299. .12373, 12307.. 12378 



12378 

TBLASTX: Cress 

12378 

142 



Seq. No. 45653 Seq. ID OJ000301_18 . 0330 . Cll - 

Gene' No. 96671 Strand + 

Start 74 End 362 

Name OJ000301_18 . 0330 . Cll . ol . gp Method AAT/GAP 

Start 74 End 362 

GI uC-osflcyp066dl2al Score 553 

Exons 74,. 362 

GI Descrip. 1 5701965/emb | CAB52157 . 1 | 2.0e-09 (AL109736) WD repeat protein 
[Schizosaccharomyces pombe] 1 



Seq. No. 45653 Seq. ID 

Gene No. 96671 Strand 

Start 74' End 

Name OJ000301_18 . 0330 . Cll . ol . gs Method 

Start 79 End 

GI none Score 

Exons 79. . 113 



OJ000301_18. 0330. Cll 
+ 

362 

GENSCAN 

113 

.77 



Seq. No. 45653 Seq. ID 

Gene No. 96672 Strand 

Start 1117 - End 

Name OJ000301 18 . 0330 . Cll . o2 . tm Method 



OJ000301_18. 0330. Cll 
5659 

TBLASTX: Maize 



47077 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q Seq. No. 

n Gene No. 

Start 

•!.:: i Name 

\t Start 

P GI 

Id Exons 



888 End 1434 

none Score 73 

888. .917, 977. .1027, 1083. .1175, 1108 .. 1206, 1108 .. 1215 , 

1195. .1227, 1195. .1230, 1198. .1434, 1231. .1383, 1251. .1427 



Seq. No. 45653 

Gene No. 96672 

Start 1117 

Name OJ000301_18 . 0330 . Cll . ol . tw 

Start 930 

GI none 
Exons 



Seq. ID OJ000301_18. 0330. Cll 
Strand 

End 5659 

Method TBLASTX : Wheat 

End 1230 

Score 39 



930. .962, 930. .956, 1022. .1072, 1026. .1070, 1071. .1175, 
1080. .1181, 1117. .1227, 1117. .1230 



45653 
96672 
1117 

OJ000301_18.0330.Cll.o2.gs 

1117 

none 



Seq. ID OJ000301_18. 0330. Cll 
Strand 

End 5659 

Method GENSCAN 

End 5659 

Score .88 



1117. .1925, 1970. .2474, 3694. .3786, 4934. .5079, 5524'.. 5659 



45653 
96672 
1117, 

OJ000301_18. 0330. Cll. ol.tm 

1435 

none 

1435. .1584, 1435. .1590, 1451, 
1888. .1938, 1894. .1941 



Seq. ID OJ000301_18. 0330. Cll 
Strand 

End 5659 

Method TBLASTX : Mai ze 

End 1941 

Score 141 

.1621, 1588. .1908, 1589. .1909, 



iS Seq. No. 45653 

Gene No. 96672 

□ Start 1117 

%f Name OJ000301_18 . 0330 . Cll . o2 . np 

U Start 1608 

GI 3928084 

H_ Exons 1608. .2474 

if GI Descrip. (AC005770) putative retroelement pol polyprotein [Arabidopsis 

C3 thaliana] 



Seq. ID OJ000301_18. 0330. Cll 
Strand 

End 5659 

Method AAT/NAP 

End 2474 

Score 213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45653 
96672 
1117 

OJ000301_18 . 0330 . Cll . o3 . tm 

2268 

none 



Seq. ID OJ000301_18. 0330. Cll 
Strand 

End 5659 

Method TBLASTX : Maize 

End 5589 

Score 57 



2268. .2309, 2268. .2303, 2304. .2435, 2305.. 2436, 2396:. 2488, 
2440. .2475, 3687. .3749, 3694. .3756, 3696.-3749, 5494. .5589 



45654 
96673 
8680 

OJ000301_18.0330.C12.ol.gp 

7436 

none 

7436. .7704, 8673. .8848 



Seq. ID OJ000301_18.0330.C12 
Strand 

End 9511 

Method AAT/GAP ' 

End 8848 

Score 8 62 



47078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45654 
96673 
8680 

OJ000301_18.0330.C12.ol. tm 

8664 

none . 

8664.. 8804, 8669.. 8776, 8670. 
8798. .9076, 8833. .8991, 9002. 
9149. .9193, 9149. .9193, 9150. 



Seq. ID OJ000301_18.0330.C12 
Strand 

End 9511 

Method TBLASTX: Maize 

End 9194 

Score 148 

.8783, 8671. .8865, 8787. .8933, 
.9169, 9077. .9151, 9079. .9153, 
.9194 



Seq. No. 45654 Seq. ID 

Gene No. 96673 ■ Strand 

Start 8680 End 

Name OJ000301_18 . 0330 . C12 . o2 . gs Method 

Start 8680 End 

GI none Score 

Exons 8680.. 9511 



OJ000301_18.0330.C12 

9511 
GENSCAN 
9511 
.74 



Seq. No. 45655 ■ Seq. ID OJ000301_18 . 0330 . C13 

Gene No. 96674 Strand + 

Start 1457 End 30439 

Name OJ000301_18 . 0330 . C13 . o3 . np Method AAT/NAP 

Start 1457 . End 10404 

GI 6523547 Score 382 

Exons 1457. .1507, 4420. .4599, 9319. .9419, 9484. .10404 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 45655 Seq. ID 

Gene No. 96674 Strand 

Start 1457 End 

Name OJ000301_18 . 0330 . C13 . o2 . gs Method 

Start 8167 End 

GI none Score 
Exons 



OJ000301_18.0330.C13 
+ 

30439 
GENSCAN 
26252 
.4 



8167. .8261, 8800. .8830, 9712. .9790, 9883. .9963, 10203 .. 10350 , 
11217, ..11269, 11852. .12099, 13007 .. 13198 , 1548 6 .. 15611 , 
15866. .15932, 20357 .. 20957 , 2134 4 .. 21452 , 23308 .. 234 19, 
23678. .23881, 25282 25351, 254 78 .. 25547 , 25944.. 26252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45655 Seq. ID 

96674 ' Strand 

1457 End 

OJ000301_18.0330.C13.o4.np Method 

9127 End 

6523547 Score 
9127. .9441, 9481. .10404 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ000301_18.0330.C13 
+ 

30439 
AAT/NAP 
10404 
369 



45655 Seq. ID 

96674 Strand 

14 57 End 
OJ000301_18 . 0330 . C13 . o5 . np Method 

11874 End 

5080776 Score 

11874. .12105, 13163. . 13209. 



OJ000301_18.0330.C13 
+ 

30439 
AAT/NAP 
13209 
92 



47079 



# 



GI Descrip. (AC007576) Similar to protein kinases [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



L_18.0330.C13.o6.np 



Seq. ID 

Strand 

End 

Method 
End , . 
Score 



18.0330.C13 



45655 
96674 
1457 

OJ000301 
19895 
7485694 
19895. .19979, 
25475. .25547, 

hypothetical protein F18A5.30 - Arabidopsis thaliana 
gi|4455293|emb|CAB36828.1| (AL035528) putative protein 
[Arabidopsis thaliana] gi | 7268068 | emb | CAB784 06. 1 | (AL161537) 
putative protein [Arabidopsis thaliana] 



20747. 
25944, 



.20844, 
.26085, 



OJ000301 
+ 

30439 
AAT/NAP 
30439 
319 

23653. .23761, 24 928 .. 25057 , 
30351.. 30439 



Seq. No. 45655 Seq. ID OJ000301 

Gene No. 96674 Strand + 

Start 1457 End 30439 

Name OJ000301JL8 . 0330 . C13 . o2 . gp Method AAT/GAP 

Start 25931 End 26578 

GI none Score 1222 

Exons 25931.. 26578 



18.0330.C13 



Seq. No. 45655 

Gene No. 96674 

Start 1457 

Name OJ000301_18 . 0330 . C13 . o3 . gs 

Start 27774 

GI none 

Exons 27774 . .28003, 28008 .. 282 60 , 28292.. 28417 



Seq. ID OJ000301_18.0330.C13 

Strand + 

End 30439 

Method GENSCAN 

End 28417 

Score .87 



Seq. No. 


45655 




Seq. ID 


OJ000301_18 


.0330 


.C13 


Gene No. 


96674 




Strand 


+ 






Start 


1457 




End 


30439 






Name 


OJ000301 li 


3.0330.C13.o7.np 


Method 


AAT/NAP 






Start 


27952 




End 


28765 






GI 


5852178 - 




Score 


428 






Exons 


27952. .28260, 28292 .. 28391, 


28665. .28765 






GI Descrip. 


(AL117265) 


zhb0008.1 [Oryza 


sativa] 








Seq. No. 


45655 




Seq. ID 


OJ000301_18 


.0330 


.C13 


Gene No. 


96675 




Strand 








Start 


1 




End 


1643 






Name 


OJ000301 li 


3.0330.C13.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1643 






GI 


5823575 




Score 


423 






Exons 


1..37, 512, 


..1109, 1139. .1643 










GI Descrip. 


(AL049730) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


45655 




Seq.' ID 


OJ000301_18 


.0330 


.C13 


Gene No. 


96675 




Strand 








Start 


1 




End 


1643 






Name 


OJ000301 U 


}.0330.C13.ol.gp 


Method 


AAT/GAP 






Start 


826 




End 


1150 






GI 


2312064 




Score 


614 






Exons 


826. .1150 













47080 



Seq. No. 45655 

Gene No. 96676 

Start 29161 

Name OJ000301_18 . 0330 . C13 . ol . tm 

Start 1227 

GI none 

Exons - 1227.. 1301, 1227.. 1301, 1299. 
1302.. 1526 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_18.0330.C13 
33534 

TBLASTX: Maize 

1528 

69 



,1526, 1300. .1527, 1301. .1528, 



Seq. No. 45655 Seq. ID 

Gene No. 96676 Strand 

Start 29161 End 

Name OJ000301_18 . 0330 . C13 . o2 . tm Method 

Start 4265 End 

GI none Score 

Exons 4265.. 4513, 4266.. 4514 



OJ000301_18.0330.C13 
33534 

TBLASTX: Maize- ■ ■ 

4514 

228 



Seq. No. 45655 

Gene No. 9667 6 

Start 29161 

Name OJ000301_18 . 0330 . C13 . o4 . tm 

Start 11907 

GI none 

Exons 11907. .12101, 11953 12105, 
1-2090. .12149, 12091. .12150 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_18.0330.C13 
33534 

TBLASTX: Maize 

12150 

97 



11986. .12093, 12090. .12149, 



Seq. No. 45655 
Gene No. 96676 
Start 29161 

Name OJ000301_18 . 0330 . C13 . o3 . tm 

Start 20743 
GI none 
Exons 20743 

23677 

23825 



.20784, 20745. 

.23754, 23677. 

.23884, 23826. 

25477. .25545, 25479. 

25927. .26076, 25936. 

2-6097. .26183, 26099. 
26213. .26257 



20783, 
23757, 
23879, 
25547, 
26013, 
26191, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20766 

23678 

25281 



OJ000301_18.0330.C13 
33534 

TBLASTX: Maize 
26257 
63 

.20852, 20767. .20835, 
.23758, 23824. .23880, 
25284, 



25352, 



.25349, 



25482. .25547, 25483 25548 , 
25941. .26090, 25943 .. 2608 9, 
26100. .26192, 26213 .. 26254 , 



Seq. No. 


45655 




Seq. ID 


OJ000301_ 


18.0330 


.C13 


Gene No." 


96676 




Strand 








Start 


29161 




End 


33534 






Name 


OJ000301 18.0330.C13.o4.gs 


Method 


GENSCAN 






Start 


29161 




End 


33534 






GI 


none 




Score 


.49 






Exons 


29161 


. .29338, 30916. .31241, 


32642. .32795, 33446. 


.33534 




Seq. No. 


45656 




Seq. ID 


OJ000301_ 


18.0330 


.C14 


Gene No. 


96677 




Strand 


+ 






Start 


195 




End 


2814 






Name 


OJ000301 18.0330.C14 .ol.gs 


Method 


GENSCAN 






Start 


195 




End 


2754 






GI 


none 




Score 


.75 






Exons 


195. 


230, 702. .846, 1055. .1 


131, 1222.. 


1264, 1352 


. . 1409, 






1998. 


.2067, 2278. .2754 











47081 




Qorr Kin 


45656 






Seq. ID 


OJ000301_18.0330.C14 




96677 






Strand 


+ 




195 






End 


2814 


Nante 


OJ000301 18 


.0330.C14.ol 


. L-lll 


Method 


TBLASTX: Maize 


Start 


625 






End 


2763 


GI 


none 






Score 


47 


Pyrin 


625.. 672, 681. : . 845, 681 


-» • O ~J ~J f 


697. .846, 698. .847, 707. .847, 




1056. .1130, 


1057. . 1131, 


1 07 Q 


.1135, 1084. .1146, 1215. .1274, 




1222. . 1275, 


1341. . 1409, 


i j ji . 


.1425, 1354. .1422, 1355. .1429, 




1992. .2069, 


1996. .2070, 


± j y o . 


.2069, 2006. .2071, 2272. .2673, 




2277. .2672, 


2492. .2728, 


C. U *a _) . 


.2747, 2662. .2763, 2669. .2758 




45656 






Seq. ID 


OJ000301_18.0330.C14 


CZ&n <3 Kin 


96677 






Strand 


+ 


Start 


195 






End 


2814 


Name 


OJ000301 18 


.0330.C14.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


701 






End 


2037 


(IT 


none 






Score 


38 


JZjAWIIO 


701. .760, 716. .760, 738 


. .833, 


743. .841 


, 748. .837, 749. .844, 




762. .845, 1056. .1142, 1057. .1131, 1079 


. .1147, 1215. .1262, 




1222. .1263, 


1351. .1425, 


1996. , 


.2037 




Clorr Kin 


45656 






Seq. ID 


OJ000301_18.0330.C14 




96677 






Strand 


+ 


Start 


195 






End 


2814 


Name 


OJ000301 18 


.0330.C14.ol 


.np 


Method 


AAT/NAP 


Start 


726 






End 


2814 


(Z T 


6598621 






Score 


570 


F v nn c 


726. .846, 1055. .1131, 1222. .1264, 1352 


. .1409, 1998. .2067, • 




2278. .2382, 


2419. .2814 








T Dp ^ n t~ i in 

w X L/C O vl J. kJ ■ 


(AC006837 ) transf actor-: 


Like protein [Arabidopsis thaliana] 


C turf 


45656 






Seq. ID 


OJ000301_18.0330.C14 


Con o Kin 


96677 






Strand 


+ 


Start 


195 






End 


2814 


Name 


OJ000301 18 


.0330. C14 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


752 






End 


2643 




none 






Score . 


124 


Ej A. ^ 1 1 o 


7S2..847, 765. .845, 1056. .1142, 1057.. 


1131, 1222. .1275, 




1224. .1265, 


1351. .1425, 


1996. . 


,2070, 1998. .2069, 2272. .2430, 




2277. .2429, 


2538. .2642, 


2551. . 


,2643 




Seq. No. 


45656 






Seq. ID 


OJ000301 18.0330.C14 


Gene No. 


96677 






Strand 


+ 


Start 


195 






End 


.2814 


Name 


OJ000301 18, 


.0330.C14.ol, 


■ gp 


Method 


AAT/GAP 


O L. d -L C 


1338 






End 


2337 


GI 


none 






Score 


319 


Pyrin q 


1338. . 1409, 


1998. .2067, 


2278. . 


2337 




Seq. No. 


45656 






Seq. ID 


OJ000301_18.0330.C14 


Gene No. 


96677 






Strand 


+ 


Start 


195 






End 


2814 


Name 


OJ000301 18. 


. 0330.C14 .ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


2289 






End 


2715 


GI 


none 






Score 


154 


Exons 


2289. .2435, 


2290. .2412, 


2430. . 


2456, 2524. .2643, 2538. .2642, 



47082 



2659. .2715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

'6 1 ' ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45657 Seq. ID 

96678 Strand 
1 End 
OJ000221_12.0331.C3.ol.np Method 
1 End 
6705984 Score 
1..816 

(AB033235) gag-pol polyprotein [Oryza 



45657 Seq. ID 

96678 Strand- 

1 End 

OJ000221_12 . 0331 . C3 . o2 . tw Method 

4 9 End 

none Score 

49. .408, 59. .403 



Seq. No. 45657 Seq. ID 

Gene No. 96678 Strand 

Start 1 End 

Name OJ000221_12 . 0331 . C3 . ol . tm Method 

Start 153 ...*'' End 

jGI none Score 

Exons 153. .404, 157. .501, 158. .502 

Seq. No. 45657 Seq. ID 

Gene No. 96678 Strand 

Start 1 End 

Name OJ000221_12 . 0331 . C3 . ol . tc Method 

Start 220 End 

GI none Score 

Exons 220.. 585, 221.. 589 

Seq. No. 45657 Seq. ID 

Gene No. 96678 Strand.. 

Start 1 End 

Name OJ000221_12 . 0331 . C3 . ol . tw Method 

Start 536 End 

GI none Score 

Exons 536.. 814, 536.. 814, 556.. 816 

Seq. No. 45657 Seq. ID 

Gene No. 96678 Strand 

Start 1 End 

Name OJ000221_12 . 0331 . C3 . o2 . tm Method 

Start '592 End 

GI none Score 

Exons 592.. 756, 592.. 750 

Seq. No. 45658 Seq. ID 

Gene No. 96679 Strand 

Start 1 End 

Name OJ000221_12 . 0331 . C4 . o2 . np Method 

Start 1 End 

GI 7340881 Score 



OJ000221_12.0331.C3 
816 

AAT/NAP 

816 

1186 

sativa] 

OJ000221_12.0331.C3 

816 

TBLASTX: Wheat 

408 

266 



OJ000221_12.0331.C3 
816 

TBLASTX: Maize 

502 

314 



OJ000221_12.0331.C3 
816 

TBLASTX: Cress 

589 

223 



OJ000221_12.0331.C3 
816 

TBLASTX: Wheat 

816 

250 



OJ000221_12.0331.C3 
816 

TBLASTX: Maize 

756 

97 



OJ000221_12.0331.C4 
+ 

1329 
AAT/NAP 
1329 
78 



47083 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..140, 556. .767, 873. .902, 1298. .1329 
(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000221_12.0331.C4 

Strand + 

End 1329 

Method AAT/NAP 

End 1329 

Score 127 



45658 
96679 
1 

OJ000221_12.0331.C4 .ol.np 
50 

6721561 
50. .140, 1305. .1329 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) • 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



oeq . lno . 


45658 


Seq. ID 


KJu U UUZ Z X 


1 9 
XZ 


i U jjI 


r a 


bene lno . 


96680 


Strand 










Start 


1 


End 


1329 








Name 


OJ000221 12.0331.C4 .o3.np 


Method 


AAT/NAP 








Of- -a -rt 


1 


End 










P T 


6705984 


Score 


q n 
o u 










1..59, 1259. .1329 














(AB033235) gag-pol polyprotein [Oryza 


sat i va J 










45658 


Seq. ID 


U J U U U Z Z X 


1 0 
XZ , 


n *5 *5 i 


r~> a 
.L4 


Gene No. 


96680 


Strand 










Start 


1 


End 


1329 








Name 


OJ000221 12.0331.C4.ol.gs 


Method 


C TT M Q C Z\ M 








O LciX L 


178 


End 


0 j 3 








C T 
oX 


none 


Score 


. / Z 








L ' \r T~\ rt 


178. .283, 558. .693 












o e q . in o . 


45659 


. Seq. ID 


OJ000221 




.0331 






96681 


Strand 










Start 


1 


End 


1013 








Name 


OJ000221 12.-. 0331. C5 . ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1013 








GI 


6705984 


Score 


1052 








Exons 


1. .1013 












GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


45659 


Seq. ID 


OJ000221 


_12. 


,0331 


.C5 


Gene No. 


96681 


Strand 










Start 


1 


End 


1013 








Name 


OJ000221 12,0331. C5.ol.gs 


Method 


GENSCAN 








Start 


84 


End 


938 








GI 


none 


Score 


.73 








Exons 


84. .260, 337. .571, 868. .938 












Seq. No. 


45659 


Seq. ID 


OJ000221_ 


_12. 


,0331 


.C5 


Gene No. 


96681 


Strand 










Start 


1 


End 


. 1013 








Name 


OJ000221 12.0331.C5.o2. tm 


Method 


TBLASTX: Maize 




Start 


147 


End 


399 








GI 


none 


Score 


145 








Exons 


147. .299, 148. .288, 158. .331, 


304. .399 











47084 



Seq. No. 


45659 


Seq. ID 


OJ000221_12.0331 


.C5 


C2pnp No 


96681 


Strand 






Start 


1 


End 


1013 

X \J X J 




Name 


OJ000221 12 0331 P5 ol tm 


Mpf hnd 


TRT.ASTY * M^ "i 7P 




Start 


454 _ 


End 


714 




GI 


none 


Score 


103 




TT yon o 


454 714 472 708 512 712 








Seq. No. 


45659 


Seq. ID 


OJ000221_12.0331 


.C5 


Qpnp No 


96681 


Strand 






Start 


x 


End 


1013 

X U X J 




Name 


O.T000221 12 0331 PS nl t 


Mo 1" h nH 

L iC U 11 VJLJ. 


TRT.A9TY * 9nvho^n- 
1 DiinO ± /\. • OLJyxJtJclll 




Start 


472 ~ 


End 


714 




GI 


none 


Score 


97 




F,von<; 


472 708. 477 674 487 714 


518 712 






Seq. No. 


45659 


Seq. ID 


OJ000221_12.0331 


.C5 


Gene No. 


96681 


Strand 






Start 


1 


End 


1013 




NT;3 m o 


O.T000221 12 0331 PS nl 1~w 


Mo t* H f^H 


1 ID IxriO 1A ■ Vv i 1 1; Cl L 




Cfari- 
O LCL1 L 


4 99 _ 

*± Zf Zf 


Hi I 1L1 


9S3 




GI 


none 




1 03 

1 U J 






"499 666 500 661 510 680 


552 665 


679 741 68S 


741 




741 9S3 742 933 








Seq. No. 


45660 


Seq. ID 


OJ000221_12.0331 


.C6 


Rpnp TsJn 


96682 


O l_ X CI 1 1 La 






Start 


2 


End 


1 0S1 

X \J sj X 




Name 


O.T000221 1 2 0331 P6 r>1 rrd 








Start 


2 — 


End 


1 0 SI 

1 U J 1 




GI 


none 


Score 


4 S 




T7 1 yon ^ 


2 123 S48 73S 7S8 10R1 








Seq. No. 


45660 


Seq. ID 


OJ000221_12.0331 


.C6 


Gene No. 


96682 


Strand 






Start 


2 


End 


1051 




Name 


OJ000221 12.0331.C6.ol.np 


Method 


AAT /NAP 




Start 


5 


End 


701 




GI 


6815052 


Score 


462 






5. .123, 392. .467, 549. .701 








OX L^C-OL^-l L£J ■ 


(AP001080) hypothetical protein [Oryza 


oaLi vaj 




Seq. No. 


45660 


Seq. ID 


OJ000221_12.0331 


,C6 


Gene No. 


96682 


Strand 






Start 


2 


End 


10M 




LN Q.1 LITSs . 


OJ000221 12.0331.C6.o2.np 


Method 


AAT /MAP 




Start 


754 • - 


End 


i osn 




GI 


6705984 


Score 


1 68 




DAUllO 


754. .1050 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza : 


sativa] 




Seq. No. 


45661 


Seq. ID 


OJ000221_12.0331 


.C7 


Gene No. * 


96683 


Strand 


+ 




Start 


1 


End 


845 




Name 


OJ000221 12.0331.C7.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


845 





47085 



GI . 128835 Score 441 

Exons 1 . .20, 536. . 845 

GI Descrip. NADH- PLASTOQUINONE OXIDOREDUCTASE 4 9 KD SUBUNIT, CHLOROPLAST 

(ORF 393) gi | 66200 | pir | IDERZ49 NADH dehydrogenase (ubiquinone) 
{EC 1.6.5.3) 49K protein - rice chloroplast 

gi|12056|emb|CAA33911| (X15901) NADH dehydrogenase 49kDa protein 
[Oryza sativa] gi | 226677 | prf | 1 1603356DE NADH -dehydrogenase 49kD 
protein [Oryza sativa] 





o e q . in o . 


A £ £ 1 


oeq. id 


ATnnnooi io n *3 "3 1 


. O / 




Gene No. 


96683 


Strand 


+ ~ 






Start 


1 


End 


845 






Name 


OJ000221 12.0331.C7.ol.ts 


Method 


TOT AC TV. OATrl-vA^n 

i D-UAo i a : boyoean 






btart 


537 


End 


Q A *3 
OHO 








none 


Score 


y u 






Exons 


537. .587, 538. .597, 547. .705 


, 583. .792 


cq a q no n o a 
f Oo4..oUz, /ob. . 


Q A O 

o 4 1 , 






787. .843 










Seq. No. ' 


45662 


Seq. ID 


OJ000221_12.0331 


.C10 




Gene No. 


96684 


Strand 


+ 






otart 


1 


End 


o y j 






Name 


OJ000221 12.0331.C10.ol.np 


Method 


AAT / NAP 






otart 


1. 


End 


O O "3 




''Z 




5042454 


Score 


1 1 






Exons 


1.-23, 336. .'393 








i.n 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


45662 


Seq. ID 


OJ000221_12.0331 


.C10 




Gene No. 


96685 


Strand 


+ 




~i 


C O y~4- 

oLan 


4300 


End 






W 


Name 


OJ000221 12.0331.C10.o2.gs 


Method 






\ J 


Q 4 s v- 4- 

btalL 


4300 


End 


Q O Q Q 

o jyj 








none 


Score 








Exons 


4300.. 5561, 5655.. 6193, 6195 


..7502, 81 


o o o o n o 
oZ . . ojyo 




K.l 


beq. no. 


45662 


Seq. ID 


ATftnAOOl 1 O ' n O O T ■ 

UJUUUzzl Iz.Uool 


. Clu 




f2. ^ ^ M ^ . 


96685 


Strand 


+ ~ 






OLalL 


4300 


End 


8393 






Name 


OJ000221 12.0331.C10.o2.np 


Method 


AAT /NAP 






Start 


4300 


End 


7534 








6907089 


Score 


4209 






Exons 


4300. .5561, 5655. .7534 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45662 


Seq. ID 


OJ000221_12.0331 


.C10 




Gene No. 


96686 


Strand 








Start 


8181 


End 


•8404 






Name 


OJ000221 12.0331.C10.o3.np 


Method 


AAT /NAP 






Start 


8181- 


End 


8404 






GI 


6498441 


Score 


231 






Exons 


8181. .8404 










GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to : 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






Seq. No. 


45663 


Seq. ID 


OJ000221_12.0331 


-Cll 




Gene No. 


96687 


Strand 







47086 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1278 
AAT/NAP 
1278 
1976 



OJ000221_12.0331.Cll.ol.np 
1 

7228457 
1..962, 1029. .1278 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 45663 

Gene No. 96687 

Start 1 

Name OJ000221_12.. 0331 . Cll . ol . tw 

Start 24 

GI none 

Exons 24. .404, 55. .303, 349. .405 

Seq. No. 45663 

Gene No. 96687 

Start 1 

Name OJ000221_12 . 0331 . Cll . ol . gs 

Start 47 

GI none 

Exons 47.. 1181 



Seq. ID OJ000221_12. 0331. Cll 

Strand- 

End 1278 

Method TBLASTX : Wheat 

End 4 05 

Score 172 



Seq. ID OJ000221_12. 0331. Cll 
Strand 

End 1278 

Method GENSCAN 

End 1181 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45663 
96687 
1 

OJ000221JL2. 0331. Cll. ol.tm 

180 

none 

180. .227, 219. .542, 232. .513 



Seq.' "ID OJ000221_12. 0331. Cll 
Strand 

End 1278 

Method TBLASTX : Mai ze 

End 542 

Score 192 



45663 
96687 
1 

OJ000221_12. 0331. Cll .ol.ts 
795 

5666795 
795. .1010, 1050. .1187 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000221JL2. 0331. Cll 
Strand 

End 1278 

Method TBLASTX : Soybean 

End 1187 

Score 107 



45663 
96687 
1 

OJ000221_12. 0331. Cll. o2.tw 

816 

none 



Seq. ID OJ000221_12.0331.C11 
Strand 

End 1278 

Method TBLASTX : Wheat 

End 1206 

Score 100 



816. .1202, 859. .1077, 963. .1136, 1099. .1206 



45664 
96688 
4257 

OJ000221_12.0331.C12'.o2.np 

4257 

5922623 

4257. .4358, 4477. .4538 



Seq. ID OJ000221_12.0331.C12 

Strand + 

End 4538 

Method AAT/NAP 

End 4538 

Score . 87 



47087 




i \ T~\ £-\ c** r> i +r\ 

Kj± UcSCIipt 


(AP000492) hypothetical protein [Oryza 


. sativa] 






yl | oUJLDoOD 1 QJDJ \ Jpi\/io D 1 y y . 1 | 


[ ArU UUO / U ) 


hypothetical protein 




[Oryza sativa] 








O C • IN O . 


45664 


Seq. ID 


OJ000221_12.0331 


-C12 


UCilC IN U • 


96689 


Strand 






Start 


1 


End 


4180 




Name 


OJ000221 12.0331.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4180 




PT 


7228457 


Score 


6084 




U 1 t_t /^i o 


1..796, 919. .1753, 1817. .3752, 3814. .4 


180 




T" <^ f~~* V* T V"\ 

LjX uescnp. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sat i va ] 








Seq. No. 


a c a a a 

4 3 D b4 


beq. id 


PiTnnnooi 10 nooi 
UJUUUZZI IZ.UJol 


i o 
. LlZ 


Gene No. 


y ddo y 


O -1- v i r-i ^ 

ourano 






OldiL 


1 
J. 


iiina 


/lion 
4 loU 




Name 


PTnnnooi i o n o. o i pio o rm 
ujuuuzzi iz . u J . Li z . oz . gs 


Method 


GENSCAN 






1754 


End 


4180 




P T 


none 


Score 


. o 3 






1/04.. 41oU 








Seq. No. 


A ^ A 

4 0 b b4 


beq. id 


r\ t a a a o o i to nooi 
OJUUUzZl lz.Uool 


r* i o 

. Clz 


Gene No. 


y obyu 


btrana 






olaiL 


A A 1 1 

ft 4 1 1 


tjna 


^ coo 
43oo 




Name 


PTnnnooi 1 o a o. o i pio ^t; f,, 
UJUUUZZI 1 Z . U jj 1 . LIZ . Oj . tw 


Method 


TBLASTX: Wheat 




O f- -a v-f- 


2 


End 


226 




PT 


none 


Score 


R O 
DZ 






o ooc i £ to oa oio 
Z . . Z Z b , Id. . / o , Z 4 . . Z IZ 








Seq. No. 


4 O b b4 


beq. id 


/"^vTAAAOOI i o A O O 1 

OJUUUzzI lz.UJJl 


/"» 1 o 

. C1Z 


Gene No. 


y o oyu 


btrana 








/l yl 1 1 
4 4 11 


TPn y~J 


KOO 

4o Jo 




Name 


p~rnnnooi io rmi pio ^i -t-^ 
UJUUUZZI 1Z . U o jl . U1Z . Ol . ts 


Method 


TBLASTX : Soybean 






725 


End 


1096 




P T 


none 


Score 


A A 

yu . 






TOC 1 HOC Q *3 C 1H*7Q 

/zo. . iuyb, yjb. .iu/y 








Seq. No. 


45664 


Seq. ID 


OJ000221_12.0331 


.C12 


Gene No. 


96690 


Strand 








' 4411 


End 


4538 




Name 


OJ000221 12.0331.C12.o2.tw 


Method 


TBLASTX: Wheat 




O Lai TJ. 


750 


End 


1174 




P T 


none 


Score 


275 






750. .1076, 755. .1174, 985.. 


1173 






Seq. No. 


45664 


Seq. ID 


OJ000221_12.033l! 


.C12 


Gene No. 


96690 


Strand 






Cf a -^4- 


4411 


End 


4538 




Name 


OJ000221 12.0331.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


848 


End 


1232 




GI 


none 


Score 


162 




Exons 


848. .1231, 867. .1088, 1146. 


.1232 






Seq. No. 


45664 


Seq. ID 


OJ000221_12.0331. 


X12 


Gene No. 


96690 


Strand 







47088 




p rt" 

O L a! L 


4 411 

4 4 1 J. 








FnH 

Hil ILL 


4 R^ft 

4 JJO 






n,T00099 1 i 9 


0?^1 


PI 9 r>1 
. LIZ • (Jl 


i-m 
* Llll 


l w Jfcr L 1 IvJU 


1 DL/io 1 a . ixia 1 z e 




C 4- -) 










FnH 


1 61 R 
lOlj 




PT 
1 


none 








Score 


lift 

110 




Exons 


i oc;q i R61 

1 Z J -7 • . 1 JU1 ; 


1 9 RQ 

1 Z J -/ 


■ . 1 0 1 J / 


1 96Q 

1 Z O _? . 


1 SftO 

■ 1JOU 






Seq. No. 


45664 








Seq. ID 


OJ000221JL2.0331. 


C12 


Gene No. 


96690 








Strand 






O Lai. l 


4 411 

4 4 1 1 








FnH 


4 S ^8 
4 o j 0 




Name 


0 7000991 19 


0^1 


PI 9 r^l 
.LIZ . Ol 


. LW 


l v lc LIlULl 


1 djj/\o j. a . wnea l 






1 9ft^ _ 








FnH 

EjI ILl 


17 4 6 

1 / 4 O 




oi 


none 








Score 


4 00 

4 U U 




J* 1 v An c 
Hi ALH1 o 


iooo 1744 

IlO J • .1/44/ 


1 9ft4 

1 l O 4 


17 4^ 

. . 1 / 4 J / 


1 ^0^ 
1 J U J . 


17 4 6 

■ 1 / 4 U 






Seq. No. 


45664 








Seq. ID 


OJ000221_12.0331. 


C12 


Gene No. 


96690 








Strand 






O Lai L 


4 411 
^ 1 1 1 








EjI IU 


4 S^R 
4 j 0 0 




Name 


P) T0009 9 1 19 


0^1 

. UJJl 


PI 9 r\0 
. LIZ . UZ 


* L o 


L v Jc LI1UU. 


TRT QCfpv . C Au k Qan 
1 J3ijr\o I A . uOyDcail 




Of ar 4- 
O Lai. L 


1^40 " ~~ 








CjI ILl 


1 7 0 R 
1 / Uj 




ol 


none 








Score 


117 
11/ 




LjAUIIO 


1^4 0 1474 

1 J4 U • .14 ' " f 


1 4 Pi 1 

1 4 O 1 


1 70^ 

. i 1 / U J 










Seq. No. 


45664 








Seq. ID 


OJ000221JL2.0331. 


C12 


Gene No. 


96690 








Strand 






O Lai L 


4 4 11 

44 11 








FnH 


4 R^ft 

4 JJO 




Name 


H T00099 1 1 9 
UUUUUZ^l 1Z 


0 "3 ? 1 
. UjjI 


PI 9 r\ ^ 
. LIZ . O J . 


. LW 




1 djLiHo ia . wnsat 




Olai L 


1 Q1 "3 _ 
1 _/ 1 J 








TTnH 


9 ^Q6 




Ol 


none 








Score 


1 69 
IOZ 




Hi AvJI lo 


iqn 9TQR 

l"lj . . Z J :? J / 


1 Q4 1 

1341 


9901 


9 9 9 "3 

ZZZ J • 


9 ? Q6 

. Z J JU 






Seq. No. 


45664 








Seq. ID 


OJ000221_12.0331. 


C12 


Gene No. 


96690 








Strand 






Olal L 


4 4 11 

4 4 11 








End 


4538 




Name 


D.T000991 1 9 

UU UUUit 1 1^ 


0^1 

. UJJI 


PI 9 n 4 
• LIZ . U 4 . 


. LW 


Method 


TBLASTX: Wheat 




OLalL 


"31 ^4 ~ 








End 


3526 




PT 
LI 


none 








Score 


89 




IT v n c 


Jl J4 . .OOI71/ 


"31 6ft 

O 1 DO 


^4 07 

. . O 4 U / / 


^ ^7 4 

J J / 4 , 


.3472/ 3375. .3455, 3479. .3526 


Seq. No. 


45664 








Seq. ID 


OJ000221_12.0331. 


C12 


Gene No. 


96690 








Strand 






C+- -a *-+• 
OLdl L 


4 4 11 

4 4 11 








End 


4538 




Name 


D.T000991 1 9 




PI 9 r> ^ 
. LIZ . Oj . 


. Llll 


Method 


TBLASTX: Maize 




O Lai. L 


"39 "36 ~ 








End 


3521 




\j 1 


none 








Score 


103 








^9^7 
OZ o / 


^91 
. . J JZ 1 










Seq. No. 


45664 








Seq. ID 


OJ000221_12.0331. 


C12 


Gene No. 


96690 








Strand 






Start 


4411 








End 


4 538 




Name 


OJ000221 12. 


.0331, 


.C12.o3. 


,np 


Method 


AAT/NAP 




Start 


4411 








End 


4538 




GI 


5042454 








Score 


77 





Exons 4411.. 4538 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq. No. 45665 Seq. ID OJ000221_12 . 0331 . C13 

Gene No. 96691 Strand + 



47089 



Start 
Name 
Start 
GI 

Exons 



70 End 153 

OJ00022 1_12 . 0331 . C13 . ol . gs Method GENSCAN 

70 End 153 

none Score . 68 
70. .153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45665 
96692 
811 

OJ000221_12 .0331.C13.o2.gs 

811 

none 



Seq. ID OJ000221_12.0331.C13 
Strand 

End 1361 

Method GENSCAN 

End 1361 

Score .47 



811. .828, 877. .1176, 1302. .1361 



45666 
96693 
1 

OJ000221_12 .0331.C14.ol.np 

1 

4680179 
1. .1024 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000221_12.0331.C14 
Strand 

End 1024 

Method AAT/NAP 

End 1024 

Score 1410 



45666 
96693 
1 

OJ000221_12.0331.C14.o2.tm- 
2 

none 

2. .253, 27. .143 



Seq. ID OJ000221_12.0331.C14 

Strand - 

End - 1024 

Method TBLASTX : Mai ze 

End 253 

Score 74 



Seq. No. 45666 

Gene No. 96693 

Start 1 

Name OJ000221_12 . 0331 . C14 . o2 . tw 

•Start 2 

GI none 

Exons """ 2. .391,. 9. .392 

Seq. No. 45666 

Gene No. 96693 

Start 1 

Name OJ000221_12 . 0331 . C14 . ol . tw' 

Start . 392 

GI none 

Exons 392.. 895, 474.. 863 

Seq-. No. 45666 

Gene No. 96693 

Start 1 

Name OJ000221_12 . 0331 . C14 . ol . tm 

Start 461 

GI none 

Exons 461.. 823, 470.. 823, 474.. 824 

Seq. No. 45666 

Gene No. 96693 



Seq. ID OJ000221_12.0331.C14 
Strand 

End 1024 

Method TBLASTX : Wheat 

End 392 

Score 218 



Seq. ID OJ000221_12.0331.C14 
Strand 

End 1024 

Method TBLASTX: Wheat 

End 895 

Score 359 



Seq. ID OJ000221_12.0331.C14 

Strand - - 

End 1024 

Method TBLASTX : Mai ze 

End 824 

Score 176 



Seq. ID OJ000221_12.0331.C14 
Strand 



47090 







i 

J. 




i no a 




Name 


piTnnn99i 19 n^^i pi a ^1 -i-g 


\A -f- W /"-y y-J 


i dj_iH.o i a . ooyoean 




Q+- a r-+- 


D *± 4 


CillU 


O 0 :7 




P T 


none 


Score 


Q ^ 




Exon s 


64 4 ftft Q 64 S ft 79 








Seq. No. 


45666 


Seq. ID 


OJ000221_12.0331.C14 




Gene No. 


96693 


Strand 








1 


End 


1024 




Name 


OJ000221 12.0331.C14.o3.tm 


Method 


TBLASTX : Maize 






830 


End 


1005 




P T 


none 


Score 


52 




17" V /"^ TTl O 


830. -.916, 831. .914, 919.-. 1005, 929. .1000 




O q . IN U . 


45667 


Seq. ID 


OJ000221_12.0331.C15 




Gene No. 


96694 


Strand 






Start 


1 


End 


4860 




Name 


OJ000221 12.0331.C15.ol.np 


Method 


AAT/NAP 




Cf 3 v- +- 


1 


End 


2545 




PT 


4680179 


Score 


1513 




Exons 


1..56, 665. .1447, 1481. .2545 










(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


45667 


Seq. ID 


OJ000221_12.0331.C15 




Gene No. 


96694 


Strand 




3; IS. 


Q+- -a -v-f- 


1 


End 


4860 


ij i 

= : s 


Name 


OJ000221 12.0331.C15.ol.gs 


Method 


GENSCAN 


: : r 


OLdlC 


590 


End 


4755 






none 


Score 


.4 




Exons 


590. .1878, 1966. .2542, 2768.. 


2796, 2835. .3600, 4690. .4755 


%J 


o e q . ln o . 


45667 


Seq. ID 


OJ000221_12.0331.C15 


i i_J 


P-f^n^ Mn 
ucnc LN u . 


96694 


Strand 






Start 


1 


End 


4860 


1 -J 


Name 


OJ000221 12.0331.C15.ol.gp 


Method 


AAT/GAP 




Start 


2871 


End 


3325 




(IT 


95437 1.R1084 


Score 


774 




Exons 


2871. .3325 








ui uescnp . 


' 4 512226/dbj | AB014 738 . 1 | AB014738 1 . Oe- 


•134 Oryza sativa 


f 1 




gypsy-type retrotransposon RIRE3 DNA, 


internal region, complete 






sequence 1 








Can Mo 

oeq . iNQ . 


45667 


Seq. ID 


OJ000221_12.0331.C15 






96694 


Strand 








1 


End 


4860 




Name 


OJ000221 12.0331.C15.o2.gp 


Method 


AAT/GAP 




Start 


4476 


End 


4860 




GI 


uC-osflcyp033a04bl 


Score 


616 




Exons 


4476. .4860 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 





Seq. No. 45667 

Gene No. 96695 

Start ' 5739 

Name OJ000221_12 . 0331 . C15 . o3 . gs 

Start 5739 



Seq. ID OJ000221_12.0331.C15 
Strand 

End 6320 

Method GENSCAN 

End 6320 



47091 



GI none Score .99 

Exons 5739.. 6320 



Seq. No. 45667 

Gene No. 96696 

Start 6946 

Name OJ000221_12 . 0331 . C15 . o4 . tw 

Start 668 

GI none 

Exons 668.-778, 693. .887, 833. .883, 
9347. .9682, 9736. .9786 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9304 



OJ000221 12.0331.C15 



11091 

TBLASTX: Wheat 
9786 
111 

9681, 9307.. 9672, 



o e q . no. 


a R a an 
fl 3 D D / 


Seq. ID 


OJ000221_12.0331.C15 


L^ene no * 




Strand 




Cf a y +- 
OtdX L 


D -7 4 D 


End 


11091 


Name 


nTnnn99i 1 9 n^^i n r or rm 


Method 


TBLASTX: Maize 


Of 5V-f 

b car l. 


DDO 


End 


9774 


GI 


none 


Score 


117 


Exons 


668.. 871, 693.. 872, 9.4 85.. 9 


676, 9487.. 


9678, 9487.. 9774 


Seq. No. 


45667 


Seq. ID 


OJ000221_12.0331.C15 


Gene No. 


96696 


Strand 




Start 


6946 


End 


11091 


Name 


OJ000221 12.0331.C15.o8.tw 


Method 


TBLASTX: Wheat 


Start ' 


998 


End 


10323 


GI ' 


none 


Score 


71 


Exons 


998.. 1165, 1053.. 1166, 1211 


..1420, 1212. .1364, 9901. .10068, 




9956. .10069, 10114. .10323, 


10175. . 10267 


Seq. No. 


45667 


Seq. ID 


OJ000221_12.0331.C15 


Gene No. 


96696 


Strand 




Start 


6946 


End 


11091 


Name 


OJ000221 12.0331.C15.o7.tm 


Method 


TBLASTX: Maize 


Start 


1101 


End 


10359 


GI 


none 


Score 


49 



M Exons 1101. .1193, 1103. .1456, 1287. .1364, 10004 .. 100 96, 1000 6 .. 10359, 

U 10190. .10267 



Seq. No. 45667 

Gene No. 96696 

Start 6946 

Name OJ000221_12 . 0331 . C15 . o7 . tw 

Start 1736" 

GI none 
Exons 



Seq. ID OJ000221_12.0331.C15 
Strand 

End 11091 

Method TBLASTX : Wheat 

End 11000 

Score 112 



1736. .2086, 1893. .2087, 10642 .. 10992, 107 99 .. 10993, 10824. .11000 



Seq. No. 45667 

Gene No. 96696 

Start 6946 

Name OJ000221_12 . 0331 . C15 . 06 . tm 

Start 1781 

GI none 
Exons 



Seq. ID OJ000221_12.0331.C15 
Strand 

End 11091 

Method TBLASTX : Mai ze 

End 10992 

Score 90 ■ 



1781. .2086,- 1956. .2072, 10687 .. 10992, 10862. .10978 



Seq. No. 
Gene No. 
Start 



45667 
96696 
6946 



Seq. ID OJ000221_12.0331.C15 
Strand 

End 11091 



47092 






Name 


OJ000221 12. 


, 0331 


.C15 ,o9 


. tw 


Method 


TBLASTX: Wheat 






Start 


2121 








End 


11091 






GI 


none 








Score 


110 






Exons 


2121 . . 2318, 


2123 


. .2320, 


11029 


. . 11091 








Seq. No. 


45667 








Seq. ID 


OJ000221_12.0331 


.C15 




Gene No. 


966.9.6. 








Strand 








Start 


694 6 








End 


11091 






Name 


OJ000221 12. 


0331 


.C15.o4 


. gs 


Method 


GENSCAN 






Start 


6946 








End 


10959 






GI 


none 








Score 


. 94 






Exons 


6946. . 10959 
















Seq. No. 


45667 








Seq. ID 


OJ000221 12.0331 


.C15 




Gene No. 


96696 








Strand 








Start 


6946 








End 


11091 






Name 


OJ000221 12. 


0331 


.C15.o2 


. np 


Method 


AAT/NAP 






Start 


6949 








End 


11091 






GI 


4680179 








Score 


•-5205 






Exons 


6949. .10350, 


10384. .11091 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


45667 








Seq. ID 


OJ000221_12.0331 


.C15 




Gene No. 


96696 








Strand 






St* 


Start 


6946 








End 


11091 




Vis . 


Name 


OJ000221 12. 


0331 


.C15.o6 


. tw 


Method 


TBLASTX: Wheat 






Start 


6994 








End 


7327 




fl 


GI 


none 








Score 


123 




• . 


Exons 


6994 . .7326, 


7015 


. .7323, 


7058 . 


.7327 








Seq. No. 


45667 








Seq. ID 


OJ000221_12.0331 


.C15 


I y 


Gene No. 


96696 








Strand 






= 


Start 


6946 








End 


11091 






Name 


OJ000221 12. 


0331, 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


7174 








End 


7773 




= ; 


GI 


none 








Score 


218 






Exons 


7174. .7614, 


7190, 


. .7615, 


7612. 


.7773, 7619.V.7765 




v "s 


Seq. No. 


45667 








Seq. ID 


OJ000221_12.0331 


.C15 


r.fti 


Gene No. 


96696 








Strand 








Start 


6946 








End 


11091 






Name 


OJ000221 12. 


0331. 


.CIS.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


7327 








End 


7953 






GI 


none 








Score 


64 






Exons 


7327. .7953, 


7330. 


. .7452, 


7439. 


.7897 








Seq. No. 


45667 








Seq. ID 


OJ000221__12.0331 


.C15 




Gene No . 


96696 








Strand. 








Start 


6946 








End 


11091 






Name 


OJ000221 12. 


0331, 


■C15.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


7822 








End 


8114 






GI 


none 








Score 


210 






Exons 


7822. .8112, 


7826. 


. .8113, 


7926. 


.8114 








Seq. No. 


45667 








Seq. ID 


OJ000221_12.0331 


.C15 




Gene No. 


96696 








Strand 








Start 


6946 








End 


11091 





47093 



r-'i H 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ty Seq. No. 
□ Gene No. 
fij Start 

Name 
J;^ Start 

GI 

Exons 

[j Seq. No. 
1:1 Gene No. 
*_ Start 
M Name 
. Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000221_12, 
7911 
none 

7911. .8042, 

45667 
96696 
6946 

OJ000221_12. 
7936 
none 

7936. .8079, 

45667 
96696 
6946 

OJ000221_12. 
7959 
none 

7959. .8207, 

45667 
96696 
6946 

OJ000221_12. 
8527 
none 

8527. .8880, 

45667 
96696 
6946 

OJ000221_12. 
8530 
none 

8530. .8952, 

45667 
96696 
6946 

OJ000221_12. 
8701 
none 

8701. .8946, 

45667 
96696 
6946 

OJ000221_12. 
8917 
none 

8917. .9231, 

45667 
96696 
6946 

OJ000221 12. 



0331.C15.o2.ts 
7912. .8172, 7913. 

0331.C15.ol.tc 
7937. .8077, 8080. 

.0331.C15.o2.tw 
7960. .8415, 7960. 

0331.C15.o2.tm 
8531. .8881 

0331.C15.o3.tw 
8531.. 8920, 8542. 

0331.C15.o3.ts 
8702. .8929 

0331.C15.o3. tm 



Method 
End 
Score 
.8167 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8253 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX : Soybean 

8172 

159 



OJ000221_12.0331.C15 
11091 

TBLASTX: Cress 

8253 

78 



OJ000221_12 . 0331 .C15 
11091 

TBLASTX: Wheat 

8527 

75 



.8493, 7964. .8527 



Seq. ID 

Strand 

End 

-Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8952 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_12.0331.C15 
11091 

TBLASTX: Maize 

8881 

240 



OJ000221_12.0331.C15 
11091 

TBLASTX: Wheat 

8952 

371 



0 JO 0 0 2 2 ljfcl 0 3 3 1 ; CI 5 
11091 

TBLASTX: Soybean 

8946 

93 



.Seq. ID OJ000221_12.0331.C15 
Strand 

End 11091 

Method TBLASTX : Mai ze 

End 9417 

Score 50 

8960. .9010, 9038. .9166, 9238. .9417, 9263. .9409 

Seq. ID OJ000221_12 . 0331 .C15 
Strand 

End 11091 

0331 . C15 . o5 . tw Method TBLASTX: Wheat 



47094 



04- ^ v4- 

btart 


o y do 


bnd 


n o c c 




C T 


none 


Score 


OCT 

Z b / 




Exons 


QQCO QOCC QQ£G QOCO QI/IT 


. . yz oft 






Seq. No. 


45667 


Seq. ID 


OJ000221_12.0331 


.C15 


Gene No. 


96696 


Strand 






ot art. 


D y 4i D 


End 


11091 




Name 


th nnooi to ao o i n c -4--, 
UJUUUzzl 1z.Ujj1.L1o.01, ts 


Method 


TBLASTX: Soybean 




Start 


o y bo 


End 


9363 




bl 


none 


Score 


188 




Exons 


QQCQ QQO"? QQCQ QOCQ QOfll 


..9325, 9331.. 9363, 9332.. 9361 


oeq . NO . 


4DDDO 


Seq. ID 


OJ000221_12.0331, 


.C16 


bene lno . 


yooy / 


Strand 






Start 


597 


End 


830 




Name 


OJ000221_12. 0331.C16.ol.np 


Method 


AAT/NAP 




btart 


o y / 


End 


830 




bl 


by o Jo bU 


Score 


315 




Exons 


o y / . .oju 








GI Descrip. 


(ArUUllbo) bimiiar to ZZ Kudi 


kafirin cluster; Ty3-Gypsy 


type 




(AeUdizozj l^^Y 2 ^ sativaj 








Seq. No. 


45669 


Seq. ID 


,OJ000221_12.0331, 


.C19 


Gene No. 


96698 


Strand 


+ 




Start 


o z Z 


End 


1252 




Name 


QJUUUzzl 1Z . U j Jl . ci y . Ol . gs 


Method 


GENSCAN 




Start 


o o o 


End 


1243 




bl 


none 


Score 


.45 




Exons 


ooo nci n n ^ i o ^ o 
ozz . . yol, yy4..1z4o 








beq. no. 


4 0 bby 


Seq. ID 


OJ000221_12.0331. 


.C19 


bene lno . 


96698 


Strand 


+ 




Start 


822 


End 


1252 




Name 


OJ000221 12.0331.C19.ol.np 


Method 


AAT/NAP 




b tar u 


822 


End 


1252 






6983858 


Score 


148 




Exons 


822. .1252 








GI Descrip. 


(AP001168) Similar to gypsy-type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) [Oryza sativa] 




beq. No. 


45669 


Seq. ID 


OJ000221_12.0331, 


■ C19 


Gene . No . 


96698 


Strand 


+ 




O Lai. L 


■822 


End 


1252 




Name 


OJ000221 12.0331.C19.ol.gp 


Method 


AAT/GAP 




Start 


1097 


End 


1252 




bl 


95437 1.R1084 


Score 


292 




Exons 


1097.. 1252 








GI Descrip. 


t 4 512226/dbj | AB014738 . 1 | AB014738 1 . Oe- 


•134 Oryza sativa 






gypsy-type retrotransposon RIRE3 DNA, 


internal region, compl* 




sequence 1 








Seq. No. 


45670 


Seq. ID 


OJ000221_12.0331. 


C22 


Gene No. 


96699 


Strand 


+ 




Start 


10 


End 


1215 




Name 


OJ000221 12.0331.C22.ol.np 


Method 


AAT/NAP 




Start 


10 


End 


1215 




GI 


6983860 


Score 


885 





47095 



Exons 10.. 1215 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



beq. no. 


H 0 D / U 


beq. ID 


OJUUUzZl lz.Uool 


. O O 

. C22 


tjene no . 




btrana 


+ 




OLal.t 




hna 


IZ 10 




Name 


uuuuuzzi iz . uo oi . lzz . oi . gs 


Metnoa 


bhNbLAN 




Start 


115 


End 


1146 




GI 


none 


Score 


.43 






1 1 0 . . O D 1 t yjj , . 1140 








Corf VT /-\ 

b e q . NO. 


4 JO / u 


beq. id 


Ainnnooi 10 hoot 
UJUUUZZI IZ.Uool 


r* O O 
. CZZ 


bene no . 




otrana 






C-t- a v-t- 

otart 


i n 


17 _ -J 

bna 


IZ 1 3 




Name 


UJUUUZzl lZ.UOjl.L^^.OZ.tW 


Metnoa 


I BLAb l a : Wneat 




Start 


133 


End 


392 




GI 


none 


Score 


211 






,io/, iyj . . jyu, i yo . . oyz 








beq . no . 


4 0 b / U 


Seq. ID 


OJUUUzzl lz.Uool 


O O 


Gene No . 


y boy y 


btrana 


+ 




otdrt 


i ri 
1 u 


hna 


1 O 1 C 

1Z ID 




Name 


UJUUUZZl 1Z . Uoo 1 . Czz . Ol . tw 


Metnoa 


TBLASTX : Wheat 




Start 


426 


End ; 


777 




GI 


none 


Score 


297 




Exons 


a 0 £ £on zioi nm 
4 Z b . . D^U, 4 z / . . / // 








beq. no. 


4 o b /U 


Seq. ID 


OJ000221 12.0331 


. C22 


Gene No . 


y 0 by y 


Strand 






otart 


1 n 
1U 


End 


t 0 t a 

lzlo 




Name 


ujuuuzzi iz . Uo ol . Izz . ol . tm 


Metnoa 


TBLASTX : Maize 




otart 


a on 
4 Z 1 


hna 


TOO 

/ oz 




GI 


none 


Score 


236 




Exons 


427. .732, 441. .557 








beq. no. 


45671 


Seq. ID 


OJ000221 12.0331 


. C23 


Gene No . 


96700 


Strand 






b IdLL 


686 


End 


bob 




Name 


OJ000221 12.0331.C23.ol.np 


Method 


7\ 7\ m / XT 7\ 'O 

AAT/NAP 




b tare 


686 


End 


0 C 
OOO 






4680186 


Score 


loo 




Exons 


686. .856 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 




beq . no . 


45672 


Seq. ID 


OJ000221 12.0331 


. C24 


Gene No . 


96701 


Strand 


+ 




Start 


1 


End 


1107 




Name 


OJ000221 12.0331.C24 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


609 




GI 


5902447 


Score 


1008 




Exons 


1. .609 








GI Descrip. 


(AB030283) orf4- [Oryza sativa] 








Seq. No. 


45672 


Seq. ID 


OJ000221_12.0331, 


.C24 


Gene No. 


96701 


Strand 


+ 




Start 


1 


End 


1107 





47096 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000221_12.0331.C24.ol.gs 
184 



none 

184. .580, 



Method 

End 

Score 



GENSCAN 

1107 

.51 



655.. 855, 994.. 1107 



45673 Seq. ID OJ000221_12 . 0331 . C25 

96702 Strand + * 

1 End 847 

OJ000221_12 . 0331 . C25 . ol . np Method AAT/NAP 

1 End 844 

7228457 Score 974 

1..844 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 45673 Seq. ID 

Gene No. 96702 Strand 

Start • 1 End 

Name OJ000221_12 . 0331 . C25 . ol . gs Method 

Start 280 End 

GI none Score 

Exons 280.. 847 



OJ000221_12.0331.C25 

+ 

847 

GENSCAN 

847 

1 



Seq. No. 45673 . Seq. ID OJ000221_12 . 0331 . C25 

Gene No. 96703 Strand + 

Start 1012 End 1469 

Name OJ000221_12 . 0331 . C25 . ol . gp Method AAT/GAP 

Start 1012 End 1469 

GI 2428323 Score 632 

Exons 1012.. 1469 

GI Descrip. 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 


45673 








Seq. ID 


OJ000221_12.0331 


.C25 


Gene No. 


96704 








Strand 






Start 


14 7.7 








End 


3808 




Name 


OJ000221 


_12.0331.C25 


.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


257 








End 


835 




GI 


none 








Score 


242 




Exons 


257. .517, 


259. .516, 


273, 


. .524, 


281. .649, 


709. .831, 710.. 


835 


Seq. No. 


45673 








Seq. ID 


OJ000221_12.0331 


.C25 


Gene No. 


96704 








Strand 






Start 


1477 








End 


3808 




Name 


OJ000221 


12.0331.C25 


.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


704 








End 


886 




GI 


none 








Score 


189 




Exons 


704 . .886, 


709. .885 












Seq. No. 


45673 








Seq. ID 


OJ000221_12.0331 


.C25 


Gene No. 


96704 








Strand 






Start 


1477 








End 


3808 




Name 


OJ000221 


12.0331.C25 


.o2. 


gs 


Method 


GENSCAN 




Start 


1477 








End 


3105 




GI 


none 








Score 


.66 





Exons 



1477. .3105 



47097 



Seq. No. 


45673 .. 






Seq. ID 


OJ000221_12.0331, 


.C25 


Gene No. 


96704 






Strand 






Q 4- >~ 4- 

o tar z 


14 1 1 






End 


Ob Uo 




Name 


n Tfinn99 1 i o 

UuUUUZZl 1Z 


. U j jl . LiO . OZ 


.np 


Method 


A 7V rp / XT 7v D 




C 4 , -v-4- 

otart 


i /ion 
1 4 o U 






End 


*3 o n q 

JOUO 




bl 


R Q fl *3 9 ^ Q 






Score 


i q t n 
1 y jU 




Exons 


i /ion *3 n Q 9 
14 oU . . JUoz , 


otto 










GI Descrip. 


^ArUUUoy y ) 


hypothetical 


protein [Oryza 


sativa J 




Seq. No. 


45674 






Seq. ID 


OJ000221_12.0331, 


.C27 


Gene No. 


96705 






Strand 






otdlt 


1 






End 


a q n i 
4 y / 1 




Name 


r> Tfi n n 9 9 i 1 o 
UJUUUzzl Iz 


. UjjI . bz / . Ol 


.np 


Method 


AAi / NAr 




Cf v-f 

btdrc 


1 






End 


0 OZ 




r* t 

bl 


R Qfl 0 /I /I R 
o y UZ 4 4 O 






Score 


"\ AH A 
14/4 




Exons 


1 ft ^9 












GI Descrip. 


/ a tan ^ rt 9 q t \ 


orf3 [Oryza 


sativa] 






Seq. No. 


45674 






Seq. ID 


OJ000221_12.0331. 


.C27 


Gene No. 


96705 






Strand 






otarc 


1 






End 


A Q "7 1 

4 y / 1 




Name 


OJ000221 12 


.0331.C27.ol 


.gs 


Method 


r* T7 vr c 7\ xi 

bENSCAN 




btart 


8 






End 


4 y / 1 




bl 


none 






Score 


. / z 




Exons 


8. .983, 2520. .2850, 3358. .3453, 3554.. 


oboo, 41ob..4zzo, 






4338. .4484, 


4858. .4971 










Seq. No. 


45674 






Seq. ID 


OJ000221_12.0331. 


,C27 


Gene No . 


96705 






Strand 






C A 1 -v 4- 

btart 


1 






End 


4 y / 1 




Name 


OJ000221 12 


.0331.C27.ol 


. tw 


Method 


m O T "ACT 1 V • T«7V-i «-if 

1 bLAb IX : Wneat 




O 4 1 

btart 


422 






End 


"7 19 
/ lZ 




bl 


none 






Score 


9 1 "7 
Zl / 




Exons 


422. .712 












Seq.,; No. 


45674 






Seq. ID 


OJ000221JL2.0331. 


C27 


bene jno . 


' 96705 






Strand 






o rare 


1 






End 


4 y / 1 




Name 


OJ000221 12 


.0331.C27.ol 


. tm 


Method 


i bLAb i a : Mai ze 




Of 1V.+- 

btart 


2471 






End 


Z O 0 1 




bl 


none 






Score 


34 




Exons 


2471. .2617, 


2660. .2800, 


2813. . 


2851 






Seq. No. 


•45674 






Seq. ID 


OJ000221_12.0331. 


C27 


Gene No. 


96705 






Strand 






C 4 i v 4- 

btart 


1 






End . 


4 y / 1 




Name 


OJ000221 12 


.0331.C27.ol, 


. ts 


Method 


TBLASTX : Soybean 




C 4 , v* 4- 

b tar t 


2564 






End 


ZO 4 D 




bl 


none 






Score 


lob 




Exons 


2564. .2662, 


2660. .2845 










Seq. No. 


45674 






Seq. ID 


OJ000221_12.0331. 


C27 


Gene No. 


96705 






Strand 






Start 


1 






End 


4971 




Name 


OJ000221 12 


.0331.C27.o2, 


.np 


Method 


AAT/NAP 




Start 


3147 






End 


4967 





47098 





7295808 






Score 


54 


Exons 


3147. .3186, 4858 


. .4967 








ui uescrip . 


(AE003579) CG2772 gene 


product [Drosophila melanogaster] 


Seq. No. 


45675 






Seq. ID 


OJ000221 12.0331.C28 


Gene No. 


96706 






Strand 


- 


ouarT, 


188 






. End 


1415 


Name 


OJ000221 12.0331 


.C28.ol 


.gs 


Method 


GENSCAN 




188 






End 


1415 




none 






Score 


.63 


Exons 


188. .336, 1188.. 


1304, 1334.. 


1415 




Seq. No. 


45676 






Seq. ID- 


OJ000221_12.0331.C29 


Gene No. 


96707 






Strand 




o tam 


958 






End 


4101 


Name 


OJ000221 12.0331 


.C29.ol 


.gs 


Method 


GENSCAN 


b cart 


958 






End 


4089 




none 






Score 


.62 


Exons 


958.. 1237, 1319. 


.1538, 


2327. 


.2720, 2844. .3114, 3436. .4089 


oeq. no. 


45676 






Seq. ID 


OJ000221_12.0331.C29 


bene lno . 


96707 






Strand 






958 






End 


4101 


Name 


OJ000221 12.0331 


.C29.ol 


.np 


Method 


AAT/NAP 


Start 


2326 . 






End 


4101 


GI 


6539553 






Score 


2841 


Exons 


2326. .4101 










GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza 


sativa] 


gi | 6539590 | db j IBAA88206. 1 | (AP000837) 




Similar to Oryza 


australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 










oeq . wo . 


45676 






Seq. ID 


OJ000221_12.0331.C29 


Gene No. 


96707 






Strand 




Start 


958 






End 


4101 


Name 


OJ000221 12.0331 


.C29.ol 


. tw 


Method- 


TBLASTX: Wheat 


o cart 


2462 






End 


2938 


C T 


none 






Score 


288 


Exons 


2462. .2845, 2500 


. .2847, 


2541 


..2849, 28 


163. .2937, 2865.-2936, 




2867. .2938 










Seq. No. 


45676 






Seq. ID 


OJ000221_12.0331.C29 


Gene No. 


96707 






Strand 






958 






End 


4101 


Name 


OJ000221 12.0331 


.C29.o3 


.ts 


Method 


TBLASTX: Soybean 


btart 


2590 






End 


2931 




none 






Score 


85 


Exons 


2590. .2799, 2611 


. .2799, 


2818 


. .2931, 2831. .2905 ' 


Q e» rr NT /"\ 
oeq. IN O . 


45676 






Seq. ID 


OJ000221_12.0331.C29 


Gene No. 


96707 






Strand 




Start 


958 






End 


4101 


Name 


O.J000221 12.0331 


.C29.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2794 






End 


3132 


GI 


none 






Score 


171 


Exons 


2794.. 3132, 2809 


. .3132 









47099 






Seq. No. 


45676 








Seq. ID 


OJ000221_12.0331 


.C29 




Gene No. 


96707 








Strand 








Cf- -a y-f- 










Pnri 


4 101 

41U1 






Name 


n tooo9 9 1 19 

UUUUUZ^l x^ 


03^1 


P9 Q r^9 


. L.S 


^4 ^ +- V\ /^\ 


TRT Z\ QTV * Q/^wHoan 

1 DXirio 1 a . ooyoean 








9 QA A 








tiiia 


^9fiQ 
j^Oj 






LjX 


none 








Score 


IIP 
X X 0 






Exons 


9Q44 39ftR 


30ft 9 
j \j 0 y . 


39ft Q 
• j 0 j 












Seq. No. 


45676 








Seq. ID 


OJ000221_12.0331 


.C29 




Gene No. 


96707 








Strand 








Qt art 

O Let I. L 


.? j o 








FnH 

I-illO. 


4101 






Name 


n.T00099i i 9 


D331 

• W J J J. • 


P9 Q n9 


. LW 


ncLuuu 


i O J_irtO 1A ■ VVUcclL 






C4- 3 r~4- 
Olall 


314 9 ■ _ ~ 








Olid 


J 00 / 






PT 
kjX 


none 








Score 


S 1 

J X 








314? 3348 

J 1 ^ L. ■ • J J M (J / 


3152 . 


. 3283, 


3343 . 


. 3687 








Seq. No. 


45676 








Seq. ID 


OJ000221_12.0331, 


.C29 




Gene No. 


96707 








Strand 








OLdiL 


"JO 










4 101 






Name 


D tooo99 i 1 9 


0331 
* UjjI * 


P9 Q n1 
\-,t.y . OX 


. LIU 




1 DXjH.o 1 A . ndl Zc 






C4- 2 -v-4- 












J DO O 






P T 


none 








S core 


QO 
y U 






vr 




3370 


3 R R 9 
. j j j ^ / 


3 ROQ 

J J U _7 • 


. J DO O 








C /-s /-T "NJl^l 

oeq . .iNo . 










c prT t n 

otrq . X u 


D.T000991 1 9 0^1 

UUUUU^ZI XZ.UjjX. 


P9 Q 
,\^£y 




Gene No; 


96707 








Strand 






fii 


Start 


958 








End 








Name 


n,T00099i 1 9 


0331 

• UjjI . 


P9 Q 0 1 
\^c.y • OX 


+- Q 

• Co 


Mot* Vi aH 


1 DXjM.o 1 A . DUyUcdll 






O Ldl L 


J joo 








FnH 


^7 ^0 
j / jU 




L li 


PT 
LjX 










Score 


RO 
j u 






Exons 


OOOO. . j / Z ;? , 


3377 
j j / / . 


34 91 
. J fl Z X , 


O D U y . 


^7^0 

. j / jU 






s : u 


p x n id c /■"• v~ *i 
ui uesenp . 
















= : 


Seq. No. 


45676 








Seq. ID 


OJ000221_12.0331, 


.C29 




Gene No. 


96707 








Strand 








Of a 

u Lai L 










FnH 


4101 

H X U X 






Name 


Pj.tooo99i 1 9 


03 3 1 

. U j J 1 . 


P9 Q f~>1 
\^,£y . OX 


+- r, 

. tc 


ric LIIOU 


TRT Q^TY-Procc 








"34 £Q ~~ 








FnH 


^7^0 

J / JU 




i J: 


PT 


none 








S core 


119 

X X £. 




f~2 


Exons 


j H \j _? ■ . D f y f 


3 R R 7 
j j j / • 


37 30 

• j / J u 












O C q . IN O . 










Seq. ID 


OJ000221_12.0331. 


.C29 




Gene No. 


96707 








Strand 








Start 


958 








End 


4101 






Name 


pi tooo 9 9i 19 


0 3 31 
. UjjI . 


P9 Q n3 
_? • O j 


, LW 


Method 


TBLASTX: Wheat 






otalL 










End 


4099 






PT 


none 








Score 


189 






jiiXons 


on 4 c "3 Q7 9 


3 7 A £ 
J/4D. 


3 an 4 


J / JU ■ 


.3980, 3751. .3981, 4012. .4098, 








a n / t 
flU4 j . 


yl nQQ 

. 4 u y y 












beq. no. 


A c; C7 7 
4 DO / / 








Seq. ID 


OJ000221_12.0331. 


( C30 




Gene No. 


96708 








Strand 








Start 


1 








End 


1115 






Name 


OJ000221 12 


.0331. 


C30.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1115 






GI 


6539553 








Score 


1902 






Exons 


1. .1115 















47100 




GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



beq. NO. 


a r cn n 
4 3 0 I f 




beq. ID 


OJ000221_12. 


0331 


. CoO 


i^ene no . 


Q c.1 HQ 




Strand 








btart 


1 
1 




End 


1115 






Name 


OJ000221 12.0331.C30.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


339 




End 


DDI 








none 




Score 


O/O 






Exons 




CI A 

. 0-54 , 


A C\ H CCi 
4 U / . . ODl 








Seq. No. 


4 D D / 0 




beq. ID 


OJ000221_12. 


0331 


. C 31 


Gene No . 


y o / u y 




Strand 








Start 






hnd 


O A (\ A 

£ 4 U4 






Name 


OJ000221 12.0331.C31.ol. 


gs 


Method 


bhNbLAN 






Start 


255 




.End 


O A Pi A 

Z 4 U4 






bl 


none 




Score 


0 
. 0 






Exons 


zod..J4^, zloo..z404 












Seq. No. 


/I C CI C\ 




Seq. ID 


OJ000221_12. 


0331 


. C32 


Gene No . 


y O / 1U 




Strand 


+ 






Start 


o o n 

y 




T-l _ _1 

End 


997 






Name 


OJUUU^^l . (J J Jl . C 5Z . Ol . 


gs 


Method 


■GENSCAN 






Start' 


329 




End 


997 






GI 


none 




Score 


.71 






Exons 


329. .424, 680. .997 












Seq. No. 


45679 




Seq. ID 


OJ000221_12. 


0331 


. C32 


Gene No . 


96710 




Strand 


+ 






o l arc 


329 




End 


997 






Name 


OJ000221 12.0331.C32.ol. 


np 


Method 


AAT/NAP 






Start 


634 




End 


997 






GI 


4584355 




Score 


248 






Exons 


634. .997 












GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




beq. No. 


45679 




Seq. ID" 


OJ000221_12. 


0331 


. C32 


Gene No . 


. 96711 




Strand 








Start 


1160 




End 


3193 






Name 


OJ000221 . 12.0331.C32.o2. 


gs 


Method 


GENSCAN 






otart 


1160 




End 


3193 






GI 


none 




Score 


.51 






Exons 


1160. .1317, 3019. .3193 












Seq. No. 


45680 




Seq. ID 


OJ000221_12. 


0331 


.C33 


Gene No. 


96712 




Strand 


+ 






Start 


1 




End 


234 






Name 


OJ000221 12.0331.C33.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


234 






GI 


61605 3.R1084 




Score 


413 






Exons 


1. .234 












GI Descrip. 


1 1402920/emb|CAA66965 | 2 


.0e-20 


> (X98321) 


peroxidase 


[Arabidof 




thaliana] 1 












Seq. No. 


45680 




Seq. ID 


OJ000221_12. 


0331 


.C33 



47101 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



96713 Strand 
601 End 2453 

OJ00022 1_12 . 0331 . C33 . ol . np Method AAT/NAP 
601 End 2453 

6063554 Score 476 

601. .774, 1420. .1448, 1771. .1969, 2155. .2453 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a- region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 45680 Seq. ID OJ000221_12 . 0331 . C33 

Gene No. 96714 Strand 

Start • 2620 • End • ■ 4238 

Name OJ000221_12 . 0331 . C33 . o2 . np Method AAT/NAP 

Start 2620' End 4238 

GI 128835 Score 154 

Exons 2620.. 2638, 4103.. 4238 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE 49 KD SUBUNIT, CHLOROPLAST 

" (ORF 393) gi | 66200 | pir | IDERZ49 NADH dehydrogenase (ubiquinone) 
(EC 1.6.5.3) 4 9K protein - rice chloroplast 

gi|12056|emb|CAA33911| (X15901) NADH dehydrogenase 49kDa protein 
[Oryza sativa] gi | 226677 | prf | | 1603356DE NADH dehydrogenase 49kD 
protein [Oryza sativa] 



Seq. No. 45681 Seq. ID 

Gene No. 96715 Strand 

Start 1 End 

Name OJ000221_12 . 0331 . C37 . ol . np Method 

Start 1 End 

GI 5902445 Score 

Exons 1. .719 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ000221_12.0331.C37 
71-9 

AAT/NAP 
719 
1093 



Seq. No. 45681 Seq. ID 

Gene No. 96715 Strand 

Start 1 End 

Name ' OJ000221_12 . 0331 . C37 . ol . gs Method 

Start "4 End 

GI none Score 

Exons 4.. 324, 428.. 667 



OJ000221__12.0331.C37 
719 

,GENSCAN 

667 

.75 



Seq. No. 


45681 








Seq. ID 


OJ000221_12.0331 


.C37 


Gene No. 


96716 








Strand 






Start 


785 








End 


879 




Name 


OJ000221 


_12. 


0331. 


C37 .o2. tw 


Method 


TBLASTX: Wheat 




Start 


20 








End 


321 




GI 


none 








Score 


146 




Exons 


20. .319, 


28-. 


.321, 


211. .321 








Seq. No. 


45681 








Seq. ID 


OJ000221_12.0331 


.C37 


Gene No. 


96716 








Strand 






Start 


785 








End 


879 




Name 


OJ000221 


_12. 


0331. 


C37.o2. tm 


Method 


TBLASTX: Maize 




Start 


34 








End 


306 




GI 


none 








Score 


78 




Exons 


34. .306, 


59. 


. 163, 


251. .298 









47102 



Seq. No. 
Gene No. 
Start 
Name s 
Start " 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45681 Seq. ID 

96716 Strand 

785 End 
OJ000221_12 . 0331 . C37 . ol . tw Method 

329 End 

none Score 

329. .631, 330. .632, 642. .773, 649. .774 



45681 Seq. ID 

96716 Strand 

785 End 
OJ000221_12 . 0331 . C37 . ol . tm Method 

341 End 

none Score 

341. . 637, 411. . 602 



OJ000221_12.0331.C37 
879 

TBLASTX: Wheat 

774 

183 



OJ000221_12.0331.C37 
879 

TBLASTX: Maize 

637 

129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

. Exons 



45681 Seq. ID 

96716 ' Strand 

785 End 879 
OJ000221_12 . 0331 . C37 . o2 . np Method AAT/NAP 

785 End 879 

5902444 Score 111 
785. .879 

(AB030283) GAG-POL precursor [Qryza sativa] 



OJ000221 12.0331.C37 



45682 
96717 
1 

OJ000301_10.0323.Cl.ol.np 
1 

6911866 
1..146 

(AL138 655) phosphatidylinositol-4 -phosphate 5-kinase-like 
protein [Arabidopsis thaliana] 



Seq. ID OJ000301_10.0323.C1 1 

Strand + 

End 146 

Method AAT/NAP 

End 146 

Score 97 



45682 Seq. ID 

96718 Strand 

173 End' 

OJ000301_10 . 0323 . CI . ol . gs Method 

173 End 

none Score 
173. .320 



OJ000301_10.0323.C1 
320 

GENSCAN 

320 

.57 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



45683 Seq. ID OJ000301_10 . 0323 . C2 

96719 Strand + 

81 End 2075 

OJ000301_10 . 0323 .C2 . ol . np Method AAT/NAP 

81 End 2075 

7485968 Score 105 

81. .249,' 1214. .1261, 1999. .2075 

hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi 1-4220532 | emb ICAA23005.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 I emb I CAB79368 . 1 1 (AL161561) 
putative protein [Arabidopsis thaliana] 



45684 
96720 



Seq. ID OJ000301_10.0323.C3 
Strand + 



47103 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000301_10.0323.C3.ol.np 
1 

7485968 



End 

Method 
.End 
Score 



9943 
AAT/NAP 
9686 
716 



1..27, 514. .658, 754. .873, 979. .1056, 1375. .1419, 1873. . 1951, 
2448. .2717, 2932. .3159, 4085. .4346, 5261. .5370, 5439. .5522, 
6616. .6785, 9400. .9686 

hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi | 4220532 | emb | CAA23005 . 1 | (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB79368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



45684 
96720 
1 

OJ000301_10.0323.C3.ol.gs 
260 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
260. .381, 517. .661, 754. .873, 979. .1056, 1195. .1250, 1344. .1413, 
1864. .1951, 2448. .2691, 2932. .3159, 4043. .4369, 4565. .4614, 
5268. .5370, 5427. .5522, 6429. .6542, 6616. .6785, 7122. .7188, 
7549. .7737, 7819. .8006, 8202. .8337, 8471. .8505, 8814. .8952, 
9070. .9207, 9292. .9428, 9522. .9674, 9910. .9943 



OJ000301_10.0323.C3 
+ 

9943 
GENSCAN 
9943 
.85 



45684 
^96720 
1 

OJ000301_10.0323.C3.o2.np 

8484 

7438344 



Seq. ID . OJ000301JL0.0323.C3 

Strand + 

End 9943 

Method AAT/NAP 

End 9848 

Score 210 



8484..8599, 9060. .9528, 9690. .9848 

myb-related protein 1 - rice gi | 2605617 | dbj | BAA23337 . 1 | (D88617) 
OSMYB1 [Oryza sativa] 



45684 
96721 
10144 

OJ000301_10. 0323.C3.o2.gs 

10144 

none 



Seq. ID OJ000301_10.0323.C3 
Strand 

End . * 11918 
Method' GENSCAN 
End 11918 
Score .71 



10144. .10459, 11078. .11204, 11774 .. 11865, 11899. .11918 



45684 
96722 
12981 

OJ000301_10.0323.C3.o3.tc 

131 

none 



Seq. ID OJ000301_10.0323.C3 
Strand 

End 14526 

Method TBLASTX : Cress 

End 591 

Score 94 



131;. 220, 159. .218, 300. .392, 301. .381, 511. .591, 516. .590 



45684 
96722 
12981 

OJ000301_10.0323.C3.o6. tm 

131 

none 



Seq. ID OJ000301_10.0323.C3 
Strand 

End 14526 

Method TBLASTX: Maize 

End 609 

Score 105 



131. .220, 159. .218, 300. .386, 300. .380, 511. .609, 514. .552, 



47104 



516, .608 



Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45684 
96722 
12981 

OJ000301_10.0323.C3.o2.ts 

517 

none 



Seq. ID OJ000301_10.0323.C3 
Strand 
End 

Method 
End 
Score 



14526 

TBLASTX: Soybean 

860 

168 



517. .651, 519. .647, 755. .859, 755. .859, 756. .860 



45684 
96722 
12981 

OJ000301_10.0323.C3.o5.tm 
555 
none 



OJ000301 10. 0323. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

555. .602, 755. .874, 756. .875, 977. .1063, 978. .1064, 1193. .1258, 
1194. .1259, 1338. .1415, 1342. .1443, 1343. .1468, 1838.. 1951, 
1866. .1958, 1866. .1949, 1868. .1951, 2418. .2555, 2419. .2595, 
2419. .2592, 2447. .2593 



14526 

TBLASTX: Maize 

2595 

189 



Seq. No. 45684 Seq. ID 

Gene No. 96722 Strand 

Start 12981 End 

Name OJ000301_10 . 0323 . C3 . o2 . tc' Method 

Start 1880 End 

GI none Score 

Exons 1880. .1945, 1881. .1958, 2419. .2574, 2448. .2555, 2575. .2691, 
,2581. .2664 



OJ000301_10.0323.C3 
14526/ 

TBLASTX: Cress 

2691 

106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45684 
96722 
12981 

OJ000301_10, 
2596 
none 
2596. 
2935. 
4116. 
4301. 
5436. 
6610. 
7124. 



.2688, 
.3165, 
.4247, 
.4378, 
.5525, 
.6786, 
.7198, 



0323.C3.o4 .tm 



2596.. 2691, 2597. 

3032.. 3160, 4102. 

4220. .4297, 4222. 

4562. .4615, 4564, 

5437. .5523, 6429, 

6655.. 6789, 7120, 
7124. .7195 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2692, 2597 
.4200, 4106 
.4299, 4222 
.4620, 5309 
.6542, 6436 
.7188, 7122 



OJ000301 10. 0323. C3 



14526 

TBLASTX: Maize 
7198 
65 

2692, 2933.. 2992, 

4216, 4113. .4247, 

4299, 4300. .4377, 

5371, 5311. .5370, 

6543, 6436. .6558, 

7190, 7122. .7190, 



Seq. No. 45684 

Gene No. 96722 

Start 12981 

Name OJ000301_10 . 0323 . C3 . o3 . ts 

Start 2952 

GI none 

Exons 2952.. 3035, 2953.. 3081, 3029. 
3105. .3161 



Seq. ID OJ000301_10.0323.C3 
Strand 

End 14526 

Method TBLASTX : Soybean 

End 3169 

Score 155 

.3079, 3067. .3159, 3071. .3169, 



Seq> No. 
Gene No. 
Start 
Name 



45684 
96722 
12981 
OJ000301 



10.0323.C3.o7.ts 



Seq. ID 

Strand 

End 

Method 



OJ000301_10.0323.C3 
14526 

TBLASTX: Soybean 



47105 



Start 
GI 

Exons 



GI Descrip. 



5311 
5057448 

5311.. 5370, 5311. .5370, 5436. 
6429. .6542, 6439. .6543, 6439. 
6613.. 6687 

4220532/emb_CAA23005_ 2.0e-ll (AL035356) putative protein 
[Arabidopsis thaliana] 



End 6687 
Score 80 

5525, 5436. .5522, 5437. .5526, 
6534, 6585.. 6683, 6594.. 6686, 



Seq. No. 45684 

Gene No. 96722 

Start 12981 

Name OJ000301_10 . 0323 . C3 . o3 . tm 

Start 7576 

GI none 

Exons 7S76..7737, 7590.. 7745, 7816. 

7916. .8065, 8057. .8116 



OJ000301_10.0323.C3 
14526 

TBLASTX: Maize 

8116 

181 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7983, 7816. .8043, 7889. .8041, 



Seq. No. 45684 Seq. ID 

Gene No. ' 96722 Strand 

Start 12981 End 

Name OJ000301_10 . 0323 . C3 . o5 . ts Method 

Start 7825 End 

GI none Score 

Exons 7.825.-7992, 7833.. 7952 



OJ000301__10.0323.C3 
14526 

TBLASTX: Soybean 

7992 

193 



Seq. No. 45684 
Gene No. • 96722 

Start 12981 

Name OJ000301JL0 . 0323 . C3 . 06 . ts 

Start 9058 

GI none 

Exons 9058.. 9153, 9152.. 9208, 9301. 



Seq. ID' OJ000301_10.0323.C3 
Strand 
End 

Method 
End 
Score 
.9363 



14526 

TBLASTX: Soybean 

9363 

111 



Seq. No. 45684 

Gene No. 96722 

Start 12981 

Name OJ000301_10 . 0323 . C3 . o3 . gs 

Start 12981 

GI none 

Exons 12981. .13278, 13595 .. 13678 , 
14451. .14471 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_10.0323.C3 

14526 
GENSCAN 
14471 
.68 



13928. .14121, 14242. .14 358, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45684 
96722 
12981 

OJ000301_10.0323.C3.o4 .ts 
12985 



OJ000301 10. 0323. C3 



none 
12985. 
13206. 
14449. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13003. .13173, 13005. .13178, 
13271, 14266. . 14358, 1427 6 .. 14353, 144 48 .. 14525, 
14523 



14526 

TBLASTX : Soybean 

14525 

80 



13179, 12990. .13193, 



Seq. No. 45684 Seq. ID 

Gene No. 96722 Strand 

Start 12981 End 

Name OJ000301_10 . 0323 . C3 . o3 . np Method 

Start 12993 End 



OJ000301_10.0323-.C3 

14526 

AAT/NAP 

14526 



47106 



GI 6911866 Score 910 

Exons 12993. .13295, 13597 .. 13645, 137 14 .. 1384 5, 13928 .. 14 121, 

14242. . 14 358, 14 451. . 14526 
GI Descrip. (AL138655 ) phosphatidylinositol- 4 -phosphate 5-kinase-like 

protein [Arabidopsis thaliana] 



Seq. No. 45684 
Gene No. 96722 
Start 12981 

Name OJ000301_10 . 0323 . C3 . ol . tc 

Start - 12996 
GI none 
Exons 12996, 

13759. 

14242. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_10.0323,C3 
14526 

TBLASTX : Cress 

14525 

80 



,13178, 12996. .13181, 12997 .. 13182, 13235 13291, ■ 
,13845, 13764. .13844, 13936 14 124 , 13961 .. 14 125, 
,14358, 14258. .14353, 14448 .. 14525, 14449. .14523 



Seq. No. 45684 

Gene No. 96722 

Start 12981 

Name OJ000301_10 . 0323 . C3 . o2 . tm 

Start 12997 

GI none 

Exons 12997. .13254, 12997 .. 13254 , 12999.. 13259 



Seq. ID OJ000301_10.0323.C3 
Strand' 

End 14526 

Method TBLASTX : Mai ze 

End 13259 

Score 243 



Seq. No. 45684 

Gene No. 96722 

Start 12981 

Name OJ000301_10 . 0323 . C3 . ol . tw 

Start 13045 

GI none 

Exons 13045. 

13583. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 10. 0323. C3 



,13281, 13046. .13282, 13047. 
13633, 13592. .13633, 13619. 



14526 

TBLASTX: Wheat 
13855 
229 

13283, 13047. .13283, 
13669, 13623. .13676, 



13749. . 13844, 13754 13855, 13758 .. 1384 1, 13759.. 13842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45684 
96722 
12981 

OJ000301_10.0323.C3.ol.tm 

13610 

none 

13610. .13681, 13737. .13844, 
13898. .14122, 13922 .. 14125, 
14242. .14358, 1424 6 .. 14362 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13738 

13933 



OJ000301 10. 0323. C3 



14526 

TBLASTX: Maize 
14364 
74 

13845, 13763 
14124, 13957 



14250. .14363, 14272. 



13846, 
14127, 
14364 



Seq. No. 45684 

Gene No. 96722 

Start 12981 

Name OJ000301_10 . 0323 . C3 . ol . ts 

Start 13770 

GI none 

Exons 13770. . 13844, 13771 .. 13845, 
13957. .14124 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_10.0323.C3 
14526 

TBLASTX: Soybean 

14124 

70 



13936. . 14124, 1394 6. .14107, 



Seq. No. 
Gene No. 
Start 
Name 



45685 
96723 
149 

OJ000301 



10.0323.C4 .ol.gs 



Seq. ID OJ000301_10.0323.C4 

Strand + 

End 24 6 

Method GENSCAN 



47107 




C -3 y+- 


1 A Q 
± ft y 




tiUU 


9 A £ 






H T 


none 




Score 


Q 

. y 








i 4 Q 94 6 












Seq. No. 


45685 




Seq. ID 


OJ000301_10 


.0323. 


C4 


Gene No. 


96724 




Strand 








bLait 






ona 


A "5 9 Q 

4 y 






Name 




.gs 


Method. 








o uaru 


1A 00 
,3 ft y Z 




tina 


J / JJ 






C 1 


none 




Score 


. O O 






v r*i c 


-d 4 no -3-7 c c 












o e q . In o . 


fi 3 DO O 




oeq. iij 


r\ in n m n i in 
UJ UUUoUl 1U 


. U jZ J . 


C* A 


Gene No . 


96724 




Strand 








Start 


3492 




End 


4329 






Name 


OJ000301 10.0323.C4.ol 


.np 


Method 


AAT/NAP 






Start 


3504 




End 


4329 






GI 


7488008 




Score 


339 






Exons 


3504. .3783, 4267. .4329 












GI Descrip. 


phosphatidylinositol-4- 


-phosphate 5-kinase homolog 


T3K9.2 





Arabidopsis thaliana gi | 659847 9 | gb | AAC78530 . 2 | (AC005662) 
putative phosphatidylinositol-4-phosphate 5-kinase [Arabidopsis 
thaliana] 



Seq. No. 


45685 








Seq. ID 


OJ000301JL0.0323. 


C4 


Gene No. - 


96724 








Strand 






Start 


3492 








End 


4329 




Name 


OJ000301 10 


.0323 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3507 








End 


3693 




GI 


none 








Score 


105 




Exons 


3507. .3692, 


3508 


. .3693 










Seq. No. 


45685 








Seq. ID 


OJ000301_10.0323. 


C4 


Gene No. 


96724 . 








Strand 






Start 


3492 








End 


4329 




Name 


OJ000301 10 


.0323 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3508 








End 


3764 




GI 


none 








Score 


168 




Exons 


3508. .3705, 


3508 


. .3699, 


3510. 


.3710, 3711. .3764 




Seq. No. 


45685 








Seq. ID 


OJ000301_10.0323. 


C4 


Gene No. 


. 96724 








Strand 






Start 


3492 








End 


4329 




Name 


OJ000301 10 


.0323 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3514 








End 


3774 




GI 


none 








Score 


106 




Exons 


3514 . .3663, 


3516 


. .3680, 


3517. 


.3681, 3718. .3774 




Seq. No. 


45685 








Seq. ID 


OJ000301_10.0323. 


C4 


Gene No. 


96724 








Strand 






Start 


3492 








End 


4329 




Name 


OJ000301 10 


.0323 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3556 








End 


3786 




GI 


none 








Score 


147 




Exons 


3556. .3705, 


3558 


. .3719, 


3564. 


.3713, 3711. .3785, 3718. .37 


86 


Seq. No. 


45686 








Seq. ID 


OJ000301_10.0323. 


C5 



47108 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI • Descrip. 



96725 Strand 

1 End 2048 

OJ000301_10.0323.C5.ol.np Method AAT/NAP 

1 End 2048 

6648208 Score 815 

1..140, 236. .352, 446. .611, 710. .874, 1575. .2048 

(AC013483) putative phosphatidylinositol-4-phosphate 5-kinase 

[Arabiddpsis thaliana] 



Seq. No. 45686 

Gene No. 96725 

Start 1 

Name OJ000301_10 . 0323 . C5 . ol . tc 

Start 3 

GI none 
Exons 



Seq. ID OJ000301_10.0323.C5 
Strand 

End 2048 

Method TBLASTX: Cress 

End 1648 

Score 109 



3. .125, 16. .138, 24. .143, 236. .385, 242. .355, 252. .392, 
422. .613, 438. .599, 443. .607, 709. .876, 712. .822, 713. .877, 
1574. .1648 



III 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45686 
96725 
1 

OJ000301_10.0323.C5.ol.tm 
42 

none 



Seq. ID OJ000301_10.0323.C5 
Strand 

End 2048 

Method TBLASTX : Mai ze 

End 840 

Score 64 



42. .125, 46. .141, 242. .385, 252. .419, 437. .613, 447. .605, 
708. .791, 709. .804, 709. .840 



45686 
96725 
1 

OJ000301_10.0323.C5.ol.gs 
236 
none 

236. .352, 452. .611, 1575. .1967 



Seq. ID OJ000301_10.0323.C5 
Strand 

End 2048 

Method GENSCAN 

End 1967 

Score .93 



U Seq. No. 45686 . 

r ~ Gene No. 96725 

:? Start 1 

□ Name OJ000301_10 . 0323 . C5 . ol . ts 

□ Start 314 
GI none 
Exons 



Seq. ID .OJ000301_10.0323.C5 

Strand - 

End 2048 

Method TBLASTX : Soybean 

End 873 

Score 55 



314. .355, 422..613, 441. .599, 709. .873, 713. .868 



Seq. No. 45687 

Gene No. 96726 

Start 737 

Name OJ000301_10 . 0323 . C6 . ol . gs 

Start 737 

GI none 

Exons 737.. 748, 1059.. 1193 



Seq. ID OJ000301_10.0323.C6 

Strand + 

End 1193 . . 

Method GENSCAN 

End 1193 

Score .79 



Seq. No. 45688 

Gene No. 96727 

Start 82 

Name OJ000301_10 . 0323 . C7 . ol . gs 

Start 82 



Seq. ID OJ000301_10.0323.C7 
Strand 

End 2085 

Method GENSCAN 

End 2085 



47109 




C T 
bl 


none 


Score 


. DO 






Exons 


OZ . .OUO, ZUOO. .zUoj 










beq. no. 


4 D DO O 


beq. iu 


nt Ton n "3 n i in 
UJUUUjUI 1U 


mo "3 

. UjZj . 


, b / 


Gene No . 


yo / Z / 


Strand 








Start 


82 


End 


2085 . 






Name 


■ OJ000301_10.0323.C7.ol.gp 


Method 


A&T/GAP 






otart 


10Z 0 


End 


1607 






bl 


OoUlZ 1.K1UB4 


Score 


101 






Exons 


IDZD. .1 OU / 










GI Descrip. 


*± u y / i / go | u / jj | UoU / zz do z 


. Oe-23 Oryza sativa 








beta - 1 / 3~ glucanase precursor 


(Gns9) gene, complete 


CQS 




Seq. No. 


45689 


Seq. ID 


OJ000301_10, 


.0323. 


,C8 


Gene No. 


96728 


Strand 


+ 






Of yf 

o tar r 


1 U 0 


End 


1860 






Name 


ujuuu jui lu.Uj^j.to.oi.gs 


Method 


GENSCAN 






btar t 


~\ CSC 

lUo 


End 


1860 






bl 


none 


Score 


.62 






Exons 


1UO..ZD4, 1Uo4 . . looU 










beq. No. 


4 d do y 


Seq. ID 


OJ000301_10< 


. UjZj . 


bo 


Gene No. 


96729 


Strand 








Start 


158 


End 


1712 






Name 


OJ000301 10.0323.C8.ol.np 


Method 


AAT/NAP 






Start 


158 


End 


1712 






bl 


5306,245 


Score 


115 






Exons 


158. .343, 1418. . 1712 










GI Descrip. 


(AC006438) unknown protein [Arabidopsis thaliana] 






Seq. No. 


45689 


Seq. ID 


OJ000301_10. 


.0323. 


C8 


Gene No. 


96730 


Strand 








btart 


2737 


End 


4001 






Name 


OJ000301 10.0323.C8.o2.gs 


Method 


GENSCAN 






Start 


2737 


End 


4001 






bl 


none 


Score 


. 65 






Exons 


2737. .27 93, 2823. . 2957 ;"- 3904 . 


.4001 








Seq. No. 


45690 


Seq. ID 


OJ000301_10. 


,0323. 


C9 


Gene No. 


96731 


Strand 








otart 


1286 


End 


1393 






XT _ _ 

Name 


OJ000301 10.0323.C9.ol.gs 


Method 


GENSCAN 






Start 


1286 


End 


1393 






C T 

bl 


none 


Score 


.48 






Exons 


1286.'. 1393 










Seq. No. 


45690 


Seq. ID 


OJ000301_10. 


UJZ o . 


by 


Gene No. 


96732 ' 


Strand 








Start 


1340 


End 


1713 






Name 


OJ000301 10.0323.C9.ol.np 


Method 


AAT/NAP " 






Start 


1340 


End 


1713 






GI 


5042454 


Score 


70 






Exons 


1340.. 1393, 1626.. 1713 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


45691 


Seq. ID 


OJ000301_10. 


0323. 


C10 


Gene No. 


96733 


Strand 


+ 







47110 



otaiL 


1 
1 




End 


4180 






Name 


OJ000301 10. 0323. CIO. ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1777 






bl 


c n 0 0 C O Q 
oyzzbzj 




Score 


66 






Exons 


1 GO A £ A OTC 1 H £ A 

1 . . y Z t Z OU . , JJJ, 1 / O 4 . . 


1777 










GI Descrip. 


/7\nAAA^OA\ - «. 4_ 1- _ j_ J _ "1 

(APUUU4yz) nypotnetical 


protein • [Oryza 


sativa] 








gi 1 ouibooD 1 Cldj 1 baao 0 1 y y 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












beq. no. 


4 oby 1 




Seq. ID 


/A T A A A O A 1 

OJUUU jUI 


1 A 

1U 


A A A A r* "I A 

. 0323 . C10 


Gene No. 


96733 




Strand 


+ 






Start 


1 




End 


4180 






Name • 


UJUUUjUI 1 U . U jz 0 . bl U . Oz 


.np 


Method 


AAT/NAP 






Start 


0 /o 




End 


510 






bl 


/ OZ JOlz 




Score 


161 






Exons 


oto c i a 
J / 0 . . 0 1U 












GI Descrip. 


(Aruuibooj nyporneticai 


protein [Oryza 


sativa] 






Seq. No. 


45691 




Seq. ID 


OJ000301_ 


10 


.0323. CIO 


Gene No. 


96733 




Strand 


+ 






Start 


l 




End 


4180 






Name 


UJUUUJUI lU.Ujzo.LlU.Ol 


.gs 


Method 


GENSCAN 






Start 


1U4 U 




End - 


4180 






GI 


none 




Score 


.74 






Exons 


T A /I A A "1 A /I A 1 A 1 o onn 

1U4U..Z1U4, zlyl . . zoUU , 


2395. .3202, 3260. .4180 






Seq. No. 


A C C O 1 

4 o by 1 




Seq. ID 


OJ000301 


10 . 


A A A A 0 1 A 

. 0323 . CIO 


Gene No. 


96733 




Strand 


+ 






Start 


1 




End 


4180 






Name 


UJUUUjUI 1U.Ujzj.L1U.Oj 


.np 


Method 


AAT/NAP 






Start 


1 a A A 
1U4 U 




End 


4177 






bl 


T A A O /I C C 

/ ZZoh Ob 




Score 


4457 






Exons 


1U4U. .41/ / 












GI Descrip. 


(APUUlJbb) nypotnetical 


protein [Oryza 


sativa] 






Seq. No. 


A C £ A T 

4 o by 1 




Seq. ID 


OJ000301_ 


_10. 


.0323. CIO 


Gene No . 


A *T "7 "3 A 

y b / j4 




Strand 


+ 






C+- 3 v- +- 

otart 


I 1 AOQ 

I I Uz 0 




End • 


17075 






Name 


UJUUU jUi IU.UjZj.L-IU.OO, 


.np 


Method 


AAT/NAP 






Start 


11028 




End 


17075 






GI 


5922623 




Score 


186 






Exons 


1 1 AOQ 1 1 1 A1 11 C/Q 11C 

1 lUz 0 . . 1 1 1U 1 , llb4y..llc 


B03, 


11971. . 12046, 14767. 


.14839, 




1 /"aoc 1 t a *7 c 

Ibybo . . 1 /U /o 












GI Descrip. 


/ 7\ nAA A /I AA \ 1_ . _ 4_ i_ ^ -1- -I 1 

(APUUU4yz) nypotnetical 


protein [Oryza 


sativa] 








gi|bUlboob| aJoj | BAAool99 . 


.11 


(AP00057 0) hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


45691 




Seq. ID 


OJ000301_ 


10. 


,0323. CIO 


Gene No. 


96734 




Strand 


+ 






C -1 . 4- 

otart 


11028 




End 


17075 






Name 


OJ000301 10. 0323. CIO. o3. 


.gs 


Method 


GENSCAN 






Start 


14498 




End 


16278 






GI 


none 




Score 


.72 






Exons 


14498. .14539, 16129.. 16278 










Seq. No. 


45691 




Seq. ID 


OJ000301_ 


10. 


0323. CIO 


Gene No. 


96734 




Strand 


+ 







47111 



Start 
Name 
Start 
GI 

Exons 



11028 End 17075 

OJ000301JL0 . 0323 . CIO . o4 . gs Method GENSCAN 

16736 End 17059 

none Score .82 
16736. .17059 



Seq. No. 45691 - Seq. .ID 

Gene No. 96735 Strand 

Start 4801 End 

Name OJ000301_10 . 0323 . C10 . o7 . tw Method" 

Start 2055 End 

GI none Score 

Exons 2055.. 2156, 4813.. 4938, 4817.. 4939, 5105.. 5413, 5125.. 5415, 
5132. .5410 



,OJ000301_10. 0323. C10 
12677 

TBLASTX: Wheat 

5415 

77 



Seq. No. 45691 

Gene No. 96735 

Start 4801 

Name OJ000301_10 . 0323 . C10 .o2 . gs 

Start 4801 

GI none 

Exons 4801.. 6321, 6419.. 8527, 8591, 
12646. .12677 



Seq. ID OJ000301_10. 0323. C10 
Strand 

End 12677 

Method GENSCAN 

End 12677 

Score .42 

.10841, 11547. .11671, 11817 .. 11889, 



Seq. No. 45691 . Seq. ID 

Gene No. 96735 Strand 

Start 4801 End 

Name OJ000301_10 . 0323 . C10 . o5 . tm Method 

Start 4801 End 

GI none Score 

Exons 4801.. 4944, 4805.. 4939 



OJ000301_10. 0323. C10 
12677 

TBLASTX: Maize 

4944 

126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45691 

96735 

4801 

OJ0003 

4804 

722845 

4804. . 

(AP001 

retrot 

sativa 



01__10. 0323. C10. o4 .np 



Seq. ID OJ000301_10. 0323. C10 
Strand 

End 12677 
Method AAT/NAP 
End 10950 
Score 9594 

8527, 8591.. 10523, 10585.. 10950 
366) Similar to Sorghum bicolor Gypsy-Ty3 type 
ransposon RetroSorl, polyprotein. (AF098806) [Oryza 



7 

6354, 



6419.. 7570, 7693. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45691 
96735 
4801 

OJ000301 

5416 

none 



10.0323.C10.o4. tw 



Seq. ID OJ000301 10. 0323. C10 



Strand 
End 

Method 

End 

Score 



12677 

TBLASTX: Wheat 

5797 

173 



5416.. 5796, 5447.. 5695, 5455.-5793, 5741.. 5797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45691 
96735 
4801 

OJ000301 

5602 

none 



10.0323.C10.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_10. 0323. C10 
12677 

TBLASTX: Maize 

5934 

97 



47112 




Exons 


0 OUZ . . JO 1 41 , 


DOlI 


. . o y j4 / 


0 4 . 








Seq. No. 










Seq. ID 


OJ000301_10.0323 


.C10 


Gene No. 


96735 








Strand 






Start 


4801 








End 


12677 




Name 


UJUUUjUI iu 


. Ujzj . 


pin ^ c. 
. LIU . Oj , 


> tw 


Method 


TBLASTX: Wheat 




btart 


a a a n 








End 


9897 






none 








Score 


86 




Exons 


0 4 4 u . . do o y , 


&A A 1 


"7Q 

, . OD / O / 


doZj . 


.6874, 6624. .6809, 6677. .6898, 




QQ/I /I QQQ'7 

yo 4 4 . . ytjy / 














Seq. No. 


45691 








Seq. ID 


OJ000301_10.0323 


.CIO 


Gene No. 


96735 








Cf r3rir | 

o t r ana 






Of vf 


/] QDI 








Lna 


Iz 0 / / 




Name 


p taa n "3 n i in 
UJ UUUoUl 1U , 


. Uozo , 


pi n _t 


, t s 


Method 


i bLAb i a : boyoean 




btart 


/ 4 y y 








Lna 


/ o / U 






none 








Score 


on 
y U 




Exons 


/ 4 y y . . / o / u , 


1 1 1 n 
/ / IU , 


TOCO 










Seq. No. 


45691 








Seq. ID 


OJ000301_10.0323 


.CIO 


Gene No. 


96735 








bt rana 






b t art 


4 O U I 










1 O C 1*7 
Iz 0 / / 




Name 


p.Tnnmm i n 
UJ UUUJUI IU , 


» U-3Z-3 , 


pin ^o 
► L,IU . OZ . 


tw 


Method 


i oLAb I a : wneat 




o t art 










hna 


1 Ok A Q 

/ y 4 y 






none 








Score 


on/ 
jU 4 




Exons 


/ oz y . . / y 4 o , 


"7 c; o a 

/ JJD. 


1 O A Q 

. . / y 4 y 










Seq. No. 


45691 








Seq. ID 


OJ000301_10.0323 


.CIO 


Gene No. 


96735 








bt rana 






b tart 


fro U 1 








Lna 


LZ 0 / / 




Name 


UJUUUjUI 1U , 


n "5 o o 
. U jzj . 


pin i 
, CIU . O J . 


tm 


Method 


mnj 7\C , i"PV • M — i -! i-» n 

I bLAb l a : Mai ze 




btart 


*7 CO O 








Lna 


o n n c 
oUUb 




P T 


none 








Score 


o i n 
ZjU 




Exons 


i zoo q nn ^ 

/ OzZ . . o UU 0 / 


7 C /! 1 
/ 04 I . 


. . o U U 0 










Seq. No. 


45691 








Seq. ID 


OJ000301_10.0323 


.CIO 


Gene No. 


96735 








Strand 






Of n v-f 

btart 


a q n i 
4 oUI 








End 


12677 




Name 


pTnnmm in 
UJUUUoUl IU, 


, U oZo . 


/-* i n ni 
LIU . OI . 


tm 


Method 


TBLASTX: Maize 




btart 


oUjj 








End 


8389 




P T 
Lrl 


none 








Score 


124 




Exons 


OU JJ . . OJJO, 


oUjj. 


QTQQ 

. ojcsy, 


Q Cl A 1 

0 U 4 J . 


.8354 






Seq. No. 


45691 








Seq. ID 


OJ000301_10.0323 


.C10 


Gene No. 


96735 








Strand 






btart 


a q m 
4 oUI 








End 


12677 




Name 


n Tf\nmrn in 
UJUUUJUI IU. 


. Ujzo . 


pin ^ i 
OIU . Ol . 


tw 


Method 


TBLASTX: Wheat 




bt art 


QAC1 

oUO / 








End 


8520 




P T 


none 








Score 


202 




Exons 


Qf|C;i QC1 Q 

oUO / . . oolo , 


Q n C3 


QC1 Q 


oUo4 . 


.8519, 8077. .8520 




Seq. No. 


45691 








Seq. ID 


OJ000301_10.0323 


.CIO 


Gene No. 


96735 








Strand 






Start 


4801 








End 


12677 




Name 


OJ000301 10. 


0323. 


C10.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8114 








End 


8479 




GI 


none 








Score 


120 





47113 



Exons 8114.. 8248, 8255.. 8479 



Q a rt K\r\ 

oeq, in o . 


A R 6Q1 


oeq. ±u 




pi n 

. Ul u 


bene ino . 


Q 67 ^ R 


O L. ITcinCl 








40U1 


Cji lvJ. 


1 9677 




Name 




LYie tnou 


TRT QQTY'Whoaf 
I o J_ir\o 1 A • W ne a t, 




0 4- ar t- 

o LcLX L 


ft 6fi 4 ~~ 

0004 




qi 7n 




P T 


none 


Score 


IRQ 




Exons 


8684.. 9169/ 8715. .8975, 9033 


i. .9170 


- 




Seq. No. 


45691 


Seq. ID 


OJ000301_10.0323 


.C10 


bene lnu . 


96735 


Strand 






o tar u 


4801 


End 


1 9 67 7 




Name 


r OJ000301 10.0323.C10.o6.tw 


Method 


i -Dij/io i a . wnean 






9905 


End 


i n A R 7 
X U 41 3 / 




b X 


none 


Score 


Q R 




Exons 


9905. .10162, 9939. .10178, 1014 5 1024 3, 


XUX41o. . 1UZ jo, 






1 f|9Rn 109Q7 1H499 104R7 








oeq. in o . 


45691 


Seq. ID 


riTnnn*^m in n ^ 9 ^ 

UuUUUjUI XU.UjZj 


pi n 


Gene No . 


96735 


Strand 






O L. BIT L 


4 ft n 1 


r nr i 
CjIIU. 


1 9 6*7 7 
XZ O / / 




Name 


UUUUU jUI 1U . UjZj.LIU .04 . till 


\^ /~\ -f- W /~v /-J 


1 dIjAo 1 a . Max ze 




OLail 


i nnm >■ 

1UUU / J 


TTt-iH 

Hina. 


i n 9 r r 




p t 


none 


Score 


Q1' 
y X 




Exons 


innn7 in9RR i nhnft in9R7 

1UUU / . . IUlJ J, 1UUUO . . J. U ^ J J 








oeq. ln o . 


45692 


Seq. ID 


UuUUUjUI XU.UjZj 


P1 1 


bene ino . 


96736 


Strand 


_i_ 

T 






i r q r 


End 


9 9 6 ^ 




Name 


pi Tfinn^ni in n^o^ n i /-ni /to 
UJUUU Jul J.U . UjZj.LII . oi . gs 


Method 


p T? KJ Q O 7\ fCI 




O L cLX L 


1 C Q C 


End 


9 9 6"3 




P T 
bX 


none 


Score 


4 9 
. Z 




Exons 


1 CQC 1 CCO 007*7 OOfTO 








Seq. No. 


45693 


Seq. ID 


OJ000301_10.0323 


.C12 


P ^ "NT ^ 

bene ino . 


96737 


Strand 


1 




oldit 


10527 


End 


1 A /I 
X 4 OU 41 




Name 


OJ000301 10.0323.C12.o2.gs 


Method 


P TT M C P IS. XT 
b.L IN Ob-riN 






10527 


End 


X 4 J U *i 




P T 
bX 


none 


Score 


R R 
• j j 






10527. .10921, 11618. .11807, 


12319. .1244 


lo, ljj4fi..ljfiDj, 






13931. .13994, 14392.. 14504 








oeq . ino . 


45693 


Seq. ID 


OJ000301_10.0323 


pi 0 

. bXZ 


Gene No . 


96737 


Strand 


+ 




otart 


10527 


End 


14504 




Name 


OJ000301 10.0323.C12.ol.gp 


Method 


AAT/GAP 




o rarti 


11689 


End 


13994 




GI 


none 


Score 


811 




Exons 


11689. .11829, 12319. .12448, 


13344. .13465, 13931. .13994 




Seq. No. 


45693 


Seq. ID 


OJ000301_JL0.0323, 


.C12 


Gene No. 


" 96737 


Strand 


+ 




Start 


10527 


End 


14504 




Name 


OJ000301 10.0323.C12.o3.np 


Method 


AAT/NAP 




Start 


11737 


End 


14483 





47114 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6911879 Score 442 

11737. .11829, 12319. .12448, 1334 4 .. 134 65, 13931 .. 13994 , 

14392. .14483 

(AL138655) hypothetical protein [Arabidopsis thaliana] 



45693 Seq. ID 

96738 Strand 
16150 End 
OJ000301_10 . 0323 . C12 . o3 . gs Method 
16150 End 
none Score 

16150. .16311, 16671. . 16786, 18073 

19112. .19294, 19481. . 19595, 19712 



OJ000301_10.0323.C12 
+ 



21565 
GENSCAN 
21565 
.8 

18191, 18805. .18895, 
19915, 20058. .20186, 



20283. .20456, 21174 .. 21368, 21467. .21565 



Seq. No. 45693 

Gene No. 96739 

Start 299 

Name OJ000301_10 . 0323 . C12 . ol . gs 

Start 299 

GI none 
Exons 



Seq. ID OJ000301_10.0323.C12 
Strand 

End 7324 

Method GENSCAN'- 

End 7312 

Score . 65 



299. .353, 1097. .1182, 2264. .2446, 5031. .5203, 5343. .5504, 
5588.. -5696, 6752.. 6858, 7043.. 7169, 7209.. 7312 



Seq. No. 45693 -• . \ Seq. ID OJ000301_10 . 0323 . C12 

Gene No. 96739 Strand 

Start 299 End 7324 

Name OJ000301_10 . 0323 . C12 . ol . np Method AAT/NAP 

Start 636 End 4053 

GI 7340884 Score 105 

Exons 636.. 704, 3881.. 4053 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 







transposase 


. (AB013982) 


[Oryza sativa] 




Seq. No. 


45693 




Seq. ID OJ000301 10.0323.C12 




Gene No. 


96739 




Strand 




Start 


299 




End 7324 




Name • 


OJ000301 10 


.0323.C12.o2 


.np Method AAT/NAP 




Start 


4390 




End 7 324 


1 -Si 


GI 


3894197 




Score 844 




Exons 


4390. .4416, 


5031. .5203, 


5343. .5504, 5588. .5696, 6752. .6858, 






7043. .7324 








GI Descrip. 


(AC005662) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


45693 




Seq. ID OJ000301 10.0323.C12 




Gene No. 


96740 




Strand 




Start " 


14424 




End 14702 




Name - 


OJ000301 10 


.0323.C12.ol 


.tm Method/ TBLASTX : Maize 




Start 


5020 




End .6831 




GI 


none 




Score 110 




Exons 


5020. .5106, 


5028. .5105, 


5029. .5106, 5105. .5206, 5106. .5204, 






5107. .5208, 


5340. .5504, 


5341. .5508, 5342. .5506, 5343. .5519, 






5587. .5697, 


5588. .5698, 


5588. .5701, 6728. .6829, 6751. .6831, 






6751. . 6831 








Seq. No. 


45693 




Seq. ID OJ000301_10.0323.C12 




Gene No. 


96740 




Strand 



47115 



Start 
Name 
Start 
GI 

Exons 



14424 End 

OJ0003.01_10 . 0323 . C12 . o2 . ts Method 

5027 End 

none Score 
5027. .5104, 
5106. .5204 



14702 

TBLASTX : Soybean 
5206 
86 

5028. .5105, 5029. .5106, 5030. .5122, 5105. .5206, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45693 
96740 
14424 

OJ000301_10.0323.C12.ol.ts 

5340 

none 

5340. .5504, 5341. .5490, 5584. 
5588.. 5701, 5637.. 5705, 6746. 
7043. .7165, 7047. .7118 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 10.0323.C12 



14702 

TBLASTX: Soybean 
7165 
125 

5694, 5586. .5699, 5588. .5695, 
6871, 6751. .6870, 6766. .6912, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000301_10.0323.C12 



45693 

96740. Strand 
14424 End 
OJ000301_10 . 0323 . C12 . ol . tc Method 
5430 End 
none Score 

5430. .5504, 5434. .5505, 5588. .5695, 5588. .5701, 5637. .5699, 

6746. .6871, 6751. .6870, 7043. .7159, 7047. .7130 



14702 

TBLASTX: Cress 

7159 

58 



Seq. No. 45693 
Gene No. 96740 
Start 14424 

Name OJ000301_10 . 0323 . C12 . o2 . tm 

Start 11730 
GI none 
Exons 11730, 

12370. 

13925. 



,11828, 11734, 
,12453, 13337, 
,13993, 14390. 



,11829, 
,13468, 
,14482, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12318 

13339 



OJ000301 10.0323.C12 



14702 

TBLASTX: Maize 
14482 
153 

12443, 12320. .12448, 
13464, 13341. .13484, 



14391. .14453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45693 Seq. ID OJ000301_10 . 0323 . C12 

96740 Strand 

14424 End 14702 

OJ000301_10. 0323.C12.o2.gp Method AAT/GAP 

14424 End 14702 

uC-osroM202017c07al Score 558 

14424. .14702 

'3123130/ sp | 02 2212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45694 
96741 
483 

OJ000301_10.0323.C13.ol.gs 

483 

none 



Seq. ID OJ000301_10.0323.C13 



Strand 
End 

Method 

End 

Score 



+ 

16830 
GENSCAN 
16598 
.57 



483. .588, 877. .987, 1672. .1768, 1894. .2022, 2666. .2764, 
3480. .3633, 4240. .4282, 4796. .4868, 4936. .5017, 6372. .6708, 



47116 



7630. .7726, 9081. .9252, 9305. .9537, 10654 .. 10914 , 11534 .. 11598 , 
12600. .12721, 12760. .12877, 15300 15348, 15657 .. 1584 4 , 
16197.. 16598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45694 Seq. ID OJ000301_10 . 0323 . C13 

96741 Strand + 

483 End 16830 

OJ000301_10 . 0323 . C13 . o2 . np Method AAT/NAP 

5811 End 6055 

82538 Score 328 

5811. .6055 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi 1 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gi|12074|emb|CAA33926| (X15901) ORF82 [Oryza sativa] 
gi | 226650 | prf | | 1603356CA ORF 82 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45694 Seq. ID OJ000301_10 . 0323 . C13 

96741. Strand + 

483 End 16830 

OJ000301_10 . 0323 . C13 . ol . gp Method AAT/GAP 

5955 End 6041 

3073_1.R1084 Score 149 

5955. .6041 

' 133936/sp|P12.146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) .ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



45694 Seq. ID 

96741 Strand 

483 End 
OJ000301_10 . 0323 . C13 . o2 . gp . Method 

6440 End 

306_9.R1084 Score 
6440. .6571 

1 287391/dbj | D13111 I RICMT15 
rpoB pseudogene/ 

45694 Seq. ID 

96741 Strand 

483 End 

OJ000301_10.0323.C13.o3.gp Method 

8577 End 

none Score 
8577. .8783 



10.0323.C13 



OJ000301_ 
+ 

16830 
AAT/GAP 
6571 
176 



1.0e-178 Oryza sativa mitochondrial 



OJ000301_10. 0323.C13 
+ 

16830 
AAT/GAP 
8783 
284 



Seq. No. 45694 
Gene No. 96741 
Start 483 

Name OJ000301__10 . 0323 . C13 . o4 . np 

Start 9211 
GI 7444451 
Exons 9211.. 9545, 

GI Descrip. probable -gag/pol 

retrotransposon 

retrofit [Oryza 



11161. . 11226 

polyprotein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_ 
+ 

16830 
AAT/NAP 
11226 
330 



10.0323.C13 



long-staminate rice 
retrofit gi | 258 6082 | gb| AAB82754 . 1 | 
longistaminata] 



(U72725) 



47117 



Seq. No. 


45694 


Seq. ID 


OJ000301_10.0323.C13 


Gene No. 


96741 


Strand 


+ 


otart 


483 


End 


16830 


Name 


OJ000301 10.0323.C13.o6.np 


Method 


AAT/NAP 


Start 


15234 


End 


16830 


GI 


4584255 


Score 


650 


Exons 


15234. .15327, 15738.-15844, 


16197. .16587, 16726.. 16830 


GI Descrip. 


(Y18471) SINAlp [Vitis vinifera] 




Seq. No. 


45694 


Seq. ID 


OJ000301_10.0323.C13 


Gene No . 


96742 


Strand 




o tar l. 


1655 


End 


1879 


Name 


OJ000301 10.0323.C13.ol.np 


Method 


AAT/NAP 


Start 


1655 


End 


1879 


GI 


133416 


Score 


274 


Exons 


1655. .1879 






GI Descrip. 


DNA-DIRECTED RNA POLYMERASE 


BETA CHAIN 


gi| 66970 |pir| | RNRZB 




DNA-directed RNA polymerase 


(EC 2.7.7. 


6) beta chain - rice 




chloroplast gi | 11971 | emb I CAA33986 | (X15901) RNA polymerase ] 




subunit [Oryza sativa] 






beq. no. 


45694 


Seq. ID 


OJ000301_10 . 0323 .CI 3 


Gene No . 


96743 


"Strand 




Start 


5707 


End 


7102 - 


Name 


OJ000301 10.0323.C13.o3.np 


Method 


AAT/NAP 


Start 


5707 


End 


7102 


GI 


2627238 


Score 


66 


Exons 


5707. .5778, 7032. .7102 






GI Descrip. 


(D50565) NADH dehydrogenase 


subunit 5 


[Oryza sativa] 




gi I 2627240 | dbj IBAA23492I (D50566) NADH 


dehydrogenase subunii 




[Oryza sativa] 






beq. No. 


45694 


Seq. ID 


OJ000301_10.0323.C13 


Gene No. 


96744 


Strand 




Start 


9947 


End 


10017 


Name 


OJ000301 10.0323.C13.o4.gp 


Method 


AAT/GAP 


Start 


9947 


End 


10017 


GI 


61430 1.R1084 


Score 


96 


Exons 


9947. .10017 






GI Descrip. 


» 14 394 /emb | Z14060 | MISCREPU4 


0.0e+00 T.. 


aestivum mitochondria 




fMet, 18S, 5S repeat unit DNA' 




Seq. No. 


45694 


Seq. ID 


OJ000301_10.0323.C13 


Gene No. 


96745 


Strand 




Start 


10068 


End 


10678 


Name 


OJ000301 10.0323.C13.o2.tc . 


Method 


TBLASTX: Cress 


Start 


3208 


End" 


3427 


GI 


none 


Score 


111 


Exons 


3208.. 3273, 3209.. 3280, 3210 


..3281, 3212. .3283, 3267. .3419, 




3281.. 3400, 3283. .3417, 3284 


. .3427 




Seq. No. 


45694 


Seq. ID 


OJ000301_10.0323.C13 


Gene No. 


96745 


Strand 




Start 


10068 


End 


10678 


Name 


OJ000301 10-0323. C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4345 


End 


4 636 



47118 



GI 

Exons 



none Score 213 

4345. .4533, 4353.-4496, 4353. .4541, 4354. .4530, 4507. .4593, 

4517. .4603, 4528. .4602, 4553. .4627, 4574. .4609, 4602. .4631, 

4603. .4635, 4604. .4636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45694 

96745 

10068 

OJ000301 

4345 

none 



10.0323.C13.o2. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_10.0323.C13 
10678 

TBLASTX: Maize 

4609 

57 



4345.-4386, 4346.-4387, 4368. .4520, 4377. .4496, 4384. .4518, 
4518. .4541, 4522. .4584, 4547. .4609, 4553. .4576, 4574. .4603 



Seq. No. 


45694 


Gene No. 


96745 


Start 


10068 


Name 


OJ000301_10 . 0323 . C13 . o3 . tm 


Start 


6430 


GI 


none 


Exons 


6430. .6552, 6430.. 6552, 6449 


Seq. No. 


45694 


Gene No. 


96745 


Start 


. 10068 


Name 


OJ000301 10.0323.C13.o2.tw 


Start 


9216 


GI 


none 


Exons 


9216.. 9308, 9324.. 9506, 9350 


Seq. No. 


45694 


Gene No. 


96745 


Start 


10068 


Name 


OJ000301 10.0323.C13.o4 .tm 


Start 


9267 


GI 


none 


Exons 


9267 . . 9524, 9338 . . 952 6 


Seq. No. 


45694 


Gene No. 


96745 


Start 


10068 


Name 


OJ000301 10.0323.C13.o5.np 


Start 


10068 


GI 


4973022 


Exons 


10068. .10131, 10245. .10678 


GI Descrip. 


(AF141933) unknown [Oryza sai 


Seq. No. 


45694 


Gene No. 


96746 


Start- 


15791 


Name 


OJ000301 10.0323.C13.ol.tm 


Start 


15791 


GI 


none 


Exons 


15791. .15877, 16194 .. 16631, : 


Seq. No. 


45694 


Gene No. 


96746 



Seq. ID OJ000301_10.0323.C13 
Strand 

End 10678 

Method TBLASTX: Maize 

End 6553 

Score 209 



Seq. ID OJ000301_10.0323.C13 
Strand 

End 10678 

Method TBLASTX : Wheat 

End 9506 

Score 71 



Seq. ID OJ000301_10.0323.C13 
Strand 

End 10678 

Method TBLASTX : Mai ze 

End 9526 

Score 201 



Seq. ID OJ000301_10.0323.C13 
Strand 

End 10678 

Method AAT/NAP 

End 10678 

Score 755 



Seq. ID OJ000301_10.0323.C13 
Strand 

End 16631 

Method TBLASTX : Mai ze 

End 16631 

Score 93 



Seq. ID OJ000301_10 .0323.C13 
Strand 



47119 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15791 End 

OJ000301_10.0323.C13.ol. ts Method 

16184 End 

none Score 



16631 

TBLASTX : Soybean 

16596. 

596 



16184 .. 16585, 16191 .. 16586, 1 64 17 .. 16596, 16441. .16596 



45694 
96746 
15791 

OJ000301_10. 0323.C13.ol.tc 

16244 

none 



Seq. ID OJ000301_10.0323.C13 
Strand 

End 16631 

Method TBLASTX : Cress 

End 16529 

Score 400 



16244. . 16528, 16245 .. 16526, 16245.. 16529 



45695 
96747 
1 

OJ000301_10.0323.C14 .ol.np 
1 

7489765 
1. .288 

hypothetical protein 28L9 - maize (fragment) 

gi I 3264611 1 gb| AAC24576. 1 1 (AF061511) seven in absentia homolog 
[Zea mays] 



Seq. ID OJ000301_10.0323.C14 

Strand + 

End 288 

Method AAT/NAP 

End 288 

Score 374 



45695 
96747 
1 

OJ000301_10.0323.C14.ol.gs 
28 

none 
28. .258 



Seq. ID OJ000301_10.0323.C14 

Strand + 

End 288 

Method GENSCAN 

End 258 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45695 
96748 
753 

OJ000301_10. 0323.C14 .ol.tc 
1 

none 



Seq. ID OJ000301_10.0323.C14 
Strand 

End 1090 

Method TBLASTX : Cress 

End 255' 

Score 37 



1..33, 15. .80, 22. .81, 84. .254, 85. .255, 100. .255 



45695 
96748 
753 

OJ000301_10.0323.C14 .ol.ts 
1 

none 

1..261, 3. .257, 23. .265 

45695 
96748 
753 

OJ000301_10.0323.C14 .ol. tm 
1 

none 

1..282, 3. .269 



Seq. ID OJ000301_10.0323.C14 

Strand - 

End 1090 

Method TBLASTX : Soybean 

End 2 65 

Score 402 



Seq. ID OJ000301_10.0323.C14 
Strand 

End 1090 

Method TBLASTX :Maize 

End 282 

Score 427 - 



47120 



Seq. No. 45695 Seq. ID 

Gene No. 96748 Strand 

Start 753 End 

Name OJ000301_10 . 0323 . C14 . o2 . gs Method 

Start 753 End 

GI none Score 

Exons 753.. 1090 



OJ000301_10.0323.C14 

1090 
GEN SCAN 
1090 
.56 



Seq. No. 45696 

Gene No. 96749 

Start 1 

Name OJ000251_15 . 0321 . C2 . ol . gp 

Start 1 

GI 24572_1.R1084 

Exons 1 . . 73 

GI Descrip. f 5852182/emb | CAB55420 . 1 I 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. ID OJ000251_15.0321.C2 
Strand 

73 

AAT/GAP 
73 
146 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



45696 Seq. ID 

96750 Strand 
22 End 
OJ000251_15 . 0321 . C2 . ol . gs Method 
22 End 
none. Score 
22. .216, 361. .526, 624. . 695 

45697 Seq. ID 

96751 Strand 
1 End 
OJ000251_15 . 0321 . C3 . ol . np Method 
1 End 
6322646 Score 
1..268, 528. .676, 761. .832, 918. .1052, 
probable phosphatidylinositol kinase; Tor2p 

gi|549092|sp|P32600|TOR2_YEAST PHOSPHATIDYLINOSITOL 3-KINASE 
TOR2 (PI3-KINASE) ( PTDINS-3-KINASE) (PI3K) gi I 539374 | pir | | S38040 
l^phosphatidylinositol 3-kinase (EC 2.7.1.137) TOR2 - yeast 
(Saccharomyces cerevisiae) g'i 1486361 1 enib | CAA82048 . 1 1 (Z28203) 
ORF YKL203c [Saccharomyces cerevisiae] 



OJ000251_15.0321.C2 
695 

GENSCAN 

695 

.94 



OJ000251_15.0321.C3 
+ 

1403 
AAT/NAP 
1403 
240 

1127. .1188, 1387. .1403 



45697 Seq. ID 

96751 Strand 

1 End 

OJ000251_15 . 0321 . C3 . ol . gs Method 

7 61 End 

none Score 

761. .832, 918. .1052 



OJ000251_15.0321.C3 
+ 

1403 
GENSCAN 
1052 
.91 



Seq. No. 

Gene No. 

Start 
* Name 

Start 
>'13T ' 

Exons 

GI Descrip. 



45698 
96752 
1 

OJ000251 
1 

7494793 



15. 0321. C4 .ol.np 



Seq. ID OJ000251_15.0321.C4 

Strand + 

End 1586 

Method AAT/NAP 

End 1586 

Score. 46 



1..27, 560. .619, 1309. .1393, 1489. .1586 

hypothetical protein B0261.2 - Caenorhabditis elegans 

gi| 1938552|gb|AAB52354.1| (U97016) strong similarity to the 



47121 




P13/P14-kinases family [Caenorhabditis elegans] 



Seq. No. 


45698 


Seq. • ID 


OJ000251 15 


. 0321 . 


. C4 


Gene No. 


96752 


Strand 


+ 






Start 


1 


End 


1 C O £1 






Name 


OJ000251 15.0321.C4.ol.gs 


Method 


GENSCAN 






Start 


298 


End 


1450 






GI 


none 


Score 








Exons 


298. .393, 554. .619, 1309. .1450 








Seq. No. 


45699 


Seq. ID 


OJ000251_15, 


.0321, 


.C5 


Gene No. 


96753 


Strand 


+ 






Start 


199 


End 


494 






Name 


OJ000251 15.0321.C5.ol.np 


Method 


AAT/NAP 






Start 


199 


End 


485 






GI 


806955 


Score 


141 






Exons 


199. .485 










GI Descrip. 


RAPTl=putative novel phosphatidylinositol 3-kinase 


{C-terminal} 




[human, Peptide Partial, 367 


aa] 








Seq. No. 


45699 


Seq. ID 


OJ000251_15. 


.0321. 


.C5 


Gene No. 


96753 


Strand 


+ 






Start 


199 


End 


494 






Name 


OJ000251 15.0321.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


303 


End 


494 - 






GI 


none 


Score 


274 






Exons 


303. .482, 311. .484, 317. .487, 


324. .494 








Seq. No. 


45699 


Seq. ID 


OJ000251_15. 


.0321, 


.C5 


Gene No. 


96753 


Strand 


+ 






Start 


199 


End 


494 






Name 


OJ000251 15.0321.C5.ol.gs 


Method 


GENSCAN 






Start 


319 


End 


479 






GI 


none 


Score 


.99 






Exons 


319. .479 











Seq. No. 45700 Seq. ID 

Gene No. 96754 • Strand 

Start 1 End 

Name OJ000251_15 . 0321 . C6 . ol . np Method 

Start 1 End 

GI 7492809 Score 

Exons 1..27, 221.. 373, 494.. 612, 691.. 779 

GI Descrip. probable- phosphatidylinositol 3-kinase 
(Schizosaccharomyces pombe) gi 12276359 I 
putative phosphatidylinositol 3-kinase 
pombe] 



15. 0321. C6 



OJ000251_ 
+ 

1061 
AAT/NAP 
779 
121 



- fission yeast 

emb | CAB10805 . 1 | (Z97 992) 

[Schizosaccharomyces 



Seq. No. 45700 . Seq. ID 

Gene No. 96754 Strand 

Start 1 End 

Name OJ000251_15 . 0321 . C6 . ol . tm Method 

Start 218 End 

GI none Score 

Exons 218. .361, 232. .393, 248. .361, 343. .420, 375 

504. .782, 505. .783, 511. .786, 512. .787, 900 

939. .965 



OJ000251_15.0321.C6 
+ 

1061 

TBLASTX: Maize 
965 
119 

422, 378. .419, 
965, 901. .945, 



47122 



2 : ; 



Seq. No. 


45700 






Seq. ID 


OJ000251_15.0321 


.C6 


Gene No. 


96754 






Strand 


+ 




Start 


1 






End 


1061 




Name 


OJ00025l_ 


15 . 0321 . C6 . 


ol . gs 


Method 


GENSCAN 




Start 


250 






End 


918 




GI 


.none 






Score 


. 91 




Exons 


25 0 . .420, 


514 . .779, 


900 . . 918 








Seq. No. 


45700 






Seq. ID 


OJ000251_15.0321 


.C6 


Gene No. 


96754 






Strand 


+ 




Start 


l 






End 


1061 




Name 


OJ000251__ 


15 . 0321 . C6 . 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


355 






End 


802 




GI 


none 






Score 


78 




Exons 


355 . . 423, 


384 . .44 6, 


508 . . 609, 


513 . . 629, 


514 . .786, 666. . 


797, 




671. .802, 


672. .797 










Seq. No. 


45700 






Seq. ID 


OJ00025l_l5.032l 


.C6 


Gene No. 


96754 






Strand 


+ 




Start 


1 






End 


1061 




Name 


OJ000251 


15. 0321. C6. 


ol.gp 


Method 


AAT/GAP 




Start 


504 






End 


1061 




GI 


36890 1.R1084 




Score 


818 




Exons 


504. .779, 


900. .1061 











GI Descrip. f H697 36/sp | P4234 6 | FRAP_RAT 4.0e-ll FKBP-RAPAMYCIN ASSOCIATED 
PROTEIN (FRAP) (RAPAMYCIN TARGET PROTEIN) 

>gi_l083778_pir ^A54837 rapamycin/FKBPl2 target l - rat 

>gi_5H229 (UH681) rapamycin and FKBP12 target-l protein 
[Rattus norvegicus] >gi_56l858 (L37085) rapamycin target [Rattus 
norvegicus] 1 



Seq. No. 45700 

Gene No. 96754 

Start 1 

Name OJ000251_15 . 0321 . C6 . ol . tc 

Start 505 
GI . . none 
Exons 



Seq. ID OJ000251_15. 0321. C6 

Strand + 

End 1061 

Method TBLASTX: Cress 

End , 920 

Score 155 



505. .609, 513. .614, 533. .613, 534. .614, 655. .783, 666. .782, 
900. .920, 901. .918 



Seq. No. 45701 Seq. ID 

Gene No. 96755 Strand 

Start 4844 End 

Name OJ000251_15 . 0321 . C7 . o2 . np Method 

Start 4844 End 

GI 7452462 Score ' 
Exons 4844.. 5291 

GI Descrip. hypothetical protein T19L18.12 - Arabidopsis thaliana 

gi|3413706|gb|AAC3'l229.1| (AC004747) hypothetical protein 
[Arabidopsis thaliana] 



OJ000251__15.0321.C7 
+ 

5291 
AAT/NAP 
5291 
370 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45701 
96756 
6478 

OJ000251 
6478 



15.0321.C7.o3.gs 



Seq. ID OJ000251_15.0321.C7 

Strand + 

End 6639 

Method GENSCAN 

End 6639 



47123 



GI 

Exons 



none 

6478. .6639 



Score 



,42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45701 
96757 
8784 

OJ000251_15.0321.C7.o3.np 
8646 
4191778 



Seq. ID OJ000251_15.0321.C7 
Strand + 

11926 
AAT/NAP 
11298 
716 



End 

Method 
End 
Score 

8646. .8696, 8918. .8956, 9048. .9143, 9560. .9652, 9840. .9891, 
9975. .10072, 10230 104 16, 10521 .. 10687 , 10778 .. 10823, 
11014. .11298 

(AC005917) putative nucleosome assembly protein [Arabidopsis 
thaliana] 



45701 
96757 
8784 

OJ000251_15.0321.C7.o4.gs 

8784 

none 



Seq. ID OJ000251_15.0321.C7 

Strand + 

End 11926 

Method GENSCAN 

End 11926 

Score .94 



8784. .8796, 8913. .8956, 9048. .9143, 9840. .9894, 10008 .. 10072, 
10230. .10246, 10521. .10689, 10997 .. 11141, 11433. .11926 



45701 
96758 
1 

OJ000251_15.0321.C7.ol.np 
1 

4680203 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 5301 

Method AAT/NAP 

End 4991 

Score 819 



1..50, 2395. .2450, 2882. .3715, 4944. .4991 
(AF114171) TNP2-like protein [Sorghum bicolor] 



45701 
96758 
1 

OJ000251_15 . 0321 . C7 . ol . gs 

475 

none 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 5301 

Method GENSCAN 

End 2702 

Score .76 



475. .657, 930. .1001, 1402. .1465, 1573. .2702 



45701 
96758 
1 

OJ000251_15 . 0321 ,C7 . o2 . gs 
2960 
:; ^none 



Seq. ID OJ000251__15.0321.C7 
Strand 

End 5301 

Method GENSCAN 

End 5275 

Score .45 



2960.. 3715,. 4078.. 4271, 5065.. 5275 



45701 
96758 ■ 
1 

OJ000251_15.0321.C7.ol.gp 
3577 
2310235 
3577. .3715, 4166. .4203 

5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 5301 

Method AAT/GAP 

End 4203 

Score 286 



47124 



sativa] 



Seq. No. 45701 

Gene No. 96758 

Start 1 

Name OJ000251_15 . 0321 . C7 . o2 . gp 

Start 4873 

GI uC-osflcyp085d03al 

Exons 4873.. 5301 

GI Descrip. '3413706 2.0e-48 (AC004747) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 5301 

Method AAT/GAP 

End 5301 

Score 783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45701 
96759 
12612 

OJ000251_15.0321.C7.o3.tw 

1128 

none 



45701 
96759 
12612 

OJ000251_15.0321.C7.o4 .ts 

2951 

none 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 

Method TBLASTX : Wheat 

End 1646 

Score 61 



-1128. .1199, 1297. .1479, 1566. .164 6 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 

Method TBLASTX: Soybean 

End 3241 

Score 101 



2951. .3016, .3023.. 3241, 3027.'. 3233 



Seq. No. 45701 

Gene No. 96759 

Start 12612 

Name OJ000251_15 . 0321 . C7 . o2 . tw 

Start 3013 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 

Method TBLASTX : Wheat 

End 3409 

Score 201 



3013. .3255, 3021. .3263, 3023. .3274, 3024. .3266, 3233. .3409, 
3271. .3390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45701 
96759 
12612 

OJ000251_15 . 0321 . C7 . o3 . tm 

4866 

none 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 

Method TBLASTX : Mai ze 

End 5158 

Score 150 



4866. .5138, 4874. .5131, 4902. .5138, 5032. .5148, 5032. .5148, 
5033. .5158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



45701 
96759 
12612 

OJ000251_15.0321.C7.ol . ts 

4875 

none 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 

Method TBLASTX : Soybean 

End 5288 

Score 137 



4875. .5243, 4876 .. 5001 , 4 986 .. 5060, 5032. .5205, 5208. .5288 



45701 
96759 
12612 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 



47125 



Name 

Start 

GI 

Exons 



OJ000251_15 . 0321 . C7 . ol . tw Method TBLASTX : Wheat 

6821 End 11297 

none Score 155 

6821';. 6892, 6924.. 6989, 10292 .. 10390, 10293 .. 10391, 

10394. .10417, 10517. .10588, 10521 10574, 10522 10644 , 

10573. .10683, 10591 .. 10689, 10780 1082 1, 10780 10848 , 

11012. .11086, 11015. . 11089, 11256. . 11297 



Seq. No. 45701 

Gene No. 96759 

Start 12612 

Name OJ000251_15 . 0321 . C7 . o2 . tc 

Start 8996 

GI none 
Exons 



OJ000251 15. 0321. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8996. .9142, 9042. .9143, 9045. .9149, 9556. .9630, 10003 .. 10083, 
10004. .10075, 10229. . 10390, 10230 .. 10391, 10394 104 17 , 
10521. .10574, 10522. .10644, 10573 .. 10680, 10607.. 10666 



13668 

TBLASTX: Cress 

10680 

105 



Seq. No. 45701 

Gene No. 96759 

Start 12612 

Name OJ000251_15 . 0321 . C7 . o2 . tm 

Start. 9042 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C7 
Strand 

End 13668 

Method TBLASTX : Mai ze 

End 11092 

Score 105 



9042. .9143, 9045. .9149, 9565. .9702, 10006 .. 10071 , 10007, 
10229. .10390/ 10230. .10391, 10394. .10417, 10522. .1064 4, 
10573. .10683, 10780 10821, 11015 .. 11092, 11017.. 11073 



10078, 



Seq. No. 45701 Seq. ID 

Gene No. 96759 Strand 

Start 12612 End 

Name OJ000251_15 . 0321 . C7 . o3 . ts Method 

Start 9042 End 

GI none Score 
Exons 



OJ000251_15.0321.C7 
13668 

TBLASTX : Soybean 

11089 

96 



9042. .9149, 9065. .9169, 9565. .9651, 10007 10075 , 10009. 

10229. .10390, 10230. .10391, 10356. .104 03, 10394. .10417, 

.10521. .10574, 10522. .10644, 10573 .. 10683, 10591 .. 1068 6, 
10777. .10821, 10778. .10828, 11015.. 11089 



,10071, 



Seq. No. 45701 Seq. ID OJ000251_15 . 0321 . C7 

Gene No. 96759 Strand 

Start . 12612 End 13668 

Name OJ000251_15 . 0321 . C7 . o3 . gp Method AAT/GAP 

Start 12117 End 12186 

GI LIB3477-003-P1-K1-E9 Score 93 

Exons 12117.. 12186 

GI Descrip.- 1 2498586/sp | Q40638 | MP01_ORYSA "2 . Oe-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45701 

Gene No. . 96759 

Start 12612 

Name OJ000251_15 . 0321 . C7 . ol . tc 

Start 12555 

GI none 
Exons 



Seq. ID OJ000251_15. 0321 .C7 
Strand 
End 

Method 
End 
Score 



13668 

TBLASTX: Cress 

12898 

48 



12555. .12602, 12571. .12642, 12573. .12638, 12 64 3 . . 12783 , 



47126 






1 0(T>IC 1 OTOO 19711 


1 OQAC 
. . IZoUO, 


12800. .12898, 12801.. 12893 


oeq. no. 


4 j / Ul 




Seq. ID 


OJ000251_15.0321.C7 


Gene No. 


96759 




Strand 




Start 


12612 




End 


13668 


Name 


PiTHnn^RI 1 R 0^91 P7 


. ol . tm 


Method 


TBLASTX: Maize 




1 OCTO ' " 




■ End 


12898 ' 


P T 
bl 


none 




Score 


44 


Exons 


1-9^7^ 1 OCQt: 19R77 


1 9 £9 7 


12640. .127? 


33, 12645. . 12782, 




i ocRt; 197QC; i o^cn 


. . IZoUO, 


12800. .12898, 12801.. 12893 


oeq . iNo . 


4 R7 0 1 




Seq. ID 


OJ000251_15.0321.C7 




96759 




Strand 




Start 


12612 




End 


13668 


Name 


OJ000251 15. 0321. C7. 


. o 4 . np 


Method 


AAT/NAP 


OLail 


12573 




End 


13668 


P T 


6277256 




Score 


298 


Exons 


12573. .12910, 13648. 


. .13668 






GI Descrip . 


(AB034250) geranylgeranyl pyrophosphate synthase [Scoparia 




dulcis ] 








C* rt rt- tiT rt 

beq . NO . 


45701 




Seq. ID 


OJ000251_15.0321.C7 


Gene No. 


96759 




Strand 




Start 


12612 




End 


13668 


Name 


OJ000251 15. 0321. C7. 


,6'2.ts 


Method 


TBLASTX : Soybean 




12573 




End 


12898 


P T 


none 




Score 


45 


Exons 


12573. .12653, 12574. 


, .12642, 


12613. .12759, 1264 5 .. 12782 , 




12646. .12783, 12800. 


, .12898, 


12801. .12893 


Seq. No. 


45701 




Seq. ID 


OJ000251_15.0321.C7 


Gene No. 


96759 




Strand 




OLart 


12612 




End 


13668 


Name 


OJ000251 15. 0321. C7 . 


o5 . gs. 


Method 


GENSCAN 


Of vf 

btart 


12612 




End 


13484 


PT 


none 




Score 


.95 


Exons 


12612. ,12807, 13076. 


.13132, 


13295. .13484 


oeq . no . 


45701 




Seq. ID 


OJ000251_15.0321.C7 


Gene No . 


96759 




Strand 




Start 


12612 




End 


13668 


Name 


OJ000251 15. 0321. C7. 


o5 . np 


Method 


AAT/NAP 


Start 


13295 




End 


13541 


GI 


1706260 




Score 


67 


Exons 


13295. .13541 








GI Descrip. 


CYSTEINE PROTEINASE 


1 PRECURSOR gi|211£ 


tl31|pir||S59597 cysteine 



proteinase 1 precursor - maize gi I 64 3597 | dbj | BAA0824 4 | (D45402) 
cysteine proteinase [Zea mays] 



Seq. No. 45702 

Gene No. 96760 

Start 24 

Name OJ000251_15 . 0321 . C10 . ol . tm 

Start 16 

GI none 
Exons 



Seq. ID OJ000251 15. 0321. C10 



Strand 
End 

Method 

End 

Score 



+ 

1453 

TBLASTX : Maize 

1200 

133 



16. .132, 46. .111, 48. .113, 107. .124, 108. .137-, 267. .401, 
302. .406, 353. .403, 607. .753, 613 .. 771, 615 .. 755, 1050. .1199, 



47127 



1054. .1200 



Seq. No. 45702 

Gene No. 96760 

Start 24 

Name OJ000251_15 . 0321 . CIO . ol . np 

Start 24 

GI 6678832 

Exons 24. .131, 251. .400, 618. .682, 
GI Descrip. 



Seq. ID OJ000251_15. 0321. C10 
Strand + 
End 1453 
Method AAT/NAP 
End 1453 
Score 254 
713. .758, 1065. .1227, 1308. .1453 
mini chromosome maintenance deficient 6 (S. cerevisiae) 
gi I 24 97825 | sp| P97311 |MCM6_MOUSE DNA REPLICATION LICENSING FACTOR 
MCM6 (MISS HOMOLOG) gi | 14 98166 | dbj | BAA13159 . 1 | (D86726) mMISS 
[Mus musculus] 



Seq. No. 45702 

Gene No. 96760 

Start 24 

Name OJ000251_15 . 0321 . C10 . ol . gs 

Start 55 . . 

GI none 
Exons . 



Seq. ID OJ000251_15. 0321. C10 

Strand + 

End 1453 

Method GENSCAN 

End - 1093 

Score .94 



55. .131, 251. .400, 618. .758, 1065. .1093 



Seq. No. 

Gene No. 
^ Start - 
\* Name 

Start 
fy GI 
ri Exons 



45702 Seq. ID 

96760 Strand 

24 End 
OJ000251_15 . 0321 . C10 . o2 . tm Method 

1319 End 

none Score 

1319. .1453, 1320. .1451 



OJ000251_15. 0321. C10 
+ 

1453 

TBLASTX: Maize 

1453 

221 



Seq. No. 45703 Seq. ID 

Gene No. 96761 Strand 

Start 1371 End 

Name OJ000251_15 . 0321 . Cll . ol . np Method 

Start 1371 End 

GI 6630451 Score 

Exons 1371.. 1712 

GI Descrip. (AC007190) F23N19.16 [Arabidopsis thaliana] 



OJ000251JL5. 0321. Cll 
+ 

1712 
AAT/NAP 
1712 
218 



p Seq. No. 45703 Seq. ID 

f 5 ! Gene No. 967 62 Strand 

Start 274 6 End 

Name OJ000251_15 . 0321 . CI 1 . ol . gp Method 

Start 2746 End 

GI 702309 Score 

Exons 2746.. 3234 



OJ000251_15. 0321. Cll 
+ 

3234 
AAT/GAP 
3234 
866 



..Seq. No. 45703 Seq. ID 

Gene No. 96763 Strand 

Start 3652 End 

Name OJ000251_15 . 032 1 . Cll . o2 . gp Method 

Start 3652 End 

GI 5056128 Score 

Exons 3652.. 4112 



OJ000251JL5. 0321. Cll 
+ 

4112 
AAT/GAP 
4112 
856 



Seq. No. 
Gene No. 



45703 
96764 



Seq. ID OJ000251_15. 0321. Cll 
Strand + 



■47128 





a or\A 
4! y U4 








hna 


"7 1 *7 1 

1 1 / / 


Name 


o th n n O R 1 1 c 
UJUUU^Ol ID 


. U DV 1 


. bl 1 . Ol 


4- m 

. tm 


Method 


TOT 7\ CTV • Mi ■! _ « 

i b Lao i a : Ma i z e 


G4- — i *~4- 

otart 


14 ji 








hna 


OQCO 

doDz 


H T 
bl 


none 








Score 


J14 


Exons 


1 4 D 1 . . ID /J; 


1 A A *\ 
1 4 4 D 


. . ID / O, 


d / y y . 


"5 C3 c: o 
. Jo DZ 




Seq. No. 


45703 








Seq. ID 


OJ000251_15.0321.C11 


Gene No. 


96764 








Strand 


+ 


otart 


4 y U4 








bno 


l 1 / / 


Name 


UJUUUZD1 ID 


. U jZ 1 


. bl 1 . Ol 


. z s 


Method 


i oiiAo i a : boyoean 


04 1 v+- 


i a i a 










1 b / d 


bl 


none 








Score 


Z4 b 


Exons 


14 jo. . i Dby , 


14 j / 


. . 1 b / J 








Seq. No. 


45703 








Seq. ID 


OJ000251_15.0321.C11 


Gene No. 


96764 








Strand 


+ 


Of 2 rf 


4 y U 4 








End 


7177 


Name 


UJUUU^Dl ID 


. Uj^I . 


. bl 1 . OZ , 


■ gs 


Method 


GENSCAN 


otart 


A Qf\ A 

4 y U4 








End 


7177 


bl 


none 








Score 


.87 


Exons 


4 yU4 . . DU4 y / 


D4 /<£ , 


c; r o £ 
, . DDz b, 


D bDo . 


.5924, 6775. .6997, 7082. .7177 


Seq. No. 


a c n n o 
4 D / U J 








Seq. ID 


OJ000251_15.0321.C11 


Gene No. 


96764 








Strand 


+ 


Start 


4904 








End 


7177 


Name 


UJUUUZO 1 ID 


. U oz 1 . 


. bl 1 . Oz . 


4- m 

. tm 


Method 


TBLASTX: Maize 


btart: 


b / 4 D 








End 


7009 


bl 


none 








Score 


126 


Exons 


b / 4 D . . DO b4 , 


b / DD . 


, . bo bD , 


b / dj . 


.6879, 6780. .6884, 6910. .7008, 




by i i . . / uuy 












beq. no. 


A C H (~\ A 

4D /U4 








Seq. ID 


OJ000251_15. 0321.C12 




"D / DO 








Strand 


+ 


Start 


1 








End 


2476 


Name 


OJ000251 15. 


.0321. 


.C12.ol. 


,np 


Method 


AAT/NAP 


Start 


1 








End 


2475 


GI 


417497 








Score 


397 


Exons 


1..138, 884. 


..1000, 132TD-. 


, . 1442 


, 1527..: 


L594, 1732. .1867, 




197 8. .2 14 3f 


2228. 


, .2475 









GI Descrip. MITOCHONDRIAL INTERMEDIATE PEPTIDASE PRECURSOR (MIP) 

gi I 423909|pir | IA46273 mitochondrial intermediate peptidase (EC 
3.4.24.-) - rat gi | 206272 | gb | AAA41899 . 1 | (M96633) intermediate 
peptidase precursor [Rattus norvegicus] 



Seq. No. 45704 
Gene No. 96765 
Start 1 

Name OJ000251_15 . 0321 . C12 . ol . tm 

Start 1357 
GI none 

Exons 1357. .1461, 1365. .1448, 1366. 

1527. .1598, 1530. .1598, 1733. 
1975. .2145, 1977. .2159, 1977. 
2227.. 2475, 2228.. 2476" 



Seq. ID OJ000251_15.0321.C12 

Strand + 

End 2476 

Method TBLASTX : Mai ze 

End 2476 

Score 131 

.1455, 1525. .1596, 1526. .1597, 
.1897, 1735. .1857, 1736. .1879, 
.2144, 2223.-2474, 2224. .2472, 



Seq. No. 
Gene No. 



45705 
96766 



Seq. ID OJ000251_15.0321.C13 
Strand + 



47129 



Start 1851 End 4939 

Name OJ000251_15 . 0321 . C13 . o3 . np Method AAT/NAP 

Start 1851 End 4939 

GI 5922620 Score 305 

Exons 1851. .1987, 2391. .2415, 3207. .3240, 3273. .3673, 4812. .4939 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


45705 




Seq. ID 


OJ000251JL5 


.0321. C13 




Gene No. 


96767 




Strand 










i 

X 




End 


6694 






Name 


riTnnn^m ir m9i pi ^ 


gp 


Method 


AAT/GAP 








1 
X 




End 


211 






PT 


COA A 1 R 1 OR A 
DU4 4 1 , Kluol 




Score 


396 








1 91~1 












\j± UcSCiip. 


4 jjOy^Z / eiUD | LnD J Jul j * X 


4 


0e-14 (AL049481) putative protein 






[Arabidopsis thaliana] 1 












Seq. No. 


45705 




Seq. ID 


OJ000251_15 


.0321. C13 




Gene No. 


96767 




Strand 






f » 


ulalL 


1 




End 


6694 






Name 


OJ000251 15.0321.C13.ol. 


np 


Method 


AAT/NAP 




fS 




1 




End 


158 6 






PT 
oX 


6539570 




Score 


169 




: sr 




1..55, 1140. .1206, 1383. 


.1586 








PT r^QOy^VT 

bl UtrfaOXXky. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




i.L? 


O ^ • IN C • 


45705 




Seq. ID 


OJ000251_15 


.0321. C13 






96767 




Strand 






i y 


Start 


1 




End 


6694 






Name 


OJ000251 15.0321.C13.ol. 


gs 


Method 


GENSCAN 




Q 


OLal L 


51 




End 


6694 






P T 
LjX 


none 




Score 


. 61 






U 1 v /"\ r^i c 


51. .190, 1343. .1521, 1910.'. 


2116, 3011. 


.3159, 3184. 


.3287, 






3351. .3460, 3541. .3739, 


434 6. .438 6, 47 64. .488 6, 62 66. .64 78, 


fit 




6510. . 6694 












Seq. No. 


45705 




Seq. ID 


OJ000251_15 


.0321. C13 




Gene No. 


96767 




Strand 








Start' 


1 




End 


6694 






Name 


OJ000251 15.0321.C13.o2. 


np 


Method 


AAT/NAP 






Start 


1713 




End 


3057 






GI 


6630699 




Score 


77 






Exons 


1713. .1796, 3022. .3057 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi | 6721536 | dbj IBAA89566. 


11 


(AP001073) hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


45705 




Seq. ID 


OJ000251_15 


.0321. C13 




Gene No. 


96768 




Strand 








Start 


7 930 




End 


8933 






Name 


OJ000251 15.0321.C13.o2. 


gs 


Method 


GENSCAN 






Start 


7930 




End 


8933 






GI 


none 




Score 


.83 





47130 



Exons 7930.. 8057, 8626.. 8838, 8840.. 8933 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



45705 
96769 
9964 

OJ000251_ 

9733 

none 



15.0321.C13.o2.gp 



Seq. ID OJ000251_15.0321.C13 
Strand 

End 13556 

Method AAT/GAP 

End 11880 

Score 868 



9733. .10044, 1014 6 .. 10187 , 11627 .. 11682, 11796. .11880 



Seq. No. 45705- 

Gene No. 96769 

Start 9964 

Name OJ000251_15 . 0321 . C13 . o3 . gs 

Start 9964 

GI none 

Exons 9964.. 10044, 10146. . 10187, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_15.0321.C13 

13556 
GENSCAN 
13556 
.53 



11553. . 11682, 11796. . 11935, 



12522. . 13124,. 1314 8 ... 13270, 13317.. 13556 



Seq. No. 45705 

Gene No. 96770 

Start 14452 

Name OJ000251_15 . 0321 . C13 . ol . tm 

Start 9778 . 

GI none 

Exons 97J8..98 67, 97 81 



OJ000251 15.0321.C13 



9956. . 
10019. 
11628. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9868, 9876. .9905, 9908. .10003, 
10015, 9959.. 10015, 10011 .. 10055, 10017 .. 10043, 
.10045, 1014 6. .10187, 10147 10188 , 11628 . . 11684 , 
.11684, 11795.. 11812 



17116 

TBLASTX: Maize 

11812 

99 



9855, 9782. 



^ Seq. No. 

;1 Gene No. 

y Start 
Name 

3 Start 

4 GI 

.x Exons 



45705 Seq. ID 

96770 Strand 

14452 End 

OJ000251_15.0321.C13.o4 . gs Method 

14452 End 

none Score 
14452. .16077, -16394. .16538 ' 



OJ000251_15.0321.C13 

17116 
GENSCAN 
16538 
1 



* Seq. No. 


45705 


Seq. ID 


OJ000251_ 


15.0321.C13 


^ Gene No. 


96770 


Strand 






1 Start 


14452 


End 


17116 




Name 


OJ000251 15.0321.C13.o4.np 


. Method 


AAT/NAP 




Start 


14455 


End 


17116 




GI 


6453858 


Score 


188 




Exons 


14455. .14505, 14969. .15354, 


15634 . . 15831, 16167. 


. 16310, 




16394. .16538, 16929. .17116 








GI Descrip. 


(AC011717) unknown protein 


[Arabidopsis thaliana 


] 


Seq. No. 


45706 


Seq. ID 


OJ000251_ 


15.0321.C14 


Gene No. 


96771 


Strand 


+ 




Start 


4380 


End 


5977 




Name 


OJ000251 15.0321.C14 .ol.np 


Method 


AAT/NAP 




Start 


4380 . 


End 


5977 




GI 


6010031 


Score 


460 




Exons 


4380. .4476, 4557. .4740, 4913. .4961, 5094. .5167, 


5277. .5393, 



5903. .5977 

GI Descrip. (AJ249865) GTP binding protein [Cichorium intybus X Cichorium 



47131 



endivia subsp. endivia] 

Seq. No. 45706 

Gene No. 96772 

Start 11373 

Name OJ000251_15 . 032 1 . C14 . ol . gp 

Start 11373 

GI uC-osroM202012a07al 

Exons 11373.. 11581 

GI Descrip. ' 224 4 792/emb | CAB10215 . 1 | 9. 

[Arabidopsis thaliana] 1 



Seq. ID OJ000251_15.0321.C14 

Strand + 

End 11581 

Method AAT/GAP 

End 11581 

Score 398 

0e-17 (Z97336) ankyrin like protein 



Seq. No. 45706 

Gene No. 96773 

Start 9942 

Name- OJ000251_15 . 0321 . C14 .o2.tm 

Start 4414 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C14 
Strand 
End 

Method 
End 
Score 



12555 

TBLASTX: Maize 

5375 

85 



4414. .4494, 4415. .4492, 4555. .4728, 4572. .4730, 4916. .4963, 
5092. .5157, 5274. .5375, 5276. .5365 



Seq. No. 45706 

Gene No. 96773 

Start 9942 

Name OJ000251_15 . 0321 . C14 . o2 . ts 

Start 4414 

GI none 

Exons 4414. .4494, 4415. .4492, 4558, 
5274. .5375, 5276.-5374 



OJ000251_15.0321.C14 
12555 

TBLASTX: Soybean 

5375 

88 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4728, 4572. .4775, 4913. .4963, 



Seq. No. 45706 

Gene No. 96773 

Start 9942 

Name OJ000251_15 . 032 1 . C14 . o2 . tc 

Start 4415 

GI none 

Exons 4415.. 4492, 4555.. 4728, 4557-; 

4927. .4968, 5092. .5157, 5093. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 15.0321.C14 



12555 

TBLASTX: Cress 
5375 
78 

4736, 4798. .4842, 4910. .4969, 
5167, 5265.. 5375, 5276.. 5365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45706 Seq. ID 

96773 Strand 

9942 * End 

OJ000251_15 . 0321 . C14 . o2 . np Method 

9942 End 

3785977 Score 



OJ000251_15.0321.C14 

12555 
AAT/NAP 
12555 
264 



9942. .9991, 11576 .. 11927 , 12426. .12555 

(AC005560) similar to axi 1 protein from Nicotiana tabacum 
[Arabidopsis thaliana] 



Seq. No. 45706 Seq. ID 

Gene No. 96773 Strand 

Start 9942 End 

Name OJ000251_15 . 0321 . C14 . ol . tm Method 

Start 11526 End 

GI none Score 

Exons 11526. . 11927, 11526 11927, 11527 .. 11928 , 12390 

12425. .12553, 12429. .12554 



OJ000251 15.0321.C14 



12555 

TBLASTX: Maize 
12554 
408 

12554, 



47132 




Seq, No. 


45706 




Seq. ID 


OJ000251_15.0321 


.C14 


Gene No. 


96773 




Strand 






CM i v.f 

btart 


yy4z - 




End 


12555 




Name 


UJUUUzOl 10.Uozl.C14. 


ol . ts 


Method 


TBLASTX: Soybean 




btart 


llo4 / 




End 


11910 






none 




Score 


106 .*v 




Exons 


IIRyl'7 1 IT/11 1 1 CCC 

110 4 / . .11/41, 1 10 b0 . . 


I 1 tc/: 

II / Ob, 


11569. .11754, 11752. .11892, 






II/OO..II0/0, 11 / ol) . . 


1 iyuy , 


11760. .11909, 11761. .11910 




Seq. No. 


45706 




Seq. ID 


OJ000251_15.0321 


.C14 


Gene No. 


96773 




Strand 






ot art 


Q Q A 0 
zf y 4 Z 




End 


12555 




Name 


UJUUUzOl lO.Uozl.L14. 


Ol . tc 


Method 


TBLASTX: Cress 




otart 


1 1 etc 

1 lo bo 




End 


11817 






none 




Score 


77 




Exons 


1 1 c^c 1 nc/r 1 1 cct 

llobo. . 11 / JO, 110b/.. 


1 1 /-QQ 

iiboy , 


11567. .11758, 11569. .11757, 






11 /0l . . llolO, 11/bl.. 


1 1 on 

1 lo 1 / 








Seq. No. 


45706 




Seq. ID 


OJ000251JL5.0321 


.C14 


Gene No . 


yb / / J 




Strand 






Start 


y y 4 z 




End 


12555 




Name 


OJUUUzol lo.uozl.C14. 


oz . gs 


Method 


GEN SCAN 




btart 


t t c; £ c 

llobo 




End 


12440 






none 




Score 


.98 




Exons 


1 1 CCC 1 1 QOT 1 O/OC 

llobo .. liyz /, lz4zb.. 


T O A A A 

lz4 4 U 








Seq. No. 


45706 




Seq. ID 


OJ000251_15.0321 


.C14 


Gene No . 


y d / / 0 




Strand 






o tart: 


Q Q A O 

y y 4 z 




End 


12555 




Name 


UJUUUzOl 10.Uozl.C14. 


o2.gp 


Method 


AAT/GAP 




Of -ivf 

o tart 


I 1 TQQ 

II I OO 




End 


11928 






oiubbyy 




Score 


193 




Exons 


1 1 TOO 1 1 OOO 

11 / 0 0 . . liyzo 










oeq. in o . 


4 0 / U / 




Seq. ID 


OJ000251_15.0321 


. LID 


bene ino . 


96774 




Strand 






o tart 


1 ' 




End 


' 2729 




Name 


OJ000251 15.0321.C15. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1515 




C T 


7459610 




Score 


295 




Exons 


1..130, 334. .450, 990 


. . 1118 


, 1243.. 1331, 1419. .1515 




GI Descrip. 


hypothetical protein 


F22K18 


.270 - Arabidopsis thaliana 






gi | 4220537 | emb | CAA23010 . 1 | 


(AL035356) 


PsRT17-l like protein 




[Arabidopsis thaliana 


] gi 172693031 emb ICAB79363.il (AL161561 




PsRT17-l like protein 


[Arabidopsis thaliana] 




Seq. No. 


45707 




Seq.- ID 


OJ000251_15.0321 


.C15 


Gene No. 


96774 




Strand 






Start 


1 




End 


2729 




Name 


OJ000251 15.0321.C15. 


ol . gs 


Method 


GENSCAN 




Start 


131 




End 


2729 




GI 


none 




Score 


. 93 




Exons 


131. .197, 334. .450, 999. .1118, 1243. .1331, 2236.-2286, 






2388. .2729 










Seq. No. 


45707 




Seq. ID 


OJ000251_15.0321 


.CIS 



47133 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



96775 Strand 

3329 End 

OJ000251_15 . 0321 . C15 . o3 . tm Method 

1 End 

none Score 



7488 

TBLASTX: Maize 

414 

173 



1..129, 8. .133, 10. .129, 331. .414, 333. .413 



Seq. No. 45707 

Gene No. 96775 

Start 3329 

Name OJ000251_15 . 0321 . C15 . o4 . tm 

Start 414 

GI none 
Exons 



Seq. ID OJ000251 15.0321.C15 



Strand 
End 

Method 

End 

Score 



7488 

TBLASTX: Maize 

1307 

111 



414. .452, 990. .1109, 991. .1116, 998. .1117, 1248. .1304, 
1248. .1307, 1249. .1305 



Seq. No. 45707 
Gene No. 96775 
Start 3329 

Name OJ000251JL5 . 0321 . C15 . o2 . ts 

Start 1007 
GI none 

Exons 1007.. 1117, 1008.. 1061, 1021. 

1242. .1337, 1411. .1503, 1416. 
2219.. 2284, 2230.. 2286 v.V- 



Seq. ID OJ000251_15.0321.C15 
Strand 

End 7488 

Method TBLASTX : Soybean 

End 2286 

Score 68 

.1119, 1230. .1331, 1240. .1332, 
.1496, 2058. .2132, 2062. .2136, 



Seq. No. 45707 

Gene No. 96775 

Start 3329 

Name OJ000251_15 . 0321 . C15 . o5 . tm 

Start 1431 

GI none 

Exons 1431.. 1499, 1432.. 1497, 
2234. .2284, 2236. .2286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_15.0321.C15 
7488 

TBLASTX: Maize 

2286 

95 



2043. .2135, 2044. .2121, 2233. .2286, 



Seq. No. 45707 

Gene No. 96775 

Start 3329 

Name OJ000251_15 . 0321 . C15 . o2 . gs 

Start 3329 

GI none 

Exons 3329..347S, 4057 
7046.. 7228, 7358 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4252, 5080.. 5300, 5401 
7435 



OJ000251 15.0321.C15 



7488 
GENSCAN 
7435 
.76 

5513, 6362.. 6956, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45707 Seq. ID 

96775 Strand 
332 9 End 
OJ000251_15 . 0321 . C15 . o2 . np Method 
3928 . End 

7488052 ' Score 
3928. .4252, 5080. .5300, 5401. .5513, 
7358. .7488 

probable ankyrin - Arabidopsis thaliana 

gi 12244792 | emb | CAB10215.il (Z97336) ankyrin like protein 
[Arabidopsis thaliana] gi 1 7268141 1 emb | CAB78478 . 1 | '"(AL161538 ) 
ankyrin like protein [Arabidopsis thaliana] 



OJ000251 15.0321.C15 



7488 
AAT/NAP 
7488 
1747 
6362. . 6962, 



7016. .7228, 



47134 



Seq. No. 


45707 








Seq. ID 


OJ000251 


_15. 0321. CIS 


Gene No. 


96775 








Strand 






Start 


3329 








• End 


7488 




Name 


OJ000251 15. 


0321. 


C15.ol 


. tm 


-. Method 


TBLASTX: 


Maize 


Start 


3961 








End 


7151 




GI 


none 








Score 


100 




Exons 


3961 . . 3996, 


4043 . 


. 4252, 


4045 . 


.4251, 4046. .4252, 


5064 . . 5300, 




5074 . . 5232, 


5079 . 


. 5297 , 


5396. 


-.5506, 5401.. 5511,. 


6203. . 6262, 




6363. . 6965, 


6373 . 


. 6957, 


6819. 


.6914, 7043. .7150, 


7050 . . 7151, 




7062 . .7151 














Seq. No. 


45707 








Seq. ID 


OJ000251 


_15 . 0321 . CIS 


Gene No. 


96775 








Strand 






Start 


3329 








End 


7488 




Name 


OJ000251 15. 


0321. 


CIS.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3961 








End 


7486 




GI 


none 








Score 


90 




Exons 


3961 . ..4029, 


4043,. 


. 4252, 


4045 . 


.4251, 4134. .-4253, 


4134 . .4262, 




5064 . . 5300, 


5067 . 


. 5294, 


5068 . 


.5301, 5068. .5301, 


5404 . . 5508, 




5432 . . 5506, 


6363. 


. 6965, 


6364 . 


.6897, 6869. .6937, 


7043. .7231, 




7062 . . 7229, 


7064 . 


. 7231, 


7355 . 


.7486, 7365. .7430 




Seq. No. 


45707 








Seq. ID 


OJ000251 


_15.0321.C15 


Gene No. 


96775 








Strand 






Start 


3329 








End 


7488 




Name 


OJ000251_15 . 


0321. 


C15 . o3 


. tc 


Method 


TBLASTX: 


Cress • 


Start 


3965 








End 


5117 




GI 


none 








Score 


126 




Exons 


3965 . . 4252 , 


3967 . 


. 4251 , 


4138. 


.4299, 5067. .5117 




Seq. No. 


45707 








Seq. ID 


OJ000251 


_15 . 0321 .CIS 


Gene No. 


96775 








Strand 






Start 


3329 








End 


7488 




Name 


OJ000251 15. 


0321 . 


CIS.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5118 








End 


6749 




GI 


none 








Score 


78 v 




Exons 


5118 . . 5183, 


5235 . 


. 5300, 


5392 . 


.5508, 5396.. 5512, 


6347 . . 6646, 




6363 . . 6749, 


6369. 


. 6746, 


6376. 


.6747, 6527. .6748 




Seq. No. 


45707 








Seq. ID 


OJ000251 


_15. 0321. CIS 


Gene No. 


96775 








Strand 






Start 


3329 








End 


7488 




Name 


OJ000251_15. 


0321. 


CIS.ol 


• gp 


Method 


AAT/GAP 




Start 


5205 








End 


6493 




GI 


2311559 








Score 


571 




Exons 


5205 . . 5300, 


5401. 


.5513, 


6362 . 


. 6493 






GI Descrip. 


2244792/emb | 


CAB10215.il- 


9. Oe- 


17 (Z97336) .ankyrin like protein 




[Arabidopsis 


thaliana] 










Seq. No. 


45707 








Seq. ID 


OJ000251 


_15.0321.C15 


Gene No. 


96775 








Strand 






Start 


3329 








End 


7488 




Name 


OJ000251 15. 


0321. 


CIS.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6468 








End 


6842 




GI 


none 








Score 


194 




Exons 


6468. .6839, 


6468. 


.6842, 


6469. 


.6840 







47135 



Seq. No. 45707 

Gene No. 96775 

Start 3329 

Name OJ000251_15 . 0321 . C15 . o2 . tc 

Start 6769 

GI none 

Exons 6769.. 6897, 6771.. 6923, 6774, 
7061. .7231 



Seq. ID OJ000251_15.0321.C15 

Strand ■ - 

End 7488 

Method TBLASTX : Cress 

End 7231 

Score 110 

.6905, 7031. .7222, 7054. .7176, 



Seq. No. 45707 

Gene No. 96775 

Start 3329 

Name OJ000251_15 . 0321 . C15 . o2 . tm 

Start 7173 
GI * none 
Exons 



Seq. ID OJ000251_15.0321.C15 
Strand 

End 7488 

Method TBLASTX: Maize 

End 74 86 

Score 82 



7173. .7229, 7175. .7231, 7355. .7486, 7356. .7430 



Seq.- No. 45707 
Gene No. . 96775 

Start 3329 

Name OJ000251_15 . 0321 . C15 . o4 . tc 

Start 7349 

GI none 

Exons 7349.. 7486, 7362.. 7430 



Seq. ID OJ000251_15.0321.C15 
Strand 

End 7488 

Method TBLASTX : Cress 

End 7486 

Score 72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. "No. 
Gene No. 
Start 



45708 
96776 
1358 

OJ000251_15.0321.C16.ol.gs 

1358 

none 

1358. .1382, 1465. .1700 



Seq. ID OJ000251_15.0321.C16 

Strand + 

End 1700 

Method GENSCAN 

End 1700 

Score .7 



Seq. ID OJ000251_15.0321.C17 
Strand + 

1315 
AAT/GAP 
673 
680 



45709 
96777 
1 

OJ000251_15.0321.C17.ol.gp 
1 

LIB3431-028-P1-K1-F6 
1..256, 397. .459, 625. .673 

'2673920 5.0e-21 (AC002561) similar to Drosophila couch potato 
protein [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



45709 
96777 
1 

OJ000251_15.0321.C17.ol.np 
31 

7488315 



Seq. ID OJ000251_15.0321.C17 

Strand + 

End 1315 

Method AAT/NAP 

End 1315 

Score 272 • 



31. .254, 398. .459, 625. .709, 1208. .1315 

RNA-binding protein homolog T24P15.15 - Arabidopsis thaliana 
gi 12673920 | gb | AAB88 654 . 1| (AC002561) putative RNA-binding 
protein [Arabidopsis thaliana] 



45709 
96778 
4029 



Seq. ID OJ000251_15.0321.C17 
Strand 

End 4429 



47136 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_15.0321.C17.ol.tm Method TBLASTX : Mai ze 
98 End 3057 

none Score 206 

98. .250, 134. .235, 145. .237, 390. .458, 395. .457, 396.-464, 
624. .704, 625. .708, 626. .712, 805. .873, 807. .872, 1198. .1275, 
1198.. 1275, 1199.. 1276, 1200.. 1280, 2798.. 2905, 2798.. 2905, 
2800. .2910, 2800. .2907, 2983. .3057, 2984. .3055, 2986. .3057 



45709 Seq. ID 

96778 Strand 

4029 End 
OJ000251_15.0321.C17.o2.gp Method 

4029 End 

none Score 
4029. .4429 



OJ000251_15.0321.C17 

4429 
AAT/GAP 
4429 
794 



Seq. No. 45710 Seq. ID 

Gene No. 96779 Strand 

Start ,. r 3120 End. 

Name " OJ000251_15 . 0321 . C18 . o2 . gp Method 

Start 2948 End 

GI none Score 

Exons 2948.. 3587 



OJ000251_15.. 0321 . C18 
+ 

4203 
AAT/GAP 
3587 
1268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45710 

96779 ' < ' 
3120 

OJ000251_15.0321.C18 .ol.np 

3111 

6523033 



Seq. ID OJ000251_15. 0321. CU 

Strand + 

End 4203 

Method AAT/NAP 

End 4203 

Score 538 



3111. .3180, 3217. .3856, 3927. .4203 

(AL132976) putative protein [Arabidopsis thaliana] 



45710 Seq. ID 

96779 Strand 

3120 End 
OJ000251_15 . 0321 . C18 . o2 . gs Method 

3120 End 

none Score 
3120. .3856, 3927. .4200 



OJ000251_15.0321.C18 
+ 

4203 
GENSCAN 
4200 
. 44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene, No . 
Start 
Name 
Start 



45710 Seq. ID OJ000251_15 . 032 1 . C18 

96780 Strand + 

12495 End 17146 

OJ000251_15. 0321.C18.o6.gp Method AAT/GAP 

12412 End 12944 

uC-osroM202032h05bl Score 582 

12412. .12579, 127 10 .. 12789, 12878. .12944 

'5732069/gb|AAD48968. 1 1 AF147263JL0 4.0e-28 (AF147263) contains 
similarity to Pfam family PF00036 - EF hand; score=11.7, 
E^0.66,N=1 [Arabidopsis thaliana] 1 



45710 

96780 

12495 

OJ000251 

12495 



15.0321.C18.o3.np 



Seq. ID OJ000251_15.0321.C18 

Strand + 

End 17146 

Method AAT/NAP 

End 16520 



47137 



GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5732069 
12495. .12579, 
13470. .13528, 
15244. .15372, 
16353.. 16520 

(AF147263) contains similarity to Pfam family PF00036 
score=11.7, E=0.66,N=1 [Arabidopsis thaliana] 



Score 1404 
12710. . 12789, 12878. . 12927, 13043. 
14024. .14162, 14290. . 14392, 14484. 
15446. .15710, 15788. . 15869, 16146. 



13245, 
14533, 
16272, 



EF hand; 



45710 
96780 
12495 

OJ000251_JL5.0321.C18.o4.gs 

12495 

none 

12495. .12579, 12710 .. 12789, 
14021. .14134, 15244. .15372, 
16146. .16272, 16353 .. 164 96, 



Seq. ID OJ000251_15.0321.C18 

Strand + 

End 17146 

Method GENSCAN 

End 17146 

Score .92 
12878. . 12999, 13336 .. 13378 , 
15446. .15697, 15790 .. 15869, 
16955. . 17146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45710 
96780 
12495 

OJ000251_15.0321.C18.o7.gp 

15638 

1036953 

15638. .15697, 15790 .. 15869, 



Seq. ID OJ000251_15.0321.C18 
Strand + 
End 17146 
Method AAT/GAP 
End 16470 
Score 569 
16146. .16272, 16353. .16470 
5732069/gb|AAD48968.1|AF147263_10 4.0e-28 (AF147263) contains 
similarity to Pfam family PF00036 - EF hand; score=11.7, 
E^0.66,N=1 [Arabidopsis thaliana] 



45710 
96781 
4385 

OJ000251_15.0321.C18.o3.gs 
4385 



OJ000251 15.0321.C18 



none 
4385. 
6787. 
8523. 



Seq. ID 
Strand 

End 10446 
Method GENSCAN 
End 10336 
Score .87 

5310, 6411. .6485, 6564. .6652, 
6922, 7665. .7763, 7841. .7960, 8076. .8192, 8282. .8417, 
8692, 8852. .9055, 9140. .9265, 9949. .10152, 10322. .10336 



.4716, 4757. .4897, 5142. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 15.0321.C18 



10446 
AAT/GAP 
7737 
1337 



Seq. No. 45710 
Gene No. 96781 
Start 4385 

Name OJ000251JL5 . 0321 . C18 . o3 . gp 

Start 5520 
GI 12908_1.R1084 
Exons 5520.. 5862, 6411. 

7665.. 7737 

GI Descrip.' 1 5453607/ref | NP_006420 . 1 1 pNIP7-l | 4.0e-49 chaperonin containing 
TCP1, subunit 7 (eta); CCT-eta >gi_304 1738_sp_Q99832_TCPH_HUMAN 
T-COMPLEX PROTEIN 1, ETA SUBUNIT (TCP-1-ETA) (CCT-ETA) (HIV-1 
NEF INTERACTING PROTEIN) >gi_2559010 (AF026292) chaperonin 
containing t-complex polypeptide 1, eta subunit; CCT-eta [Homo 
sapiens] 1 



,6485, 6564. .6652, 6787. .6868, 7493. .7582, 



Seq. No. 
Gene No. 
Start 



45710 
96781 
4385 



Seq. ID 

Strand 

End 



OJ000251 15.0321.C18 



10446 



47138 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000251_15 . 0321 . C18 . o2 . np Method AAT/NAP 
5782 End 10223 

6671939 Score 2115 

5782. .5862, 6411. .6485, 6564. .6658, 6787. .6868, 7493. 
7665. .7763, 7841. .7960, 8076. .8192, 8282. .8417, 8523. 
8852.. 9055, 9140.. 9265, 9949.. 10223 

(AC016795) putative T-complex protein 1, ETA subunit 
[Arabidopsis thaliana] 



,7582, 
,8692, 



Seq. No. 45710 

Gene No. 96781 

Start . 4385 

Name OJ000251_15 . 0321 . C18 . o4 . gp 

Start 7884 

GI uC-osflcyp018g08bl 

Exons 7884.. 7960, 8076.. 8162, 
GI Descrip. 



OJ000251 15.0321.C18 



Seq. ID _ 
Strand 

End 10446 
Method AAT/GAP 
End 8527 
Score 272 
8513. .8527 

, 5091607/gb|AAD39596.1|AC007858_10 1.0e-17 (AC007858) Contains 
similarity to gb_CAB16841 trichohyalin like protein from 
Arabidopsis thaliana. [Oryza sativa] ' 



Seq. No. 45710 

Gene No. 96781 

Start 4385 

Name OJ000251_15 . 0321 . C18 . o5 . gp 

Start 8905 

GI 62124JL.R1084 

Exons 8905.. 9055, 9140.. 9265, 
GI Descrip. * 3649758/emb | CAB11107 . 1 | 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 15.0321.C18 



10446 
AAT/GAP 
10446 
1161 

994 9. . 10208, 10322. .104 4 6 
6.0e-37 (Z98547) predicted using 



hexExon; MAL3P3.6 (PFC0350c) , T-complex protein eta subunit, 
len: 540 aa; Similarity to T-complex proteins, eta subunit. 



H. sapiens T-complex protein, 
Score: 1549, sum 1 



eta subunit (SW:TCPH HUMAN) BLAST 



Seq. No. 45.710 Seq. ID 

Gene No. 96782 Strand 

Start 17010 End 

Name OJ000251_15 . 0321 . C18 . 08 . gp Method 

Start 17010 End 

GI none Score 

Exons 17010. . 17551 



OJ000251_15.0321.C18 

17551 
AAT/GAP 

17551 " : * 
1014 



Seq. No. 45710 

Gene No. 96783 

Start 18035 

Name OJ000251_15 . 0321 .C18 . o2 . ts 

Start 3524 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C18 
Strand 
End 

Method 
End 
Score 



18297 

TBLASTX: Soybean 

12345 

383 



3524;. 3652, 3525. .3857, .3749. .3865, 3940.. 4101, 3942. .3983, 
12271. .12345 



Seq. No. 45710 

Gene No. 96783 

Start 18035 

Name OJ000251_15 . 0321 . C18 . o3 . tc 

Start 3524 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C18 
Strand 
End 

Method 
End 
Score 



18297 

TBLASTX: Cress 

4050 

179 



3524. .3613, 3525. .3698, 3741. .3857, 3928. .4005, 4003. .4050 



47139 



Seq. No. 45710 Seq. ID 

Gene No. 96783 Strand 

Start 18035 End 

Name OJ000251_15 . 032 1 . C18 . o4 . tm Method 

Start 3612 End 

GI none Score 

Exons 3612.. 3806 



OJ000251_15.0321.C18 

18297 

TBLASTX: Maize 

3806 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45710 Seq. ID 

96783 Strand 
18035 End 

OJ000251_15.0321.C18.o3.tm • Method 
3809 End 
none Score 



OJ000251_15.0321.C18 
18297 

TBLASTX: Maize 

4172 

84 



3809. .3859, 3810. .3857, 3927. .4172, 3928.. 4167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45710 

96783 

18035 

OJ0002 

5765 

none 

5765. . 

6559. 

6785. 

7648. 

7845. 

8283. 

8849. 

9140. 

10159 



51 15.0321.C18.ol.tm 



5836, 6397. 

6654, 6561. 

6874, 6786. 

7764, 7651. 

7961, 8070. 

8420, 8284. 

9061, 8850. 

9268, 9147. 
.10209, 101 



.6486, 6405, 

.6650, 6610. 

.6875, 7482. 

.7764, 7662. 

.8195, 8074. 

.8421, 8517. 

.9056, 8851. 

.9266, 9946. 
61. . 10214 



Seq. ID OJ000251__15.0321.C18 
Strand 
End 

Method 
End 
Score 

.6488, 6411 
.6651, 6611 
.7583, 7484 
.7778, 7662 
.8208, 8282 
.8693, 8574 



18297 

TBLASTX: Maize 

10214 

101 

6488, 6415.. 6489, 

6667, 6769.. 6870, 

7582, 7493.. 7585, 

7766, 7835. 

8419, 8282. 

8693, 8844. 



.9057, 9038. .9112, 9138. 



,7960, 
,8419, 
,9056, 
.9257, 



,10164, 9947. .10153, 10156 .. 10209, 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



45710 
96783 
18035 

OJ000251_15, 

6397 

none 

6397. .6486, 
6561. .6650, 
7485. .7583, 
7842. .7967, 
8074. .8199, 
8523. .8693, 
8870. .8932, 



0321.C18.ol.ts 



6405. .6488, 6411. 

6791.. 6874, 6792. 

7662.. 7766, 7666. 

7843. .7968, 7852. 

8282. .8419, 8283. 

8584. .8697, 8585. 

8918. .8968, 8934. 



Seq. ID OJ000251_15.0321.C18 
Strand 

End 18297 

Method TBLASTX : Soybean 

End 9053 

Score 100 

.6488, 6412. .6489, 6559. .6654, 
.6875, 6792. .6878, 7484. .7582, 
.7767, 7672. .7767, 7835. .7966, 
.7971, 8070. .8195,' 8074. .8208, 
.8420, 8521. .8550, 8521. .8652, 
.8698, 8585. .8692, 8849. .8932, 
.8993, 9000. .9053 



Seq. No. 45710 

Gene No'. 96783 

Start 18035 

Name OJ000251_15 . 0321 . C18 . o4 . tc 

Start 6411 

GI none 

Exons 6411.. 6488, 6412.. 6489, 6559. 
6791. .6823 



OJ000251_15.0321.C18 
18297 

TBLASTX: Cress 

6823 

105 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6657, 6561.. 6650, 6610.. 6654, 



Seq. No. 



45710 



Seq. ID OJ000251 15.0321.C18 



47140 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



96783 Strand 

18035 End 

OJ000251_15 .0321. C18 . ol . tc Method 

6824 End 

none Score 



18297 

TBLASTX: Cress 

8421 

65 



6824. .6868, 6824. .6874, 7482. .7583, 7484. .7582, 7514. .7585, 

7693.. 7767, 7698.. 7778, 7698.. 7766, 7835 . .78 67; 7859.. 7966, 

7860, .7967, 8070. .8195, 8074. .8190, 8152. .-8199, 8280. .8390, 

8282.. 8419, 8286.. 8420, 8293.. 8421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45710 
96783 
18035 

OJ000251_15 . 0321 . C18 . o2 . tc 

8912 

none 



Seq. ID OJ000251_15.0321.C18 
Strand 
End 

Method 
End 
Score 



18297 

TBLASTX: Cress 

10214 

85 



8912. .9055, 8931. .9053, 9140. . 9268, 9153. .9266, 9946. .10164, 
9947. .10156, 10161. .10214, 10162. .10209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45710 
96783 
18035 

OJ000251_15.0321.C18.o4.ts 

9135 

none. 



Seq. ID OJ000251_15.0321.C18 
Strand 
End 

Method 
End 
Score 



18297 

TBLASTX: Soybean 

10209 

121 



9135.-. 9266, 9149. .9268, 9946.. 10164, 9947..10156-, 10161 .. 10208 , 
10162. .10209 



Seq. No. 45710 

Gene No. 96783 

Start 18035 

Name OJ000251_15 . 0321 . CI* 

Start 12527 

GI none 

Exons 12527. .12577, 12531, 
12875. . 12949, 12877, 



.06. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251__15.0321.C18 
18297 

TBLASTX: Cress 

13092 

62 



,12578, 12699. .12791, 12700 .. 12792 , 
,12942, 13039. .13092 



Seq. No. 45710 

Gene No. 96783 

Start 18035 

Name OJ000251_15 . 0321 . CIS 

Start 12527 

GI none 

Exons 12527. . 12577, 12528. 

12875. . 12949, 12877. 



. 06 . ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_15.0321.C18 
18297 

TBLASTX : Soybean 

13259 

69 



12578, 12699. . 12806, 12700. . 12801, 
12945, 13043. . 13093, 13188. .13259 



Seq. No. 45710 
Gene No. 96783 
Start 18035 

Name OJ000251_15 . 0321 . C18 . o2 . tm 

Start 12759 
GI none 
Exons 12759. 

12875, 

13046, 

13195. 



Seq. ID OJ000251_15.0321.C18 
Strand 

End 18297 

Method TBLASTX : Mai ze 

End 17402 

Score 40 



,12791, 12760. 

12946, 12877. 

13120, 13047. 

13245, 13308. 

13468. . 13557, 14018. 



12792, 12873. . 12944, 12875 .. 1294 9, 

12 94 8, 130,42. .13098, 13043. .13099, 

13103, 13181. . 13237/ 13188 .. 1324 7 , 

13379, 13330. .13380, 134 62 .. 13527 , 

14134, 14020. .14133, 1424 7 .. 14393, 



47141 




14 271. 


. 14393, 


14278 . 


. 14394, 


1 A A Q O 


i ^ coo 


1 A A Q "3 
14 4 O O . 


1 y| r CI 

. 14 551, 


15243. 


.15374, 


15247. 


.15375, 


15446. 


.15700, 


15786. 


.15875, 


16145. 


.16267, 


16147. 


.16278, 


16353. 


.16499, 


16952. 


.17092, 


17025. 


.17132, 


17088. 


.17123, 


17115. 


.17150, 


17322. 


. 17402 




1 A O Qf\ 

14 z yu . 


. 14 jy 4 , 


1 A A Q O 
14 4 OZ . 


1 A K A a 


14483. 


. 14533, 


15243. 


.15374, 


15435. 


.15692, 


15445. 


.15699, 


15787. 


.15876, 


16127. 


.16267, 


16350. 


. 16499, 


16351. 


.16497, 


16952. 


.17089, 


16954 . 


.17091, 


17090. 


.17131, 


17115. 


.'■17150, 



Seq. No. 


45710 






Seq. ID 


OJ000251_15.0321 


. C18 


Gene No. 


96783 






Strand 






Start 


18035 






End 


18297 




Name 


OJ000251 15.0321.C18 


. OJ . t s 


Method 


TBLASTX : Soybean 




Start 


14482 






End 


15625 




GI 


none 






Score 


73 




Exons 


14482. 


.14532, 14482. 


.14532, 


14 483. . 14 554, 144 89 .. 14 542, 






15243. 


.15371, 15247. 


.15375, 


15445. . 15549, 154 4 6 .. 15625, 






15448. 


.15624 










Seq. No. 


45710 






Seq. ID 


OJ000251_15.0321 


.C18 


Gene No. 


96783 






Strand 






Start 


18035 






End 


18297 




Name 


OJ000251 15.0321.C18 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start- 


15649 






End 


17008 




GI 


none 






Score 


78 




Exons 


15649. 


.15696, 15650.- 


, 15700, ' 


15786. . 15869, 15787 .. 15876, 






16147. 


.16278, 16151. 


.16264, 


16344. . 16499, 16350 .. 1 64 99, 






16354. 


.16509, 16952. 


.17008 









Seq. No. 


45710 




Seq. ID 


OJ000251_15.0321 


Gene No. 


96783 




Strand 




Start 


18035 




End 


18297 


Name 


OJ000251 15.0321.C18 


. o5 . tc 


Method 


TBLASTX: Cress 


Start 


16393 




End 


17132 


GI 


none 




Score 


135 


Exons • 


16393. .16476, 16409. 


.16498, 


16410. . 16499, 16952. .17092, 




16971. .17087, 16972. 


.17091, 


17025. .17132, 17088. .17123, 



17090. .17131 



Seq. No. 


45710 




Seq. ID 


OJ000251 


Gene No. 


96783 




Strand 




Start 


18035 




End 


18297 


Name 


OJ000251 15.0321.C18. 


o5 . gs 


Method 


GENSCAN 


Start 


18035 




End 


18297 


GI 


none 




Score 


.95 


Exons 


18035. .18045, 18216. . 


18297 






Seq. No. 


45711 




Seq. ID 


OJ000251 


Gene No. 


96784 




Strand 


. + 


Start 


1 




End 


'2290 


Name 


OJ000251 15.0321.C19. 


ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


2290 


GI 


15533 1.R1084 




Score 


1817 


Exons 


1. .498, 1851. .2290 








GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


149 Oryza 



15.0321.C19 



indica(GLA4) genomic DNA, chromosome 4, BAC 



sativa 
clone: tl7804 



47142 



Seq. No. 45711 Seq. ID OJ000251 15.0321.C19 

Gene No. 96784 
Start 1 

Name OJ000251_15 . 0321 . CI 9 . ol . np 

Start 1 
GI 4006882 
Exons 1..498, 1851.. 2090 

GI Descrip. (Z99707) UDP-glucuronyltransf erase-like protein 
thaliana] gi | 7270638 | emb | CAB80355 . 1 | (AL161590) 
UDP-glucuronyltransf erase-like protein [Arabidopsis 



Seq. ID 


OJ000251 


Strand 


+ 


End 


2290 


Method 


AAT/NAP" 


End 


2090 


Score 


601 



[Arabidopsis 
thaliana] 



Seq. No. 45711 Seq. ID 

Gene No. 96784 Strand 

Start 1 End 

Name OJ000251_15 . 0321 . C19 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50. .498, 1851. .2031 . 



OJ000251_15.0321.C19 
+ 

2290 
GENSCAN 
2031 
.92 





Seq. No. 


45711 




Seq. ID' 


OJ000251_15.0321.C19 




UCUC L\KJ • 


Q67R S 

/ O J 




Strand 


+ 






ooco 




End 


3834 




Name 


n.Tfinn^M i r n^9i n q ni 




Method 


TBLASTX: Maize 


--SS 

IJ 


Of a V-+- 


1 ~ 
J. 




End 


2143 






none 




Score 


276 


r rs 




i . . jUj, ± . . d u 4 , z . . 4 y y , 


j i y . . 


501, 1806. 


. .1976, 1828. .2028, 


i y 




1848. .2024, 1850. .2029, 


2014. 


.2106, 2027.. 2143, 2028. .2108 


^ ~ 








Seq. ID 


OJ000251 15.0321.C19 


!.y 




y D / 0 D 




Strand 


+ 






JZ 




End 


3834 




Name 


OJ000251 15.0321.C19.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


107 




End 


1923 




GI 


none 




Score 


103 




Exons 


107. .232, 148. .216, 214 


. .363, 


215. .364, 


367. .501, 368. .499, 






1806. .1922, 1852. .1923 










Seq. No. 


45711- 




Seq. ID 


OJ000251 15.0321.C19 




Gene No. 


96785 




Strand 


+ 


i -i 


Start 


3252 




End 


3834 




Name 


OJ000251 15.0321.C19.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


137 




End 


1926 




GI 


none 




Score 


284 




Exons 


137. .358, 139. .357, 367, 


. .501, 


368. .493, 


1788. .1925, 1849. .1926 




Seq. No. 


45711 




Seq. ID 


OJ000251 15.0321.C19 




Gene No. 


96785 




Strand 


+ 




Start 


3252 




End 


3834 




Name 


OJ000251 15.0321.C19.ol. 


.tw - 


Method 


TBLASTX: Wheat 




Start 


232 




End 


372 




GI 


none 




Score 


232 




Exons 


232. .372, 233. .370 










Seq. No. 


45711 




Seq. ID 


OJ000251_15.0321.C19 




Gene No. 


96785 




Strand 


+ 




Start 


3252 




End 


3834 




Name 


OJ000251 15.0321.C19.o2. 


.gs 


Method 


GENSCAN 



47143 



ocari 






7R 7 A 




P T 


none 


Score 


Q 




Exons 


ooco *5"^Q1 1Cf|Q ~*fi"34 








Seq. No. 


45711 


Seq. ID 


OJ000251 15.0321 


.C19 


Gene No. 


96785 


Strand" 


+ 




OCdit 




• tna 


7P74 




Name 


P>T0nn9R1 1 R 0^91 PI Q r\9 rrr\ 




7\ A T /P a D 




btar l 










P T 


DU i?U O 


Score 


A R *\ 
ft 00 




Exons 


-3cn9 ocTf; *5^;c:9 7099 








C £i /t NT /^i 

beq . ino . 


ft 0 / 1Z 


beq . i u 


PiTnnn9c.i i moi 


P9 n 


P ^ Y"* ^ NT r\ 

bene lno . 


:? 0 / O D 


Strand 


+ _ 




OLarL 


325 


End 


1574 




Name 


OJ000251 15.0321.C20.ol.np 


Method 


. AAT/NAP 




Start 


325 


End 


1574 




P T 


7487524 


Score 


90 




Exons 


325.. 396, 1261.. 1326, 1467.. 


1574 






GI Descrip. 


hypothetical protein T29F13. 


4 - Arabidopsis thaliana 






gi|3132470|gb|AAC16259.1| (AC003096) unknown protein 






[Arabidopsis thaliana] 








Seq. No. 


45712 


Seq. ID 


OJ000251_15.0321 


.C20 


Gene No. 


96786 


Strand 


+ 




Of 2 v-H 


325 


End 


1574 




Name 


OJ000251 15.0321.C20.ol.gp 


Method 


AAT/GAP 




btiar u 


1008 


End 


1351 




P T 


none 


Score 


608 




Exons 


1008. .1351 








beq. no. 


45713 


Seq. ID 


OJ000251_15.0321 


P 9 1 




96787 


Strand 


+ 




Start 


1 


End 


1032 




Name 


OJ000251 15.0321.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1032 




GI 


16819 1.R1084 


Score 


1534 




Exons 


1..35, 253! -'1032 








GI Descrip. 


f 4680178/gb| AF111709. 1 IAF111709 1.0e-108 Oryza sativa subsp 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



45713 Seq. ID 

96787 Strand 
1 End 
OJ000251_15 . 0321 . C21 . ol . np Method 
1 End 
7487524 Score 
1. .35, 253. .336, 370. .541 

hypothetical protein T29F13.4 - Arabidopsis thaliana 
gii 3132470 | gb | AAC16259 . 1| (AC003096) unknown protein 
[Arabidopsis thaliana] 



OJ000251_15.0321.C21 
+ 

1032 
AAT/NAP 
541 
157 



45713 Seq. ID 

96787 Strand 

1 End 

OJ000251_15 . 0321 . C21 . ol . gs Method 



OJ000251_15.0321.C21 
+ 

1032 
GENSCAN 



47144 



Start 
GI 

Exons 



253 
none 

253. .541 



End 
Score 



541 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45713 Seq. ID OJ000251_15 . 0321 . C21 

96788 Strand + 

3183 End 3470 

OJ000251_15 . 0321 . C21 . o2 . gp Method AAT/GAP 

3183 End 3470 

5816559 Score 458 

3183. .3470 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



45713 
96789 
3937 

OJ000251_15.0321.C21.o3.gs 

3937 
none 

3937. .3939, 4508. .5431, 5518, 
6696. .6809, 6882. .6986, 7059. 

45713 
96789 
3937 

OJ000251_15.0321.C21.o3.np 

4547 

6691716 

4547. .5417, 5615. .5807, 5889. 
6620. .6723, 6874. .6986, 7059. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5821, 
.7507 



OJ000251_ 
+ 

7507 
GENSCAN 
7507 
.74 

5855. . 6143, 



15.0321.C21 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6009, 
.7504 



OJ000251_ 
+ 

7507 
AAT/NAP 
7504 
2350 
6120. .6282, 



6325. . 6557, 



15..0321.C21 



6357. .6544, 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



45713 Seq. ID 

96790 ' Strand 
14041 End 
OJ000251_15 . 0321 . C21 . o3 . gp Method 
14041 End 
5816559 Score 
14041; .14328 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ000251_15.0321.C21 
+ 

14328 
AAT/GAP 
14328 
458 



45713 Seq. ID OJ000251 

967 91 Strand + 

23763 End 28382 

OJ000251_15 . 0321 . C21 . o7 . np Method AAT/NAP 

23763 End 25171 

6907088 Score 1216 

23763. .23897, 24050 .. 24291, 24785. .25171 

(AP001129) hypothetical protein [Oryza sativa] 



15.0321.C21 



Seq. No. 



45713 



Seq. ID OJ000251 15.0321.C21 



47145 



Gene No. 


96791 


Strand 


+ 








Start 


23763 


End 


28382 








Name 


OJ000251 15.0321.C21.o8.np 


Method 












24802 


End 


z do y o 








P T 


6983857 


Score 


1 *5 A Q 

io4 y 








Exons 


24802. .24919, 24 983 25543, 


25713. .265 


y o 








<j± uescrip. 


(AP001168) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


45713 


Seq. ID 


OJ000251_ 


_15 


.0321 


.C21 


Gene No. 


96791 


Strand 


+ 








otait 


23763 


End 


28382 








Name 


OJ000251 15.0321.C21.o9.gs 


Method 


GEN SCAN 








Of -) vf 


26164 


End 


28382 








p t 


none 


Score 


.83 








Exons 


26164. .26253, 26759 .. 26809, 


27195. .27300, 28131. 


.28382 




Seq. No. 


45713 


Seq. ID 


OJ000251_ 


_15, 


.0321 


.C21 


Gene No. 


96792 ' 


Strand 










OLaLL 


1739 


End 


2883 








Name 


OJ000251 15.0321.C21.o2.gs 


Method 


GENSCAN 








otam 


1739 


End 


2883 








P T 


none 


Score 


.75 








Exons 


1739.. 1760, 1930.. 2206, 2739. .2883 










oeq . jno . • 


45713 . 


Seq. ID 


OJ000251_ 


_15. 


.0321 


. Cz 1 


Con o NT /~\ 


96792 


Strand 










Start 


1739 


End 


2883 








Name 


OJ000251 15.0321.C21.o2.np 


Method 


AAT/NAP 








oisrt 


1929 


End 


2880 








P T 


7269939 


Score 


305 








Exons 


1929. .2200, 2781. .2880 












GI Descrip. 


(AL161577) blight-associated protein homolog [Arabidopsis 




thaliana] 












Seq. No. 


45713 


Seq. ID 


OJ000251_ 


15, 


,0321 


-C21 


Gene No. 


96793 


Strand 










O -|- -n v-h 

otdit 


7824 


End 


13913 








Name 


OJ000251 15.0321. C21.o4.gs 


Method 


GENSCAN 










7824 


End 


13913 - 








P T 


none 


Score 


.91 








Exons 


7824. .10905, 11002. .13913 












O C ^ . ■ 


45713 


Seq. ID 


OJ000251_ 


15. 


,0321 


.C21 


Gene No. 


96793 


Strand 










Start 


7824 


End 


13913 








Name 


OJ000251 15.0321.C21.o4.np 


Method 


AAT/NAP 








Start 


7860 


End 


13913 








GI 


5922631 


Score 


6667 








Exons 


7860. .10387, 10994 .. 11917 , 


12044. .12195, 12238.. 


12E 


J09, 





12855. .13057, 13292 .. 13530, 13789.. 13913 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; ■ Zea mays 
retrotransposon Cinful-1.. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.1I (AP000570) ESTs " 
C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



47146 




Seq. No. 


45713 




Seq. ID 


OJ000251_15.0321, 


.C21 


f2pnp KJo 


Q67 Q4 




OLi ai iu 








1 4 Q7Q 

X *i .7 / _7 




PnH 


1 CI 1 Q 
IDllO 




ln ditit; 




• 0 j . gs 


\A d 4- V-i /~\ s-l 






u Lai L 


1 4 97 Q ~~ 

X 1 _7 / _7 




PnH 

CjI 1U 


1 £1 1 ft 
X O X X O 






n on 0 




Score 


7 S 




TP von q 


14Q7Q 1 fift I 4" 

X *i .7 / .7 . • 1 JlOO/ I J014 . 


1 R6Q7 

. X D D .7 / , 


1 RIOI - 1 CO 
lj /Ol . , 1 jo 


Oj/ lOUiO . . IDllo 




Sea No 


45713 




Seq. ID 


OJ000251_15.0321. 


.C21 


Gene No. 


96794 




Strand 






Start 


14979 




End 


"16118 




Name 


OJ000251 15.0321.C21 


. o5 . np 


Method 


AAT/NAP 




O Lai L 


15613 




End 


16115 




GI 


7269939 




Score 


285 




P von q 

Hi AUllO 


15613. . 15877, 16016. 


.16115 








f^T Dp^rfi o 

VJ X L/COLJ L U i 


(AL161577) blight-associated protein homolog [Arabidopsis 




thaliana] 










Seq. No. 


45713 




Seq. ID 


OJ000251_15.0321. 


1 


Hptip No 


96795 




Strand 






OLal L 


17653 




End 


18889 




Name 


OJ000251 15.0321.C21, 


. 06 . gs 


Method 


GEN SCAN 




0 Lai L 


17653 




End 


18889 




\J X . 


none 




Score 


.78 




Hi A.OilO 


17653. .18027, 18137., 


. 18889 








Seq. No. 


45713 




Seq. ID 


OJ000251_15.0321. 


1 


Gene No. 


96795 




Strand 






rt 


17653 




End 


18889 




ln dint; 


OJ000251 15.0321.C21. 


, 06. np 


Method 


AAT/NAP 




jLal L 


17763 




End 


18823 




\j x 


7363269 




Score 


863 




P v on q 


17763. .18823 










OX UCoOXXL^. 


(AP001552) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45713 




Seq. ID 


OJ000251_15.0321. 


C21 


Gene No. 


96796 




Strand 






Start 


19774 




End 


22797 




Name 


OJ000251 15.0321.C21. 


, o7 . gs 


Method 


GENSCAN 




j Lai L 


19774 




End 


22797 




GI 


none 




Score 


.75 






19774. .20087, 20545.. 


,20575, 


20708. .20875, 20877 .. 21000, 






21442. .21841, 22659. . 


,22797 








Seq. No. 


45713 




. Seq. ID 


OJ000251_15.0321. 


C21 


Gene No. 


96797 




Strand 






O L. d X L, 


28097 




End 


28409 




Name 


OJ000251 15.0321.C21. 


o5 . tm 


Method 


TBLASTX: Maize 




OLdlt 


1 




End 


541 




GI 


none 




Score 


66 




Exons 


1..36, 240. .320, 251. 


. 331, 


293. .490, 315. .494, 344. .505, 






499. .540, 500. .541 










Seq. No. 


45713 




Seq. ID 


OJ000251_15.0321. 


C21 


Gene No. 


96797 




Strand 






Start 


28097 




End 


28409 





47147 



Name 

Start 

GI 

Exons 



OJ000251_15 . 0321 . C21 . o9 . tw Method TBLASTX : Wheat 

326 End 565 

none Score 136 

326. .412, *336. .404, 341. .412, 398. .565, 404. .520. 



Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . C21 . o4 . tm 

Start 1951 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX: Maize 

End 16070 

Score 134 



1951. .2064, 1953. .2063, 1993. .2064, 2058. .2204, 2059. .2205, 
2767.. 2880, 15635 15706, 15637 .. 15753 , 15704 .. 15742 , 
15733. .15768, 1574 8 .. 15804 , 15774 15884 , 15774 .. 15881 , 
15862. .15885, 16020.. 16070 



Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . C21 . olO . tw 

Start 4667 

GI none 

Exons 4667.. 4957 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409' 

Method TBLASTX: Wheat 

End 4957 

Score 217 



Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name " OJ000251JL5 . 0321 . C21 . o5 . tw 

Start 7836 

GI none 
Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Wheat 

End 8450 

Score 80 



7836. .7973, 7959. .8117, 8172. .8450, 8188. .8289, 8341. .8430 



45713 
96797 
28097 

OJ000251_15. 0321.C21.o6. tm 

7875 

none 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX: Maize 

End . ^ 8108 

Score 100 



7875. .7976, 7876 7977, 7956 .. 8108, 7957. .8010 



Seq. No. 45713 

Gene No. 96797 . 

Start 28097 

Name OJ000251_15 . 0321 . C21 . 08 . tm 

Start 8220 

GI none 
Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX: Maize 

End 8493 

Score 56 



8220. .8306, 8316. .8399, 8329. .8403, 8386. .8493, 8394. .8492 



45713 
96797 
28097 

OJ000251_15. 0321.C21.o3. tw 

8565 

none 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Wheat 

End 8952 

Score 105 



8565. .8750, 8565. .8951, 8641. .8952 

45713 Seq. ID OJ000251_15 . 032 1 . C21 



47148 



Gene No. - 96797 

Start 28097 

Name OJ000251_15 . 0321 . 

Start 8595 

GI none 

Exons 8595.-8642, 8596. 

Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . 

Start 8955 

GI none 

Exons 8955.. 9095, 9120. 

Seq. No. 45713 ' 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . 

Start 9186 

GI none 

Exons 9186. . 9440 

Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . 

Start • 9270 

GI none 

Exons 9270.. 9692, 9280. 

Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . 

Start 9313 

GI none 

Exons 9313.. 9693, 9315. 

Seq. No. 45713 

Gene No. 96797 

Start . 28097 

Name OJ000251_15 . 0321 . 

Start 9696 

GI . none 

Exons 9696.. 9977, 9708. 

Seq. No. 45713 ■■ • 

Gene* No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . 

Start 9816 

GI none 

Exons 9816.. 9842, 9840. 

10006. .10260 



C21.ol. tm 



Strand 
End 

Method 

End 

Score 



28409 

TBLASTX: Maize 

8957 

67 



.8643, 8614. .8937, 8634. .8957, 8647. .8937 

Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

C21.oll.tw Method TBLASTX : Wheat 

End 9254 

Score 137 

.9254 

Seq. ID OJ000251__15.0321.C21 
Strand 

End 284.09 

C21.o7.tm Method TBLASTX : Maize 

End 9440 

Score 193 



Seq. ID OJ000251_15.0321.C21 

Strand - • 

End 28409 

C21.o4.tw Method TBLASTX : Wheat 

End 9692 

Score 281 

.9684 

C21.o2.ts 
.9701 

C21.o8.tw 
.9842, 9901. 

C21.o2. tm 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Soybean 

End 9701 

Score 160 



Seq. ID OJ000251_15.0321.C21 
Strand 

28409 

TBLASTX: Wheat 
9978 
70 



End 

Method 
End 
Score 
. 9978 



Seq. ID OJ000251_15.0321-.C21 
Strand 

End 28409 

Method TBLASTX : Mai ze 

End 10260 

Score 89 

.9983, 9853. .9984, 9999. .10235, 10005 .. 10259, 



Seq. No. 



45713 



Seq. ID OJ000251 15.0321.C21 



47149 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



96797 Strand 
28097 End 
OJ000251_15 . 0321 . C21 . ol . ts ' Method 
9927 End 
none Score 
9927. .10328, 9961. .10131, 10168. .10311 



28409 

TBLASTX : Soybean 

10328 

49 



Seq. No. 45713 ■ 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . C21 . o2 . tw 

Start 9982 

GI none 

Exons 9982.. 10362, 9987.. 10406 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Wheat 

End 10406 

Score 294 



Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name " OJ000251_15 . 032 1 . C21 . o3 . tm 

Start 10491 

GI none 

Exons 10491. .10847, 10501.. 10806 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX: Maize 

End 10847 

Score 201 



v3 



Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 . C21 . ol . tw 

Start 10521 

GI none 

Exons 10521. .10976, 10522.. 10977 

Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 0321 .C21 . o3 . ts 

Start 10572 

GI none 

Exons 105.72. .10706, 10713.. 10937 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Wheat 

End 10977 

Score 263 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Soybean 

End 10937 

Score 138 



Seq. No. 45713 

Gene No. 96797 

Start 28097 

Name 0 J000251_15 . 0321 . C21 . 06 . tw 

Start 11199 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Wheat 

End 28099 

Score 146 



11199. .11429, 11203. .11433, 11478 .. 11654, 28007. .28099 



Seq. No. • "45713 

Gene No. 96797 

Start 28097 

Name OJ000251_15 . 032 1 . C21 . o7 . tw 

Start 12231 

GI none * . 

Exons 12231..12632, 12364.. 12633 



Seq. ID OJ000251_15.0321.C21 
Strand 

End 28409 

Method TBLASTX : Wheat 

End 12633 

Score 117 



Seq. No. 
Gene No. 



45713 
96797 



Seq. ID OJ000251_15.0321.C21 
Strand 



47150 



Start 28097 End 28409 

Name OJ000251_15 . 0321 . C21 . o9 . np Method AAT/NAP 

Start 28097 End 28409 

GI 6957727 Score 113 

Exons 28097. .28409 

GI Descrip. (AC021640) unknown protein [Arabidopsis thaliana] 



Seq. No. 45714 

Gene No. 96798 

Start 4500 

Name OJ000251_15. 0321 .C22 . o2 . gs 

Start 4500 

GI none 

Exons 4500.. 4642, 4797.. 4925, 4969. 

6344. .6410, 6988. .7045, 7072. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5152, 5432. .5644, 
.7203, 7539.. 7805, 



OJ000251_15.0321.C22 
+ 

11170 
GENSCAN 
11170 
.43 



6088. 
8426. 



, 6176, 
,8557, 



9122. .9249, 10216 104 18 , 1084 9 10888 , 10978. .11170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45714 Seq. ID 

96799 Strand 

161 End 

OJ000251_15 . 0321 . C22 . ol . gs Method 

161 End 

none Score 



OJ000251_15.0321.C22 

3716 
GENSCAN" 
3716 
.78 



161. .291, 1827. .1965, 3401:. 3553, 3639. .3716 



Seq. No. 45715 Seq. ID OJ000251_ 

Gene No. 96800 Strand + 

Start 122 End 720 

Name OJ000251_15 . 0321 . C23 . ol . gs Method GENSCAN 

Start 122 End * 720 

GI' none Score .83 

Exons 122.. 720 



15.0321.C23 



Seq. No. 45715 Seq. ID 

Gene No. 96801 Strand 

Start 1102 End 

Name OJ000251_15 . 0321 . C23 . o2 . gs- Method 

Start 1102 , End 

GI none Score 

Exons 1102.. 1398, 1555.. 1725 



OJ000251_15.0321.C23 

1725 
GENSCAN 

1725 - 
.96 



Seq. No. 


45715 


Seq. ID 


OJ000251_15 


.0321 


.C23 


Gene No. 


96802 


Strand 








Start 


3970 


End 


7193 






Name 


OJ000251 15.0321.C23.o4.gs 


Method 


GENSCAN 






Start 


3970 


End 


7004 






GI 


none 


Score 


.74 






Exons 


3970.. 4323, 6646.. 6799, 6879. 


.7004 * 








Seq. No. 


45715 


Seq. ID 


OJ000251_15 


.0321, 


.C23 


Gene No. 


96802 


Strand 








Start 


3970 


End 


7193 






Name 


OJ000251 15.0321.C23.ol.np 


Method 


AAT/NAP 






Start 


4018 


End 


7193 






GI 


7488192 


Score 


361 






Exons 


4018.. 4323, 6646.. 6799, 6879. 


.7193 








GI Descrip. 


probable serine/threonine-specif ic protein kinase 


(EC 2. 


.7.1 



47151 



# 



F21P8.20 - Arabidopsis thaliana gi | 3021265 | emb | CAA184 60 . 1 | 
(AL022347) protein kinase-like protein [Arabidopsis thaliana] 
gi|3292839|emb|CAA19829.1| (AL031018) protein kinase-like 
protein [Arabidopsis thaliana] gi | 72 69160 | emb | CAB7 9268 .1 | 
(AL161558) protein kinase-like prot ein [Arabidopsis thaliana] 



Seq. No. 45715 ' Seq. ID 

Gene No. 96802 Strand 

Start 3970 End 

Name OJ000251_15 . 032 1 . C23 . ol . tc Method 

Start 4138 End 

GI none Score 

Exons 4138.. 4323, 6679.. 6795, 6695.. 6787, 6881.. 7027, 6882.. 7004, 
6941. .7009 



OJ000251_15.0321.C23 
7193 

TBLASTX: Cress 

7027 

83 



Seq. No. 45715 

Gene No. 96802 

Start 3970 

Name OJ000251_15 . 0321 . C23 . ol . ts 

Start 4138 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C23 



Strand 
End ■ 
Meithod 
End 
Score 



7193 

TBLASTX: Soybean 

7027 

114 



4138. .4323, 6667. .6798, 6695. .6799, 6881. .7027 



Seq. No. 45715 

Gene No. 96802 

Start 3970 - 

Name OJ000251_15 . 0321 . C23 . ol . tm 

Start 4153 

GI none 

Exons 4153. .4323, 4157. .4324, 6691. 
6876. .7004 



Seq. ID 
Strand ■ 
End 

Method 
End 
Score 
.6798, 



OJ000251 15.0321.C23 



7193 

TBLASTX: Maize 
7027 
90 

6692.. 6799, 6869.. 7027, 



Seq. No. 45715 Seq. ID 

Gene No. 96802 Strand 

Start 3970 End 

Name OJ000251JL5 . 0321 . C23 . ol . tw • Method 

Start 6664 End 

GI none Score 
Exons 



OJ000251_15.0321.C23 
7193 

TBLASTX: Wheat 

7027 

84 



6664. .6798, 6695. .6799, 6881. .7027, 6882. .7025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45716 
96803 
1 

OJ000251_15.0321 .C24 .ol.np 



Seq. ID OJ000251_15.0321.C24 

Strand + 

End 1139 

Method AAT/NAP 

End 1139 

Score 772 



6907087 

1..196, 243. .910, 1041. .1139 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45716 
96804 
8 

OJ000251_15.0321.C24 .ol.gs 
8 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_15.0321.C24 

1191 ' 
GENSCAN 
1191 
.5 



47152 



Exons 



8. .219, 289. .942, 963. .1191 



Seq. No. 45717 Seq. ID 

Gene No. 96805 Strand 

Start 4 61 End 

Name OJ000251_15 . 0321 . C25 . ol . tc Method 

Start ' 397 End 

GI none Score 

Exons 397. .456,- 404. .451, 420. .491, 422. .487, 492 

518. .655, 650. .742, 670. .747 



OJ000251 15.0321.C25 



935 

TBLASTX: Cress 
747 
48 

632, 494. .631, 



Seq. No. 45717 
Gene No. 96805 
Start 461 

Name OJ000251_15 . 0321 . C25 . ol . np 

Start 422 
GI 6277254 
Exons • 422. .749, .879. .935 

GI Descrip. (AB03424 9) geranylgeranyl pyrophosphate synthase [Croton 
sublyratus] 



Seq. ID OJ000251_15.0321.C25 
Strand 

End 935 

Method AAT/NAP 

End 935 

Score 299 



Seq. No. 45717 

Gene No. 96805 

Start 461 

Name OJ000251_15 . 0321 . C25 . ol . ts 

Start 422 

GI none 
Exons 



Seq. ID OJ000251_15.0321.C25 
Strand 

End 935 

Method TBLASTX : Soybean 

End 747 

Score 45 



422. .502, 423. .491, 469. .603, 494. .631, 495. .632, 518. .655, 
650. .742, 670. .747 



Seq. No. 45717 

Gene No. 96805 

Start 461 

Name OJ000251_15 . 0321 . C25 . ol . tm 

Start 422 

GI none 

Exons. 422. .484, 426. .476, 466. .603, 489. . 632, 494 
509. .655, 650. .742, 670. .747 



Seq. ID OJ000251_15.0321.C25 
Strand 

End 935 

Method TBLASTX : Mai ze 

End 747 

Score 44 

631, 504.. .635, 



Seq. No. 45717 Seq. ID 

Gene No. 96805 Strand 

Start 461 End 

Name OJ000251_15 . 0321 . C25 . ol . gs Method 

Start 461 End 

GI none Score 

Exons 461 . . 664 



OJ000251_15.0321.C25 
935 

GENSCAN 

664 

.58 



Seq. No. 45717 Seq. ID OJ000251_15 . 0321 . C25 

Gene No. 96805 Strand 

Start 461 End 935 

Name OJ000251_15 . 0321 . C25 . ol . gp Method AAT/GAP 

Start 478 End 746 

GI LIB3432-039-P1-K1-F12 Score 427 

Exons 478.,. 74 6 

GI Descrip. '3885426 3.0e-48 (AF020041) geranylgeranyl pyrophosphate 
synthase [Helianthus annuus] ' 



47153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45718 
96806 
86 

OJ00025 
86 

23880_4 
86. .149 
'577761 
[Oryza 



l_15.0321.C28.ol.gp 
.R1084 



Seq. ID OJ000251_15.0321.C28 

Strand + 

End ' 149 

Method AAT/GAP 

End 149 

Score 65 



9/emb|CAB53480.1|' 4.0e-17 (AJ245900) CAA30377.1 protein 
sativa] f 



45718 Seq. ID 

96807 Strand 

322 End 
OJ000251_15 . 0321 . C28 . ol . gs Method 

322 End 

none Score 
322. .411 



OJ000251_15.0321.C28 
+ 

411 

GEN SCAN 

411 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45719 
96808 
1699 

OJ000251_15.0321.C29.ol.gs ■ 
1699 

none : 
1699. . 1779, 1912. .2154 

45720 
96809 
70 

OJ000251_15.0321.C30.ol.gs 
70 

none 

70. .197, 250. .373, 737. .859 

45720 
96810 
1621 

OJ000251_15.0321.C30.o2.gs 

1621 

none 

1621. .1699, 1912. .2126 

45720 
96811 
1 

OJ000251_15.0321.C30.ol.np 
1 

5042463 ' 



Seq. ID OJ000251_15.0321.C29 

Strand + 

End 2154 

Method GENSCAN 

End 2154 

Score .44 



Seq. ID OJ000251_15.0321.C30 

Strand + 

End 859 

Method GENSCAN 

End 859 

Score .9 



Seq. ID OJ000251_15.0321.C30 

Strand + 

End 2126 

Method GENSCAN 

End 2126 

Score .85 



Seq. ID OJ000251_15.0321.C30 
Strand 

End 2829 

Method AAT/NAP 

End 2829 

Score 138 



1..42, 675. .758, 810. .947, 1611. .1819, 2754. .2829 
(AC007789) unknown protein [Oryza sativa] 



45721 Seq. ID 

96812 " Strand 

1 End 

OJ000251_15.0321.C31 .ol.np Method 

1 End 

7340909 Score 



OJ000251_15.0321.C31 
+ 

1331 
AAT/NAP 
1331 
171 



47154 



M V /*\ TO C 


J.. • jU, h Id . 


.592, 686.. 843, 


1168. .1331 


ui UcoCiip . 




nypotneLicai 


protein [Oryza 


Seq. No. 


45721 






Seq. ID 


Gene No. 


96813 






Strand 




7 n *5 

/ U J 






End 


Name 




.UjZI.LjX.OI. 


gs 


Method 


o X. 3.10 L 


/ U J 






End 




none 






Score 


Exons 










Seq. No. 


45722 






- Seq. ID 


Gene No. 


96814 






Strand 




40 






End 


Name 


OJ000251 15 


.0321.C32.ol. 


gs 


Method 


OLdiL 


40 






End 


C T 


none 






Score 


TT" v /*\ o 


40. .183, 466. .609 






Seq. No. 


45722 






Seq. ID 


Gene No. 


96815 






Strand 


C -f- a v+- 


1197 






End 


Name 


OJ000251 15 


.0321.C32.o2. 


gs 


Method " • 


btart 


1197 






■End 




none 






Score 


Exons 


1197. .1365, 


1656. . 1750 






Seq. No. 


45723 






Seq. ID 


Gene No. 


96816 






Strand 




7444 






End 


Name 


OJ000251 15 


.0321.C33.o2. 


gs 


Method 


ot art 


7444 






End 


P T 


none 






Score 


Exons 


7444 . .7455, 


8022. .8983, 


9056.. 9241, 944 


oeq . no . 


45723 






Seq. ID < 




96816 






Strand 


Start 


. 7444 






End 


Name 


OJ000251 15 


.0321.C33.ol. 


np 


Method 


Start 


8408 






End 


GI 


6063554 






Score 


Exons 


8408. .8439, 


10242. .10513 




10592. .10870, 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 



OJ000251_15.0321.C31 

1326 
GENSCAN 
1326 
. 95 



OJ000251_15.0321.C32 
609 

GENSCAN 

609 

.83 



OJ000251__15.0321.C32 

1750 

GENSCAN 

1750 

.65 • . <- ■ 



OJ000251_15.0321.C33 
+ 

11833 
GENSCAN 
9875 
.59 



+ 

11833 
AAT/NAP 
11833 
279 



11833 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45723 
96817 
562 

OJ000251__15.0321.C33.ol.gs 

562 
none 
562. 
1923 
4221 



Seq. ID 
Strand 
End 

Method 
End 
Score 

711, 925. .1053, 1166. .1441, 1536 
.2121, 2159.. 2715, 2798.. 2832, 28'71 
.4404, 4684. .4966, 5706. .5806 



OJ000251 15.0321.C33 



5806 
GENSCAN 
5806 
. 61 

1689, 1754. .1878, 
2942, 3924. .4076, 



Seq. No. 



45723 



Seq. ID OJ000251_15.0321.C33 



47155 




Gene No. 


96817 




Strand 






Clt-a rt- 
o Lai L 


S69 






jOUD 




Name 


n Tnnn9 ^ i i ^ 

VJJUUUZOl lJ 


0^9 1 n'] -hi*! 
. Ujil Ol . LW 


L v jei,noQ 


i D.uft.0 1 a ; wnea t 




oLdi t 


4 99^ _ 




Hina 


4 7 1 R 
4/10 




r; t 
ox 


none 




Score 


Q Q 




Exons 


4 99S 4 ^1 4 

IttJ. . 4 J 1 4 , 


4 9ft ft 4RD^ 4SQQ 


4 71^ 
.4/10 






Seq. No. 


45723 




Seq. ID 


OJ000251_15.0321. 


C33 


Gene No. 


96818 




Strand 






o Lai i_ 


807^ 
o u / o 




End 


8456 




Name 


UOUUUZ Jl io 


0^91 n1 "hm 


Method 


TBLASTX: Maize 




OLal L 






End 


8456 




ol 


none 




Score 


65 




Exons 


pm^ ft i 4 4 


pi pi p 4 r £ pi Qo 


.8302, 8375. .8437 




OcL]. IN U . 


4 ^794 

4 J / Z 4 




Seq. ID 


OJ000251_15.0321. 


U Jfl 


Gene No. 


96819 




Strand 


+ 




Start 


' 1 




End 


1778 




Name 




.0321.C34.ol.np 


Method 


AAT/NAP 




OlaiL 


i 




End 


1778 






4 6ft n i ft "3 




Score 


271 




Tj 1 VF - S\ CT* 


1 117 
±..11// j jj 


..1069, 1705. .1778 








O -L UcjLII^i • 


/ Z\F1 1 1 7 0 < 
^rt.c 1 1 1 / u _? / ( 


gag-pol protein [Oryza sativa subsp. indica] 




Cppr Ma 


4 *J f 4 




Seq. ID 


OJ000251_15.0321. 


Lj4 


Gene No. 


96819 




Strand 


+ 




Start 


1 




End • 


1778 




Name 


OJ000251 15 


.0321.C34.ol.gs 


Method 


GENSCAN 




Start 


245 




End 


1128 




GI 


none 




Score 


.82 




Exons 


245. .511, 51 


39. .1128 









Seq. No. 45724 Seq. ID 

Gene No. 96819 ' Strand 

Start 1 End 

Name OJ000251_15 . 0321 . C34 . ol . tw Method 

Start . 613 . End ' 

GI none - Score 

Exons 613.. 957, 711.. 887 



OJ000251_15.0321.C34 
+ 

1778 

TBLASTX: Wheat 

957 

181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45725 
96820 
1 

OJ000251_15.0321.C35.ol.np 
1 

6907087 
1..71, 197. .298 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ000251_15.0321.C35 

Strand + 

End 298 

Method AAT/NAP 

End 298 

Score 128 



Seq. No. 45725 Seq. ID 

Gene No. . 96821 Strand 

Start 765 End 

Name OJ000251_15 . 0321 . C35 . ol . gp Method 

Start 765 End 

GI uC-osflcyp033a04bl Score 



OJ000251_15.0321.C35 
+ 

2134 
AAT/GAP 
1146 
675 



47156 



Exons 765.. 1146 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



O . LN ■ 


4 S72S 




D.T0 002S1 


fjpnp N]o 


96821 


9f rand 


+ 




76S 


FnH 


21 14 




OJ0002S11S 0121 C15 ol as 






OLQiL 


941 _ 

Zf rt O 


FnH 

EjI lkj 


21 14 


GI 


none 


Score 


.42 


Exons 


943. .1014, 1958. .2134 






uC^i Vi \J • 


4 S72S 




O.T0002 SI 


uCHC ViKJ . 


96822 


O LI dl iU 




O Ld J. L 






21 8 Q 
x o y 


Cll LLC 


OJ000251 IS 0121 PIS ol nn 


L1C U 1 1VJVJ. 


AAT /NTAP 


O L ClX L. 


1 _ 
X 


FnH 


2 1 8 Q 


\J X 


S8 S21 80 

JO J6lOU 




4 0 


Exons 


1..20, 995. .1052, 2141. .2189 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




OCl^t 1N<J • 


45725 


Seq. ID 


n.Tnno2 si 


utrlitr inu • 


96822 


Strand 




Cf =i -rf- 
Otai L 


1 


End 


2 1 8 Q 

X O -7 


Mam o 

IN CUILC 


OJ000251 15.0321.C35.o2.np 


Method 


AAT /MAP 




694 . 


End 


Ol OQ 


GI 


4680186 


Score 


237 


Exons 


694. .898, 2165. .2189 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 


Seq. No. 


45726 


Seq. ID 


OJ000251 


Gene No. 


96823 


Strand 


+ 


Start 


1 


End 


7215 


Name 


OJ000251 15.0321.C36.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


7215 


GI 


7489805 


Score 


2966 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI" Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..3274, 6658. .7215 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ000251_15.0321.C36 

Strand + 

End 7215 

Method AAT /GAP 

End 3533 

Score 457 



45726 
96823 
1 

OJ000251_15.0321.C36.ol.gp 
3239 

61605_3.R1084 
3239.. 3533 

' 1402920/emb|CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



45726 
96824 
4063 

OJ000251_15.0321.C36.o2.gp 

4063 

2428185 

4063. .4494 



Seq. ID OJ000251__15.0321.C36 
Strand 

End 4494 

Method AAT /GAP 

End 4494 

Score 761 



47157 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



45726 Seq. ID 

96825 Strand 

5232 End 
OJ000251_15 . 0321 . C36 . o5 . tw Method 

153 End 

none Score 

153. .284, 291. .506, 311. .505 



Seq. No. 45726 Seq. ID 

Gene No. 96825 Strand 

Start 5232 End 

Name OJ000251_15 . 0321 . C36 . ol . tw Method 

Start 713 End 

GI none Score 

Exons 713. .1168, 739. .1167 • > ' 

Seq. No. 45726 Seq. ID 

Gene No. 96825 Strand 

Start 5232 End 

Name OJ000251_15 . 0321 . C36 . ol . tm Method 

Start 841 End 

GI none Score 

Exons 841.. 1197, 842.. 1198 



OJ000251_15.0321.C36 
12118 

TBLASTX: Wheat 

506 

88 



OJ000251_15.0321.C36 
12118 

TBLASTX: Wheat 

1168 

482 



OJ000251_15.0321.C36 
12118 

TBLASTX: Maize 

1198 

'4 34 



Seq. No. 45726 

Gene No. 96825 

Start 5232 

Name OJ000251_15 . 0321 . C36 . o3 . tm 

Start 1226 

GI none 

Exons 1226.. 1432, 1339.. 1407, 1418, 

Seq. No. 45726 

Gene No. 96825 

.Start 5232 

Name OJ000251_15 . 0321 . C36 . o2 . tw 

Start 1283 

GI none 

Exons 1283.. 143.5, 1339.. 1407, 1417. 
1422.. 1703 



Seq. ID OJ000251_15.0321.C36 
Strand 

End 12118 

Method TBLASTX : Mai ze 

End 1610 

Score 209 
.1597, 1422. .1610 

OJ000251 15.0321.C36 



Seq. ID 
Strand 
End 

Method 

.End 

Score 



12118 

TBLASTX: Wheat 

1703 

150 



,1536, 1418. .1597, 1419.. 1601, 



Seq. No. 45726 

Gene No. 96825 

Start 5232 

Name OJ000251_15 . 0321 . C36 . ol . ts 

Start 1328 

GI none 

Exons 1328.. 1435, 1422.. 1793 

Seq. No. 45726 

Gene No. 96825 

Start 5232 

Name OJ000251_15 . 0321 . C36 . 06 . tw 

Start 1760 



Seq. ID 

Strand 

End 

Method 
End - 
Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000251_15.0321.C36 
12118 

TBLASTX : Soybean " 

1793 

79 



OJ000251_15.0321.C36 
12118 

TBLASTX: Wheat 
1979 



47158 








none 








Score 


1 

100 






Exons 


17^0 1 Q7 R 
X / OU . . 1!? / D, 


1 7 7 ^ 
X / / O 


1 Q7Q 












Seq. No. 


45726 








Seq. ID 


OJ000251_15.0321 


.C36 




Gene No. 


96825 








Strand 










^9^9 








FnH 


1 91 1 P 
X Z X X 0 






Name 


n 70009 m i r 


0^91 
. U JZ X 


p ^ 6 o ^ 

.bjD.OJ 


f ... 


rieLnoa 


x dXj/\o 1 a : wnea l 






Cf a >-f 


x you 








FnH 


9 4 10 
Z 4 1 u 






pt 

*aX 


none 








Score 


Q4 






Exons 


1 QftO 906^ 


90 66 


9410 


91 1 Q 

Z. X X J . 


94 0Q 








Seq. No. 


45726 








Seq. ID 


. OJ000251_15.0321 


.C36 




Gene No. 


96825 








Strand 








OLait 


^9^9 
0 Z JZ 








FnH 


1 91 1 ft 
X Z X X 0 






Name 


n tooo9 m i r 


0^91 
. U OZ X , 


pQ C ^/l 


fm 

. LIU 


Mo f fi /^i H 


1 OXi/iO 1 A . LXla lZe 








961 9 _ 
Z 0 X Z 








FnH 


9ft 7 ft 
*i 0 / 0 






pT 


none 








S core 


9 9 R 
z 0 






Exons 


9619 9ft 7 ft 

ZDlL . .60/0; 


97 ?7 
6 / o / . 


9ft 77 












Seq. No. 


45726 








Seq. ID 


OJ000251_15.0321 


.C36 




Gene No. 


96825 








Strand 








Of -a r-4- 
O LaX L 


^9^9 
jiJ6 








FnH 


1911ft 
X Z X X 0 






Name 


p> tooo9 m i r 

UUUUUi Jl X3 . 


0^91 


, t O O . Oft 


. tw 


L v ie LliOU. 


TRT Z\ QTY • Whoaf 

1 DijrVo iA . vvneat 




i _i 


Of -j y-f 


9 *7 9 n 

z / z u 








FnH 


^1 OQ 






PT 


none 








Score 


9 4"^ 
Z 41 O 




SJ 
ffi 


Exons 


9790 "31 0 Q 

Z / Z U . . JlU^; 


97 64 
Z / Oft . 




9 QQ0 


"31 00 






s.; s 
: : = 


Seq. No. 


45726 








Seq. ID 


OJ000251_15.0321 


.C36 


VtJ 


Gene No. 


96825 








Strand 






: 5 

iy 


O LciX L 


^9^9 








FnH 


1911ft 
X Z X X 0 






Name 


ninnnom i r 

UUUUUZjI 1j. 


0^91 


P^6 r\9 
LjD. OZ 


fn, 
. LIU 


L v ie inoa 


1 d Xj /io i a . 1x1a x z e 






OUalL 


Z O / 








FnH 


^9 4 1 
JZ h X 






pT 
laX 


none 








Score 


^ ^4 
j 0 Q 




5 : 


Exons 


op7Q "39A1 
Z O / Z? . . OZ *i X , 


9Q7 1 
Zj / I . 


^99ft 
. OZZ 0 , 


jUOj . 


. z y 






Va? 


Seq. No. 


45726 








Seq. ID 


OJ000251_15.0321 


.C36 




Gene No. 


96825 








Strand 






i ^ 


Of art- 


R9 ^9 








FnH 


1911ft 
X Z X X 0 






Name 


Pi to o o 9 m i c; 

UJUUUZ3X ID. 


0^91 


LjD . OZ 


f O 

. LS 


[•ier.no a 


1 r5ij/\b 1 a ; boyoean 






Of 3 -w-f 


z o o z 








FnH 


JZ 0 O 






pT 
^X 


none 








Score 


ft 

0 0 






Exons 


OQOO ^09^ 




^9 R 6 












ocCj. IN O . 


^ 0 / z o 








Seq. ID 


OJ000251_15.0321 


.C36 




P ana KT /*> 

bene ino . 










Strand 








Start 


5232 








End 


12118 






Name 


OJ000251 15. 


0321. 


C36.o2 


.qs 


Method 


..GENSCAN 






Of ar f 


R9^9 








End 


12118 






PT 


none 








Score 


.81 






Exons 


DZOZ . . 3 J Jl / 


5387. 


.5590, 


6881. 


.6997, 7590. .7634, 7845. .7939, 






Ql QQ Q 9"7 Q 

o xo y . . oz / o , 


8609. 


.8927, 


8959. 


.9392, 9590.. 10323, 10565. 


.1064 






10713. .10988 


:, 11075. .11422, 11845 11955, 12005. .12118 






Seq. No. 


45726 - 








Seq. ID 


OJ000251_15.0321 


.C36 




Gene No. 


96825 








Strand 








Start 


5232 








End 


12118 






Name 


OJ000251 15. 


0321. 


C36.o5, 


. tm 


Method 


TBLASTX: Maize 





47159 



Start 6658 End 6897 

GI none Score 193 

Exons 6658 . . 6897 



Seq. No. 45727 Seq. ID 

Gene No. 96826 Strand 

Start 67 End 

Name ' OJ000251JL5 . 0321 . C37 . pi . ts Method 

Start 4 End 

GI none Score 

Exons 4". .114, 6.. 113, 103.. 288, 123.. 260 



OJ000251_15.0321.C37 
+ 

926 

TBLASTX : Soybean 

288 

115 



Seq. No. 45727 Seq. ID 

Gene No. 96826 Strand 

Start 67 End 

Name OJ000251_15 . 0321 . C37 . o2 . tw Method 

Start 4 End 

GI none- Score 
Exons 



OJ000251_15.0321.C37 
+ 

926 

TBLASTX: Wheat 

462 

229 



4. .273, 6. .260, 58. .270, 370. .462 



Seq. No. 


45727 








Seq. ID 


OJ000251_15.0321. 


.C37 


Gene No. 


96826 








Strand 


+ 




Start 


67 








End 


926 




Name 


OJ000251 


_15.0321.C37 


.ol 


. gs 


Method 


GENSCAN 




Start. 


67 








End 


794 




GI 


none 








Score 


.44 




Exons 


67. .286, 


736. .794 












Seq. No. 


45727 








Seq. ID 


OJ000251_15.0321, 


.C37 


Gene No. 


96826 








Strand 


+ 




Start 


67 








End 


926 




Name 


OJ000251 


_15.0321.C37 


.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


82 








End 


318 




GI 


none 








Score 


247 




Exons 


82. .318, 


96. .317 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45727 Seq. ID 

96826 . Strand 
67 End 
OJ000251_15 . 0321 . C37 . ol . tm Method 
360 End 
none Score 

'360'.. 713, 361.. 732, 736 .. 831, 739.'. 831 



OJ000251_15.0321.C37 
+ 

926 

TBLASTX: Maize 

831 

307 



45727 
96826 
67 

''OJ000251_15 . 0321 . C37 . ol . tw " 
'562 
none 

562. .924, 640. .924, 822. .926 



Seq. ID OJ000251_15.0321.C37 

Strand + 

End 926 

Method TBLASTX : Wheat 

End 92 6 

Score 322 



Seq. No. 45728 Seq. ID 

Gene No. 96827 Strand 

Start 1 End 

Name OJ000251_15 . 0321 . C38 . ol . np Method 

Start 1 End 



OJ000251_15.0321.C38 

2867 

AAT/NAP 

2867 



47160 



GI 2231175 Score 793 

Exons 1..159, 375. .536, 610. .813, 950. .1090, 1170. .1244, 1434 . .'1548, 

I960.. 2185, 2552.. 2639, 2759.. 2867 
GI Descrip. (U44050) mis5p [Xenopus laevis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45728 
96827 
1 

OJ000251_15 . 0321 . C38 . ol . gs 

375 

none 



375. .536, 610. .813, 950. .1090, 1170. .1244, 1434 
I960.. 2189, 2583.. 2660 



Seq. ID OJ000251_15.0321.C38 
Strand 

End 2867 

Method GENS CAN 

End 2660 

Score .99 

1548, 





o c q . in u . 


45728 




Seq. ID 


OJ000251_15.0321. 


<w 0 0 




OCllC LNU . 


96827 




Strand 








O Lai L 


1 




End 


2867 






Name 


OJ000251 15.0321. C38. 


ol. tc 


Method 


TBLASTX: Cress 






Start 


685 




End 


2150 






GI 


none 




Score 


101 








685.-837, 959.. 1090, 


960. . 


1121, 1161.. 


1250, 1434. .1568, 








1435.. 1554, 1957.. 2103, 1959.. 2150 








Q o rr Mn 
O c * LN U . 


45728 




Seq. ID 


OJ000251_15.0321. 




□ 


ran 0 Mo 


96827 




Strand 








O Lai L 


1 




End 


2867 




- 


Name 


OJ000251 15.0321.C38. 


ol . tw 


Method 


TBLASTX: Wheat 




I Li 


Start 


694 




End 


1250 






GI 


none 




Score 


99 




j : : 


Exons 


694. .810, 949. .1089, 


959. . 


1090, 962. .1090, 969. .1121, 




i ™S 




1161. .1250, 1182. .1226 








: : : 

: zff 


Seq. No. 


45728 




Seq. ID 


OJ000251_15.0321. 


C38 




Gene No. 


96827 




Strand 








Start 


1 




End 


2867 




= 

XT 


Name 


OJ000251 15.0321.C38. 


o2. ts 


Method 


TBLASTX : Soybean 






Start 


694 _ 




End 


1509 






GI 


none 




Score 


103 






Exons 


694. .816, 959.. 1090, 


975. . 


1121, 1161.. 


1253, 1444. .1509 




ii 


Seq. No. 


45728 




Seq. ID 


OJ000251_15.0321. 


C38 




Gene No. 


96827 




Strand 








Start 


1 • 




End 


2867 






Name 


OJ000251 15.0321.C38. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


995 




End 


1575 






GI 


none 




Score 


142 






Exons 


995. .1090, 996. .1091, 


1003 


..1092, 1051 


. . 1092, 1161. . 1244 


r 



1165. .1257, 1169. .1231, 1216. .1245, 1432. .1479, 1435. .1494, 
1437. .1481, 1482. .1547, 1482. . 1571, 1483. .1554, 1486. .1575., 
1496.. 1561 



Seq. No. 45728 Seq. ID 

Gene No. 96827 Strand 

.Start 1 End 

Name OJ000251_15 . 0321 . C38 . ol . ts Method 

Start 1512 End 

GI none Score 



OJ000251_15.0321.C38 
2867 • 

TBLASTX: Soybean 

2818 

219 



47161 



Exons 


1 JlZ . . X J / X , X ;?0 X . . ilDO/ 


1 QS1 


.2163, 1959. .2171, 1980. .2174, 




9i sn 9ft i ft 








Seq. No. 


45728 




Seq. ID 


OJ000251_15.0321.C38 


Gene No. 


96827 




Strand 










End 


2867 


Name 




> LIU 


Method 


TBLASTX: Maize 


Cf 3 y+- 

O Lai L 






End 


2189 


PT 
UI 


none 




Score 


240 




1 QdP) 91 S9 1 QS7 91 79 


1 QRQ 
x y -j y • 


.2171, 1980. .2189 


Seq. No. 


45729 




Seq. ID 


OJ000251 15.0321.C39 


Gene No. 


96828 




Strand 


+ 








End 


841 


Name 


nTnno9Ri is n^9i r^Q r>i 


gs 


Method 


GENSCAN 


oLdl L 


d Q ~ 




End 


841 


PIT 


none 




Score 


.55 


Exons 


dQ ^Sd 4^fl 


697 


652. .841 




Seq. No. 


45729 




Seq. ID 


OJ000251_15.0321.C39 


Gene No. 


96828 




Strand 


+ 


Q+- a rt- 
OtdX I 


A Q 




End 


841 


Name 


n7nnn9M is n^9i piq r^i 


Lin 


Method 


TBLASTX: Maize 


Dtdn 


o o y 




End 


810 




none 




Score 


77 


Exons 


SSQ fil 9 61 ft 7Rft fil Q 


7 09 


750. .803, 


■ 760. .810 


O fci q . IN U . 






Seq. ID' 


OJ000251_15 . 0321 . C42 


Gene No. 


96829 




Strand 


+ 


Start 


429 




End 


729 


Name 


OJ000251 15.0321.C42.ol. 


np 


Method 


AAT/NAP 


OLdl I 


429 




End 


729 




742559 




Score 


160 


TJ 1 v r\ a 


429..S49, 629. .729 








P T Ck o /~» v* ~i t~\ 
Ol L/cbOI ip . 


TOR2(DRR2) gene [Saccharomyces cerevisiae] 


O fcr LJ ■ IN vj ■ 


45730 




Seq. ID 


OJ000251_15.0321.C42 




96829 




Strand 


+ 


Start 


429 




End 


729 


Name 


OJ000251 15.0321.C42.ol. 


gp 


Method 


AAT/GAP 


q+- p >-+- 

O Lai L 


433 




End 


729 


r; t 

ox 


24572 1.R1084 




Score 


380 


Exons 


433. .549, 629. .729 








bi. UcbLIip. 


'5852182/emb|CAB55420.1 1 


9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 1 








Seq. No. 


45730 




Seq. ID 


OJ000251_15.0321.C42 


Gene No . 


96829 




Strand 


+ 


OLal L 


429 




End 


729 


Name 


OJ000251 15.0321.C42.ol. 


tc 


Method 


TBLASTX: Cress 


Cf -a -v +- 
OLdlt 


433 




End 


729 


GI 


none 




Score 


170 


Exons 


433. .567, 435.-548, 626. 


. 682, 


628. .681, 


684. .728, 685. .729 


Seq. No. 


45730 




Seq. ID 


OJ000251_15.0321.C42 


Gene No. 


96829 




Strand 


+ 


Start 


429 




End 


729 



47162 





Name 




nl t - m 


Method 


TBLASTX: Maize 










End 


729 




pt 
ijx 


none 




Score 


193 




HiXons 


ccp Zl^S S4S 


uuo . . o o u , 


622. .681, 626. .682, 682. .729, 






797 fiflS 79Q 










Seq. No. 


45730 




oeq. xu 


pitooo9si is n^oi cao 




Gene No. 


96829 




ollanu 


_i_ 






4 Z y 




tjna 


7 9 Q 




Name 


Pi7nfin9S1 IS 0*391 P49 


- 

■ Ox ■ gs 


Method 






0 car u 


A 7 £ 




End 


721 






none 




Score 


.7 




Exons 


4 SZ1 Q 69 Q 7 91 










Seq. No. 


45730 




oeq. xu 


pi"rnno9si is n^oi p/19 




Gene No. 


96829 




0 urana 


_t_ 




OUaiL 


4 9 Q 
4 Z i3 




T7 1 /-) 


7 9 Q 




Name 


p)Tnnn9m 1 r 0*391 pzi9 


. OX . LS 


Method 


1 dXjAo 1 a . boyoean 






A Q 1 
4 O X 




End 


7 9 Q 




P T 


none 




Score 


Q s 




Exons 


/I 01 ceo /1Q9 S4fi 


C O (T (TO O 


628. .681 


, 684. .728, 685. .729 




0 e q . in 0 . 


4C701 

T J ' jl 




Seq. ID 


piTnnn9si is o'39i p/i / 

UJUUUZ jl 1 j , U jZ 1 . L*! 4 










Strand 


x 

T 




Start 


1 




End 


7 91 
/Zl 




Name 


OJ000251 15.0321.C44 


. ol . np 


Method 


7\ 7\ rn /MAD 




0 car c 


1 




End 


7 9 1 
/Zl 


i 


PT 


806955 




Score 


jUZ 




Lxons 


1..91, 175. .258, 343 


..404, 482. .721 




vy 


bi uescrip. 


RAPTl=putative novel 


phosphatidyl inosi 


tol 3-kinase {C-terminal} 


1 "3 




[human, Peptide Partial, 367 


aa] 




! y 




45731 




Seq. ID 


OJ000251_15.0321.C44 




Gene No. 


96830 




Strand 


+ 




Start 


1 




End 


721 


''12 


Name 


OJ000251 15.0321.C44 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


258 




GI 


15164 1.R1084 




Score 


293' 




Exons 


1..91, 175. .258 









is? 



GI Descrip. ' 4826730/ref | NP_004 94 9 . 1 | pFRAPl | 4.0e-56 FK506 binding protein 
12-rapamycin associated protein 1 

>gi_1169735_sp_P42345_FRAP_HUMAN FKBP-RAPAMYCIN ASSOCIATED 
PROTEIN (FRAP) (RAPAMYCIN TARGET PROTEIN) 

>gi_2135120_pir S45340 FKBP-rapamycin-associated protein (FRAP) 

- human >gi_508482 (L34075) FKBP-rapamycin associated protein 
[Homo sapiens] ' 



Seq. No. 45731 

Gene No. 96830 

Start 1 

Name OJ000251_15 . 0321 . C4 4 . ol . gs 

Start 11 

GI none 

Exons 11.. 91, 175.. 25 



Seq. ID OJ000251_ 

Strand + 

End 721 

Method GENSCAN 

End 554 

Score .98 
343. .404, 482. .554 



15.0321.C44 



Seq. No. 
Gene No. 



45731 
96830 



Seq. ID OJ000251_15.0321.C44 
Strand + 



47163 




Start 


1 


End 


721 




Name 


OJ000251 15.032x.C44.ol.tm 


Method,. 


TBLASTX: Maize 






25 


End 


606 




rir 

<J X 


none 


Score 


i i n 

11U 






25..99, 26. .97, 42. .110, 157 


..258, 163. 


17 4" 9 6Q 


1 74 

X / 4 




343. .402, 343. .402, 369. .404, 472. .555, 


47 Q S^6 dftfi 






4R1 606 








Seq. No. 


■ *i «J /OX 


Seq. ID 


OJ000251_15.0321 


.C4 


Gene No. 


J \J O -J v 


u Li u 1 X 


+ 






1 


End 


191 

1 £. X 




Name 


OJ000251 15.0321.C44.ol.ts 


Method 






C-H -a v-f 
O Idl L. 


328 ■ 


End 


S^6 
*J *J u 




PT 


none 


Score 


R 6 




U 1 -V r"\ o 


328. .402, 479.-553, 480. .554 


, 482. .556 








45732 


Seq. ID 




P6 


Gene No. 


96831 


Strand 


+ ~ 




Start 


1 


End 


2199 




LNdiLtc: 


OJ000221 15.0320.C6.ol.np 


Method 


AAT/NAP 




o uax L 


1 


End 


1613 




r T 


6735324 


Score 


236 




Exons 


1..235, 1183. .1309, 1468. .1613 






OX ucdui x^j . 


(ALij /Uoi] putative protein 


[Arabidopsis thaliana] 




Seq. No. 


A c; n o o 


Seq. ID 


OJ000221JL5.0320 


.C6 


Gene No. 


rDojl 


Strand 


+ 




O Ldl L 


1 

X 


End 


2199 




Name 


OJ000221 15,0320. C6.ol.gs 


Method 


GENSCAN 




OLdl L 


387 


End 


2199 




r-T 


none 


Score 


.78 




£jA<JHO 


387. .764, 1183. .1309, 2054.. 


2199 






Con Mr» 


45732 


Seq. ID 


OJ000221_15.0320 


.C6 


Gene No. 


96832 


Strand 






Start 


3789 


End 


7560 




Name 


■ OJ000221 15. 0320.C6.ol.tm 


Method 


TBLASTX: Maize 




OLal L 


1177 


. End 


1561 




riT 


none 


Score 


187 




DAUllo 


1177. .1314, 1181. .1312, 1185 


..1322, 1463. .1525, 1464. .1535, 




1469. .1561 








Seq. No. 


45732 


Seq. ID 


OJ000221_15.0320 


.C6 


Gene No. 


96832 


Strand 






OLalL 


3789 


End 


7560 




Name 


OJ000221 15.0320.C6.o2.gs 


Method 


GENSCAN 




O t a.X L 


3789 


End 


7560 




o X 


none 


Score 


.82 




TP \r r"N >*> <— * 


3789. .4331, 5260. .5339, 5483 


..5574, 7075. .7134, 7139. .7560 


Qpn Ma 

C • J.N • 


45733 


Seq. ID 


OJ000221_15.0320 


.C7 


Gene No. 


96833 


Strand 






Start 


1641 


End 


2839 




Name 


OJ000221 15.0320.C7.ol.gp 


Method - 


AAT/GAP 




Start 


1348 


End 


2839 




GI 


37717 1.R1084 


Score 


1185 




Exons 


1348. .1786, 2402. .2501, 2750 


. .2839 







47164 




GI Descrip. '3212854 6.0e-ll (AC004005) unknown protein [Arabidopsis 
thaliana] ' 



Q a n NT /-n 

oeq. lmo ■ 


ft 0 / J O 


Corr T H 

oeq. iu 


vJJUUUZ^il lO.UJ^iU 






o Li ana 




C+- a >- f- 

o t ar l 


1 1 


Cina 




Name 


nTfinnocn i r n^9n m r\i no 

UJUUUZZl ID. Uj^U.L / .oi.cjs 


\A 4- V-\ j-3 






1 £4 1 ~~ 
J. D H L 




£ 4 y O 


bJ. 


none 


Score 


. / D 


DAUIlb 


1641. .1786, 2402. .2498 






Seq. No. 


45734 


Seq. ID 


OJ000221_15.0320 




96834 


Strand 


+ 


o Lai L 


9482 


End 


13616 


Name 


OJ000221 15.0320.C8.o3.gp 


Method 


AAT/GAP 


Of a -y-f- 


9345 


End 


12302 




21784 1.R1084 


Score 


nor 


Exons 


9345. .9584, 11806 .. 11973, 12070. .12302 




"T" ]~ ^ /"^* V* "1 >"\ 

Kji uescrip . 


'3128209 2.0e-23 ■ (AC004077) 


unknown protein [Arabidopsi; 




thaliana] 1 






oeq. ln o . 


45734 


Seq. ID 


OJ000221_15.0320 


Gene No . 


96834 


. Strand 


+ 


Of a v-f- 


9482 


End 


13616 


Name 


OJ000221 15.0320.G8.o2.gs 


Method 


GENSCAN 


Of a y-+- 


9482 


End 


13616 


C T 


none 


Score 


.69 


U 1 V /*\ T^k ^ 

Lxons 


9482. .9584, 10018. .1004 3, 10894. .10972, 


11806. .11973, 




12070. .12405, 12534. .13105, 


13392. .13616 


O c3 q ■ IN O • 


45734 


Seq. ID 


OJ000221_15.0320 


Gene No . 


96834 


Strand 


+ 


Of a v-f- 


9482 


End 


13616 


Name 


OJ000221 15.0320.C8.ol.np 


Method 


AAT/NAP 


Of a v-f- 


11691 


End 


13105 


P T 


3128209 


Score 


1154 


H V G 


11691. .11973, 12070. .12413, 


12542. .13105 


ul L/C O UI -L^ • 


(AC004077) unknown -protein 


[Arabidopsis thaliana] 


Seq. No. 


45734 


Seq. ID 


OJ000221_15.0320, 


bene ino . 


96834 


Strand 


+ 




9482 


End 


13616 


Name 


OJ000221 15.0320.C8.o4.gp 


Method 


AAT/GAP 


o cam 


12289 


End 


12815 • 


C T 


3090493 


Score 


705 


Exons 


12289. .12405, 12534.. 12815 








3128209 7.0e-40 (AC004077) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


45734 


Seq. ID 


OJ000221_15.0320. 


Gene No. 


96835 


Strand 


+ 


Start 


14649 


End 


15214 


Name 


OJ000221 15.0320.C8.o3.gs 


Method 


GENSCAN 


Start 


14649 


End 


15214 


GI 


none 


Score 


.92 


Exons 


14 64 9. .14710, 14 917. .15214 







47165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_15.0320.C8 
+ 

19161 
AAT/NAP 
19161 
106 



45734 
96836 
18960 

OJ000221_15.0320.C8.o2.np 
18960 
7486309 
18960. .19161 

hypothetical protein F28M11.120 - Arabidopsis thaliana 
gi|4538984|emb|CAB39772.1| (AL049487) putative protein 
[Arabidopsis thaliana] gi I 7267716 | emb | CAB78143 . 1 1 (AL161516) 
putative protein [Arabidopsis thaliana] 



OJ000221 15. 0320. C8 



45734 Seq. ID 

96837 Strand 

171 End 

OJ000221JL5 . 0320 . C8 . ol . gp Method 

171 End 

31400_1.R1084 Score 
171. .260, 369. .448, 541. .612, 750. .844, 

•3212854 1.0e-21 (AC004005) unknown protein [Arabidopsis 
thaliana] 1 



2537 
AAT/GAP 
2537 
899 

2228.. 2309, 2432.. 2537 





Seq. No. 


45734 




Seq. ID 


OJ000221_15.0320.C8 




bene inio . 


• 96838 




Strand 








2544 . 




End 


2820 




Name 


OJ000221 15. 0320. C8 


.o2.gp 


Method 


AAT/GAP 


ris 




2544 




End 


2820 




PT 


none 




Score 


534 


\ tj? 


Exons 


2544. .2820 










Seq. No. 


45734 




Seq. ID 


OJ000221_15.0320.C8 




Gene No. 


96839 




Strand 






Start 


12760 




End 


13413 




Name 


OJ000221 15. 0320. C8 


. o5 . gp 


Method 


AAT/GAP 




Start 


12760 




End 


13413 




GI 


40485 1.R1084 




Score 


1189 




Exons 


127 60. .134 13. v:- 










GI Descrip. 


'3128209 2.0e-ll . (AC004077) 


unknown protein [Arabidopsis 






thaliana] 1 










Seq. No. 


45734 




Seq. ID 


OJ000221_15.0320.C8 




Gene No. 


96840 




Strand 






Start 


17460 




End 


17541 




Name 


OJ000221 15. 0320. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11804 




End 


13216 




GI 


none . 




Score 


288 




Exons 


11804. .11974, 11805 


. .11975, 


11810. .11980, 12047. . 12415, 






12051. .12419, 12528 


. .13073, 


12528. .12620, 12532 .. 13125, 






12533. .13126, 12533 


. .13141, 


13186. .13212, 13186. .13212, 






13187. .13216, 13187 


. .13213 








Seq. No. 


45734 




Seq. ID 


OJ000221_15.0320.C8 




Gene No. 


96840 




Strand 






Start 


17460 




■"• End 


17541 




Name 


OJ000221 -"IS'. 0-320. C8 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11805 




End 


12205 




GI 


none 




Score 


52 



47166 



Exons 



11805. .11870, 11883. .11975, 12051 .. 12203, 12068.. 12205 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45734 
96840 
17460 

OJ000221_15.0320.C8.ol. ts 

12096 

none 



Seq. ID OJ000221_15.0320.C8 
Strand 

End 17541 

Method T BLAST X : Soybean 

End 13042 

Score 127 



12096. .12206, 12122 .. 12202 , 12212 .. 12415, 12213 .. 124 19, 
12529. .13041, 12533. .13042, 12542. .13042 



45734 
96840 
17460 

OJ000221_15.0320.C8.ol.tw 

12168 

none 



Seq. ID OJ000221_15.0320.C8 
Strand 

End 17541 

Method TBLASTX : Wheat 

End 12631 

Score 49 



12168. .12200, 12203. .12403, 12207 .. 12404 , 12215 .. 124 06, 
12536. .12571, 12578.. 12631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45734 
96840 
17460 

OJ000221_15.0320.C8.ol.tc 

12225 

none 



Seq. ID OJ000221_15.0320.C8 
Strand 

End 17541 

Method TBLASTX : Cress 

End 13027 

Score 164 



12225. .12374, 12231 .. 12392 , 12233 .. 12391 ,' 12539 .. 13027 , 
12547. .12861, 12925.. 13026 



45734 
96840 
17460 

OJ000221_15.0320.C8.o6.gp 
17460 

LIB3477-003-P1-K1-E9 
17460. . 17541 

'2498586/sp|Q40638 |MP01_ORYSA. 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_li73557 <U3i771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000221_15.0320.C8 
Strand 

End 17541 

Method AAT/GAP 

End 17541 

Score 116 



Seq. No. . 45735 

Gene No. 96841 

Start 180 

Name OJ00022 1_15 . 0320 . C9 . ol . gs 

Start 180 

GI none 
Exons 



Seq. ID OJ000221_15.0320.C9 

Strand + 

End 4 924 

Method GENSCAN 

End 3073 

Score . 92 



180. .224, 721. .843, 908. .957, 1068. .1283, 1392. .1547, 
1652. .1709, 1824. .2141, 2232. .2471, 2551. .2649, 2735. .2767, 
2876. .3073 



Seq. No. 45735 

Gene No. 96841 

Start 180 

Name OJ00022 1_15 . 0320 . C9 . ol . np 

Start 779 

GI 2129627 
Exons 



Seq. ID OJ000221_15.0320.C9 

Strand + 

End 4 924 

Method. AAT/NAP 

End 4 924 

Score ' 1438 



779. .957, 1068. .1283, 1392. .1547, 1652. .1709, 1824. .2141, 



47167 



2232. .2471, 2551. .2649, 2735. .2767, 2876. .3057, 4894. .4924 
GI Descrip. K+-channel - Arabidopsis thaliana gi 1 1165000 | emb | CAA63601 . 1 1 
(X93022) K+ channel [Arabidopsis thaliana] 



O c . LN U . 


A S7 ^ S 
1 J / JJ 


Seq. ID 


QJ0-O0221_15.0320.C9 


Con q M ^ 

ofcrlLfc; LNU . 


qco 4 9 

" OO H Z 


Strand 


+ 


u Lai L 




End 


11852 


Name 




Method 


AAT/GAP 






End 


6370 


C T 


21259 1.R1084 


Score 


721 


Exons 


5903. . 6370 






GI Descrip. 


f 9992/emb 1X63234 | PL18SRNA 


4.0e-ll P.lividus gene for 18S r3 




45735 


Seq. ID 


OJ000221_15.0320.C9 


ft* « q \T 
otrllc LNU . 


96842 


Strand 


+ 


OLqI L 


6095 


End 


11852 


Name 


OJ000221 15.0320.C9.o3.gs 


Method 


GENSCAN 


OLaiL 


6095 


End 


10096 


oJ. 


none 


Score 


.56 


Exons 


6095. .6258, 6999. .7354, 7766. .7863, 8220. .8351, 9554. .9614, 




. 9837. .10096 






oeq . LNO . 


45735 


Seq. ID 


OJ000221_15.0320.C9 


bene lno . 


96842 


Strand 


+ 


Q +- y~4- 

OLail 


6095 


End 


11852 


Name 


OJ000221 15.0320.C9.o3.np 


Method 


AAT/NAP 


Q 4- 3 -K-f- 
OLalL 


6919 


End 


11852 


GI 


7339707 


Score 


86 


Exons 


6919. .7211, 7656. .8051, 11827. .11852 






(AP001539) hypothetical protein [Oryza 


sativa] 


o e q . in o . 


45735 


Seq. ID 


OJ000221_15.0320.C9 


bene lno . 


96843 


Strand 




Of a r-f- 


4025 


End 


7919 


Name 


OJ000221 15.0320.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


827 


End 


1224 


GI 


none 


Score 


93 


Exons 


827. .1000, 842. .955, 877.. 


98.7 V 1092.. 1223, 1093.. 1224 


Seq. No. 


45735 


Seq. ID 


OJ000221_15.0320.C9 


Gene No. 


96843 


Strand 




Start 


4025 


End 


7919 


Name 


OJ000221 15.0320.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


868 


End 


3055 


GI 


none 


Score 


103 


Exons 


868. .957, 872. .958, 1059.. 


1286, 1063.. 


1290, 1096.. 1287, 



1380. .1547, 1384. .1548, 1384. .1548, 1649. .1711, 1650. .1712, 
1823. .2152,- 1824. .2177, 2231. .2473, 2232. .2474, 2539. .2649, 
2550. .2657, 2873. .3055, 2917. .2994 



Seq. No. 45735 Seq. ID 

Gene No. 96843 Strand 

Start 4025 End 

Name OJ000221_15 . 0320 .C9 .ol . tw Method 

Start 1164 End 

GI none Score 
Exons 



OJ000221_15.0320.C9 
7919 

TBLASTX : Wheat 

1937 

117 



1164. .1286, 1165. .1290, 1171. .1287, 1387. .1464, 1387. .1434, 



47168 





i aq 1711 

1D4 j. . X / X X , 


1 6S0 


1719 
. . X / X Z , 


1 fiSO 




1 ft 24 1 qVl 

X O Z. *3 a . X _7 J / , 


1 ft 10 

X O J u 


1 Q17 

• . X ZJ O f 




Con ]$r\ 

o t; q > in u . 


4 J / JJ 








Gene No. 


96843 








Start 


4025 








Name 


OJ000221 IS 


. 0320 


P9 nl 


tm 


Of art 


1910 ~~ 

X _ .J VJ • 








ot 


none 








XT' v Tl G 


1910 1 OPfi 


1 911 


1 9 Q0 

. . X Z ZJ U , 


1 IftO 




1 ft21 1 97ft 


1824 


.1985 




Seq. No. 


45735 








Gene No. 


96843 








Start 


4025 








IN diutr 


d.tooo99i i s 


0190 


PQ nl 




o Ldl L 


1 ft 9 1 ~ 








o x 


none 








R von <=; 


1821 19 5? 

X O Z. X a m J- ZS +J f 


1821 

iy^. j 


. 1933, 


1950 

X ZJ *J \J 


Seq. No. 


45735 








Gene No. 


96843 








O Lai L 


4095 

*i J 








Name 


njnnn?9i 1 r 


0190 


. Zj . OZ . 




C4- o rf 


1 QQC _ 










none 








F* von q 

Hi A (J 1 1 o 


i qofi 9171 

X _7 O U . . Z X / X , 


1 Qftft 

X ZJ o o 


91 17 


- 1 QftQ 

A. ZJ O ZJ 




4 R7 IS 








Gene No. 


96843 








Start 


4025 








Mania 


0.7000991 1 5 

U \J \J — — X 1 J 


0190 


PQ o9 

• ^ .7 • VJZ • 


L O 


O Lai L 


910ft ~~ 








PT 

\J X 


none 










910ft 9111 


9 911 
zz ji 


9 1 R Q 


9 919 

ZZ 




9594 9699 


9 5 50 


9691 

• . Z. U Z. X 




Seq. No. 


45735 








Gene No". 


96843 








O Lai. L 


402 S 
i \j *c -j 








Name 


D.T000991 1 R 


0190 


PQ r>9 

■ ^ _7 • OZ . 


gs 


Cfav-f 
O L,cLx L 


4 09 S ~~ 








PT 


none 








Bxons 


4 09 R 4 919 


4 19 6 


4 R £7 




Sea No 


45735 








Gene No. 


96843 








Start 


4025 








Name 


OJ000221 15, 


.0320, 


X9.o2. 


np 


Start 


4082 








GI 


7339707 








Exons 


4082. .4170, 


5580. 


. .5652, 


6114. 



GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID OJ000221_15.0320.C9 
Strand 

End 7919 

Method TBLASTX: Maize 

End 1985 

Score 73 



Seq. ID OJ000221_15.0320.C9 
Strand 

End 7919 

Method TBLASTX : Soybean 

End 2105 

Score 169 



Seq. ID OJ000221_15.0320.C9 
Strand 

End 7919 

Method TBLASTX : Mai ze 

End 2351 

Score 210 



Seq. ID OJ000221__15.0320.C9 
Strand 

End 7919 

Method TBLASTX : Soybean 

End 2622 

Score 131 



Seq. ID OJ000221_15.0320.C9 
Strand 

End 7919 

Method GENSCAN 

End 4567 

Score . 5 



Seq. ID OJ000221_15.0320.C9 
Strand 

End 7919 

Method AAT/NAP 

End 7919 

Score 71 

.6279, 6731.. 6865, 6905.. 7293, 
7748. .7919 

(AP001539) hypothetical protein [Oryza sativa] 



45736 
96844 



Seq. ID OJ000221_15.0320.C14 
Strand + 



47169 



OLdlL 


458 




End 


794 1 






Name 


OJ000221 15.0320.C14.ol 


.gs 


Method 


bXjINobfilN 






Otalt 


458 




End 








\j ± 


none 




Score 


A Q 






Exon s 


458. .661, 837. .877, 1920. .2349 








UC^t IN vj ■ 


45736 




Seq. ID 




L3 . U 3 4. U . 


n a 

. b J. 4 


Gene No. 


96844 




Strand 


+ 






Start 


458 




End 


3241 






Name 


OJ000221 15.0320.C14.ol 


.np 


Method 








OLdXC 


1609 




End 








f T 


6907086 




Score 


1 960 






U 1 V T~> c? 


1609. .2374, 2435. .2679, 


2877. .3241 










(AP001129) hypothetical 


protein [Oryza 


s a t i va j 






Qon Mo 
JC^. LN U . 


45736 




Seq. ID 


OJ000221_ 


1 R n?90 
1J . UJiU . 


r*i a 

L14 


Gene No. 


96845 




Strand 


+ 






Start 


8422 




End 


10205 






Name 


OJ000221 15.0320.C14.o2. 


.np 


Method 


AAT/NAP 






C +- -a r~4- 


8422 




End 


10205 






b± 


6983857 




Score 


1361 






Exons 


8422.. 8539, 8603.. 9164, 


9335. .9794, 9825. .10205 






bl UcSCiip, 


(AP001168) hypothetical 


protein [Oryza 


sativa] 






oeq . 1NO . 


45736 




Seq. ID 


OJ000221_ 


ID . UjZU . 




bene lno . 


96846 




Strand 


+ 






Start 


13207 




End 


21351 






Name 


OJ000221 15.0320.C14.o3, 




Method 


GENSCAN 






O LclX L, 


13207 




End 


21351 






P T 
bl 


none 




Score 


. 6 






tiXorio 


13207. .1337 6, 13441. .13971, 


14074. .14419, 15106. 


. 1JJ44 , 






18196. .182 68, 18771. .18985, 


19125. .19175, 20513. 


.20795, 






20868. .21009, 21074 .. 21250, 


21305. .21351 






o e q . ln o . 


45736 




Seq. ID 


OJ000221 


15.0320. 


pi A 


Gene No. 


96846 




Strand 


+ 






Start 


13207 




End 


21351 








OJ000221 15.0320.C14.ol. 


,ts 


Method 


TBLASTX : Soybean 




Q+- a r-f- 


13422 




End 


15198 






(~i T 
bJ. 


none 




Score 


40 






Exons 


13422. .13481, 13580 .. 13903, 


13636. .13890, 14072. 


.14428, 






14266. .14427, 15100 15198, 


15105. .15197 






oeq . ino . 


45736 




Seq. ID 


OJ000221_ 


15.0320. 


b 1 H. 


belle LnO . 


" 96846 




Strand 


+ 






Start 


13207 




End 


21351 






Name 


OJ000221 15.0320.C14 .ol. 


gp 


Method 


AAT/GAP 






Cf a y-4- 


13495 




End 


14055 






bl 


uC-osflM202094fl0bl 




Score. 


854 






Exons 


13495. .13973, 14040. .14055 










GI Descrip. 


1 4 67858 6/emb ICAB41036.il 


l. 


Oe-27 (AJ132438) GA 2 


-oxidase 




[Phaseolus coccineus] 1 












Seq. No. 


45736 




Seq. ID 


OJ000221_ 


15.0320. 


C14 


Gene No. 


96846 




Strand 


+ 






Start 


13207 




End 


21351 






Name 


OJ000221 15.0320.C14.ol. 


tm 


Method 


TBLASTX: Maize 





47170 









End 


15342 








none 


Score 


301 






Exons 


IjjOO . . IjjUJ; J-jDjO . . 1J03U/ 


14071. . 14247, 14072. 


1 4 9 R 4 
. X H £ D H , 






T4140 149QS 149^4 14400 


14255. .14 


428, 14270. 


14 4 9 9 

• X H fl Z c. f 






i m nn is^49 imo^ iriqp 

1 J1UV i . I JJlZ,; 1J1UJ . • 1 JI^O; 


15105. .15284, 15244. 


• I D jZ / 






4S7^fi 


Seq. ID 


OJ000221_ 






Gene No. 


96846 


Strand 


+ 






Start 


13207 


End 


21351 






LN allied 


OJ000221 15.0320.C14.o3.np 


Method 


AAT/NAP 






uLdi L 


13580 


End 


15354 






\d I 


4678586 


Score 


902 






TT v o n g 


13580. .13971, 14053. .14419, 


15106. . 15354 








(AJ132438) GA 2-oxidase [Phaseolus coccineus] 








45736 


Seq. ID 


OJ000221_ 


15.0320 




Gene No. 


96846 


Strand 


+ 






Start 


13207 


End 


21351 








0.1000991 1 S 0^90 PI 4 n1 i-w 


Method 


TBLASTX: Wheat 




o t a L U 


13582 


End 


14154 








none 


Score 


67 






Exons 


13582. .13641, 13583 .. 13642, 


13630. . 13977, 13631. 


.13981, 






14072. .14152, 14074. .14154 








!i 


Seq. No. 


45736 


Seq, ID 


OJ000221_ 


15.0320 


? F= 


Gene No. 


96846 


Strand 


+ 




c. : S 


O Lai L 


13207 


End 


21351 




ru 


Name 


OJ000221 15.0320.C14.ol.tc 


Method 


TBLASTX: Cress 






13630 


End 


13903 




^ ~~ 




none 


Score 


258 




t.-Ji 


v /~s t*\ c 


13630. .13890, 13631. .13903, 


13664. . 13900 




ry 


Seq. No. 


45737 


Seq. ID 


OJ000221_ 


15.0320 




Gene No. 


96847 


Strand 


+ 






O Lai L 


1164 


End 


1333 






Name 


OJ000221 15.0320.C16.ol.gs 


Method 


GENSCAN 






Of- =i r 4- 
OLdlL 


1164 


End 


1333 






O J. 


none 


Score 


.78 






l-J AUJ 1 o 


1164. .1333 










O fc: tJ . IN U . 


45738 


Seq. ID 


OJ000221_ 


15.0320 




flona Mo 
ucl 1c; LNU . 


96848 


Strand 


+ 






Start 


1 


End 


3667 






Name 


OJ000221 15.0320.C17.ol.np 


Method 


AAT/NAP 






O LdX. 1_ 


1 


End 


3652 








3128218 


Score 


1103 






Exons 


1..194, 1096. .1174, 1258. .1365, 1593. 


.1659, 2083 


. .2167, 






2536. .2696, 2857.. 2958, 3174 


..3396, 3522.. 3652 






CZ~T Flo c r'^ — i o 
OX UcoLIipt 


(AC004077)' putative katanin 


[Arabidopsis thaliana] 




Sea No 


45738 


Seq. ID 


OJ000221_ 


15.0320 




Gene No. 


96848 


Strand 


+ 






Start 


1 


End 


3667 






Name 


OJ000221 : 15.0320.C17.ol . gs 


Method 


GENSCAN 






Start 


99 


End 


3667 






GI 


none 


Score 


.86 






Exons 


99. .225, 260. .347, 1258. .1365, 1593. .1659, 2083. 


.2167, 



47171 





2536 2696. 


2857 


. .2958, 


3174 


..3396, 3522.. 3667 


Seq. No. 


45738 








Seq. ID 


OJ000221_15.0320.C17 


Gene No . 


96848 








Strand 


- + 


Start 


1 








End 


3667 


Name 


OJ000221 15 


.0320, 


.C17.ol 


.gp . 


Method 


AAT/GAP 


Start 


2526 








End 


•3555 


GI 


23887 1.R1084 






Score 


911 


Exons 


2526. .2696, 


2857, 


. .2958, 


3174 


..3396, 3522.. 3555 


GI Descrip. 


, 3128218 1. 


Oe-63 


(AC004077) 


putative 


end!3 protein [Arabido] 




thaliana] 1 












Sea No 


45738 








Seq. ID 


OJ000221_15.0320.C17 


Cpne No 


96849 








Strand 




Start 


3992 








End 


4224 


Name 


OJ000221 15 


.0320. 


■C17.01 


. tm 


Method 


TBLASTX: Maize 


Start 


7 








End 


3697 


GI 


none 








Score 


154 


F 1 xon < ? 


7. .111, 20. 


. 112,- 


122. .169, 124. .168, 


125. .169, 130. .171, ■. 




278. .343, 279. .344, 279 


. .347 


, 289. .34 


8, 1091. .1171, 1109. .1: 




1110. .1175, 


1110. 


, . 1178, 


1230 


..1358, 1249. .1380, 1250. .1387, 




1256. . 1366, 


1579. 


, .1668, 


1592 


..1648, 1593. .1658, 2080. .2169, 




2081. .2167, 


2082. 


. .2168, 


2510 


..2695, 2534. .2716, 2535. .2699, 


-, S3. 


2539. .2706, 


2842. 


, .2961, 


2854 


..2958, 2855.-2968, 3168. .3395, 




3173. .3364, 


3175. 


, .3396, 


3285 


..3395, 3514. .3642, 3514. .3642, 




3519. .3674, 


3521, 


, .3697, 


3521 


. .3652 




fii Sea No 


45738 








Seq. ID 


OJ000221_15.0320.C17 


f Gene No . 


96849 








Strand 




M Start 


3992 








End 


4224 


Name 


OJ000221 15 


.0320. 


C17.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


23 








End 


2169 


f y GI 


none 








Score 


58 


=. Exons 


23. .118, 125. .169, 1110 


..1175, 1112.. 


1165, 1255. .1380, 




1256. . 1366, 


1256. 


.1381, 


1257 


..1367, 1258.. 1368, 1585.. 1668, 




1590. .1658, 


2080. 


.2169, 


2082 


. .2168 




r Z Seq. No. 


45738 








Seq. ID 


OJ000221_15.0320.C17 


v3 Gene No. 


96849 








Strand 




tj Start 


3992 








End 


4224 


f ^ Name 


OJ000221 15 


.0320. 


C17.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


. 1109 








End 


1357 


GI 


none 








Score 


62 


Exons 


1109. .1165, 


1110. 


.1175, 


1255 


..1356, 1256. .1354, 1256. .1357 


Sea No 


45738 








Seq. ID 


OJ000221_15.0320.C17 


Honp Nn 


96849 








Strand 




Start 


3992 








End 


4224 


Name 


OJ000221 15, 


.0320. 


C17.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


2555 








End 


3651 


GI 


none 








Score 


126 


Exons 


2555. .2638, 


2559. 


.2639, 


2574 , 


..2639, 2575.. 2640, 2622.. 2699, 




2634 . .2699, 


2635. 


.2703, 


2636, 


..2716, 2842. .2961, 2854. .2955, 




2855. .2968, 


'2856. 


.2957, 


3168, 


..3392, 3173..3349, 3262.. 3393, 




3291. .3389, 


3520. 


.3651, 


3521, 


. .3649 




Seq. No. 


45738 








Seq. ID 


OJ000221_15.0320.C17 



47172 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



96849 - Strand 

3992 End 

OJ000221_15 . 0320 . C17 . ol . ts Method 

2869 End 

none Score 



4224 

TBLASTX: Soybean 

3570 

129 



2869.. 2958, 3168.. 3395, 3173.. 3358, 3181.. 3396, 3260.. 3397, 
3481. .3570, 3521. .3568 



Seq. No. 45738 

Gene No. 96849 

Start 3992 

Name OJ000221_15 . 0320 . C17 . o2 . gp 

Start 3992 

GI 12987_1.R1084 

Exons 3992.. 4224 

GI Descrip. '3142331 9.0e-19 (U97327) calcyclin binding protein [Mus 
musculus] ' 



Seq. ID OJ000221_15.0320.C17 
Strand 

End 4224 

Method AAT/GAP 

End 4224 

Score 432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45739 
96850 
1 

OJ000221_15.0320.C18.ol.gp 
1 

12987 1.R1084 



Seq. ID OJ000221_15.0320.C18 
Strand 

End 11226 

Method AAT/GAP 

End 2762 

Score 1067 



1..28, 676, .915, 2323. .2481, 2609. .2762 

f 3142331 9;0e-19 (U97327) calcyclin binding protein" [Mus 
musculus] 1 



45739 
96850 
1 

OJ000221_15.0320.C18.ol.np 
1 

4371293 



Seq. ID OJ000221_15. 032,0. C18 
Strand 

End 11226 

Method AAT/NAP 

End 7841 

Score 92 



1..22, 3786. .3973, 4253. .4405, 4503. .4590, 7732. .7841 
(AC006260) putative myosin heavy chain [Arabidopsis thaliana] 



45739 
96850 
1 

OJ000221_15.0320.C18.ol.ts 

671 

none 



Seq r ID OJ000221_15.0320.C18 
Strand 

End 11226 

Method TBLASTX : Soybean 

End 2373 

Score 237' 



671. .910, 673. .921, 676. .918, 2320. .2373 



45739 
96850 
1 

OJ000221_15.0320.C18.o2.tm 

671 

none 



Seq. ID OJ000221_15.0320.C18 
Strand 

End 11226 

Method TBLASTX : Mai ze 

End 2736 

Score 285 

671. .904, 676. .912, 676. .921, 759. .917, 2320. .2373, 2606. .2731, 
2613. .2726, 2677. .2736 



Seq. No. 
Gene No. 
Start 



45739 
96850 
1 



Seq. ID OJ000221_15.0320.C18 
Strand 

End 11226 



47173 




Name 


OJ000221 15.0320.C18.ol 


.gs 


Method 


GENSCAN 


Start 


676 




End 


2725 


GI 


none 




Score 


. 87 


Exons 


676. .915, 2323. .2481, 2609. .2725 




Sea No 


45739 




Seq. ID 


OJ000221_15.0320.C18 


Gene No. 


96850 




' Strand 




Start 


1 




End 


11226 


Name 


OJ000221 15.0320.C18.o2 


.gs 


Method 


GENSCAN 


Start 


3731 




End 


11226 


GI 


none 




Score 


.59 


Exons 


3731. .4399, 4503. .4659, 


4733. 


.4909, 5070.. 5208, 5256.. 5427, 




7737 7799. 8082 8110. 


8978 . 


.9052, 11002.. 11226 


Sea No 


45739 




Seq. ID 


OJ000221_15.0320.C18 




96850 




Strand 




Start 


1 




End 


11226 


Name 


OJ000221 15.0320.C18.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


4043 




End ■. 


4997 


GI 


none 




Score 


102 


Exons 

1-J A 11J 


4043. .4171, 4071. .4157, 


4169. 


.4402, 4174. .4203, 4236. .4400, 




4503. .4532, 4530. .4661, 


4531. 


.4662, 4570. .4665, 4728. .4757, 




4729..4773, 4732. .4782, 


4842 . 


.4913, 4965. .4997 


Sea No 


45739 




Seq. ID 


OJ000221_15.0320.C18 


Gene No . 


96850". 




Strand 




Start 


1 




End 


11226 


Name 


OJ000221 15.0320.C18.o2. 


■ gp 


Method 


AAT/GAP 


Start 


4246 




End 


4943 


GI 


43039 1.R1084 




Score 


940 


Ex on s 


4246 4399. 4503 4659, 


4733 . 


. 4943 




GI Desprin 


' 4 371293/gb|AAD18151 | 1, 


.Oe-10 


(AC006260) hypothetical prote: 




[Arabidopsis thaliana] ' 








Seq. No. 


45740 




Seq. ID 


OJ000221_15.0320.C19 


Gene No. 


96851 




Strand 


+ 


Start 


431 >, • 




End 


539 


Name 


OJ000221 15.0320. C19.ol. 


,gs 


Method 


GENSCAN 


Start 


4 31 




End 


539 


GI 


none 




Score 


.89 


Exon s 


431. .539 








Seq. No. 


45740 




Seq. ID 


OJ000221_15.0320.C19 


Gene No. 


96852 




Strand 




Start 


694 




End 


1095 


Name 


OJ000221 15.0320.C19.o2. 


gs 


Method 


GENSCAN 


Start 


694 




End 


1095 


GI ' 


none 




Score 


.44 


Exons 


694 . . 1095 








Seq. No. 


45741 




Seq. ID 


OJ000221_15.0320.C20 


Gene No. 


96853 




Strand 


+ 


Start 


4214 




End 


7972 


Name 


OJ000221 15.0320.C20.o2. 


gp 


Method 


AAT/GAP 


Start 


4214 




End 


5017 


GI 


uC-osrocyp021el2bl 




Score 


865 


Exons 


4214. .4363, 4488. .4608, 


4707. . 


.4818, 4907. .5017 



47174 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 



'2660675 2.0e-58 (AC002342) similar to DNA-damage- inducible 
protein P [Arabidopsis thaliana] f 



45741 
96853 
4214 

OJ000221_15.0320.C20.o2.np 
4288 
2660675 
4288. .4363, 
5424. .5527, 
7854. .7972 

(AC002342) similar to DNA-damage-inducible protein P 
[Arabidopsis thaliana] 



4488. 
5646. 



.4608, 
.5765, 



4707. 
5973. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4822, 
.6096, 



OJ000221_ 
+ 

7972 
AAT/NAP 
7972 
1311 
4874. .5074, 
7196. .7313, 



15.0320.C20 



5153. 
7407. 



5320, 
7609, 



45741 Seq. ID 

96853 Strand 

4214 End 
OJ00022 1_15 . 0320 . C20 . o2 . gs Method 

4853 End 

none Score 

4853.. 5320, 5424.-5527, 5646.. 5765, 5973. .6096, 7196.. 7309, 
7418. .7609 



OJ000221_15.0320.C20 
+ 

7972 
GENSCAN 
7609 
.7 



Seq. No. 45741 

Gene No. 96854 

Start 797 

Name OJ000221_15 . 0320 . C20 . o3 . tm 

Start 748 

GI none 
Exons 



Seq. ID OJ000221_15.0320.C20 
Strand 
End 

Method 
End 
Score 



4767 

TBLASTX: Maize 

2747 

91 



748. .852, 748. .936, 779. .931, 848. .949, 960. .1139, 970. .1143, 
975. .1148, 1046. .1165, 2552. .2737, 2556. .2747, 2557. .2736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45741 
96854 
797 

OJ000221_15.0320.C20.ol.np 
763 

7486589 



OJ000221 15.0320.C20 



Seq. ID _ 
Strand 

End 4767 
Method AAT/NAP 
.End 4 64 8 

Score 703 

763. .1138, 2527. .2739, 2959. .3102, 3445. .3561, 4518. .4648 
hypothetical protein F7J7.130 - Arabidopsis thaliana 
gi 129110761 emb | CAA17538 . 1 | (AL021960) putative protein 
[Arabidopsis thaliana] gi | 7268916 | emb | CAB79119 . 1| (AL161554) 
putative protein [Arabidopsis thaliana] 



45741 Seq. ID 

96854 Strand 

7 97 End 

OJ000221_15 . 0320 . C20 . ol . gs Method 

797 End 

none Score 



OJ000221_15.0320.C20 

4767 
GENSCAN 
4690 
.82 



797.. 1138, 2527.. 2739, 2959.. 3102, 3383.. 3561, 3653.. 3903, 
3942. .4174, 4377. .4445, 4505. .4690 



Seq. No. 
Gene No. 
Start 



45741 
96854 
797 



Seq. ID 

Strand 

End 



OJ000221 15.0320.C20 



4767 



47175 




Name 


OJ000221 15.0320, 


.C20.ol 


-gp 


Method 


AAT/GAP 


Start 


959 






End 


4004 


GI 


21567 1.R1084 






Score 


1443 


Exons 


959.. 1138, 2527.. 


.2739, 


2959. . 


3102, 3463.. 3561, 3653.. 3750, 




3942. .4004 










GI Descrip. 


, 2911076/emb|CAA17538.1| 1 . Oe 


-83 (AL021960) putative proteir 




[Arabidopsis thaliana] 1 








Seq. No. 


45741 






Seq. ID 


OJ000221_15.0320.C20 


Gene No. 


96854 






Strand 




Start 


797 






End 


4767 


Name 


OJ000221 15.0320. 


,C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2956 






End 


3562 


GI 


none 






Score 


93 


Exons 


2956. .3102, 2996. 


, .3097, 


3457 . 


.3561, 3485.. 3562 


Seq. No. 


45741 






Seq. ID 


OJ000221_15.0320.C20 


Gene No. 


96854 






Strand 




Start 


797 






End 


4767 


Name 


OJ000221 15.0320. 


C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2962 






End 


3580 


GI 


none 






Score 


125 


Exons 


2962. .3102, 2996. 


.3100, 


34 55 . 


.3580, 3457. .3561 


Seq. No. 


45741 






Seq. ID 


OJ000221_15 . 0320 . C20 


Gene No. 


96854 






Strand 




Start 


797 






End 


4767 


Name 


OJ000221 15 0320 


C20 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3458 






End 


3562 


GI 


none 






Score 


156 


Exons 


3458. .3562, 3460. 


.3561 








Seq. No. 


45741 






Seq. ID 


OJ000221_15.0320.C20 


Gene jsjo . 


96854 






Strand 




Start 


797 






End 


4767 


Name 


OJ000221 15.0320. 


C20.o2 


. t m 


Method 


TBLASTX: Maize 


Start 


4245 






End 


4767 


GI 


none 






Score 


122 


Exons 


4?4 S 4 ^SR 4?8ft 






.4362, 4319. .4363, 4331. .4363, 




4471. .4587, 4475. 


.4609, 


4486. 


.4608, 4646. .4762, 4692. .4766, 




4704. .4748, 4705. 


.4767 








Seq. No, 


45741 






Seq. ID 


OJ000221_15.0320.C20 


Gene No . 


96855 






Strand 




Start 


5156 






End 


7604 


Name 


OJ000221 15.0320. 


C20.O1, 


. tm 


Method 


TBLASTX: Maize 


Start 


5156 






End 


7604 


GI 


none 






Score 


243 


Exons 


5156.. 5323, 5185. 


.5319, 


5423. 


.5530, 5424.. 5528, 5643. .5765, 




5646.. 5762, 5671. 


.5766, 


5962. 


.6099, 5973.. 6101, 7167.. 7304, 




7196.. 7309, 7196. 


.7312, 


7206. 


.7325, 7412. .7603, 7439. .7603, 




7440. .7604 










Seq. No. 


45742 






Seq. ID 


OJ000211_14.0323.C3 


Gene No. 


96856 






Strand 




Start 


1 






End 


1043 


Name 


OJ000211 14.0323. 


C3.ol.np 


Method 


AAT/NAP 



47176 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



651 
109 



6094553 
1..81, 267. .335, 408. .651 

(AC010676) unknown protein [Arabidopsis thaliana] 



45742 Seq. ID 

96856 Strand 
1 End 
OJ000211_14 . 0323.C3.ol .gp Method 
101 End 
uC-osf Icypl74h04bl Score 
101. .140, 261. .335, 408. .651 
1 6094553/gb|AAF034 95. 1 IAC01067 6 
protein [Arabidopsis thaliana] 1 



OJ000211_14.0323.C3 

1043 
AAT/GAP 
651 
551 



5 2.0e-59 (AC010676) unknown 



45742 
96856 
1 

OJ000211_14 .0323.C3.ol.gs 

278 
none 



Seq. ID OJ000211_14.0323.C3 
Strand 

End 1043 

Method GENSCAN 

End 1043 

Score .8 



278. .335, 408. .649, 752.-848, 949. .1043 



45743 Seq.*ID 

96857 Strand 

1 End 

OJ000211_14 .0323.C5.ol.np Method 

1 End 

4415912 Score 



OJ000211_14.0323.C5 
+ 

5058 
AAT/NAP 
3984 
954 



1..263, 1157. .1286, 1422. .1675, 2343. .2570, 2780. .2942, 
3061. .3134, 3223. .3306, 3427. .3506, 3870. .3984 
(AC006282) putative protease [Arabidopsis thaliana] 



45743 
96857 
1 

OJ000211_14. 0323.C5.ol.gp 

1121 

2310457 

1121. .1286, 1422. .1650 
4415912/gb|AAD20143| 1.0e-19 
[Arabidopsis thaliana] 

45743 
96857 
1 

OJ000211_14 . 0323 .C5.ol.gs 

1157 

none 

1157. .1286, 1422. .1675, 2343. 
3202. .3319, 3440. .3506, 3870. 
4920. .5058 



Seq. ID OJ000211_14 .0323.C5 

Strand + 

End ■• 5058 

Method AAT/GAP 

End 1650 

Score 64 9 

(AC006282) putative protease 



Seq. ID OJ000211__14.0323.C5 

Strand + 

End 5058 

Method GENSCAN 

End 5058 

Score . 66 

.2570, 2780.. 2942, 3061.. 3134, 
.3941, 4068. .4223, 4583. .4661, 



Seq. No. 45743 

Gene No. 96857 

Start 1 

Name OJ000211_14 . 0323 . C5 . o2 . gp 



Seq. ID OJ000211_14 . 0323.C5 

Strand + 

End 5058 

Method AAT/GAP 



47177 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1217 End 1675 

2310457 Score 577 

1217.. 1286, 1422.. 1675 

4415912/gb|AAD20143| 1.0e-19 (AC006282) putative protease 
[Arabidopsis thaliana] 



45743 
96858 
4426 

OJ000211_14 . 0323 . C5 . ol . tm 

1154 

none* 

1154. .1285, 1157. .1285, 1158. 
1424.. 1582, 1528.. 1671, 1532. 
2343.. 2525, 2344.. 2526 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1292, 1421 
.1672, 1532 



OJ000211 14. 0323. C5 



4802 

TBLASTX: Maize 
2526 
128 

1534, 1422.. 1541, 
1681, 2339.. 2500, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211 14. 0323. C5. 



45743 
96858 
4426 

OJ0"00211_14 . 0323.C5.ol.ts 
2451 
none 

2451. .2570, 2452. .2571, 2778. .2936, 2780. .2941, 3048. .3116, 
3061. .3132 



4802 

TBLASTX: Soybean 

3132 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



45743 
96858 
4426 

OJ000211_14.0323.C5.o3. tm 

2527 

none 



Seq. ID OJ000211_14.0323.C5 
Strand 

End 4802 

Method TBLASTX : Maize 

End 2945 

Score 77 



2527. .2571, 2529. .2570, 2778. .2945, 2779. .2940, 2780. .2941 



45743 
96858 
4426 

OJ'000211_14 .0323.C5.ol.tc 

2530 

none 



Seq. ID OJ000211_14.0323.C5 
Strand 

End 4802 

Method TBLASTX : Cress . 

End 3268 . 

Score 61 

2530. .2571, 2778.-2948, 2780. .2941, 3048. .3134, 3061. .3150, 
3215.. 3268, 3217.. 3267 



45743 
96858 
4426 

OJ000211_14.0323.C5.o2.tm 

3063 

none 

3063.. 3143, 3064. ,3129, 3194. 
3430.. 3504, 3432. .3509, 3440, 
3869.. 3952, 4069.. 4122, 4069. 
4203. .4244, 4339.-4359, 4340. 

45743 
96858 
4426 

OJ000211_14 .0323.C5.o3.gp 



'Seq. ID ' OJ000211_14 .0323.C5 
Strand 

End 4802 

Method TBLASTX: Maize 

End 4423 

Score 97 

.3319, 3202.. 3324, 3206.. 3319, 
.3505, 3862. .3942, 3864.-3944, 
.4203, 4103. ..4174, 4201. .4233, 
.4366, 4394. .4423 



Seq. ID 

Strand 

End 

Method 



OJ000211_14.0323.C5 

4802 
AAT/GAP 



47178 



Start 4426 

GI uC-osroM202010g03al 

Exons 4426.. 4802 

GI Descrip. 1 4415912/gb | AAD20143 | 1. 

[Arabidopsis thaliana] ' 



End 
Score 



4802 
701 



Oe-19 (AC006282) putative protease 



Seq. No. 45744 Seq. ID 

Gene No. 96859 Strand 

Start 434 End 

Name OJ000211_14 . 0323 . C6 . ol . np Method 

Start 434 End 

GI 6324607 Score 

Exons 434.. 553, 823.. 946, 1069.. 1206, 1337.. 

5717.. 5737 

GI Descrip. exonuclease; Dhslp gi | 1706421 | sp | P3987 
(EXO I) (DHS1 PROTEIN) gi | 2131226 | pir | 
yeast (Saccharomyces cerevisiae) gi|10 
(X87331) overlaps with S69545. Encodes 
longer than published protein sequence 
cerevisiae] gi | 1420150 | emb | CAA99223 | ( 
[Saccha 



OJ000211_14 .0323.C6 
+ 

8659 
AAT/NAP 
5737 
234 

1549, 1930.. 2070, 

5|EX01_YEAST EXONUCLEASE I 
IS62169 DHS1 protein - 
41655|emb|CAA60749| 

protein 219 amino acids 

[Saccharomyces 
Z74941) ORF"YOR033c 



Sea No 


45744 






Seq. ID 


OJ000211_14 .0323. C6 


f!priP No 


96859 






Strand 


+ 




434 






End 


8659 


Name 


OJ000211 14 


.0323. 


C6.ol .gs 


Method 


GENSCAN ■ 




465 






End 


8488 


GI 


none 






Score 


.55 


Exons 


465. .553, 823. .946, 1069. .1206, 1337.. 


1546, 1930.. 2080, 




3297. .3646, 


3754. 


.3808, 3932. 


.4227, 4325.. 4376, 4585.. 4792, 




4909. .5291, 


5524 . 


.5654, 6969. 


.7208, 7231.. 7383, 8297.. 8488 


Seq. No. 


45744 






Seq. ID 


OJ000211_14.0323.C6 


Gene No . 


96859 






Strand 


+ 


Start 


434 






End 


8659 


Name 


OJ000211 14 


.0323. 


C6.o2.np 


Method 


AAT/NAP 


Start 


5109 - ■ 






End 


8659 


GI 


2213587 






Score 


94 


Exons 


5109. .5171, 


7018. 


.7146, 7174. 


.7386, 8639.. 8659 


GI Descrip. 


(AC000348) 


T7N9.7 


[Arabidopsis thaliana] 


Seq. No. 


45744 






Seq. ID 


■OJ000211_14 .0323.C6 


Gene No. 


'96860 






Strand 




Start 


9809 






End 


20415 


Name 


OJ000211 14 


.0323. 


C6.ol.tm . 


Method 


TBLASTX: Maize 


Start 


1057 






End 


2079 


GI 


none 






Score 


222 


Exons 


1057. .1230, 


1067. 


.1204, 1126. 


.1206,- 1334..1549, 1336.. 1542, 




1337. .1549, 


1927. 


.2079, 1927. 


.2067, 1929.. 2069 


Seq. No. 


45744 






Seq. ID 


OJ000211_14 .0323.C6 


Gene No. 


96860 






Strand 




Start 


9809 






End 


20415 


Name 


.OJ000211 14 


.0323. 


C6 . o3 . np 


Method 


AAT/NAP 


Start 


9809 






End 


20415 


GI 


6094553 






Score 


2427 


Exons 


9809. .9841, 


10067 


. . 10297, 10392. . 104 66, 10561. .10728, 



47179 




11001. .11058, 11131. .11372, 

13088. .13132, 13227. .13465, 

13998. . 14060, 14753 .. 14835, 

16696. .16769, 17 185 .. 17248 , 

178 41. .17935, 18855. .18929, 
20344. .20415 
GI Descrip. (AC010676) unknown protein 




11638., 11709, 12358. .12424, 

13630. .13749, 13848 .. 13922, 

15435. .15477, 15764 . . 15922, 

17340. .17439, 17516 .. 17722 , 

19114. .19206, 19571. .19675, 

[Arabidopsis thaliana] 



O c • IN O . 


A^IAA 




Seq. ID 


OJ000211JL4.0323 






q^r fin 




Strand 






Of a r f 


_7 O U _7 




End 


20415 




Name 




oZ . qs 


Method 


GENSCAN 




Start 


10013 


End 


20397 




GI 


none 




Score 


.81 




Exons 




. 1 Ufi DO , 


10561. .10728, 11001. .11058, 






111^1 11 ^79 1 1 fi^R 


1 1 7HQ 
. 11 ' U _? , 


12358. .12436, 13227 .. 134 65, 








1 ADZCi 
. 1 H U DU , 


14753. .14835, 15360 .. 154 99, 








.id/ / h , 


17516. .17722, 17 913. .17 935, 






1 Q1 1 A 1 1 Q c i71 


1 Q c 7 c. 

• 1 JO / J; 


20344 . .20397 






45744 




Seq. ID 


OJ000211_14.0323 


. \^ \j 


Gene No. 


96860 




Strand 






Start 


9809 




End 


20415 




Name 


OJ000211 14.0323. C6. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


10067 




End 


10273 




GI 


none 




Score 


95 




Exons 


10067. .10273, 10145. 


.10267 








Seq. No. 


45744 




Seq. ID 


OJ000211_14.0323 


.C6 


Gene No. 


96860 




Strand 






Start 


9809 




End 


20415 




Name 


OJ000211 14. 0323. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


10135 




End 


10261 




GI 


none 




Score 


183 




Exons 


10135. . 10251, 10136. 


.10261, 


10136. .10261 





Seq. No. 45?44 
Gene No. 96860 
Start 9809 

Name OJ000211_14 . 0323 . C6 . ol . tc 

Start 10392 
GI none 

Exons 10392. .10514, 104 08 .. 104 67, 

10989. .11060, 11008. .11070, 
11241. .11375, 11635. .11724, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 14. 0323. C6 



20415 

TBLASTX: Cress 
11724 
75 

10522. .10755, 10558 .. 10743, 
11128. .11172, 11130. .11171, 
11639. .11710 



Seq. No. 45744 
Gene No. 96860 
Start 9809 

Name OJ000211_14 . 0323 . C6 . o2 . tm 

Start 10624 

GI none 

Exons 10624. .10743, 10637 .. 10729, 10989 .. 11060, 10999 

11128. .11172, 11130. .11195, 11316 .. 11375, 11317 
11626. .11703, 11635. .11724, 11639 
13082. .13132, 13084. .13131, 13222 
13229. .13369 



Seq. ID OJ000211_14.0323.C6 
Strand 

20415 

TBLASTX : Maize 
13369 
89 



End 

Method 

End 

Score 



11707, 12355. 
,13368, 13226. 



,11070, 
11373, 
12426, 
13369, 



47180 



"Seq. No. 45744 Seq. ID OJ000211_14 . 0323 . C6 

Gene No. 96860 Strand 

Start 9809 End 20415 

Name OJ000211_14 . 0323 . C6 . ol . gp Method AAT/GAP 

Start 10625 End 13115 

GI uC-osflcypl74hO'4bl Score 997 

Exons 10625. .10728, 11001 .. 11058 , 11131 .. 11372 , 11638 . li709, 

12358. .12424, 13088. .13115 
GI Descrip. 1 6094553/gb | AAF03495 . 1 1 AC010676_5 2.0e-59 (AC010676) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 45744 

Gene No. 96860 

Start 9809 

Name OJ000211__14 . 0323 . C6 . ol . ts 

Start 12358 

GI none 

Exons 12358. .12426, 13084 .. 13131 , 
13627. .13695 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_14.0323.C6 
20415 

TBLASTX : Soybean 

13695 

112 



13226. . 13429, 132 69 .. 13373; 



Seq. No. 45744 Seq. ID 

Gene No. 968 60 Strand 

Start . 9809 End 

Name OJ000'211_14 . 0323 . C6 . o2 . tc Method 

Start 13225 End 

GI none Score 
Exons 



OJ000211JL4 .0323.C6 
20415 

TBLASTX: Cress 

13922 

116 



13225. . 13368, 13226 .. 13369, 13229 .. 134 14 , 13269 .. 13373, 
13385. .13477, 13627 .. 13695, 13848. .13922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45745 



96861 
230 

OJ000211JL4 .0323.C7.ol.np 
230 

6094553 

230. .387, 1326. .1389, 2008. .2091, 2834. .2915. 
(AC010676) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000211_14.0323.C7 
Strand 
End 

Method 
End 
Score 



3883 
AAT/NAP 
2915 
400 



'l!z Seq. No. 


45745 


Seq. ID 


OJ000211_14.0323.C7 


^ Gene No . 


96861 


Strand 




Start 


230. 


End 


388.3 


Name 


OJ000211 l4.0323.C7.ol.gs 


Method 


GENSCAN 


Start 


234 


End 


3883 


GI 


none 


Score 


.96 


Exons 


234. .387, 1326. .1389, 2834. .2 


880, 3643, 


. .3702, 3812. .3883 


Seq. No.. 


4 57 45 


Seq. ID 


OJ000211_14 .0323:£7 


Gene No. 


96862 


Strand 




Start 


6877 


End 


12105 


Name 


OJ000211 14.0323.C7.o2.gs 


Method 


GENSCAN 


Start 


6877 


End 


12105 


GI 


none 


Score 


.49 


Exons 


6877. .7099, 7750.. 7936, 8015. 


.8113, 8463.. 8585, 8875.. 9033, 



9843. .10001, 10187. .10425, 11136 .. 114 04 , 11698 .. 12061, 
12086. .12105 



47181 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45745 
96862 
6877 

OJ000211_14.0323.C7.o2.np 

7740 

2213588 



Seq. ID OJ000211_14 .0323.C7 
Strand 

End 12105 

Method AAT/NAP 

End 11334 

Score 728 



7740. .8113, 8517. .8582, 8661. .8792, 8875. .9038, 9848 ... 10001 , 

10187. .1-0342, 11136. .11334 

(AC000348) T7N9.8 [Arabidopsis thaliana] 



45745 
96863 
12497 

OJ000211_14.0323.C7.ol.tc 

7773 

none 

7773. .7811, 7839.-7943, 8005. 
10254. .10349 



Seq. ID OJ000211_14 .0323.C7 
Strand 

End 14118 

Method TBLASTX : Cress 

End 10349 

Score 90 

,8109, 8016. .8087, 8662. .8778, 



Seq. No. 45745 Seq. ID 

Gene No. 96863 Strand 

Start 12497 End 

Name OJ000211_14 . 0323 . C7 . ol . tm Method 

Start 8513 End 

GI none Score 
Exons 



OJ000211_14.0323.C7 
14118 

TBLASTX: Maize 

9976 

43 - 



8513. .8572, 8533. .8586, 8549. .8581, 8659. .8793, 8662. .8793, 
8663. .8794, 8663. .8794, 8876. .8980, 8877. .8978, 8878. .8979, 
8981. .9049, 8982. .9035, 8983. .9036, 9839 .. 9976, - 9844 .. 9975 



Seq. No. 45745 

Gene No. 96863 

Start 12497 

Name OJ000211_14 . 0323 . C7 . o3 . gs 

Start 12497 

GI none 

Exons 12497. .12707, 127 65 .. 12807 , 
14099. .14118 



Seq. ID OJ000211_14.0323.C7 
Strand 

End 14118 

Method GENSCAN 

End 14118 

Score .42 
12 941. .13240, 137 99. .14 025, 



Seq. No. 45746 

Gene No. 96864 

Start 121 

Name OJ000211_14 . 0323 . C8 . ol . gs 

Start 121 

GI none 

Exons 121.. 195, 225.. 366, 1373.. 1458 



Seq. ID OJ000211_14 .0323.C8 

Strand + 

End 1458 

Method GENSCAN 

End 1458 

Score .73 



Seq. No. 45746 

Gene No. 96865 

Start 4459 

Name OJ000211_14 . 0323 . C8 . ol . np 

Start 4248 

GI 4836909 

Exons 4248.. 4377, 4490.. 4559, 4755 
6660. . 6794 

GI Descrip. (AC007153) Hypothetical protein [Arabidopsis thaliana] 
Seq. No. 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



OJ000211_14.0323.C8 
+ 

8298 
AAT/NAP 
6794 
246 



45746 



,4897, 5043. .5585, 6098. .6173, 



Seq. ID OJ000211_14.0323.C8 



47182 



fipnp No 


96865 




Strand 


+ 




Start 


4459 




End 


8298 




Name 


OJ000211 14. 0323. C8 


.o3.gs 


Method 


GENSCAN 




Start 


4459 




End 


8298 




GI 


none 




Score 


.66 




F.xon^ 


4459.-. 4559, 4755. .4897, 4989. .5499, 5573. .5674, 


5787 5865 




611'6\.6212, 6251.. 6388, 7340.. 7422, 7604.. 7635, 


7703 8007 




8078 8298 










Seq. No. 


45746 




Seq. ID 


OJ000211 

. 1*/ V/ \J \J _L -L 


14. 0323. C8 


Gene No. 


96866 


- 


Strand 






Start 


9128 




End 


9657 




Name 


• OJ000211 14. 0323. C8 


. ol .gp 


Method 


AAT/GAP 




O Lai L 


9128 




End 


9657 




GI 


none 




Score 


996 




TT von ^ 

DAUi ID 


9128. .9657 










Spa No 


45746 




Seq. ID 


OJ000211_ 


14 0323 C8 


Gene No. 


96867 




Strand 


+ 




Start 


17404 




End 


38166 




Name 


OJ000211 14. 0323. C8 


. o3 . np 


Method 


AAT/NAP 




Start 


17404 




End 


21208 




GI 


6721547 




Score 


88 




J_j W 1 1 o 


17404. .17496, 21119 


. .21208 








\J J- L-/ W *J V— * ^ J- * 


(AP001073) Similar . to Oryza 


sativa gene for Pib. 


( AB013448 ) 


Q orr Mo 


45746 • 




Seq. ID 


OJ000211_ 




(l<anp Mo 


96867 




Strand 


+ 




Start 


17404 




End 


38166 




Name 


OJ000211 14. 0323. C8 


. o8'.'gs 


Method 


GENSCAN 




Start 


17404 




End 


38160 




GI 


none 




Score 


.64 




IT von ^ 


17404. .17488, 20696 


. .20982, 


21494. .21650, 22920. 


. 23131 , 




24180. .24420, 25004 


. .25161, 


25708. .25824, 26421. 


26606 




26731. .26890, 27539 


. .27642, 


27689. .27713, 28546. 


. 28659, 




28713. .28821, 29185 


. .29351, 


29477. .29748, 29781. 


.29822, 




29883. .30106, 30526 


. .30596, 


30785. .308E 


J3, 31513. 


.31580, 




■32130. .32221, 32365 


. .32438, 


32637. .326E 


iO, 33015.' 


.33066, 




33445. .33564, 33637 


. .33749, 


33883. .34049, 34323. 


.34437, 




35351. .35454, 35856 


. .35958, 


36110. .36205, 36397. 


.36505, 




36637. .36698, 36874 


. .36978, 


37642. .37843, 37952. 


.38160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



4 5746 
9.68 67 
17404 

OJ000211_14.0323.C8.o2.gp 
21095 

46944_1.R1084 ■ 
21095. .21515, 22920.. 23116 
, 5302775/emb|CAB46053.1| 4. 
[Arabidopsis thaliana] 1 

45746 
96867 
17404 

OJ000211_14 .0323.C8.o4.np 
22874 



Seq. ID OJ000211_14 .0323.C8 

Strand + 

End 38166 

Method AAT/GAP 

End 23116 

Score 1192 

Oe-09 (Z97337) hypothetical protein 



Seq. ID OJ000211_14 .0323.C8 

Strand + 

End 38166 

Method AAT/NAP 

End 26907 



47183 



GI 2388561 Score 1060 

Exons 22874. .23135, 23229 2334 5, 24 118 24420, 25004 .. 25161, 

25708. .25824, 26421 26606, 26737.. 26907 
GI Descrip. (AC000098) Similar to Arabidopsis hypothetical protein 

PID:e326839 (gb|Z97337). [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45746 Seq. ID 

96867 Strand 

17404 End 

OJ000211_14 .0323.C8.o3.gp Method 

24282 End 

LIB34 33-054 -P1-K1-B7 Score 



OJ000211_14 .0323.C8 
+ 

38166 
AAT/GAP 
26450 
774 



24282. .24420, 25004 .. 251 61 , 25708 .. 25824 , 26421. .26450 
'2388561 3.0e-46 (AC000098) Similar to Arabidopsis hypothetical 
protein PID:e326839 (gb_Z97337) . [Arabidopsis thaliana]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45746 
96867 
17404 

OJ000211_14 .0323.C8.o4.gp 
26456 

uC-osrocyp006g07bl 
26456. .26606, 26731.. 26877 

'2388561 2.0e-12 (AC000098) Similar to Arabidopsis hypothetical 
protein PID:e326839 (gb_Z97337 ). -[Arabidopsis thaliana] 1 



Seq. ID OJ000211_14 .0323.C8 

Strand + 

End 38166 - 

Method AAT/GAP 

End 26877 

Score 505 



Seq. ID OJ000211_14 .0323.C8 
Strand + 
End 38166 
Method " AAT/NAP 
End 38166 
Score 1851 
.29958, 31513. .31580, 32130 .. 32221, 
.32680, 33015. .33066, 33445.-33564, 
.34038, 34154 . .34253, 34352 .. 34437, 
.35454, 35856. .35958, 361 10 .. 36205, 
.36698, 36874 . .36978, 37 642,. . 3784 3, 



Seq. No. 45746 
Gene No. 96867 
Start 17404 

Name OJ000211_14 . 0323 . C8 . o5 . np 

Start 29611 
GI 2335108 
Exons 29611. .29748, 29883, 

32365.-32438, 32637, 

33637. .33749, 33883, 

35032. .35118, 35351, 

36316. .36505, 36637. 

37952.. 38166 

GI Descrip. (AC002339) putative zinc protease [Arabidopsis thaliana] 



C3 Seq. No. 


45746 




Seq. ID 


OJ000211_14 .0323.C8 


Gene No. 


96868 




Strand 




Start 


1694 




End 


2884 


Name 


OJ000211 14 


.0323.C8.o2.gs 


Method 


GENSCAN 


Start 


1694 


End 


2884 


GI 


none 




Score 


.76 


Exons 


1694 . .1837, 


2238. .2361, 2672.. 


2787, 2825..2884 


Seq. No. 


45746 




Seq. ID 


OJ000211_14 .0323.C8 ' 


Gene No. 


96869 




Strand 




Start 


6917 




End 


10981 


Name 


OJ000211 14 


.0323.C8.o2.np 


Method 


AAT/NAP 


Start 


6917 


End 


10981 


GI 


6069646 




Score 


75 


Exons 


6917. .6990, 


7306. .7461, 9054.. 


9179, 10923.. 10981 


GI Descrip. 


(AP000616) 


similar to putative 


i reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 



47184 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 45746 

Gene No. 96869 

Start 6917 

Name OJ000211_14 . 0323 . C8 . o5 . gs 

Start 10212- 

GI none 
Exons 



Seq. ID OJ000211_14 .0323.C8 
Strand 

End 10981 

Method GENSCAN 

End 10970 

Score .85 



10212. .10392, 10720. . 10747, 10781. .10970 



Seq. No. 45746 

Gene No. 96870 

Start 26907 

Name OJ000211_14 . 0323 . C8 . o5 . tm 

Start 6916 

GI none 
Exons 



Seq. ID OJ000211_14.0323.C8 
Strand 

End 38166 

Method TBLASTX: Maize 

End 7306 

Score 71 



6916. .6987,. 6962. .7090, 7165. .7305, .7169. .7306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45746 
96870 
26907 

OJ000211_14 . 0323 . C8 . o4 . tm 

12587 

none 



Seq. ID OJ000211_14.0323.C8 
Strand 

End 38166 

Method TBLASTX: Maize 

End. 12856 

Score 154 



12587. .12703, 12588 ... 12680, 12785 .. 12856, 12787. .12855 



45746 
96870 
26907 

OJ000211_14.0323.C8.ol.tw 

21383 

none 



Seq. ID OJ000211_14.0323.C8 
Strand 

End 38166 

Method TBLASTX : Wheat 

End 23061 

Score 45 



21383. .21430, 21424 .. 214 65, 21473 .. 21511, 22918 .. 23061 , 
22919. .23056 



Seq. No. 457 4 6 Seq. ID 

Gene No. 96870 Strand 

Start 26907 End 

Name OJ000211_14 . 0323 . C8 . ol . ts Method 

Start 22916 End 

GI none Score 
Exons 



OJ000211_14.0323.C8 
38166 

TBLASTX: Soybean 

24416 

170 



22916. .23131, 22918 .. 23130, 23233 .. 2334 6, 23252 .. 23347 , 
24116. .24295, 24 117 24299, 24300 .. 24 4 16, 24336. .24407 



Seq. No. 45746 
Gene No. 96870 
Start 26907 

Name OJ000211_14 . 0323 . C8 . ol . tm 

Start 22918 
GI none 

Exons 22918. .23130, 22919 .. 23131, 

23221. .23346, 23264 . .23347, 
24127. .24438, 24 997 .. 25164 , 
25707. .25823, 25707 .. 25823, 
26415. .26603, 264 18 .. 26576, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 14. 0323. C8 



38166 

TBLASTX: Maize 
27255 
236 

22919. .23131, 23220 .. 23345, 
24116. .24418, 24117 .. 24431, 
25000. .25164, 25700 .. 25756, 
25708. .25845, 25708 .. 25824 , 
26420. .26602, 2 6730 .. 2690 9, 



47185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26735. .26908, 26737 26910, 26803 26910, 26984 27019, 
27018. .27062, 27023 .. 27055, 27183 .. 27251, 27184. .27255 



Seq. No. 45746 Seq. ID 

Gene No. 96870 Strand 

Start 26907 End 

Name - OJ0002 11_14 . 0323 . C8 . o2 . tc " Method 

Start 24135 End 

GI none Score 
Exons 



OJ000211_14 .0323.C8 
38166 

TBLASTX : Cress 

25755 

238 



24135. .24311, 24 137 .. 24286, 24285 .. 24 431 , 24334 .. 24447 , 
24342. .24407, 24 999 .. 25163, 25000 .. 25164 , 25707 .. 25754 , 
25708. .25755, 25708.. 25755 



45746 
96870 
26907 

OJ000211_14.0323.C8.o4 .ts 
24999 ■ . 



OJ000211 14. 0323. C8 



none 
24999. 
25689. 
25708. 



Seq. ID 
Strand 
End 

_ Method 
1 . End 

Score 

25019, 25000. .25050, 25086 25163, 25087 25164 , 
25808, 25691. .25801, 25707 .. 258 14 , 25708 .. 25824 , 
25824, 26415. .26567, 26417.. 26566 



38166 

TBLASTX : Soybean 

26567 

53 



Seq. No. 45746 _ Seq. ID 

Gene No. 96870 - ' Strand 

Start 26907 End 

Name OJ000211JL4 . 0323 . C8 . o2 . ts Method 

Start 26596 End 

GI none Score 

Exons 26596. .26658, 3534 5 .. 354 64 , 35851 .. 35958 , 35853 

36107. .36214, 36124 .. 36213, 36313 .. 36504 , 36315 

36636. .36701, 3687 1 .. 36978, 37639 .. 37845, 37639 
37933. .38001 



OJ000211 14. 0323. C8 



38166 

TBLASTX: Soybean 
38001 
64 

,35954, 
36503, 
37803, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



45746 Seq. ID OJ000211_14 . 0323 . C8 

96870 Strand 

26907 . End - 38166 

OJ000211_14 . 0323 . C8 . o5 . gp Method AAT/GAP 

26907 End 27377 

49951_1.R1084 Score 938 

26907.. 27377 

T 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



45746 Seq. ID 

96870 Strand 

26907 End 

OJ000211_14 .0323.C8.o5.ts Method 

29638 .. End 

none Score 



OJ000211_14.0323.C8 
38166 

TBLASTX: Soybean 

31580 

122 



29638. .29760, 2964 4 .. 29760, 29880 .. 29957 , 29885.-29956, 
31511. .31579, 31512.. 31580 



45746 
96870 
26907 
OJ000211 



14.0323.C8.o2.tm 



Seq. ID 

Strand 

End 

Method 



OJ000211_14.0323.C8 
38166 

TBLASTX: Maize 



47186 



• 



Start 
GI 

Exons 



33520 

none 

33520. 

33877. 

34136. 

35027. 

35315. 

35853. 

36088. 

36315. 

36871. 

37635. 



.33564, 
.34047, 
.34273, 
.3.5110, 
,3$452, 
.35957, 
.36207, 
.36500, 
.36978, 
.37712, 



33522. 
33879. 
34159. 
35029. 
35345. 
35853. 
36107. 
36638. 
36873. 
37639. 



.33581, 
.34055, 
.34248, 
.35118, 
.35455, 
.35957, 
.36214, 
.36700, 
.36980, 
,37716, 



End 

Score 
33636. . 
33879. . 
34351. . 
35031. . 
35346. . 
35854 . . 
36125. . 
36640. . 
36873. . 
37639. . 



377 
77 

33752, 
34046, 
34452, 
35117, 
35453, 
35958, 
36214, 
36708, 
36992, 
37716 



16 

33636. 
33880. 
34351. 
35032. 
35350. 
35857. 
36313. 
36857. 
37634. 



.33749, 
.34047, 
.34437, 
.35124, 
.35454, 
,35958, 
,36504, 
,36979, 
,37711, 



Qon Mo 
O C * LN V • 


4 ^74 




Seq. ID 


OJ000211_14 .0323 


pp 


P. o n o Wn 


z? \j o / \j 




Strand 






Olai L 


9 6Q07 




End 


38166 




Name 


nT0009ii 14 n^?^ pa 




Method 


TBLASTX: Soybean 




Start 


33904 




End 


34252 




GI 


none 




Score 


184 






"3^Q04 ^4047 "3^Q97 


^4 04 6 


34145. .34252, 34159. .34251' 




Qorr Mo 
O c q • LN U . 


A R7 4 




Seq. ID 


OJ000211_14 .0323, 


PQ 


P ^ r\ ^ M o 
ucllc LNU • 


Qfiff 70 




Strand 








■ 9 6Q07 




End 


38166 




Name 


PT000 91 1 14 0^9 "3 Pft 


o 1 f p 

.OX • tc 


Method 


TBLASTX: Cress 




Start 


36107 




End 


36513 . 




GI 


none 




Score 


101 




Exons 




• . jDjUJ/ 


36322. .36504, 36334. .36513 




Qrtrt Mo 


4 R74 6 

4 J / 4D 




Seq. ID 


OJ000211_14.0323. 


pp 


Po n o Mo 






Strand 






Of- -a y-+- 


9 6Q07 




End 


38166 




Name 


D.T00091 1 14 0^9^ PP 


o^ +- o 


Method 


TBLASTX: Cress 




Of- -a 

O Lai U 


36886 




End 


38046 




GI 


none 




Score 


96 




Exons 


36886. .36978, 36886. 


. .36984, 


37 639. .3784 5, 37 639. .3784 8, 






37945. .38046* 










Seq. No. 


45746 




Seq. ID 


OJ000211_14 .0323. 


,C8 


Gene No. 


96870 




Strand 






Start 


26907 




End 


38166 




Name 


OJ000211 14. 0323. C8 . 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


37792 




End 


38166 




GI 


none 




Score 


74 




Exons 


37792. .37845, 37794. 


, .37844, 


37950. .38162, 37951. .38166 




Seq. No. 


45747 . . 




Seq. ID 


OJ000211_14.0323. 


,C9 


Gene No. 


96871 "' : 




Strand 


+ 




Start 


. 1 




End 


1648 




Name 


' OJ000211 14. 0323. C9. 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1373 




GI 


2335108 




Score 


434 




Exons 


1..198, 324. .375, 460. .546, 


844 . .977, 


1142. . 1373 




GI Descrip. 


(AC002339) putative 


zinc protease [Arabidopsis thaliana] 




Seq. No. 


45747 




Seq. ID 


OJ000211_14 .0323. 


C9 


Gene No. 


96871 




Strand 


+ 





47187 






Start 


1 


End 


1648 




Name 


OJ000211 14 . 0323.C9.o2 .np 


Method 


AAT/NAP 




Start 


1 ~~ 


End 


1376 




GI 


6706417 


Score 


147 




Exons 


1 . . 44 , 1120 . . 1376 








GI Descrip. 


(AL133248) Dutative nrotein 


[Arabidopsis thaliana] 




Sea No 


45747 


Seq. ID 


OJ000211_14.0323.C9 




Gene No. 


96871 


Strand 


+ 




Start 


1 


End 


1648 




Name 


OJ000211 14.0323.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


64 ~~ 


End 


975 




GI • 


none 


Score 


142 




R von *=; 


64 174. 65 199. 322 375 


463. .546, 


838. .969, 843. .971, 






847 975. 885 974 








Seq. No. 


45747 


Seq. ID 


OJ000211_14.0323.C9 




Gpnp No 


96871 


Strand 


+ 




Start 


1 . 


End 


1648 




Name 


"OJ000211 14 .0323.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


65 


End 


1648 




GI 


. none 


Score 


179 




Exotic 


65. .199, 65. .193, 67. .216, 319. .375, 321. .380, 323. .376, 


f — : 




447. .539, 457. .549, 458. .571, 460. .546 


, 838. .972, 842. .967, 






843. .968, 844. .978, 1128. .1388, 1129.. 


1389, 1130.. 1390, 


VIS? 




1187. .1387, 1189. .1395, 1445 


..1528, 1601. .1648 


?■: c 


Seq. No. 


45747 


Seq. ID 


OJ000211__14.0323.C9 




Gene No'. 


96871 


Strand 


+ 




Start 


1 


End 


1648 


" is, 


Name 


OJ000211 14.0323.C9.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


1385 


i a? 


GI 


none 


Score 


.84 


s. 

f 1 


Exons 


74. .198, 324. .375, 460. .546, 


844. .966, 


1131. . 1385 


""J 


Sea No 


45747 


Seq. ID 


OJ000211_14.0323.C9 


l : 


Gene No . 


96871 


Strand 


+ 




Start 


1 


End 


1648 




Name 


OJ000211 14.0323.C9.ol.gp 


Method 


AAT/GAP 


Q 


Start 


813 


End 


1516 


f =| 


GI 


uC-osflcyp067bl0al 


Score 


945 




Exons 


813. .966, 1131. .1516 








GI Dpsrr "i n 


'2335108 1.0e-23 (AC002339) 


putative isulinase [Arabidopsis 






thaliana] 1 








Seq. No. 


45748 


Seq. ID 


OJ000211_14.0323.C15 




Gene No . 


96872 


Strand 


+ 




Start 


•991 ' 


End 


1139 




Name 


OJ000211 14.0323.C15.ol.gp 


Method 


AAT/GAP 




Start 


991 


End 


1139 




GI 


none 


Score 


261 




Exons 


991. .1139 








Seq. No. 


45749 


Seq. ID 


OJ000211_14 .0323.C19 




Gene No. 


96873 


Strand 


+ 




Start 


326 


End 


670 




Name 


OJ000211 14.0323.C19.ol.gs 


Method 


GENSCAN 



47188 



Start 


326 




End 


670 






GI 


none 




Score 


.77 






TT von <3 


326 481 612 670 












cpn No 


45750 




Seq. ID 


OJ000211 14 


. 0323 . 


C21 


Gene No. 


96874. 




Strand 








Start 


375 ■;<■*•■ 




End 


748 






Name 


OJ000211 14.0323.C21.ol 


.np 


Method 


AAT/NAP 






Start 


375 




End 


748 






GI 


5042463 




Score 


196 






1 — 1 Jt\ w 1 1 O 


375. .542, 591. .748 












(IT np opri n 

\J -L 1-V ^ O ^ J~* -L. krf' • 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


45751 




Seq. ID 


OJ000211_14 


.0323. 


C24 


Gene No. 


96875 




Strand 


+ 






Start 


153 




End 


714 






Name 


OJ000211 14.0323.C24.ol 


. gs 


Method 


GENSCAN 






uLQI L 


153 




End 


714 ' 






GI 


none 




Score 


.76 






F von 


153. .286, 612. .714 












Qcirr Nn 


45751 




Seq. ID 


OJ000211_14 


. 0323 . 


C24 


Gene No . 


96876 




Strand 


+ 






Start 


3674 




• End 


5614 






Name 


OJ000211 14.0323.C24.ol 


.np 


Method 


' AAT/NAP 






Start 


3674 




End 


4598 






GI 


5922621 




Score 


248 






F! von <^ 


3674. .3892, 4465. .4598 














(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi | 6016854 | dbj | BAA85197 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


45751 




Seq. ID 


OJ000211_14 


.0323. 


C24 


Gene No. 


96876 




Strand 


+ 






Start 


3674 




End 


5614 






Name 


OJ000211 14.0323.C24.o2 


.np 


Method 


AAT/NAP 






Start 


4180 




End 


5614 






GI 


7485337 




Score 


78 







Exons 4180. .4263, 5483.. 5614 

GI Descrip. hypothetical protein F10M23.290 - Arabidopsis thaliana 
gi|4455218|emb|CAB36541.1| (AL035440) putative protein 
[Arabidopsis thaliana] .gi 1.7269548 I emb I CAB79550 . 1 1 (AL161566) 
putative protein [Arabidopsis thaliana] 



Seq. No. 45752 Seq. ID 

Gene No. 96877 Strand 

Start 1 End 1116 

Name OJ000251_16 . 0323 . C4 . oI : ; np Method AAT/NAP 

Start 1 End 1116 

GI 6691191 Score 365 

Exons 1..772, 957. .1116 

GI Descrip. (AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ000251 16. 0323. C4 



Seq. No. 45753 

Gene No. 96878 

Start 1 

Name OJ000251 16 . 0323 . C6 . ol . np 



Seq. ID OJ000251_16. 0323.C6 

Strand + 

End 2661 

Method AAT/NAP 



47189 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 2661 

5852180 Score 420 

1..276, 1126. .1183, 2164. .2282, 2334. .2661 
(AL117265) zhbOOOlO.l [Oryza sativa] 



45753 Seq. ID 

96878 Strand 

1 End 

OJ000251_16.0323.C6.ol.gs Method 

2465 End 

none Score 
2465. .2649 



OJ000251_16.0323.C6 
+ 

2661 
GENSCAN 
2649 
.99 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45753 Seq. ID OJ000251_16 . 0323 . C6 

96879 Strand 

243 End 309 

OJ000251_16. 0323.C6.ol.gp Method AAT/GAP 

243 End 309 

4879016 Score 96 

243. .309 

6041757/gb| AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



45753 r " 
96880 
1032 

OJ000251_16.0323.C6.o2.gp 
1032 

uC-osflcyp033a04bl 
1032. .1413 

'6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000'25L_16.0'323.C6 

1413 
AAT/GAP 
1413 
667 



Oe-59 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_16.0323.C8 
+ 

3474 . 
AAT/NAP 
3474 
655 



45754 Seq. ID 

96881 Strand 
2 64 9 End 
OJ000251_16.0323.C8.ol.np Method 
2 64 9 End 
1353193 Score 
2649. .3474 

O-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 | pir | UQ2268 
O-methyltransferase (EC 2.1.1.-) - maize gi 1404070 (L14063) 
O-methyltransf erase [Zea mays] 

45754 
96881 
2649 

OJ000251_16.0323.C8.ol. tm 

2664 
none 

2664. .2828, 2720. .2827, 2835. 
3069. .3392, 3384. .3464, 3420. 



Seq. ID OJ000251_16.0323.C8 

Strand + 

End 3474 

Method TBLASTX : Mai ze 

End 3464 

Score 89 

.2933, 2835.. 2933, 3006.. 3365, 
.3464 



Seq. No. 
Gene No. 
Start 



45754 
96881 
2649 



Seq. ID 

Strand 

End 



OJ000251_ 
+ 

3474 



16. 0323. C8 



47190 



Name 


OJ000251 16 


.0323 


. C8 . ol . 




Mpt hod 


GEN SCAN 








Start 


2757 _ 








End 


34 64 








GI 


none 








Score 


. 52 








Exons 


2757 . .3464 


















Seq. No. 


45754 








Seq. ID 


OJ000251 


_16 


.0323 


.C8 


Gene No. 


96881 








Strand 


+ 








Start 


2649 








End 


3474 








Name 


OJ000251 16 


. 0323 . 


,C8 . ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2820 ~ 








End 


3464 








GI 


none 








Score 


79 








Exons 


2820 2906. 


3111 . 


. . 3365, 


3251 


...3361, 3420.. 3464 








Seq. No. 


45754 ' 








Seq. ID 


OJ000251 


_16 


.0323 


.C8 


Gene No. 


96881 








Strand 


+ 








Start 


2649 








End 


3474 








Name 


OJ000251 16 


0323 , 


,C8 .ol . 


tw 


Method 


TBLASTX : 


Wheat 




Start 


3075 * ~~ 








End' * 


3395 








GI 


none ■ 








Score 


297 








Exons 


3075. . 3395, 


3078 . 


3365 














Seq. No. 


45755 








Seq. ID 


OJ000251 


_16, 


.0323, 


.C9 


Gene No. 


96882 








Strand 


+ 








Start 


1603 








End 


1755 








Name 


OJ00025T 16" 


0323 . 


C9 . ol . 


n s 

y & 


Method 


GENSCAN 








Start 


1603 ~~ 








End 


1755 








GI 


none ■ 








Score 


.79 








X-J A x-/ X X t— > 


1603 1755 


















Seq. No. 


45755 








Seq. ID 


OJ000251 


_16, 


,0323, 


,C9 


Gene No. 


96883 








Strand 


_ 








Start 


1924 








End 


2193 








Name 


OJ000251 16 


0323 . 


C9 . o2 . 




Method 


GENSCAN 








Start 


1924 ~~ 








End 


2193 








GI 


none 








Score 


.55 








Exons 


1924 2193 


















Seq. No. 


45756 








Seq. ID 


OJ000251 


_16. 


,0323. 


,CH 


Gene No. 


96884 








Strand 


+ 








Start 


56 








End 


617 








Name 


OJ000251 16 


0323. 


ClO.ol 




Method 


GENSCAN 








Start 


56 ~~ 








End 


617 








GI 


none 








Score 


.48 








Exons 


56. . 311, 514 


. .617 














Seq. No. 


45757 








Seq. ID 


OJ000251 


_16. 


,0323. 


,ci: 


Gene No. 


96885 








■ Strand 


+ 








Start 


167 








End 


1610 








Name 


OJ000251 16. 


0323. 


Cll.ol 


.gs 


Method 


GENSCAN 








Start 


167 








End 


1610 








GI 


none 








Score 


.57 








Exons 


167. .368, 1118. .1244, 1285.. 


1449, 1451, 


. .1610 








Seq. No.- 


45757 








Seq. ID 


OJ000251_ 


_16. 


0323. 


ci: 


Gene No. 


96886 








Strand 










Start 


3206 








End 


4535 








Name 


OJ000251 16. 


0323. 


Cll.o2 


.gs 


Method 


GENSCAN 









47191 



Start 
GI 

Exons 



3206 
none 

3206. .3272, 4259.-4527 



End 
Score 



Seq. No. 45757 Seq. ID 

Gene No. 9688 6 Strand 

Start 3206 End 

Name " OJ000251_16 . 0323 . Cll . ol . tm Method 

Start 4234 End 

GI none Score 

Exons 4234.. 4530, 4238.. 4525 



4527 
.9 



OJ000251_16. 0323. Cll 
4535 

TBLASTX: Maize 

4530 

242 



Seq. No. 


45757 








Seq. ID 


OJ000251_16. 0323. Cll 


Gene No. 


96886 








Strand 




Start 


3206 








End 


4535 


Name 


OJ000251 16 


.0323. 


.Cll.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


4234 








End 


4533 


GI 


none 








Score 


103 


Exons 


4234. .4371, 


4238. 


. .4354, 


4429. 


.4533, 4459. .4533 


Seq. No. 


45757 








Seq. ID 


OJ000251_16. 0323. Cll 


Gene No. 


96886 








Strand 




Start 


3206 








End 


4535 


Name 


OJ000251 16 


.0323. 


.Cll.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4234 








End 


4530 


GI 


none 








Score 


81 


Exons 


4234 . .4347, 


4238. 


. .4360, 


4417-. 


.4530, 4- 


427. .4498, 4428. .4526, 




4456. .4530 













Seq. No. 


45757 


Seq. ID 


OJ000251_16. 


0323 


.Cll 


Gene No. 


96886 


Strand 








Start 


3206 


End 


4535 






Name 


OJ000251 16. 0323. Cll.ol. 


np Method 


AAT/NAP 






Start 


4237 


End 


4535 






GI 


1353193 


Score 


402 






Exons 


4237. .4535 










GI Descrip. 


O-METHYLTRANSFERASE 2RP4 


\ (OMT) gi|542186|pir|| JQ2268 






O-methyltransf erase (EC 


2.1.1.-) - maize gi|404070 


(L14063) 




O-methyl trans f erase [Zea mays] 








Seq. No. 


45758 


Seq. ID 


OJ000251_16. 


0323 


-C12 


.Gene No. 


96887 


Strand 








Start 


1 


End 


648 






Name 


OJ000251 16.0323.C12.ol. 


np Method 


AAT/NAP 






Start 


1 


End 


574 






GI 


6006359 


Score 


72 






Exons 


1..53, 475. .574 










GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45758 


Seq. ID 


OJ000251_16. 


0323 


.C12 


Gene No. 


96887 


Strand 








Start 


1 


End 


648 






Name 


OJ000251 16.0323.C12.ol. 


gs Method 


GENSCAN 






Start 


418 


End 


648 






GI 


none 


Score 


.87 






Exons 


418. .648 











47192 



Seq. No. 


45759 




Seq. ID 


OJ000251 16.0323.C13 


Gene No. 


96888 




Strand 


+ 


Start 


524 




End 


794 


Name 


OJ000251 16.0323.C13.ol. 


, np 


Method 


AAT/NAP 


Start 


524 




End 


794 


GI 


6942015 




Score 


239 


Exons •■;> 


524. .680, 714. .794 








GI Descrip. 


(AF216531) extensin-like proline-rich protein RiP-5 [Oryza 




sat i va ] 








Seq. No. 


45759 




Seq. ID 


OJ000251 16 0323 C13 


Gene No. 


96889 




Strand 


+ _ 


Start 


1341 




End 


2025 


Name 


OJ000251 16. 032 3. CI 3 . o2 . 


gs 


Method 


GENSCAN 


Start 


1341 ~~ 




End 


2025 


GI 


none 




Score 


. 85 


Exons 


1341 1346. 1897 2025 








Seq. No. 


4575.9 




Seq. ID 


OJ000251 16 0323 CI 3 


Gene No. 


96890 




Strand 




Start 


1914 




End 


2038 


Name 


OJ000251 16.0323.C13.o2. 


np 


Method 


AAT/NAP 


Start 


1914 




End 


2038 


GI 


7340920 




Score 


145 


.Exons 


■ 1914 . . 2038 








GI Descrip. 


(AP0015501 hvoothetiral 


protein [Oryza 


sativa] 


Seq. No. 


45760 




Seq. ID 


OJ000251_16.0323.C14 


Gene No. 


96891 




Strand 


+ 


Start 


1 




End 


980 


Name 


OJ000251 16.0323.C14.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


980 


GI 


1353193 




Score 


368 


Exons 


1 67, 668 980 








GI Descrip. 


O-METHYLTRANSFERASE ZRP4 

V-/ L -I X-l X 1 X X XJ X 1 Villi X XJ iulU XJ XJ -L\ X 


(OMT) 


gi | 54218 


J6|pir| UQ2268 




O— mpf h vl t r^ns fpra <;p (RC 

V/ Lll L 1 1 V X X fci 1 1 O X X. CX O \^ ^ XJ \^ 


2.1.1. 


-) - maize gi|404070 (L14063) 




0-mpt*hvl t ransf PTrJ^p 

All v^* ^11 V X. l_ X. £X 1 1 4^ X X- CA k_> l d 


. mays] 






Seq. No. 


45760 




Seq. ID 


OJ000251_16.0323.C14 


Gene No. 


96891 




Strand ■ 


+ 


Start 


1 




End 


980 


Name 


OJ000251 16. 0323. CI 4. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


669 ~ 




End 


980 


GI 


none 




Score 


97 


Exons 


669. .758, 681. .788, 846. 


.980, 


863. . 979 




Seq. No. 


45760 




Seq. ID 


OJ000251_16.0323.C14 


Gene No. 


96891- 




Strand 


+ 


Start 


1 




End 


980 


Name 


OJ000251 16.0323.C14 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


669 




End 


980 


GI 


none 




Score 


107 


Exons 


669. .761, 681. .800, 687. 


.770, 


691. .789, 


719. .790, 857. .979, 




•870. .980 








Seq. No. 


45760 




Seq. ID 


OJ000251_16.0323.C14 


Gene No. 


96891 




Strand 


+ 



47193 



Start 
Name 
Start 
GI 

Exons 



OJ000251_16.0323.C14 .ol.gs 

684 

none 

684 . .896 



End 

Method 

End 

Score 



980 

GENSCAN 

896 

.66 



Seq. No. 45760 

Gene No. 96891 

Start 1 

Name OJ000251_16 . 0323 . C14 . ol . tm 

Start 687 

GI none 

Exons 687.. 980, 687.. 977, 692.. 979 



Seq. ID OJ000251_16.0323.C14 

Strand + 

End 980 

Method TBLASTX : Maize 

End 980 

Score 314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45761 
96892 
437 

OJ000251_16.0323.C16.ol.np 
437 

4680179 
437. .3620 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000251_16. 0323.C16 
Strand 

End 3620 

Method AAT/NAP 

End 3620 

Score 5411 



45761 
96892 
437 

OJ000251_16 . 0323 . CI 6 . 06 . tm 

461 

none 

461. .658 



Seq. ID OJ000251_16.0323.C16 
Strand 

End 3620 

Method TBLASTX : Maize 

End 658 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



End 

Method 

End 

Score 



45761 
96892 
437 

OJ000251_16.0323.C16.o6.tw 
482 
none 

482. .814, 606. .815 

45761 
96892 
437 

OJ000251_16.0323.C16.ol.tm 
662 
none 

662. .1102, 675. .1100, 1100. .1261, 1107. .1253 



Seq. ID OJ000251_16.0323.C16 
Strand 

3620 

TBLASTX: Wheat 
815 
104 . 



Seq. ID OJ000251_16.0323.C16 
Strand 

3620 

TBLASTX: Maize 
1261 
234 



End 

Method 

End 

Score 



45761 
96892 
4 37 

OJ000251JL6.0323.C16.ol. tw 

815 
none 

815. .1441, 816. .1439 

45761 
96892 



Seq. ID OJ000251_16.0323.C16 

Strand . - 

End ' 3620 

Method TBLASTX : Wheat 

End 14 41 

Score 356 



Seq. ID OJ000251_16.0323.C16 
Strand 



47194 





Start 


437 








End 


3620 






Name 


OJ000251 .16, 


.0323 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


1310 








End 


1601 






GI 


none 








Score 


232 






Exons 


1310. .1600, 


1314 


. .1601 












Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


-C16 




Gene No. 


96892 








Strand 








Start 


437 








End 


3620 






Name 


OJ000251 16. 


.0323. 


,C16.o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


1400 








End 


1660 






GI 


none 








Score 


151 






Exons 


1400. .1660, 


1401. 


. .1655 












Seq. No. 


45761 








Seq. ID 


OJ000251__16.0323 


.C16 




Gene No. 


96892 








Strand 








Start 


4 37 








End 


3620 






Name 


OJ000251 1"6\ 


,0323. 


,C16.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1424 








End 


1741 






GI 


none 








Score 


81 






Exons 


1424. .1567, 


1425. 


. .1565, 


1568. 


. 1741 






: k 


Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 




Gene No. 


96892 








Strand 








Start * 


437 








End 


3620 




in 


Name 


OJ000251 16. 


0323. 


,C16.o3 


. tw 


Method 


TBLASTX: Wheat 




Til 


Start 


1448 








End 


1927 




f ™ 


GI 


none 








Score 


237 




m 


Exons 


1448. .1927, 


1449. 


.1703, 


1454 . 


.1894 








Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 




Gene No. 


96892 








Strand 






5-'; 


Start 


437 








End 


3620 






Name 


OJ000251 16. 


0323. 


C16.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


1931 








End 


2440 




"J 


GI 


none 








Score 


238 




|:& 
< 1 


Exons 


1931. .2440, 


2015. 


.2362, 


2097. 


.2408 






L.J 


Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 




Gene No. 


96892 








Strand 








Start 


437 








End 


3620 






Name 


OJ000251 16. 


0323. 


C16.o2. 


. tm 


Method 


TBLASTX: Maize 






Start 


2003 








End 


2368 






GI 


none 








Score 


155 






Exons 


2003. .2314, 


2010. 


.2207, 


2015. 


.2368, 2100.. 2366 






Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323, 


.C16 




Gene No. 


96892 








Strand 








Start 


437 








End 


3620 






Name 


OJ000251 16. 


0323. 


C16.o3. 


. ts 


Method 


TBLASTX: Soybean 






Start 


2189 








End 


2416 






GI 


none 








Score 


198 






Exons 


2189. .2416 
















Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323. 


.C16 




Gene No. 


96892 








Strand 








Start 


437 








End 


3620 





47195 




Name 


OJ000251 16 


. 0323 


. C16 . o4 


. tm 


Mp1~ hi oH 


1 OLUlU X /\ * L iu X C 




Start 


2405 ~ 








End 


2905 




GI 


none 








Score 


64 




Exons 


2405 . . 2740, 


2450 


. .2653, 


2726. 


.2905 






Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 


Gene No. 


96892 








■Strand 






Start 


437 








End 


3620 




Name 


OJ000251 16 


. 0323 


.C16.o5 


. tw 


Met - hod 


TBLASTX * Wheat 




Start 


2441 ~~ 








End 


2743 




GI 


none 








Score 


252 




Exons 


2441. .2743, 


2442 


. . 2723, 


2641 . 


. 2742 






Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 


Gene No. ■ 


96892 








Strand 






Start 


437 








End 


3620 




Name 


OJ000251 16 


. 0323 


.C16.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


2456 ~~ 








End 


2851 




GI 


none 








Score 


17 6 




Exons 


2456 . . 2815, 


2457 


. . 2720, 


2735 . 


.2815, 2807.. 2851, 2819.. 2851 


Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 


Gene No. 


96892 








Strand 


- 




Start 


437 








End 


3620 




Name 


OJ000251 16 


. 03'23 


. C16 . o4 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


2792 ~ 








End 


3274 




GI 


none 








Score 


239 




Exons 


2792 . . 3274, 


2835 , 


. . 3170 










Seq. No. 


45761 








Seq. ID 


OJ000251_16.0323 


.C16 


Gene No. 


96892 








Strand 






Start 


437 








End 


3620 




Name 


OJ000251 16 


. 0323, 


. C16 . o5 . 


, tm 


Method 


TBLASTX: Maize 




Start 


2973 ~~ 








End 


3262 




GI 


none 








Score 


154 




Exons 


2973. . 3164, 


2975 . 


. . 3262 










Seq. No. 


45761 








Seq. ID 


OJ000251_16;0323 


.C16 


Gene No. 


96892 








Strand 






Start 


437 








End 


3620 




Name 


OJ000251 16, 


, 0323 , 


. C16 . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3278 ~~ 








End 


3619 




GI 


none 








Score 


49 




Exon s 


3278 3373. 


3279 . 


33S6 


3413 . 


.3619 






Sea No 


45762 








Seq. ID 


OJ000251_16.0323, 


.C17 


Gene No . 


96893 








Strand 


+ 




Start 


1988 








End 


4124 




Name 


OJ000251 16. 


0323. 


,C17.o3. 


np 


Method 


AAT/NAP 




Start 


1988 








End 


4124 




GI 


6063554 








Score 


148 




Exons 


1988. .2042, 


3952. 


, .4124 










GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 { E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 45762 Seq. ID OJ000251_16 . 0323 . C17 



47196 



Gene No. 


96894 


Strand 


+ 


Start 


5290 


End 


6652 


Name 


OJ000251 16.0323.C17.o4.np 


Method 


AAT/NAP 


Start 


5290 


End 


u \J *j 


GI 


5852179 


Score 


269 


Exons 


5290. .5310, 6138. .6346, 6421. 


.6652 




GI Descrip. 


(AL117265) zhb0009.1 [Oryz'a sativa] ■ 




Seq. No. 


45762 


Seq. ID 




Gene No. 


96895 


Strand 




Start 


1 


End 


2607 


Name 


OJ000251 16.0323.C17.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


-L \J \J 


GI 


4680179 


Score 


70A 1 


Exons 


1. .1206 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


c 5nh c !'n i nHi pa 1 

OUUiJ W . Xll \JL _1_ d J 


Seq. No. 


45762 


Seq. ID 


OJ000251_16.0323 


Gene No. 


96895 


Strand 




Start 


1 


End 


2607 


Name 


OJ000251 16.0323.C17.ol.gs 


Method 


r;pwqpz\M 

\3 Hi Vi O k^rt LN 


Start 


10 


End 


9607 


GI 


none 


Score 


■ \J o 


Exons 


10. .566, 732. .1206, 1521. .1669, 1693. 


P^flfi 9607 


Seq. No. 


45762 


Seq. ID 




Gene No. 


96895 


Strand 




Start 


1 


End 


2607 


Name 


OJ000251 16.0323.C17.o2.np 


Method 


AAT/NAP 


Start 


1458 


End 


2320 


GI 


5042448 


Score 


1262 


Exons 


1458. .2320 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa; 


1 




Seq. No. 


45762 


Seq. ID 


OJ000251_16.0323. 


Gene No. • 


968-96 


Strand 




Start 


5055 


End 


9189 


Name 


OJ000251 16.0323.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


367 


End 


700 


GI 


none 


Score 


113 


Exons 


367. .699, 415. .699, 512. .700 






Seq. No. 


45762 


Seq. ID 


OJ000251_16.0323. 


Gene No. 


96896 


Strand 




Start 


5055 


End 


9189 


Name • 


OJ000251 16.0323.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


580 


End 


943 - 


GI 


none 


Score 


100 


Exons 


580. .939, 581. .814, 839. .943 






Seq. No. 


45762 


Seq. ID 


OJ000251_16.0323. 


Gene No. 


9.6896 


Strand 




Start 


5055 • 


End 


9189 


Name 


OJ000251 16.0323. C17.o5.np 


Method 


AAT/NAP 


Start 


5055 


End 


9189 


GI 


7106512 


Score 


73 



47197 






5055 5143 9125 9189 








\»J -L. l-/ *J V*** J- J- Lp/ * 


(AP001278) EST C98 42 9 ( E0138 ) 


corresponds to a region of 


the 




nrpHi rfpH npnp • h \/n n^hpt - n pal 
pLcux^Lcu y cue • / iiypuLiicLX(^cii 


protein 


[Oryza sativa] 




Sea No 


45763 


Seq. ID 


OJ000251_16.0323. 


C18 


Gene ■ No. 


96897 


Strand 






Start . . 


1473 


End . 


5401 




Name 


OJ000251 16.0323.C18.ol.np 


Method 


AAT/NAP 




Start 


1473 


End 


5401 




GI 


7248395 


Score 


1682 




Flyon q 
i_i ^ 1 1 o 


1473. .1910, 2045. .2189, 2387. 


.3249, 4067. .4626, 5365. .5401 


GT Dp Qrrin 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45764 


Seq. ID 


OJ000251_16.0323. 


C19 


Gene No. 


96898 


Strand 


+ 




Start 


1732 


End 


2235 




Name 


OJ000251 16.0323.C19.ol.gs 


Method 


GENSCAN 




Start 


1732 ' 


End 


2235 




GI 


none 


Score 


.55 




F 1 von d 


17^9 9001 








O C . LN . 


45764 


Seq. ID 


OJ000251_16.0323. 


C19 


Gpnp No 


96899 


Strand 






Start 


1 


End 


523 




Name 


OJ000251 16.0323.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


.523 




GT 


7106512 


Score 


195 






1..181, 281. .390, 464. .523 










(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


45764 


Seq. ID 


OJ000251_16.0323. 


C19 


Gene No. 


96900 


Strand 






Start 


3184 


End 


4770 




Name 


OJ000251 16.0323.C19.o2.gs 


Method 


GENSCAN 




Start 


3184 


End 


4770 




GI 


none 


Score 


.87 . 






3184. .3194-, 4123. .4267, 4535. 


.4582, 4595. .4770 




Qpn No 


45765 


Seq. ID 


OJ000251__16.0323. 


C21 


fipnp No 


96901 


Strand 


+ 




Start . 


1 


End 


1552 




Name 


OJ000251 16.0323.C21.ol.np 


Method 


AAT/NAP 




Start 


1' 


End 


1552 




GI 


5724766 


Score 


223 




F" von q 

i_i AUl 1 O 


1..70, 394. .885, 1482. .1552 








GT Dp^rri n 

Ox, UCo LL * 


(AF160181) contains similarit 


y to retroviral intergrases 


; may 




a pseudogene [Arabidopsis thaliana] 






Seq. No. 


45765 


Seq. ID 


OJ000251_16.0323. 


C21 


Gene No. 


96901 


Strand 


+ 




Start 


1 


End 


1552 




Name 


OJP00251 16.0323.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


590 


End 


948 




GI 


none 


Score 


185 




Exons 


590. .868, 612. .884, 886. .948 









47198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45766 'Seq. ID OJ000251 

96902 Strand + 

1 End 1788 

OJ000251_16.0323.C36.ol.np Method AAT/NAP 

1 End 1788 

5042454 Score - 931 
1..268, 900. .1422, 1734. .1788 

(AC007789) putative polyprotein [Oryza sativa] 

45766 Seq. ID OJ000251 

96902 Strand + 

1 End 1788 

OJ000251_16 . 0323 . C36 . ol . gs Method GENSCAN 

57 End 269 

none Score .52 
57. .269 



16.0323.C36 



16.0323.C36 



Seq. No. 45766 Seq. ID OJ000251_1 6 . 0323 . C36 

Gene No." 96902 Strand + 

Start 1 End' 1788 

Name OJ000251_1 6 . 0323 . C36 . ol . gp Method AAT/GAP 

Start 409 End 866 

GI 2428323 Score 644 

Exons 409.. 866 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 45766 Seq. ID 

Gene No. 96903 Strand 

Start 874 End 

Name OJ000251_16 . 0323 . C36 . ol . tm Method 

Start 125 . End 

GI none Score 

Exons 125.. 265, 126.. 269 



OJ000251_16.0323.C36 
1723 

TBLASTX: Maize 

269 

180 



Seq. No. 


45766 








Seq. ID 


OJ000251_16.0323. 


C36 


Gene No. 


96903 








Strand 






Start 


■874 








End 


1723' 




Name 


OJ000251 16 


.0323. 


C36.o2 


.gs 


Method 


GENSCAN 




Start 


874 








End 


1723 




GI 


none 








Score 


.57 




Exons 


874. .1037, 


1085. . 


1178, 


1211... 


.1723 






Seq. No. 


45766 








Seq. ID 


OJ000251_16.0323. 


C36 


Gene No. 


96903 








Strand 






Start 


874 








End 


1723 




Name 


OJ000251 16 


.0323. 


C36.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1256 








End 


1552 




GI 


none 








Score 


255 




Exons 


1256. .1552, 


1316. 


.1459, 


1384 . 


, .1548 







Seq. No. 45767 Seq. ID OJ000251_16 . 0323 . C37 

Gene No. 96904 Strand 

Start " ■ 1 End 1912 

Name OJ000251_16 . 0323 . C37 . ol . np Method AAT/NAP 

Start 1 End 1912 

GI 6907087 Score ' 295 



47199 



Exons 1..240, 1384.. 1912 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 45767 Seq. ID 

Gene No. 96904 Strand 

Start 1 End 

Name OJ000251_16 . 0323 . C37 . ol . gs Method 

Start 1067 End 

GI none Score 

Exons 1067.. 1201, 1382.. 1756 



OJ000251_16.0323.C37 

1912 
GENSCAN 
1756 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1364 . . 1506 
corresponds 



OJ000251_ 
+ 

1824 
AAT/NAP 
1506 
121 



45768 Seq. ID OJ000251_16 . 0323 . C38 

96905 
1 

OJ000251_16.0323.C38.ol.np 
1 

5922620 

1..270, 313. .466, 504. .572, 
(AP000492) EST D15357 (C0514 ) 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein " [Oryza sativa] 



to a region of the 



45768 Seq. ID 

96905 Strand 
1 End 
OJ000251_16.0323.C38.ol.gs Method 
106 End 
none Score 
106.. 239, 1745.. 1824 

45768 Seq. ID 

96906 Strand 
4484 End 
OJ000251_1 6 . 0323 . C38 . o2 . gs Method 
4 4 84 End 
none Score 
4484. .4586, 4588.-4733 



OJ000251_16.0323.C38 
+ 

1824 
GENSCAN 
1824 
.79 



OJ000251_16.0323.C38 
+ 

4733 
GENSCAN 
4733 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45768 Seq. ID 

96907 Strand 

1091 End 

OJ000251_16 . 0323 . C38 . o2 . np Method 

1091 End 

,6539570 Score 
1091. .1156, 1317. .1509 

(AP000836) hypothetical protein [Oryza sativa] 



OJ000251_16.0323.C38 

1509 
AAT/NAP 
1509 
87 



45768 Seq. ID 

96908 Strand 

2208 End 

OJ000251_16 . 0323 . C38 . o3 . np Method 

2208 End 

7523517 Score 



OJ000251_16.0323.C38 

4300 
AAT/NAP 
4300 
326 



47200 



Exons 

GI Descrip. 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2208.. 2316, 4001.. 4300 

(AP001633) hypothetical protein [Oryza sativa] 



45769 Seq. ID 

96909 Strand 
1 End 
OJ000251_16 . 0323 . C39 . ol . np Method 
1 End 
6907089 Score 
1..617 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000251_16.0323.C39 
+ 

5199 
AAT/NAP 
617 
291 



45769 
96909 
1 

OJ00025 
125 

7489738 
125. .1.8 
gag-pol 
gil 4234 
mays] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5196 

polyprotein - maize copia-like retrotransposon Sto-4 
852 | gb | AAD12997 . 1 | (AF082133) gag-pol polyprotein [Zea 



l_16.0323.C39.o5.np 



1, 2398.. 2438, 2966. 



OJ000251_16.0323.C39 
+ 

5199 
AAT/NAP 
5196 
2381 





kj C ^ . IN \J . 


45769 


Seq. ID . 


OJ000251_ 


16 


,0323 


.C39 






96909 


Strand 


+ 










Qt a rt 


1 


End 


5199 










Name 


OJ000251 16.0323.C39.o2, 


,np Method 


AAT/NAP 








f i • 


C-l- a *-+■ 

O Lai L 


452 


End 


1927 










GI 


6721558 


Score 


132 








i.y 


Exons 


452. .550, 710. .834, 1460. .1549, 1806.. 


1927 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 












gi| 6815083 | dbj IBAA90369. 


,11 (AP001081) 


hypothetical 


protein 






[Oryza sativa] 












f 


Seq. No. 


45769 


Seq. ID 


OJ000251_ 


16, 


.0323, 


.C39 




Gene No. 


96909 


Strand 


+ 










Start 


1 


End 


5199 










Name 


OJ000251 16.0323.C39.ol. 


gs Method 


GENS CAN 










Start 


471 


End 


2833 










GI 


none 


Score 


.49 








\. -I 


Exons 


471. .543, 647'.. 834, 902. 


.1093, 1164. .1222, 1296. 


. 1435, 








1509. .1912, 1944. .1997, 


2456. .2833 












Seq. No. 


45769 


Seq. ID 


OJ000251_ 


16. 


.0323, 


.C39 




Gene No. 


96909 


Strand 


+ 










Start 


1 


End 


5199 










Name 


OJ000251 16.0323.C39.o4. 


np Method 


AAT/NAP 










Start 


669 


End 


3006 










GI 


4234846 


Score 


87 










Exons 


669. .718, 2811. .3006 














GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 










Seq. No. 


45769 


Seq. ID 


OJ000251_ 


16. 


.0323, 


,C39 




Gene No. 


96909 


Strand 


+ 










Start 


1 


End 


5199 










Name 


OJ000251 16.0323.C39.o3. 


np Method 


AAT/NAP 










Start 


838 


End 


2039 









47201 



GI 6721561 Score 1143 

Exons 838.. 1093, 1164.. 1222, 1296.. 2039 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj I BAA90372 . 1 | (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza- sativa] v; "' 





Seq. No. 


45769 








Seq. ID 


OJ000251 16.0323 


. C39 




Gene No. 


96909 








Strand 


+ — 






Start 


1 








End 


5199 






Name 


OJ000251 16 


. 0323 


.C39.o2 


. as 


Method 


GENSCAN 






Start 


3443 








End 


5199 






GI 


none 








Score 


.71 






Exons 


3443. . 3696, 


3921 


. .4318, 


4850. 


. 5199 








Seq. No. 


45769 








Seq. .ID 


OJ000251 16 0323 


. C39 




Gene No. 


96909 








. Strand 


+ _ 






Start 


1 








End 


5199 






Name 


OJ000251 16 


.0323, 


. C39 . ol 


. ts 


Method 


TBLASTX : Sovbean 






Start 


3724 ~~ 








End 


4119 






GI 


5509260 








Score 


291 - 






Exons 


3724 . . 4119, 


3771 , 


. .4043, 


4086. 


. 4118 






1 -J 


GI Descrip. 


















Sea No 


45769 








Seq. ID 


OJ000251_16.0323 


.C39 


rn 


Gene No. 


96909 








Strand 


+ 






Start 


1 








End 


5199 




* =. 


Name 


OJ000251 16- 


. 0323, 


.C39.ol. 


. tc 


Method 


TBLASTX: Cress 




M 
i.y 


Start 


3769 ~~ 








End 


4020 






GI 


none 








Score 


202 




YaF 
: Ll 


Exons 


3769. . 4020, 


3.7 7 1 , 


. . 3893 










2- 


Seq. No. 


45769 








Seq. ID 


OJ000251_16.0323 


.C39 


* nr 


Gene No. 


96909 








Strand 


+ 






Start 


1 








End 


5199 






Name 


OJ000251 16, 


. 0323. 


.C39.ol.. 


. tw 


Method 


•TBLASTX: Wheat 






Start 


3810 _ 








End 


' 4590 




i 


GI 


none 








Score 


331 






Exons 


3810 4157, 


3811', 


4155, 


3931 . 


.4164, 4140. .4427, 4141. .4590, 






4488 4586 
















Seq. No. 


45769 








Seq. ID 


OJ000251_16.0323, 


.C39 




Gene No. 


96909 








Strand 


+ 






Start 


1 








End 


5199 






Name 


OJ000251 16. 


,0323. 


,C39.ol. 


.tm 


Method 


TBLASTX: Maize 






Start 


394 9 








End 


4344 






GI 


none 








Score 


261 






Exons 


3949. .4344 
















Seq. No. 


45769 








Seq. ID 


OJ000251_16.0323. 


.C39 




Gene No. 


96909 








Strand 


+ 






Start 


1 








End 


5199 






Name 


OJ000251 16. 


0323. 


C39.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


4390 








End 


4686 






GI 


none 








Score 


238 






Exons 


4390. .4686, 


4530. 


.4592, 


4638. 


. 4685 







47202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45769 
96909 
1 

OJ000251_16.0323.C39.o2.tw 

4746 

none 

4746. .4979, 4748. .4954, 4750. 



Seq. ID OJ000251_16.0323.C39 



Strand 
End 

Method 
End 
Score 
.5142 



+ 

5199 

TBLASTX: Wheat 

5142 

60 



45770 Seq. ID OJ000251_16 . 0323 . C40 

96910 Strand + 

2332 End 2465 

OJ000251_16 . 0323 . C4 0 . ol . np Method AAT/NAP 

2332 End 2465 

6539553 Score 171 

2332. .2465 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



45770 Seq. ID 

96911 Strand 

126 End 
OJ000251_16.0323.C4 0.ol.gs Method 

126 . End 

none Score 

126. .359, 1699. .1789 



OJ000251_16.0323.C40 

1789 
GEN SCAN 
1789 ■ 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45771 Seq. ID OJ000251_16 . 0323 . C4 1 

96912 Strand + 

1 End 950 

OJ000251_16 . 0323 . C4 1 . ol . np Method AAT/NAP 

1 End 950 

6539553 ' Score 1524 

1. .950 

(AP000836) Similar to Oryza australiensis, retrotransposon RIRE1 
(D85597) '[Oryza sativa] gi | 6539590 I dbj IBAA88206 . 1 1 (AP000837) " 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



45771 Seq. ID 

96912 Strand 

1 End 
0 JO 002 5 l_16.0323.C41.ol.gs Method 

225 End 

none Score 

225.. 523, 636.. 705 



OJ000251_16.0323.C41 

+ 

950 

GENSCAN 

705 

.53 



Seq. No. 45771 

Gene No. 96912 

Start 1 

Name OJ000251_16 . 0323 . C4 1 . ol . tm 

Start 621 

GI none 

Exons 621.. 935, 641.. 934, 745.. 936 



Seq. ID OJ000251_16.0323.C41 



Strand 
End 

Method 

End 

Score 



+ 

950 

TBLASTX: Maize 

936 

397 



47203 



Seq. No. 


45772 


Seq. ID 


OJ000251 


Gene No. 


96913 


Strand 




Start 


1539 


End 


1974 


Name 


OJ000251 16-0323. C43.ol.np 


Method 


AAT/NAP 


Start 


1539 


End 


1974 


GI 


4680185 


Score 


498 


Exons 


1539. . 1974 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp, 


indical 


Sea No 


45773 


Seq. ID 


OJ000251 


Gene No. 


96914 


Strand 


+ 


Start 


349 


End 


593 


Name 


OJ000251 16.0323.C44 .ol.gp 


Method 


AAT/GAP 


Start 


349 


End 


593 


GI 


uC-osflcyp033a04bl 


Score 


414 


Exons 


349. .593 







GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45773 Seq. ID OJ000251_16 . 0323 . C4 4 
96915 Strand 

282 End 482 
OJ000251_16.0323.C44 .ol.np Method AAT/NAP 

282 End 482 

4680186. , Score *' 326 
282. .482 • 

(AF111709) unknown [Oryza sativa subsp. indica] 

45774 Seq. ID OJ000251_16 . 0323 . C4 9 
96916' Strand 

1 End 4 68 

OJ000251_16. 0323. C49. ol.np Method AAT/NAP 
1 End 370 

7489737 Score 250 

1. .370 

gag protein homolog - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly, 
a post-transposition mutation [Zea mays] 



45774 Seq. ID 

96916 Strand 

1 End . 
OJ000251_16.0323.C49.ol.gs Method . 

18 End 

none Score 
18. .468 



OJ000251_16. 0323. C4 9 
468 

GENSCAN 

468 

1 



Seq. No. 45775 

Gene No. 96917 

Start 1 

Name OJ000251_16 . 0323 . C50 . ol . np 

Start 1 

GI 7340881 

Exons 1..170, 550.. 686, 792.. 821 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_16.0323.C50 

Strand + 

End 821 

Method AAT/NAP 

End 821 

Score 138 



Seq. No. 



45776 



Seq. ID OJ000251_16.0323.C52 



47204 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



96918 Strand 
1 End 1620 

OJ000251_16 . 0323 . C52 . ol . np Method AAT/NAP 
1 End 1620 

6539553 Score 2544 

1. .1620 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



45776 
96918 
1 

OJ000251_16.0323.C52.ol. tw 
30 

none 



Seq. ID OJ000251_16.0323.C52 
Strand 

End 1620 

Method TBLASTX : Wheat 

End 489 

Score 319 



30. .398, 31. .399, 40. .399, 408. .488, 414. .488, 442. .489 



Seq. No. 45776 

Gene No. 96918 

Start 1 

Name OJ000251_16 . 0323 . C52 . ol . gs 

Start 87 . 

GI none 

Exons 87 . .410 



Seq. ID OJ000251_16.0323.C52 
Strand 

End 1620 
Method GENSCAN 
End 410 
Score . .71 



Seq. No. 45776 

Gene No. 96918 

Start 1 

Name OJ000251_16 . 0323 . C52 . o3 . ts 

Start 126 

GI none 

Exons 126.. 350, 369.. 494 



Seq. ID OJ000251_16.0323.C52 
Strand 

End 1620 

Method TBLASTX : Soybean 

End 4 94 

Score 91 



Seq. No. 45776 

Gene No. 96918 

Start " 1 

Name OJ000251_16 . 0323 . C52 . o2 . tm 

Start 345 

GI none 

Exons 345.. 578, 346.. 573, 360.. 623 



Seq. ID OJ000251_16.0323.C52 

Strand - . 

End ■ 1620 : " ' 

Method TBLASTX: Maize 

End 623 

Score 144 



Seq. No. 45776 

Gene No. 96918 

Start 1 

Name 0 JO 00251_16.0323.C52.o2.ts 

Start 495 

GI none 

Exons 495.. 635, 634.. 840, 635.. 841 



Seq. ID OJ000251_16.0323.C52 
Strand 

End 1620 

Method TBLASTX : Soybean 

End 841 

Score 127 



Seq. No. 45776 
Gene No. 96918 

Start * 1 

Name OJ000251_16 . 0323 . C52 . o2 . tw 

Start 694 
GI none 



Seq. ID OJ000251_16.0323.C52 
Strand 

End 1620 

Method TBLASTX : Wheat 

End 1239 

Score 4 9 



47205 



Exons 



694. .879, 704. .853, 724. .873, 895. .1239 



Seq. No. 45776 

Gene No. 96918 

Start 1 

Name OJ000251_16 . 0323 . C52 . ol . tm 

Start 775 

GI none 

Exons 775.. 1239, 878.. 988, 922.. 1104 



Seq. ID OJ000251_16.0323.C52 
Strand 

End 1620 

Method TBLASTX : Mai ze 

End 1239 

Score 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45776 Seq. ID 

96918 Strand 

1 End 
OJ000251_16.0323.C52.ol.ts Method 

910 End 

5509260 Score 

910. .1374, 929. .988, 931. .1098 



45776 Seq. ID 

96918 Strand 

1 End 
OJ000251_16.0323.C52.ol. tc Method 

1021 End 

none Score 
1021.. 1281 



OJ000251_16.0323.C52 
1620 

TBLASTX: Soybean 

1374 

63 



OJ000251_16.0323.C52 
1620 

TBLASTX: Cress 

1281 

255 



Seq. No. 45776 Seq. ID 

Gene No. 96918 Strand 

Start 1 End 

Name OJ000251_16 . 0323 . C52 . o2 . gs Method 

Start 1024 End 

GI none Score 

Exons 1024.. 1608 



OJ000251_16.0323.C52 

1620 
GEN SCAN 
1608 
.93 



Seq. No. 45776 Seq. ID 

Gene No. 96918. Strand. 

Start 1 End 

Name OJ000251_16 . 0323 . C52 . o3 . tw Method 

Start 1294 End 

GI none Score 

Exons 1294.. 1542, 1294.. 1533 



OJ000251_16.0323.C52 
1620 

TBLASTX: Wheat 

1542 

197 



Seq. No. 45777 Seq. ID OJ000251_1 6 . 0323 . C55 

Gene No. 96919 Strand + 

Start 7478 End 8504 

Name OJ000251_16 . 0323 . C55 . o2 . np Method AAT/NAP 

Start 7478 End 8504 

GI 6721562 - Score 1602 

Exons 7478.. 8504 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj | BAA90373. 1 1 (AP001081) Similar to Zea mays 22-kDa 



alpha zein 
sativa] 



gene cluster; hypothetical protein. (AF031569) [Oryza 



Seq. No. 



45777 



Seq. ID OJ000251_16.0323.C55 



47206 



Gene No. 96920 Strand - ^ 

Start 1 End 3224 

Name OJ000251_16 . 0323 . C55 . ol . np Method AAT/NAP . 

Start 1 End 2389 

GI 4680179 Score 2538 

Exons 1..1330, 1358.. 2389 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45777 
96920 
1 

OJ000251_16.0323.C55.ol.ts 
1 

none 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method TBLASTX : Soybean 

End 339 

Score 158 



1..195, 5. .187, 250. .303, 260. .301, 307. .339, 307. .339 



Seq. No. 45777 

Gene No. 96920 

Start 1 % 

Name OJ000251_16 . 0323 . C55 . o4 . tw 

Start 1 

GI none 

Exons 1..192, 2.. 190 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224. 

Method TBLASTX : Wheat 

End 192 

Score 201 



Seq. No. 45777 

Gene No. 96920 

Start 1 

Name OJ000251_16 . 0323 . C55 . o3 . tm 

Start 4 

GI none 

Exons 4.. 195, 14.. 142 

Seq. No. 45777 

Gene No. 96920 

Start 1 

Name OJ000251_16 . 0323 . C55 . ol . gs 

Start 11 

GI ' none 

Exons 11.. 520, 656.. 2346, 2739.. 3224 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method TBLASTX : Mai ze 

End 195 

Score 100 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method GENSCAN 

End 3224 

Score . 6 



Seq. No. 45777 

Gene No. 96920 

Start 1 

Name OJ000251_16 . 0323 . C55 . ol . tm 

Start 250 

GI none 

Exons 250.-. 693, 260.. 697 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method TBLASTX : Mai ze 

End 697 

Score 108 



Seq. No. 45777. 

Gene No. 96920 ' 

Start 1 

Name OJ000251_16 . 0323 . C55 . ol . tw 

Start 280 

GI none 

Exons 280.. 762, 283.. 738, 323.. 763 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method TBLASTX: Wheat 

End 763 

Score 223 



Seq. No. 



45777 



Seq. ID OJ000251_16.0323.C55 



47207 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

v3 Se< 3* No * 

m Gene No. 

fj! Start 

[z Name 

U Start 

U GI 
il Exons 

s " Seq. No. 

^ Gene No. 

13 Start 

*j Name 

U Start 

^ Exons 

W 

X SI 

i.J Seq. No . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



96920 

i-v. 

OJ000251_16. 

412 

none 

412. .726 

45777 
96920 
1 

OJ000251_16. 

895 

none 

895. .1248 

45777 
96920 
1 

OJ000251_16. 

1582 

none 

1582. .1932, 

45777 
96920 
1 

OJ000251_16. 

1594 

none 

1594. .1932, 

45777 
96920 
1 

OJ000251_16. 

1984 

none 

1984. .2166, 

45777 
96921 
8132 

OJ000251_16. 

8132 

none 

8132. .8179, 

45777 
96921 
8132 

OJ000251_16. 

8137 

none 

8137. .8421, 

45778 
96922 



0323.C55.o2.ts 



Strand 
End 

Method 

End 

Score 



3224 

TBLASTX : Soybean 

726 

184 



0323.C55.o5. tw 



Seq. ID OJ000251_16.0323.C55 
Strand 

End . 3224 

Method ■ TBLASTX: Wheat 

End 1248 

Score 259 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method ' TBLASTX: Wheat 

End 1935 

Score 78 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method TBLASTX : Mai ze 

End 1932 

Score 85 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 3224 

Method TBLASTX : Wheat 

End 2182 

Score 126 



Seq. ID OJ000251_16.0323.C55 
Strand 

End 8490 

Method TBLASTX: Wheat 

End 8490 

Score 51 

8186. .8284, 8191.. 8283, 8251. .8490, 8267. .8488 

Seq. ID OJ000251_16.0323.C55 
Strand 

End 8490 

0323 . C55 . o4 . tm Method TBLASTX : Mai ze 

End 8422 

Score 185 

8174 . .8422 

Seq. ID OJ000251_16.0323.C56 
Strand 



0323.C55.o2. tw 
1738. .1935 

0323.C55.o2. tm 
1723. .1932 

0323.C55.o6. tw 
1985. .2182 

0323.C55.o3. tw 



47208 




Start 


646 






End 


2496 




Name 


OJ000251 16 


0323 C56 ol 


nn 


Met hod 


AAT /NAP 




Start 


646 ~~ 






End 


24 96 




GI 


4680179 






Score 


2779 




Exons 


646 2496 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sat i va 


<5ubsD. indipal 




Seq. No. 


45778 






Seq. ID 


OJ000251_16.0323. 


C56 


Gene No. 


96922 






Strand 






Start 


646 






End 


2496 




Name 


OJ000251 16 


0323 C56 o4 


. tw 


Met hod 

Liu L llwu 


TBLASTX • Wheat 




Start 


691 ~ 






End 


1024 




GI 


none 






Score 


145 




Exons 


691 . . 1023, 


743 . . 1024 










Seq. No. 


45778 






Seq. ID 


OJ000251 16.0323. 


C56 


Gene No. 


96922 






Strand 






Start 


646 






End 


2496 




Name 


OJ000251 16 


.0323.C56.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


886 ~~ 






End 


1471 




GI 


none 






Score 


104 




Exons 


886 1311. 


887. .1084, 907 . . 1149, 1151 


1312 1309 1470 






1316. . 1471 












Seq. No. 


45778 




- 


Sea ID 


OJ000251_16. 032.3. 


C56 


Gene No. 


96922 






St rand 






Start 


646 






End 


2496 




Name 


OJ000251 16 


.0323.C56.ol 


. tw 


Method 


TBLASTX * Whpat 




Start 


1024 ~~ 






End 


1650 




GI 


none 






Score 


44 




Exons 


1024 . . 1650, 


1025. .1084, 


1145. . 


,1594 






Seq. No. 


45778 






Seq. ID 


OJ000251_16.0323. 


C56 


Gene No. 


96922 






Strand 






Start 


646 






End 


2496 




Name 


OJ000251 16 


.0323.C56.o2 


.tm 


Method 


TBLASTX * Ma i 7P 




Start 


1519 ~ 






End 


1810 




GI 


none 






Score 


304 




Exons 


1519. . 1809, 


1523. .1810, 


1523. . 


,1810 






Seq. No. 


45778 






Seq. ID 


OJ000251_16.0323. 


C56 


Gene No. 


96922 ■ 






Strand 






Start 


646 






End 


2496 




Name 


OJ000251 16 


.0323.C56.ol 


. ts 


Method 


TBLASTX • Sovbpan 




Start 


1609 ~~ 






End 


18 69 




GI 


none 






Score 


187 




Exons 


1609. . 1869, 


1610. .1858 










Seq. No. 


45778 






Seq. ID 


OJ000251JL6.0323. 


C56 


Gene No. 


96922 






Strand 






Start 


646 






End 


2496 




Name 


OJ000251 16 


.0323.C56.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


1633 






End 


1959 




GI 


none 






Score 


87 




Exons 


1633. .1776, 


1634. .1774, 


1777 . . 


1959 






Seq. No. 


45778 






Seq. ID 


OJ000251_16.0323. 


C56 



47209 



Gene No. 


96922 


Strand 






Start 


646 


End 


2496 




Name 


OJ000251 16 . 0323 . C56. o2 . tw 


Method 


TBLASTX * Wheat 




Start 


1656 ~~ 


End 


2196 




GI 


none 


Score 


142 




Exons 


1656. .1904, 1657.. 2196, 1661. 


.2014 






Seq. No. 


45778 


Seq. ID 


OJ000251_16.0323. 


C56 


Gene No. 


96922 


Strand 






Start 


646 


End 


2496 




Name 


OJ000251 16. 0323.C56.o3. tm 


Method 


TBLASTX • Maize 




Start 


2224 ~~ 


End 


2496 




GI 


none 


Score 


147 




Exons 


2224.. 2496, 2231.. 2479 








Seq. No. 


45778 


Seq. ID 


OJ000251_16.0323. 


C56 


Gene No. 


96922 


Strand 






Start 


646 


End 


2496 




Name 


OJO 00251 16 . 0323 . C56. o3 . tw 


Method 


TBLASTX : Wheat ' 




Start 


2224 ~~ 


End 


24 96 




GI 


none 


Score 


200 




Exons 


2224.. 2496, 2231.. 2494 








Seq. No. 


45779 


Seq. ID 


OJ000211 13 0322 


CI 


Gene No. 


96923 


Strand 


+ _ 




Start 


1 


End 


710 




Name 


OJ000211 13.0322.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


710 




GI 


5852093 


Score 


59 




Exons 


1..160, 688. .710 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


45780 


Seq. ID 


OJ000211 13 0322 


C2 


Gene No. 


96924 


Strand 






Start 


1 


End 


2471 




Name 


OJ000211 13-0322. C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2471 




GI 


7106544 


Score 


533 




Exons 


1..280, 1548. .1649, 1969. .2180, 2274.. 


2471 




GI Descrip. 


(AB038694) ATMPK9 [Arabidopsis thaliana] 




Seq. No. 


45780 


Seq. ID 


OJ000211_13.0322. 


C2 ' 


Gene No . 


96924 


Strand 






Start 


1 


End 


2471 




Name 


OJ000211 13.0322.C2.ol.gp 


Method 


AAT/GAP 




Start 


298 


End 


675 




GI 


none 


Score 


695 




Exons 


298. .675 








Seq. No. 


45780 


Seq. ID 


OJ000211_13.0322. 


C2 


Gene No. 


96924 


Strand 






Start 


1 


End 


2471 




Name 


OJ000211 13.0322.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


•875 


' End 


2442 




GI 


none 


Score 


■ 81 




Exons 


875. .976, 898. .984, 899. .985, 


987. .1058, 988. .1059, 1048 


. . 1C 




1055. .1117, 1057. .1116, 1058. 


.1117, 1148. .1171, 1306. .1446, 



47210 




1307. .1438, 1359. .1478, 1532. .1651, 1551. .1652, 1590. .1652, 







1962. .2177, 


1962 


. .2183, 


1970 


..2182, 2265. .2438, 


2273. .2- 


325 






2274 . .2429, 


2275 


. .2442 














Seq. No. 


45780 








Seq. ID 


OJ000211 


_13.0322 


.C2 




Gene No. 


96924 








Strand 










Start 


1 








End 


'2471 








Name 


OJ000211 13;0322 


.C2.ol. 


gs 


Method 


GENSCAN 








Start 


902 








End 


2393 








GI 


none 








Score 


.64 








Exons 


902. .1125, 


1137. 


.1186, 


1302. . 


.1438, 1548. .1649, 


1969. .2156, 






2274 . .2393 


















Seq. No. 


45780 








Seq. ID 


OJ000211 


_13.0322, 


.C2 




Gene No. 


96924 








Strand 










Start 


1 








End 


2471 








Name 


OJ000211 13 


.0322 


.C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


1361 








End 


1652 








GI 


. none 








Score- . 


58 








Exons 


1361. .1441, 


1363, 


. . 1446, 


1547. 


. . 1651, "'154 


18. .1652 








Seq. No. 


45780 








Seq. ID 


OJ000211 


_13.0322, 


.C2 




Gene No. 


96924 








Strand 








ri 


Start 


1 








End 


-2471 








Name 


OJ000211 13 


.0322, 


,C2.ol. 


tc 


Method 


TBLASTX: 


Cress 






Start 


1514 








End 


2181 






Us 


GI 


none 








Score 


72 






i y 
fi 


Exons 


1514 . . 1651, 


1962. 


. .2180, 


1974 . 


,.2174, 2008. .2181 








Seq. No. 


45780 








Seq. ID 


OJ000211 


_13.0322. 


,C2 




Gene No. 


96924 








Strand 










Start 


1 








End 


2471 






f y 


Name 


OJ000211 13 


.0322. 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 




a. 


Start 


1951 








End 


2432 






f 1 


GI 


none 








Score 


73 








Exons 


1951. .2028, 


1962, 


. .2171, 


1962. 


.2183, 2021. .2182, 


2265. .2432, 






2.275.. 2424 
















• 


Seq. No. 


45780 








Seq. ID 


OJ000211 


_13.0322, 


,C2 




Gene No. 


96924 








Strand 










Start 


1 








End 


2471 








Name 


OJ000211 13 


.0322, 


,C2.o2. 


tc 


Method 


TBLASTX: 


Cress 






Start 


2275 








End 


2438 








GI 


none 








Score 


112 








Exons 


2275. .2430, 


2277. 


. .2438 














Seq. No. 


45781 








Seq. ID 


OJ000211 


_13.0322. 


C3 




Gene No. 


96925 








Strand 










Start 


726 








End 


2849 








Name 


OJ000211 13 


.0322. 


■C3.ol. 


gs 


Method 


GENSCAN 








Start 


726 








End 


2833 








GI 


none 








Score 


.6 








Exons 


726. .896, 983. .1110, 2437. .2£ 


133 










Seq. No. 


45781 








Seq. ID ■ 


OJ000211 


_13.0322. 


C3 




Gene No. 


96925 








Strand 










Start 


726 








End 


2849 







47211 



Name 

Start 

GI 

Exons 



OJ000211_13 . 0322 . C3 . ol . tm Method TBLASTX : Maize 

837 End 2849 

none Score 82 

837. .896, 837. .896, 838. .897, 983. .1114, 983. .1120, 2426. .2842, 
2427. .2843, 2428.-2844, 2437. .2847, 2439. .2849 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



45781 
9692$ 
726 

OJ000211_13.0322.C3.ol. ts 

837 

none 



Seq. ID OJ000211_13.0322.C3 
Strand 

End 2849 

Method TBLASTX : Soybean 

End 2848 

Score 69 



837. .896, 841. .897, 981. .1124, 983. .1120, 1036. .1122, 
2432. .2848, 2445.-2837 



Seq. No. 


45781 


Seq. ID 


OJ000211_13.0322.C3 


Gene No . 


96925 


Strand 




Start 


726 


End 


2849 


Name 


■ OJ000211 -13.0322.C3.ol.np 


Method 


AAT/NAP 


Start 


843 


End 


2842 


GI 


2104949 


Score 


906 


Exons 


843. .896, 983. .1110, 2437., 


.2842 




GI Descrip. 


(U96716) MAP kinase-like protein [Selaginella lepidophylla] 


Seq. No. 


45781 


Seq. ID ' 


OJ000211_13.0322.C3 


Gene No . 


96925 


Strand 




Start ' 


726 


End 


2849 


Name 


OJ000211 13.0322.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


989 


End 


2659 


GI 


none 


Score 


215 


Exons 


989. .1120, 994. .1122, 995.. 


.1123, 2418. 


.2630, 2432. .2629, 




2435. .2659, 2439. .2657 






Seq. No. 


45781 


Seq. ID 


OJ000211_13.0322.C3 


Gene No. 


96925 


Strand 




Start 


726 


End 


2849 


Name 


OJ000211 13.0322.C3.ol.tc 


Method 


■TBLASTX: Cress 


Start 


993. 


End 


2824 


GI 


none 


Score 


144 


Exons 


993. .1142, 995. .1120, 2426. 


,.2812, 2426, 


..2824, 2433. .2822 


Seq. No. 


45782 


Seq. ID 


OJ000211_13.0322.C4 


Gene No. 


96926 


Strand 


+ 


Start 


150 


End 


522 


Name 


OJ000211 13.0322.C4.ol.gs 


Method 


GENSCAN 


Start 


150 


End 


522 


GI 


none 


Score 


.88 


Exons 


150. .268,.- 342. .522 






Seq. No. 


45782 


Seq. ID 


OJ000211_13.0322.C4 


Gene No. 


96927 


Strand 




Start 


3476 


End 


5789 


Name 


OJ000211 13.0322.C4.o2.gs 


Method 


GENSCAN 


Start 


3476 


End 


5789 


GI 


none 


Score 


.86 


Exons 


3476. .3575, 3658. .3733, 4948. .5081, 5191. .5273, 5379. .5501, 



5619. .5789 



47212 



# 



Seq. No. 


45782 






Gene No.' 


96927 






Start 


3476 






Name 


OJ000211 13, 


.0322. 


.C4.ol. 


Start' 


5188 • 






GI - r 


none 






Exons 


5188. .5274, 


5190. 


. .5273, 


Seq. No. 


45782 






Gene No. 


96927 






Start 


3476 






Name 


OJ000211 13, 


.0322, 


,C4.ol. 


Start 


5427 . 






GI 


none 






Exons 


5427. .5501, 


5448, 


, .5543, 



Seq. ID OJ000211_13.0322.C4 
Strand 

End 578 9 

tc Method TBLASTX : Cress 

End 5732 

Score 62 
5427.. 5501, 5619.. 5732, 5629.. 5706 

Seq. ID OJ000211_13.0322.C4 
Strand 

End 57 8 9 

tm Method TBLASTX: Maize 

End 5732 

Score 52 
5617. .5712, 5619. .5732, 5661. .5726 





Seq. No. 


45783 






Seq. ID 


OJ000211_13.0322.C5 




Gene No. 


96928 






Strand 


+ 




Start 


1767 






End 


4991 




Name 


OJ000211 13. 


0322.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


1767 






End 


2316 




GI 


none 






Score 


883 


SI 


Exons 


1767. .2083, 


2158. .2316 








X -ra 


Seq. No. 


45783 






Seq. ID 


OJ000211_13.0322.C5 


: : = 
" 


Gene No. 


96928 






Strand 


+ 


r : H 


Start 


1767 






End 


4991 




Name 


OJ000211 13. 


0322.C5.ol. 


gs 


Method 


GENSCAN 




Start 


2012 






End 


4991 


3; 


GI 


none 






Score 


.82 


f '• I 
i LH 


Exons 


2012. .2083-, 


2158. .2371, 


2911, 


,.3412, 4045. .4119, 4490. .4991 




Seq. No. 


45783 






Seq. ID 


OJ000211_13.0322.C5 


? ■ S S 


Gene No. 


96928 






Strand 


+ 


\. 5 


Start 


1767 






End 


4991 




Name 


OJ000211 13. 


0322.C5.o2. 




Method 


AAT/NAP 




Start 


2804 




End 


4991 . 




GI 


7487649 






Score 


323 




Exons 


2804. .3258, 


4451. .4991 








i. »J 


GI Descrip. 


hypothetical 


protein T4I9.20 


- Arabidopsis thaliana 



gi|3924 613|gb|AAC7 9114. 1 | 

[Arabidopsis thaliana] gi | 4263512 | gb | AAD15338 . 1 1 
hypothetical protein [Arabidopsis thaliana] 



(AF069442) hypothetical protein 

(AC004044) 



gi|7269777|emb|CAB77777.1i 
[Arabidopsis thaliana] 



(AL161495) hypothetical protein 



Seq. No. 45783 Seq. ID 

Gene No. 96928 Strand 

Start 1767 End 

Name OJ000211_13 . 0322 . C5 . o2 . gp Method 

Start 2997 End 

GI none Score 

Exons "2997.. 3412, 4045.. 4092 



OJ0002ir*13 .0322. C5 
+ 

4991 
AAT/GAP 
4092 
873 



Seq. No. 45783 Seq. ID OJ000211_13 . 0322 . C5 

Gene No. 96928 Strand + 

47213 



Start 1767 End 4991 

Name OJ000211_13 . 0322 . C5 . o3 . gp Method AAT/GAP 

Start 4531 End 4972 

GI LIB3432-034-P2-K1-D9 Score 855 

Exons 4531.. 4972 

GI Descrip. 1 3924613 3.0e-27 (AF069442) hypothetical protein [Arabidopsis 
thaliana] >gi_4263512_gb_AAD15338_ (AC004044) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. No. 45783 Seq. ID 

Gene No. 96929 Strand 

Start 1562 End 

Name OJ000211_13 . 0322 .C5.ol.np Method 

Start 1562 End 

GI 6815099 Score 

Exons 1562.. 1652, 2842.. 2867 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ000211_13.0322.C5 

2867 
AAT/NAP 
2867 
82 



Seq. No.. 45783 
Gene No. 96930 
Start 5692 

Name OJ000211_13 . 0322 .C5.ol.tm 

Start 2913 
GI none ; 

Exons ' 2913.. 3110, 2921.. 2977, 3047, 

3119. .3415, 3126. .3422, 3334, 

4042. 

4550. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 13. 0322. C5 



6849 

TBLASTX: Maize 
4999 
157 

3109, 3113. .3412, 3114, 
3423, 4040. .4117, 4042, 
,4119, 4497. .4985, 4507. .4743, 4542. .4997, 4544, 
,4999 



,3413, 
,4119, 
,4999, 



Seq. No. 45783 

Gene No. 96930 

Start 5692 

Name OJ000211_13 . 0322 . C5 . ol . ts 

Start 2916 

GI none 

Exons 2916.. 3005, 4548.. 4637, 4605. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_13.0322.C5 
6849 

TBLASTX : Soybean 

4931 

67 



4931, 4649. .4903 



Seq. No. 45783 Seq. ID 

Gene No. 96930 Strand 

Start 5692 End 

Name OJ000211_13 . 0322 . C5 . o2 . gs Method 

Start 5692 End 

GI none Score 

Exons 5692.. 5983, 6400.. 6470, 6727.. 6849 



OJ000211_13.0322.C5 

6849 
GENSCAN 
6849 
.51 



Seq. No. 45784 Seq. ID 

Gene No. 96931 Strand 

Start 173 End 

Name OJ000211_13 . 0322 . C6 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173.. 196 



OJ000211_13.0322.C6 
+ 

196 

GENSCAN 

196 

.86 



Seq. No. 45785 Seq. ID 

Gene No. 96932 Strand 

Start 1 End 

Name OJ000211_13 . 0322 . C7 . ol . np Method 



OJ000211_13.0322.C7 
+ 

5752 
AAT/NAP 



47214 




Of- -a -rf- 


1 * 


End 


5752 








oi 


5777623 


Score 


997 








DAUilO 


1..18, 1791. .1977, 2224. .2380, 


, 2560. .3056, 3887. 


.4129, 






5729. .5752 














(AJ245900) CAA303711.1 protein [Oryza 


sativa] 








Seq. No. 


45785 


Seq. ID 


n.Tonn o 1 1 

UUUUUZ, XX 


X j 


. W J c. 


.C7 


Gene No. 


96932 


Strand 


4. 








CH- a r-f- 
O L dl L 


1 


End 


S7 S? 








Name 


OJ000211 13.0322.C7.ol.gs 


Method 


i^FM^PAM 










'770 


End 


1027 










none 


Score 


97 








Exons 


770. .1027 












ocq. IN (J • 


45785 


Seq. ID 


OJ000211 


13 . 


t 0322 


n 


Gene No. 


96933 


Strand 


-j- 








Start 


6553 


End 


Z> Zs sJ 








Name 


OJ000211 13.0322.C7.o3.np 


Method 


AAT /MAP 








oT-cix t 


5383 


End 


7 4 04 








ul 


7523517 


Score 


*J 








Exons 


5383. .5681, 5795. .5849, 7351.. 


,7404 










n T err *l 
ol UcbOLip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


45785 


Seq. ID 


UUUUU/. XX 


X J < 




.C7 


Gene No. 


96933 


Strand 










Of a -rf- 


6553 


End 










Name 


OJ000211 13.0322.C7.o3.gs 


Method 


O Hi LN O \_^/T.LN 








OlalL 


6553 


End 










ul 


none 


Score 


. 69 








LjAUilO 


6553.-6672, .8130.. 8318, 9824.. 


9952 










Seq. No. 


45785 


Seq. ID 


fhTOOO? 1 1 

\J U \J \J \J X X 


X *J < 


. 0322 , 


.C7 


Gene No. 


96934 


Strand 










O LciX L 


2574 


End 


314 6 








Name 


OJ000211 13.0322.C7.o2.gs 


Method 


VJLjLvO V_^rt.LN 








o Lai L 


2574 


End 


J X rx \J 








\J X 


none 


Score 


1 

X 








CiAUilO 


2574. .3146 












oeq. ln u • 


45785 


Seq. ID 


o.tdoo? i 1 


X ~J , 


0^99 




Gene No. 


96935 


Strand 










Start 


4037 


End 










Name 


OJ000211 13.0322.C7.o2.np 


Method 


AAT /MA P 










4037 


End 


1 jdo 










4680186 


Score 


X O f± 








Exons 


4037. .4458, 4930. .4992, 7345.. 


7368 










^ai uescrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


45785 


Seq. ID 


OJ000211_ 


13. 


0322, 


,C7 


Gene No. 


96936 


Strand 










Start 


10366 


End 


10568 








Name 


OJ000211 13.0322.C7.o4.gs 


Method 


GENSCAN 








Start 


10366 


End 


10568 








GI 


none 


Score 


. 96 








Exons 


10366. .10568 












Seq. No. 


45786 


Seq. ID 


OJ000211_ 


13. 


0322, 


,C8 



47215 



Gene No. 


96937 


Strand 


+ 








Start 


615 


End 


779 








Name 


OJ000211 13.0322.C8.ol.np 


Method 


AAT/NAP 








Start 


615 


End 


779 








GI 


7340866 


Score 


115 








Exons 


615. .779 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


45787 


Seq. ID 


OJ000211 


13 . 


0322 


.C10 


Gene No. 


96938 


Strand 


+■ 








Start 


1 


End 


997 








Name 


OJ000211 13.0322.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


997 








GI 


6729027 


Score 


929 








Exons 


1..419, 520. .997 












GI Descrip. 


(AC009177) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


45787 


Seq. ID 


OJ000211_ 


13. 


0322 


.C10 


Gene No. ' 


96938 


Strand 


+ 








Start 


1 


End 


997 








Name 


OJ000211 13.0322.C10.ol.gs 


Method 


GENSCAN 








Start 


56 


End 


953 








GI 


none 


Score 


1 








Exons 


56. .419, 520. .953 












Seq. No. 


45787 


Seq. ID 


OJ000211_ 


13. 


0322 


.C10 


Gene No. 


96939 


Strand 


+ 








Start 


5052 


End 


7993 








Name 


OJ000211 13.0322.C10.o2.gs 


Method 


GENSCAN 








Start 


5052 


End 


7993 








GI 


none 


Score 


.91 








Exons 


5052.. 5936, 6134.. 6309, 6392.. 6723, 6843.. 7030, 


7106. .7295, 




7368. .7472, 7545. .7993 












Seq. No. 


45787 


Seq. ID 


OJ000211_ 


13. 


0322 


.C10 


Gene No. 


96939 


Strand 


+ 








Start 


5052 


End 


7993 








Name 


OJ000211 13.0322.C10.o2.np 


Method 


AAT/NAP 








Start 


5052 


End 


7990 








GI 


6691716 


Score 


2295 









fl Exons 



GI Descrip. 



5052.. 5936, 6134.. 6309, 6392.. 6659, 6836.. 7030, 7106.. 7209, 
7360. .7472, 7545. .7990 

(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 |dbj |BAA89397.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 45787 . Seq. ID OJ000211JL3 . 0322 . C10 

Gene No. 96940 Strand - . 

Start ' 3586 . • End ' 3748 

Name OJ000211JL3 . 0322 . C10 . ol . gp Method AAT/GAP 

Start 3586 End 3748 

GI uC-osflcypl77g01al Score 235 

Exons 3586.. 3748 

GI Descrip. 1 4 884 8 64 /gb I AAD3184 6 . 1 1 AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Seq. No. 



45787 



Seq. ID OJ000211_13. 0322. C10 



47216 



Gene No. 96941 

Start 8310 ' 

Name OJ00021 1_13 . 0322 . CIO . o3 . tm 

Start 1 

GI none 

Exons 1..63, 2.-268, 106. .267 

Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . ol . ts 

Start 2 

GI none 

Exons 2.. 154, 167.. 385, 169.. 318 



Strand 
End 

Method 

End 

Score 



-10970 

TBLASTX: Maize 

2 68 

382 



Seq." ID OJ000211_13. 0322. C10 
Strand 

End 10970 

Method TBLASTX : Soybean 

End 385 

Score 163 



Seq. No. 45787 

Gene. No. 96941 

.Start 8310 . , t 

Name OJ000211JL3 . 0322 . C10 . o2 . tc 

Start 2 

GI none 

Exons 2.. 160, 167.. 223, 224.. 274 



Seq. ID OJ000211_13. 0322. C10 
Strand 

End t 10970 

Method TBLASTX: Cress 

End 274 

Score 154 



Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . ol . tc 

Start 299 

GI none 

Exons 299. .448, 504. .854, 515. .853 



Seq. ID OJ000211_13. 0322. C10 
Strand 

End 10970 

Method TBLASTX : Cress 

End 854 

Score 131 



Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211JL3 . 0322 . C10 . ol . tm 

Start 386 

GI none 

Exons 386.. 421, 388.. 423, 491.. 775/ 

Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . 06 . tw 

Start 5154 

GI none 

Exons 5154.. 5462 



Seq. ID OJ000211_13. 0322. C10 
Strand 

End 10970 

Method TBLASTX: Maize 

End 776 

Score 56 

516. .776, 522. .776 

Seq. ID OJ000211_13. 0322. C10 
Strand 

End 10970 

Method TBLASTX: Wheat 

End 54 62 

Score . 213 



Seq. No. ' 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . o3 . gs 

Start 8310 

GI none 

Exons 8310.. 8694, 8723.. 10911 



Seq. ID OJ000211_13. 0322. C10 
Strand 

End 10970 

Method GENSCAN 

End 10911 

Score .43 



Seq. No. 
Gene No. 



45787 
96941 



Seq. ID OJ000211_13. 0322. C10 
Strand 



47217 



Start 8310 

Name OJ000211_13 . 0322 . CIO . o3 . np 

Start 8313 

GI - 5902445 

Exons 8313. .10970 

GI Descrip. (AB030283) GAG-POL precursor 



End 

Method 

End 

Score 



10970 
AAT/NAP 
10970 
4491 



[Oryza sativa] 



Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . o4 . tw 

Start 8322 

GI none 

Exons 8322.-8459, 8445.. 8603, 8698. 



Seq. ID OJ000211JL3. 0322. C10 
Strand 

End 10970 

Method TBLASTX : Wheat 

End 8937 

Score 201 
.8937 



Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . o5 . tm 

Start 8361 

GI none 

Exons 8361.. 8462, 8362.. 8463, 8442. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8594, 8443.-8493 



OJ000211_13. 0322. C10 
10970 

TBLASTX: Maize 
8594 
102 



Seq. No. 45787 Seq. ID 

Gene No. 96941 Strand 

Start 8310 End 

Name OJ000211_13 . 0322 . C10 . o2 . tw Method " 

Start 9052 End . 

GI none Score 

Exons 9052.. 9237, 9052.. 9438, 9128.. 9439 



OJ000211_13. 0322. C10 
10970 

TBLASTX: Wheat 

9439 

109 



Seq. No. 45787 

Gene No. 96941 

Start 8310 

Name OJ000211_13 . 0322 . C10 . o2 . tm 

Start 9082 

GI none 

Exons 9082.. 9129, 9083 .. 9130, 9121 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9444, -9134. .9445 



OJ000211_13. 0322. C10 
10970 

TBLASTX: Maize 
9445 
61 



Seq. No. 45787 Seq. ID 

Gene No. 96941 Strand 

Start. 8310 End 
Name ' OJ000211_13 . 0322 . C10 . o7 . tw Method 

Start 9442 End 

GI none Score 

Exons 9442.. 9582, 9607.. 9741 



OJ000211_13. 0322. C10 
10970 

TBLASTX: Wheat 

9741 • 

135 



Seq. No. 45787 Seq. ID 

Gene No. 96941 Strand 

Start 8310 End 

Name OJ000211_13 . 0322 . C10 . o3 . tw Method 

Start 9757 End 

GI none Score 

Exons 9757.. 10179, 9767.. 10171 



OJ000211_13. 0322. C10 
10970 

TBLASTX: Wheat 

10179 

267 



Seq. No. 
Gene No. 



45787 
96941 



Seq. ID 
Strand 



OJ000211 13. 0322. C10 



47218 




Start 


. 8310 


End 


10970 




Name 


OJ000211 13.0322.C10.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9800 


End 


10188 




GI 


none 


Score 


162 




Exons 


9800.. 10180, 9802.. 10044, 10084.. 10188 






Seq. No. 


45787 


Seq. ID 


OJ000211_13.0322 


.C10 


Gene No. 


96941 


Strand 






Start 


8310 


End 


10970 




Name 


OJ000211 13.0322.C10.o6.tm 


Method 


TBLASTX: Maize 




Start 


9853 


End 


10126 




GI 


none 


Score 


60 




Exons- 


9853.. 9951, 9854.. 9919, 9955 


10125, 9956. .10126 




Seq. No. 


45787 


Seq. ID 


OJ000211_13.0322 


.C10 


Gene No. 


96941 


Strand 






Start 


8310 


End 


,10970 




Name 


OJ000211 13.0322.C10.o5.tw 


. ' Method 


TBLASTX : Wheat 




Start 


10179 


End ■ 


10465 




GI 


none 


Score 


126 




Exons 


10179. .10277, 10181. .104 65, 


10183. .10464 




Seq. No. 


45787 


Seq. ID 


OJ000211_13.0322 


.C10 


Gene No. ■ 


96941 


Strand 






Start 


8310 


End 


10970 




Name 


OJ000211 13.0322.C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


10303 


End 


10747 




GI 


none 


Score 


87 




Exons 


10303. .10329, 10327. .10470, 


10340. .10471, 10492. .10746, 






10493. . 10747 








Seq. No. 


45787 


Seq. ID 


OJ000211_13.0322 


.C10 


Gene No. 


96941 


Strand 






Start 


8310 


End 


10970 




Name 


OJ000211 13.0322 .C10. o2.ts 


Method 


TBLASTX : Soybean 




Start 


10414 


End 


10845 




GI 


none 


Score >, 


58 




Exons 


10414 1084 5, 10448 . . 10618, 


10655.. 10798 




Seq. No. 


45787 


Seq. ID 


OJ000211_13.0322 


.C10 


Gene No. 


96941 


Strand 






Start 


8310 


End 


10970 




Name 


OJ000211 13.0322.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10469 


End 


10893 




GI 


none 


Score 


298 




Exons 


10469. .10849, 104 69 .. 10828, 


10474. .10893 




Seq. No. 


45788 


Seq. ID 


OJ000211_13.0322 


.Cll 


Gene No. 


96942 


Strand 






Start 


246 


End 


1622 




Name 


OJ000211 13.0322.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


117 


End 


914 




GI 


none 


Score 


119 




Exons 


. 117. .410, 121. .345, 457. .693 


, 459. .689, 


732.. 914, 738..! 


851 


Seq. No. 


45788 


Seq. ID 


OJ000211_13.0322 


.Cll 


Gene No. 


96942 


Strand 







47219 



Start 
Name 
Start 
GI 

Exons 



246 End 1622 

OJ000211_13 . 0322 .Cll . ol . gs Method GEN SCAN 

246 End 1547 

none Score . 98 
246. .1547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45788 Seq. .ID 

96942 Strand 

246 End 1622 
OJ000211_13 . 0322 . Cll . ol . np Method AAT/NAP 

249 End 1622 

5902444 Score 2282 
249. .1622 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ000211 13.0322. Cll 



45788 Seq. ID 

96942 Strand 
24 6 End 
OJ000211JL3. 0322. Cll. ol.tm " Method 
459 : End 
none Score 
459. .605, 460. .606 

45789 Seq. ID 

96943 Strand 
1 End 
OJ000211_13.0322.C12.ol.np Method 
1 End 
5902444 Score 
1. .724 

(AB030283) GAG-POL precursor 

45789 Seq. ID 

96943 Strand 

1 End 

OJ000211_13 . 0322 .C12 . ol . gs Method 

79 . End 

none Score 
79. .724 



OJ000211_13. 0322. Cll 
1622 

TBLASTX: Maize 

606 

127 



OJ000211_13.0322.C12 
724 

AAT/NAP 

724 

1023 



[Oryza sativa] 



OJ000211_13.0322.C12 
724 

GENSCAN 

724 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45790 Seq. ID OJ000211_13 . 0322 . C13 

96944 Strand 

1 End 1268 

OJ000211_13. 0322.C13.ol.np Method AAT/NAP 

1 End . 1075 

6014929 Score 448 

I/. 1075 

S-ADENOSYLMETHIONINE DECARBOXYLASE PROENZYME (ADOMETDC) 
gi I 7436595 | pir | | T12613 adenosylmethionine decarboxylase (EC 
4.1.1.50) - common sunflower gi | 3153906 | gb IAAC17449. 1 | 
(AF066078) S-adenosylmethionine decarboxylase [Helianthus 
annuus] 



45790 
96944 
1 

OJ000211_13.0322.C13.ol.gs 



Seq. ID OJ000211_13.0322.C13 
Strand 

End 1268 

Method GENSCAN 



47220 



# • 





Start 


33 




End 


1268 






GI 


none 




Score 


. 53 






Exons 


33. . 1051, 1059. . 1268 












Seq. No. 


45790 




Seq. ID 


OJ000211 13 0322 


. C13 




Gene No. 


.96945 




Strand 








Start 


1999 




End 


2714 






Name 


OJ000211 13.0322.C13.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


233 ~ 




End 


1123 






GI 


none 




Score 


69 






Exons 


233. A 373, 270.. 374, 449 


. . 517, 


461 . .511, 


668 . .757 , 705 . . 


881, 






821 /. 1123, 978 . . 1061 












Seq. No. 


45790 




Seq. ID 


OJ000211_13.0322 


.C13 




Gene No. 


96945 




Strand 








Start 


1999 




End 


2714 






Name 


OJ000211 13. 0322 .CI 3. ol 


. tm 


Method 


TBLASTX: Maize 






Start 


248 ~~ 




End 


1061 






GI 


none 




Score 


62 






Exons 


248. .373, 270. .350, 668 


. .751, 


693. .881, 


821 . . 1060, 978 


. 106: 




Seq. No. 


45790 




Seq. ID 


OJ000211 13 0322 


. C13 




Gene No. 


96945 




Strand 








Start 


1999 




End 


2714 






Name 


OJ000211 13.0322.C13.ol 


. tw 


Method 


TBLASTX • Wheat 

X UXltJ -L * * • Till CI ^ 






Start 


248 ~ 




End 


2714 




tn 


GI 


none 




Score 


69 




in 


Exons 


248. .-373, 270.. 383, 668 


. . 751, 


705 . . 881, 


821 1069. 999 


.106: 


?~ 




25 63.. 2 607, 2 62 4.. 2683, 


2676. 


. 2714 






ty 


Seq. No. 


45790 




Seq. ID 


OJ000211_13.0322 


.C13 




Gene No. 


96945 




Strand 








Start 


1999 




End 


2714 






Name 


OJ000211 13.0 322. C13 . ol 


. ts 


Method 


TBLASTX • Sovbean 






Start 


248 ~ 




End 


1081 






GI 


none 




Score 


79 






Exons 


248. .373, 270. .374, 461 


. .517, 


668 . . 757, 


821 . . 883, 944 . . 


1081 




Seq. No. 


45790 




Seq. ID 


OJ000211_13.0322 


.C13 




Gene No. 


96945 




Strand 






jt at 


Start 


1999 




End 


2714 






Name 


OJ000211 13.0322.C13.o2 


. gs 


Method 


GENSCAN 

k^/ will N 






Start 


1999 ~ 




End 


2587 






GI 


none 




Score 


. 6 






Exons 


1999. .2096, 2404. .2587 












Seq. No. 


45791 




Seq. ID 


OJ000211_13.0322 


.C14 




Gene No. 


96946 




Strand 


+. 






Start 


848 




End 


1720 






Name 


OJ000211 13.0322.C14 .ol 


..gs 


Method 


i—> LN \ iilN 






Start 


848 




End 


1720 






GI 


none 




Score 


.56 






Exons 


848. .898, 1034. .1088, 1653.. 1720 








Seq. No. 


45791 




Seq. ID 


OJ000211_13.0322 


.C14 




Gene No. 


96947 




Strand 


+ 






Start 


2536 




End 


8634 





47221 




Name OJ000211_13 . 0322 .C14 . ol . np Method AAT/NAP 

Start 2536 End 8598 

GI 5922631 Score 6698 

Exons 2536. .2660, 2919. .3166, 3401. .3603, 3649. .4220, 4263. .4414, 

4541. .5464, 6071. .8598 
GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12 145 ) correspond to 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



O C . LNV_J • 


4 5791 






Seq. ID 


OJ000211_13 


• \j *j 




f2pnp Mo 


96947 






Strand 


+ 






u Lai L 


^. *J J Vj 






End 


8634 








OJ000211 13 


0322 C14 o2 


. y s 


Method 


GENSCAN 






Start 


2536 ~~ 






End 


8634 






GI 


none 






Score 


.97 






Exons 


2536. .5456, 


5553. .8634 












Seq . No . 


45791 






Seq. ID 


OJ000211_13 


.0322, 


.C14 


n o Mo 


96948 






Strand 










8951 






End 


10227 






Name 


'OJ000211 13 


.0322.C14.o3 


.gs 


Method 


GENSCAN - 






Start 


8951 






End 


10096 






GI 


none 






Score 


.96 






Exons 


8951. .9399, 


9472. .9576, 


9644. 


. 9793, 9896. . 10096 






Seq . No . 


45791 






Seq. ID 


OJ000211_13 


.0322, 


.C14 


r!nnp Mo 
VjJ d 1 C J.NU t 


96948 






Strand 








Qf art 


8951 






End 


10227 






Name 


OJ000211 13 


.0322.C14.o2 


.np 


Method 


AAT/NAP 






Start 


8954 






End 


10227 






ox 


6691716 






Score 


840 






Exons * 


8954. .9399, 


9472. . 9584, 


9730. 


.9833, 9909. .10227 






GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 








gi | 6691717J 


dbj IBAA89397 


.11 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


45791 






Seq. ID 


OJ000211_13 


.0322, 


.C14 


Gene No. 


96949 






Strand 








Start 


10142 






End 


10227 






Name 


OJ000211 13 


.0322.C14.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


3825 






. End 


4227 






GI 


none 






Score 


294 






Exons 


3825. .4094, 


3826. .4227 












Seq. No. 


45791 






Seq. ID 


O'j000211_13 


.0322. 


,C14 


Gene No. 


96949 






Strand 








Start 


10142 






End 


10227 






Name 


OJ000211 13 


.0322.C14.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


4804 






End 


5261 






GI 


none 






Score 


149 






Exons 


4804 . .4980, 


5025. .5261, 


5029. 


.5259 








Seq. No. 


45791 






Seq. ID 


OJ000211_13, 


.0322. 


C14 



47222 




Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




Name 


OJ000211 13 


. 0322 


.C14 .ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


5481 








End 


5937 




GI 


none 








Score 


499 




Exons 


5481. .5936, 


5482 


. .5937 










Seq. No. 


45791 








Seq. ID 


OJ000211_13. 03.22 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




Name 


OJ000211 13 


. 0322 


.C14 .o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


5521 ~~ 








End 


5886 




GI 


none 








Score 


140 




Exons 


5521. . 5745, 


5752 


. . 5886 










Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322 


.C14 


Gene No. 


96949 








Strand 






Start • 


10142 








End 


10227 




Name 


OJ000211 13, 


. 0322 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5611 ~~ 








End 


5967 




GI 


none 








Score 


375 




Exons 


5611. .5967, 


5652 


. .5957 










Seq. No. 


45791 








Seq. ID 


-OJ000211_13.0322 


-C14 


Gene No. 


9694 9 .? • 








Strand 






Start " 


10142 








End 


10227 




Name 


OJ000211 13, 


. 0322 


. C14 . o2 , 


. tw 


Mpt hod 


TBLASTX ' Wheat 




Start 


6052 ~~ 








End 


6476 




GI 


none 








Score 


448 




Exons 


6052. . 6471, 


6096 


. . 6476, 


6117 . 


, .6476 






Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




Name 


OJ000211 13. 


. 0322 


. C14 . ol , 


■ ts 


Mpt hod 


TBLASTX * Sovhpan 




Start 


6130 ~~ 








End 


6531 




GI 


none 








Score 


314 




Exons 


6130. . 6531, • 


6147 


. . 6290, 


6327 . 


. 6497 






Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




Name 


OJ000211 13. 


0322 


. C14 . o3 . 


. tm 


Method 


TBLASTX: Maize 




Start 


6198 ~ 








End 


6642 




GI 


none 








Score 


275 




Exons 


6198 . . 6452, 


6199 


. . 6453, 


6474 . 


.6605, 6475. .6618, 6616. .6642 


Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




Name 


OJ000211 13 


0322 . 


. C14 . 08 . 


t w 


Method 


TBLASTX: Wheat 




Start 


6480 








End 


6762 




GI 


none 








Score 


273 




Exons 


6480. .6557, 


6481, 


. .6762, 


6616. 


. 6750 






Seq. No. 


45791 " 








Seq. ID 


OJ000211_13.0322 


.C14 


Gene No. 


96949 








Strand 







47223 



# • 



Start 


10142 








FnH 


10227 

x \J c. i 




Name 


OJ000211 13 


0322 


PI 4 n9 


t <; 


L1C L. 1 1 L/ 


TRT.A9TY • cinvhpan 




9t a rt 


67 57 ~~ 










714 5 

f X ri U 




W X 


none 








^ oo to 


261 

jt. \J X 






6757 7143 


6765 


. .7145 










Seg. No. 


45791 








Seq. ; ID 


OJ000211_13,0322 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




LN CI 111 C 


OJ000211 13 


0322 


PI 4 n4 


• i_ w 


11" L11UU 


TRT.A9TX * Whp^t- 




9t 3 rt 


67 66 ~~ 








FnH 


7188 




PT 


none 








OL.U1 c 


413 
1 1 j 




Pvnn c 

Lj AUi 1 o 


6766 7188 

U f O U a a /XOO, 


6774 


7178 










Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




Mama 


o.tooo9-i i i 3 


0399 


ri 4 nS 


4- m 


i J c; u i lu vj. 


1 DlinO 1 /\ . lid lie 






701 8 ~~ 

( \J X o 








FnH 


7979 




\J X 


none 








^ i*"" O T~ Q 


1 Q3 
i j j 






7018 7272 

/ v X O • • / c~ f c+ f 


7026 - 


7133 










Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322, 


.C14 


Gene No. 


96949 








Strand 






Q-j- a rt 


10142 








FnH 

Hil 1L1 


10997 




Name 


p.tooo91 i i ^ 


0399 


PI 4 nQ 


f w 
. L W 








o u d x u 


7904 ~~ 








FnH 


7 RO 3 




O X 


none 








Score 


1 34 
iji 




F VPin Q 
Ij .A. 1 1 0 


7904 7338 

( ^, • • / J JO / 


7363 . 


7 S03 










Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322, 


.C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


1 0997 




Name 


0,700021 1 1 3 

\J\J \J \J \J <£. X X X « 


0399 


PI 4 nl 


1-TT1 
> Ulll 




J. DLiriu X A • L v la. X C 




Start 


7^00 _ 








FnH 


78 63 




GI 


none 








OLUi t; 


4 4 6 

*i *i O 




PvAfl O 


7500 7811 


7501 , 


7824 , 


7 521 . 


.784 4, 7€ 


MS 7869 7 816 7? 

1 X U . • / O \> f /oxu. > / c 


^63 


Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322. 


,C14 


Gene No. 


96949 








Strand 






Start 


10142 








FnH 


1 0997 




Name 


PU00091 1 13 


0399 


PI 4 n3 


1" w 
L W 


L v ltr L I HJL1 


TRT AC!TY • Whoaf- 




Start 


7 S06 _ 








FnH 


78 Q3 




GI 


nunc 








Score 


4 90 

fl u 




R von q 


7 506 7817 

/*JVJU. . / OX/, 


7^07 


78 Q3 


7709 


78Q3 






Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322. 


,C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 




ln cunt; 


O.T00091 1 13 


0399 
VJ -J z. z. . 


PI 4 nfi 


LIll 


Method 


TBLASTX: Maize 




O L tlx L 










End 


8238 




GI 


none 








Score 


95 




Exons 


7965. .8072, 


7966. 


.8064, 


8055. 


.8129, 8059. .8142, 8152. .8238 


Seq. No. 


45791 








Seq. ID 


OJ000211_13.0322. 


C14 


Gene No. 


96949 








Strand 






Start 


10142 








End 


10227 





47224 



# 



Name 



OJ000211 13.0322.C14.o5.tw 



Method TBLASTX : Wheat 



Start 


8008 


End 


8622 


GI 


none 


Score 


273 


Exons 


8008 8286 8008 8094 8028 


.8117, 8158.. 8202, 8169.. 8270, 




8341 8499 8485 862? 






Seq. No. 


45791 


Seq. ID : 


OJ00091-1 1^ 0*39? n A 


fipne* No 


96949 " 


St rand 




Start 


10142 


End 


1 0997 ' 

X KJ c. c* 1 


Naine 


OJ000211 13 0322 014 o4 tm 


Mp» t" h nH 


J. DLinO 1 /\ • L lei X Z. c 


Start 


8350 ~~ 


End 


ft 5R^ 

U *J O J 


O X 


none 


Score 


152 


pyrin <3 


8350 8502 8451 8501 8481 


.8582, 84: 


82. .8583 


Seq. No. 


45791 


Seq. ID 


0.7000911 1^ 0^99 PI 4 


Gene No. 


96949 


St rand 




Start 


10142 


End 


10227 


Name 


OJ000211 13 0322 C14 r>3 nn 




AAT /MAP 


Start 


1014 2 ~ 


End 


10227 


GI 


5902447 


S core 


90 




1014? 1 0997 

1U 11 • ■ X \J Z. Z. / 






QT Dp sfrin 

_» is o *w J. J. k-/ ■ 


(AB030283) orf4 T0rv7a sativa 


] 




Sen No 


45792 


Seq. ID 


OJ000211 13.0322.C15 


Gene No. 


96950 


Strand 


+ 


Start 


2614 


End 


2769 


Name 


OJ000211 13.0322.C15.ol.gp 


Method 


AAT / GAP 


Start 


2614 


End 


2769 


GI 


uC-osflcypl77g01al 


Score 


24 2 ,,. 




2614. .2769 








, 4884864/gb|AAD31846.1|AF133530 1 4 . Oe- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum crystallinum] 1 


Seq. No. 


45792 


Seq. ID 


OJ000211_13.0322.C15 


Gene No. 


96951 


Strand 


+ 


Start 


7362 


End 


9050 


.Name 


OJ000211 13.0322.C15.o3.np 


Method 


AAT /NAP 


Start 


7362 


End 


9050 


GI 


6136630 


Score 


168 


Exons 


7362.. 7376, 8470.. 8699, 8991. 


. 9050 




GI Descrip. 


HYPOTHETICAL 14.9 KD PROTEIN 


YCF72 (ORF137) 



gi I 2130150 Ipir | | S58640 hypothetical protein 137 - maize 





chloroplast gi | 9022 63 | emb | 


CAA60328.il 


(X86563) ORF137 [Zea i 




gi | 902308 | emb | CAA60372 . 1 | 


(X86563) ORF137 [Zea mays] 


Seq. No. 


45792 


Seq. ID 


OJ000211_13.0322.C15 


Gene No. 


96952 


Strand 




Start 


41 


End 


1604 


Name 


OJ000211 13.0322.C15.ol.gs 


Method 


. GENSCAN 


Start 


41 


End 


1604 


GI 


none 


Score 


.96 


Exons 


41. .330, 417. .1428, 1573. . 


1604 




Seq. No. 


45792 


Seq. ID 


OJ000211_13.0322.C15 


Gene No. 


96952 


Strand 




Start 


41 


End 


1604 


Name 


OJ000211 13.0322.C15.ol.np 


Method 


AAT /NAP 



47225 



« • 





Start 


408 






End 


1301 








GI 


5902448 






Score 


1600 








Exons 


408 1301 
















GI Descrip. 


(AB030283) 


orf3 [Oryza 


sat iva 


1 










Seq. No. 


45792 






Seq. ID 


OJ000211 


_13.0322 


.C15 




Gene No. 


96953 




■ 


Strand 










Start 


2158 






End 


4041 








Name 


OJ000211 13 


0322 C15 o2 


• qs 


Method 


GENSCAN 








Start 


2158 _ 






End 


4041 








GI 


none 






Score 


.67 








Exons 


2158 . . 2298, 


3228 . . 3279, 


3465. 


.3679, 4015. .4041 








Seq. No. 


45792 






Seq. ID 


OJ000211 


_13.0322, 


.C15 




Gene No. 


96954 






Strand 


- 








Start 


5176 






End 


5630 








Name 


OJ000211 13 


.0322.C15.o2 


* yjK 


Method 


AAT/GAP 








Start 


4970 ~ 






End 


5630 








GI 


none 






Score 


1273 








Exons 


4970. .5630 
















Seq. No. 


45792 






Seq. ID 


OJ000211 


_13.0322, 


. CIS 




Gene No. 


96954 






Strand 


- 






i. -J 


Start 


5176 






End 


5630 








Name 


OJ000211 13 


0322" C15 o3 


gs 


Method 


GENSCAN 






t-ar 

? : fs 


Start 


5176 ~~ 






End 


*J *3 ZJ Z> 








GI 


none 






Score 


1 








Exons 


5176 . . 5499 
















Seq. No. 


45792 






Seq. ID 


OJ000211 


J.3.0322. 


.C15 




Gene No. 


96955 






Strand 










Start 


8397 






End 


10914 








Name 


OJ000211 13 


0322 CIS o3 


. tw 


Method 


TBLASTX : 1 


Wheat 






Start 


891 ~ 






End 


1181 








GI 


none 






Score 


53 








Exons 


891 1181. 


928 . . 999 














Seq. No. 


45792 






Seq. ID 


OJ000211 


_13.0322. 


.CIS 




Gene No. 


96955 






Strand 










Start 


8397 






End 


10914 






f H 


Name 


OJ000211 13 


.0322.C15.o4 


. gs 


Method 


GENSCAN 








Start 


8397 _ 






End 


10914 








GI 


none 






Score 


.56 








Exons 


8397 8445, 


10784. .10914 












Sea No 


4 5792 






Seq. ID 


OJ000211_ 


JL3.0322. 


. CIS 




Gene No . 


96955 






Strand 










Start 


8397 






End 


10914 








Name 


OJ000211 13 


.0322";fcl5.ol 


. tm. 


Method 


TBLASTX: Maize 






Start 


84 64 ~~ 






End 


8667 








GI 


none 






Score 


36 








Exons 


8464 . .8532, 


8470. .8496, 


8471. . 


,8539, 8475. .8537, 


8540. .8665, 






8541. .8666, 


8617. .8667 














Seq. No. 


45792 






Seq. ID 


OJ000211_ 


_13.0322. 


CIS 




Gene No. 


96955 






Strand 










Start 


8397 






End 


10914 







47226 



# # 





Name 


OJ000211 13 


.0322 


.CIS.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


■ 8471 








End 


8667 




GI 


none 








Score 


84 




Exons 


8471. .8539, 


8475 


. .8537, 


8534 . 


.8665, 8541. .8666, 8541. .8666, 






8617. .8667 














Seq. No. 


45792 








Seq. ID 


OJ000211 13.0322;C15 




Gene No. 


96955 








Strand 






Start 


8397 








End 


10914 




Name 


OJ000211 13 


.0322 


.C15.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


8471 








End 


8667 




GI 


none 








Score 


84 




Exons 


8471. .8539, 


8475 


. .8537, 


8539. 


.8664, 8. 


541. .8666, 8541. .8666, 






8617. .8667 














Seq. No. 


45792 








Seq. ID 


OJ000211_13. 0322.C15 




Gene No. 


96955 








Strand 






Start 


'8397 








End 


10914 




Name 


OJ000211 13 


.0322 


.CIS.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


9921 








End 


10211 




GI 


none 








Score 


240 




Exons 


9921 . . 10211 














Seq. No. 


45792 








Seq. ID 


OJ000211 13. 0322. CIS 




Gene No. ' 


96955 ■ 








Strand 




V.J 


Start 


8397 








End 


10914 


U* 


Name 


OJ000211 13 


.0322 


.C15.o2 . 


, tm 


Method 


TBLASTX: Maize 




Start 


9969 








End 


10157 


i~z 


GI 


none 








Score 


193 


V*J 


Exons 


9969. . 10157 












a _J 


Seq. No. 


45793 








Seq. ID 


OJ000211 13.0322.C16 


: ~ 


Gene No. 


96956 








Strand 


+ 




Start 


2035 








End 


2309 




Name 


OJ000211 13, 


. 0322 


,C16.ol. 


crs 


Method 


GENSCAN 




Start 


2035 








End 


2309 


LA 


GI 


- none 








Score 


. 68 ■ 




Exons 


2035.. 2108, 


2189, 


. .2309 








f l 


Seq. No. 


45793 








Seq. ID 


OJ000211 13.0322.C16 


□ 


Gene No. 


96957 








Strand 






Start 


5936 








End 


6726 




Name 


OJ000211 13. 


.0322. 


.CI6.0I. 


QP 


Method 


AAT/GAP 




Start 


5936 








End 


6726 




GI 


none 








Score 


1495 




Exons 


5936. . 6726 














Seq. No. 


• 45793 








Seq. ID 


OJ000211_13.0322.C16 




Gene No. 


96958 








Strand 






Start 


9628 








End 


10021 




Name 


OJ000211 13. 


, 0322 . 


,C16.o3. 


OS 


Method 


. GENSCAN 




Start 


9628 








End 


10021 




GI 


none 








Score 


.5 




Exons 


9628. . 10021 














Seq. No. 


45794 








Seq. ID 


OJ000211_13.0322.C17 




Gene No. 


96959 








Strand 





47227 



Start 1 End 4629 

Name OJ000211_13 . 0322 . C17 . ol . np Method AAT/NAP 

Start 1 . End 3852 

GI 7489738 Score 3889 

Exons 1..3649, 3692.. 3852 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gil 4234852 | gb|AAD12997. 1| (AF082133) gag-pol polyprotein [Zea 





mays] 










Seq. No. 


45794 




Sea ID 


OJ000211 13 0322 


. C17 


Gene No. 


96959 




Strand 






Start 


1 




End 


4629 




Name 


OJ000211 13.0322.C17 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


8 




End 


304 




GI 


none 




Score 


60 




Exons 


8. .109, 12. .113, 122 


. .304 








Sea No 


45794 




Seq. ID 


OJ000211_13.0322 


-C17 


Gene No. 


96959 




Strand 






Start 


1 




End 


4629 




Name 


OJ000211 13.0322.C17 


.ol.gs 


Method 


GENS CAN 




Start 


144 




End 


4629 




GI 


none 




Score 


.49 




Exons 


144. .1904, 2005. .2278, 2384. . 


2958, 3437. .3860, 4395. .4629 


Sea No 


45794 




Seq. ID 


OJ000211_13.0322. 


.C17 


Gene No. 


96959 




Strand 






Start 


1 




End 


4629 




Name 


OJ000211 13.0322.C17 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


194 




End 


625 




GI 


none 




Score 


126 




Exons 


194.. 490, 195.. 350, 


464. .625 








Seq. No. 


45794 




Seq. ID 


OJ000211_13.0322, 


.C17 


Gene No. 


96959 




Strand 






Start 


1 




End 


4629 




Name 


OJ000211 13.0322.C17 


. ol . tw 


Method 


TBLASTX: Wheat 




'Start 


290 




End 


1070 




GI 


none 




Score 


154 




Exons 


290. .739, 294. .740, 


716. . 1069 


, 723. .1070, 725. .1069 




Sea No 


45794 




Seq. ID 


OJ00021.1_13.0322, 


.C17 


Gene No 


96959 




Strand 






Start 


1 




End 


4629 




Name 


OJ000211 13.0322.C17 


. o3 . tm 


Method . 


TBLASTX: Maize 




Start 


626 




End 


1069 




GI 


none 




Score 


139 




Exons 


626. .727, 761. .1069, 


762.. 1052 






Seq. No. 


45794 




Seq. ID 


OJ000211__13.0322. 


C17 


Gene No. 


96959 




Strand 






Start 


1 




End 


4629 




Name 


OJ000211 13.0322.C17 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


761 




End ' 


1198 




GI 


5509260 




Score 


44 




Exons' 


761. .1198, 762. .794, 


837. .1190 






GI Descrip. 













47228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45794 
96959 
1 

OJ000211_13. 0322.C17.ol.tc 

851 

none 

851. .1111, 873.. '1109 

45794 
96959 
1 

OJ000211_13. 0322.C17.o3. ts 

1709 

none 

1709. .1882, 1886. .2017, 2013. 

45794 
96959 
1 

OJ000211_13 . 0322 . C17 . o2 . tw 

1712 

none 

1712... 1810, 1737. .1811, 1790. 
2017. .2073, 2129. .2347, 2136. 

45794 
96959 
1 

OJ000211_13.0322.C17.o4.tm 

1901 

none 

1901. .2026, 2013. .2087, 2136. 

45794 
96959 
1 

OJ000211_13 . 0322 . C17 . o2 . ts 

2151 

none 

2151. .2537, 2320. .2526 

45794 
96959 
1 

OJ000211_13.0322.C17.o3.tw 

2394 

none 

2394. .2564, 2410. .2532, 2634. 

45794 
96959 
1 

OJ000211_13 . 0322 . C17 . ol . tm 

2815 

none 

2815. .2907, 2857. .2907, 3012. 



Seq. ID OJ000211_13.0322.C17 
Strand 

End 4 629 

Method TBLASTX : Cress 

End 1111 

Score 116 



Seq. ID OJ000211_13.0322.C17 
Strand 

4629 

TBLASTX : Soybean 
2096 
63 



End 

Method 
End 
Score 
2096 



Seq. ID OJ000211_13.0322.C17 
Strand 

End 4 629 

Method TBLASTX : Wheat 

End 2375 

Score 35 

,2032, 1812. .2009, 2013. .2096, 
.2375 



Seq. ID OJ000211_13.0322.C17 
Strand 

4629 

TBLASTX: Maize 
2354 
119 



End 

Method 
End 
Score 
2354 



Seq. ID OJ000211_13.0322.C17 
Strand 

End 4 62 9 

Method TBLASTX : Soybean 

End 2537 

Score 116 



Seq. ID OJ000211_13.0322.C17 
Strand 

4629 

TBLASTX: Wheat 
2831 
51 



End 

Method 
End 
Score 
.2831 



Seq. ID OJ000211_13.0322.C17 
Strand 

End 4 62 9 

Method TBLASTX :Maize 

End 37 60 

Score 48 

3143, 3031. .3072, 3153. .3221, 



47229 



3184.. 3240, 3212.. 3298, 
3301. .3759 



3231. .3314, 3293,. 3760, 3296. .3562, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45795 
96960 
.4810 

OJ000211_13.0322.C19.o2.gp. 
4810 

77434_1.R1084 Score 81 

4810. .4881 

, 2827528/emb|CAA16536.1| 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000211__13.0322.C19 

Strand + 

End 4881 

Method AAT/GAP 

End " 4881 



45795 
96961 
2220 

OJ000211_13.0322.C19.ol. 

1933 

none 

1933.. 2576 



gp 



Seq. ID OJ000211_13.0322.C19 
Strand 

End 2576 

Method AAT/GAP 

End 2576 



Score 



1251 



Seq. No. 45795 

Gene No. 96961 
Start . 2220 

Name OJ000211_13 . 0322 . C19 . o2 . 

Start 2220 

GI none 

Exons 2220.. 2456 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_13.0322.C19 

2576 
GENSCAN 
2456 
.89 



Seq. No. 45796 

Gene No. 96962 

Start 112 

Name OJ000211_13 . 0322 . C20 . ol . 

Start 112 

GI none 

Exons 112.. 348 



gs 



Seq. ID OJ000211_13.0322.C20 

Strand + 

End 348 

Method GENSCAN 

End 348 

Score .85 



Seq. No. 45796 

Gene No. 96963 

Start 3270 

Name OJ000211_13 . 0322 . C20 . ol , 

Start . 3113 

GI 4879443 

Exons 3113.. 3564 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_13.0322.C20 

4039 
AAT/GAP 
3564 
800 



Seq. No. 45796 

Gene No. 96963 

Start 3270 

Name OJ000211_13 . 0322 . C20 . o2 . 

Start 3270 

GI none 

Exons 3270.. 3561, 4008.. 4039 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_13.0322.C20 

4039 ■ 
GENSCAN 
4039 
.5 



Seq. No. 45797 

Gene No. 96964 

Start 1 

Name OJ000211 13 . 0322 . C23 . ol . 



gp 



Seq. ID 

Strand 

End 

Method 



OJ000211_13.0322.C23 

1750 
AAT/GAP 



47230 




Start 


1 




End 


189 




GI 


6334 1 R1084 




Score 


345 




Exons 


1 . . 18 9 










GI Descrip. 


'3850566 2.0e-24 


(AC005278) F15K9.3 [Arabidopsis thaliana] ' 


Seq. No. 


45797 




Seq. ID 


OJ000211_13.0322, 


,C23 


Gene No. 


96964 




Strand 






Start 


1 




End 


1750 




Name 


OJ000211 13 0322 


.C23.o2. tm 


Method 


TBLASTX: Maize' 




Start 


1 _ 




End 


312 




GI 


none 




Score 


256 




Exons 


1. . 114, 3. 122, 


108.. 311, 110, 


..286, 111. .299, 112. .312 




Seq. No. 


45797 




Seq. ID 


OJ000211_13.0322. 


C23 


Gene No. 


96964 




Strand 


- 




Start 


1 




End 


1750 




Name 


OJ000211 13 0322 


.C23.ol.gs 


Method 


GEN SCAN 




Start 


53 ~ 


End 


1750 




GI 


none 




Score 


1 


Exons 


53 1750 










Seq. No. 


45797 




Seq. ID 


OJ000211_13.0322. 


C23 


Gene No. 


96964 




Strand 






Start 


1 




End 


1750 




Name 


OJ000211 13 0322 


.C23.ol. tm 


Method 


TBLASTX: Maize 




Start 


1214 ~~ 




End 


1493 




GI 


none 




Score 


228 




Exons 


1214 1492, 1214 


..1489, 1332., 


,1493 






Seq. No. 


45797 




Seq. ID 


OJ000211JL3.0322. 


C23 


Gene No . 


96964 




Strand 






Start 


1 




End 


1750 




Name 


OJ000211 13 0322 


.C23.o3.tm 


Method 


TBLASTX: Maize 




Start 


1563 ~~ ' 




End 


1702 




GI 


none 




Score 


54 




F.xon ^ 


1563 1613 1564 


..1614, 1571.. 


1702, 1572.. 1670 




Seq. No. 


45798 ' 




Seq. ID 


OJ000211_13.0322. 


C24 


Gene No. 


96965 




Strand 


+ 




Start 


1331 




End 


5389 




Name 


OJ000211 13.0322 


.C24 .o2.np 


Method 


AAT/NAP 




Start 


1331 




End 


5389 




GI 


7301706 




Score 


57 




Exons 


1331. .1351, 3607 


..3691, 3718.; 


3898, 5354.. 5389 




GI Dp Qpri n 


(AE003767) CG1520 gene product 


: [Drosophila melanogaster ] 




Seq. No. 


45798 




Seq. ID 


OJ000211JL3.0322. 


C24 


Gene No. 


96966 




Strand 






Start 


686 




End 


4108 




Name 


OJ000211 13.0322, 


.C24 .ol.np 


Method 


AAT/NAP 




Start 


686 




End 


4108 




GI 


7301706 




Score 


51 





Exons 686.. 962, 4076.. 4108 

GI Descrip. (AE003767) CG1520 gene product [Drosophila melanogaster] 

Seq. No. 45798 Seq. ID OJ00021 1_13 . 0322 . C24 

Gene No. 96967 Strand 



47231 



Start 


4 ?ft R 

*± J O -J 


CjLLKJL 


7 07 R 








INcLlUG 


O.T00091 1 1 ? 0?99 P94 o9 rr<5 




yj Cj In o I^.HIn 








O Lai U 


4 ?ft R _ 

4 JO J 




707 R 








ox 


none 


Score 


1 1 








DAW11D 


4?ftS 4R07 fiROfi fiRQf) 6ft71 


707 R 










Seq. No. 


45799 


Seq. ID 


OJ000211 


J. 3 


.0322. 


C25 


Gene No. 


96968 


Strand 










ct- = rt 

O Lai L- 


VJ o ^ 


Fnd 


71? 
/ x o 








Name 


n.~roon9i i i ? o?99 r?^ oi rr<? 


L v lc LIKJU 


KJ Zj LN O 








Of a r 4- 
O t_ ClX U 


DO 




71? 
/ X «j 








\J X 


ilUllC 


Q. c r~\ y~ 


ft 9 










fift9 71 ? 












C prf Ma 
JC^i LN W • 




c prr t p. 

O CIJ . XL/ 


O.T00091 1 


1 ? 

X o 


0 ?9 9 


P9 


Gene No. 


96969 


Strand 


+ 








Start 


71 


End 


235 








Name 


OJ000211 13.0322.C26.ol.np 


Method 










Of- -a y\- 


71 


End 


9 7 R 








\3 X 


7340866 


Score 


1 Ofi 








Hi .A 1 1 o 


71. .235 












T P) q q /-^ y* -i -pi 


(AP001551) hypothetical protein [Oryza 


sat i va j 








Seq. No. 


45801 


Seq. ID 


OJ000211 


J- 3 


.0322. 


C27 


Gene .No . 


96970 


Strand 










Start 


1112 


End 


1 ?91 








in ante; 


OJ000211 13.0322.C27.ol.gs 


Method 


PTXTCr'Zi'M 
oHilNO^M-lN 










1112 


End 


1 ?91 










none 


Score 










F 1 von q 


1112. .1321 












Seq. No. 


45802 


Seq. ID 


OJ000221_ 


_13. 


.0321. 


CI 


Gene No. 


96971 


Strand 


+ 








O U dX L. 


140 


End 


101? 

IU1 J 








LN Ctlllt; 


OJ000221 13.0321.Cl.ol.gs 


Method 










u Lai L 


140 


End 


101? 








GI 


none 


Score 










TT von c 


140.-. 440/ 497. .1013 












O C VJ . IN • 


45803 


Seq. ID 


n T0009 9 1 


1 ? 


0 ? 9 1 




Gene No . 


96972 


Strand 


+ 








Start 


1 


End 


1386 








Name 


OJ000221 13.0321.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1386 








GI 


5441880 


Score 


936 








Exons 


1..488, 985. .1135, 1241. .1386 












GI Descrip'. . 


(AP000367) EST C28952 (C62945 ) 


corresponds to a region of 


the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 45803 Seq. ID 

Gene No. 96972 Strand 

Start 1 End 

Name OJ000221_13 . 0321 . C4 . ol . gs Method 

Start 411 End 

GI none Score 

Exons 411. .608, 985. .1135, 1241. .1359 



OJ000221_13.0321.C4 
+ 

1386 
GENSCAN 
1359 
.8 



47232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45804 
96973 
1 

OJ000221_13.0321.C5.ol 

i • . ■ ■ 

7228438 

1..310, 404. .702, 779. 



Seq. ID 
Strand 
End 

np Method 
End 
Score 

1037, 1130. .1312, 1350. .1420, 2653. .2675 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000221_13.0321.C5 
+ 

2675 
AAT/NAP 
2675 
1785 



45804 Seq. ID 

96973 Strand 
1 End 
OJ000221_13 . 0321 . C5 . o2 . np Method 
1 End 
7228442 Score 
1..39, 2106. .2290 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000221_13.0321.C5 
+ 

2675 
AAT/NAP 
2290 
123 . 



beq. ino. 


45804 


Seq. ID 


OJ000221_ 


13.0321 


.C5 


Gene No . . 


96973 


Strand 


+ 






Start 


1 


End 


2675 






Name 


OJ000221 13.0321.C5.ol.gs 


Method 


GENSCAN 






Start 


185 


End 


2248 






GI 


none 


Score 


.72 






Exons 


185. .310, 404. .702, 779. .1037, 


1130. .1312, 1378. 


. 1415, 






1506. .1637,- 1701. .1748, 1753.. 


1955, 2106.. 2248 






Seq. No. 


45804 


Seq. ID 


OJ000221_ 


13.0321. 


,C5 


Gene No. 


96973 


Strand 


+ 






Start 


1 


End 


2675 






Name 


OJ000221 13.0321.C5.ol.gp 


Method 


AAT/GAP 






Start 


530 


End 


1029 






GI 


LIB34 75-007-P1-K1-G8 


Score 


80.1 






Exons 


530. .702, 779. .1029 










GI Descrip. 


•5441880/dbj IBAA82378.il 5 . 0e- 


■75 (AP000367) EST 


C28952 (C62945) 




corresponds to a region of the predicted gene.; 


Similar 


to maize 




transposon MuDR mudrA protein. 


(AC003981) [Oryza 


sativa; 


1 ' 


Seq. No. 


45804 ■ 


Seq. ID 


OJ000221_ 


13.0321. 


.C5 


Gene No. 


96974 


Strand 








Start 


1454 


End. 


2675 






Name . 


OJ000221 13.0321.C5.o3.np . 


Method 


AAT/NAP 






Start 


. ;14 54 


End 


2675 






GI 


6721543 


Score 


87 






Exons 


1454. .1527, 2571. .2675 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45804 


Seq. ID 


OJ000221_ 


13.0321. 


.C5 


Gene No. 


96974 


Strand 








Start 


1454 


End 


2675 






Name 


OJ000221 13.0321.C5.o2.gp 


Method 


AAT/GAP 






Start 


2279 


End 


2675 







47233 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7406_1.R1084 Score 681 

2279. .2675 

' 112231 5 /emb | CAA63901 1 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



45805 
96975 
2876 

OJ000221__13. 0321.C6.ol.gs 

2876 

none 



Seq. ID OJ000221_13.0321.C6 
Strand 

End 11208 

Method GENSCAN 

End 11208 

Score .54 



2876. .3062, 5756. .5790, 7086. .7364, 8633. .8751, 11190. .11208 



45805 



Seq. ID OJ000221_13.0321.C6 



96976 Strand 
12772 End 15635 

OJ000221_13 . 0321 . C6 . ol . np Method AAT/NAP 

12722 End 12879 

6069646 " Score .65 

12722.. 12879 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


45805 






Seq. ID 


OJ00.0221_ 


13. 


0321 


.C6 


Gene No. 


96976 






Strand 










Start 


12772 






End 


15635 








Name 


OJ000221 13. 0321. C6 


. o2 . gs 


Method 


GENSCAN 








Start 


12772 






End 


15635 








GI 


none 






Score 


.52 








Exons 


12772. 


.12918, 13534 


. .13670, 15608. .15635 








Seq. No. 


45805 






Seq. ID 


OJ000221_ 


13. 


0321 


.C6 


Gene No. 


96977 






Strand 










Start 


15809 






End 


18307 








Name 


OJ000221 13. 0321. C6 


. o3 v gs 


Method 


GENSCAN 








Start 


15809 






End 


18307 








GI 


none 






Score 


.44 








Exons 


15809. 


.15933, 18163 


. .18307 












Seq. No. 


45805 






Seq. ID 


OJ000221 


13. 


0321 


.C6 


Gene No. 


96978 






Strand 










Start 


" 19214 






End 


19513 








Name 


OJ000221 13. 0321. C6 


. o4 .gs 


Method 


GENSCAN 








Start 


19214 _ 






End 


19513 








GI 


none 






Score 


.9 








Exons 


19214. , 


.19333, 19421 


. .19513 












Seq. No. 


45806 






Seq. ID 


OJ000221_ 


13. 


0321 


.C7 


Gene No. 


96979 






Strand 


+ 








Start 


239 






End 


2351 








Name 


OJ000221 13. 0321. C 7 , 


. ol . gs 


Method 


GENSCAN 








Start 


239 






End 


2351. 








GI 


none 






Score 


.76 








Exons 


239. .309, 372. .467, 


976. .1213, 


2259. .2351 









47234 




Seq. • No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 


Gene No. 


96980 






Strand 


+ 






Qf- a r*t- 


1 9R 4 






End 


6534 






Name 


n T0009 9 1 i 7 


0791 


. \~>o . oi . ys 


Method 


GENSCAN 








1 9R4 ~~ 






End 


6225 






yji 1 


none 






Score 


.5 








1 OO/I 1 77Q 
1 Z O 4 • . 1 J jy, 


I D 4 4 


i ac 16^4 
. . 1 O 4 3 , 10 3 4. 


.1705, 1902. .2011, 


2852. .3011 




70fi7 4767 

jUD / . . 1 JO / / 


4 4 11 


4770 t^40Q 
. . 4 / / U , 3 4 U :? . 


.6225 








Seq. No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 


Gene No. 


96980 






Strand 


+ 






OlaX L 


n o o 4 

X ^ O *3 






End 


6534 






Name 


0.70009 9 1 17 


.0321 


:C8.o2.np 


Method 


AAT/NAP 






o Lai L 


94 9 6 ~~ 






End 


6534 








^04 94^4 






Score 


3930 






Exons 


94 96 9^61 


2901 


..3011, 3067. 


.4770, 5409. .6037, 


6484. .6534 




( Ar*007 7R cn 

^ r\\^ vJKJt f O y / 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 


Gene No. 


96981 






Strand 








o LaiL 


1 Q7 9 






End 


2657 






Name 


n TO 00991 17 


.0321 


.C8.ol.np 


Method 


AAT/NAP 








1 Q79 






End 


2657 






C T 
Lrl 


/ jZ jjIZ. 






Score 


106 






Exons 


1 Q7 9 91 07 


2520 


. .2657 










oi uescnp . 


( a DO 01 £ 7 7 ^ 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 




Q6 Qft 9 






Strand 










697 4 

OZ / ft 






End 


6534 






Name 


O T00099 1 17 
UUUUU c~£* I IJ 


.0321 


.C8.ol.tw 


Method 


TBLASTX: 


Wheat 




O Lai L 


77 7 6 — 






End 


4128 






ol 


none 






Score 


57 








77 7 6 77 P 7 


3790 


..3888, 3807. 


.3887, 3855. .4094, 


3871. .4128 


Seq. No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 




Q6Qft 9 






Strand 








O Lai L 


6974 






End 


6534 






Name 


H T00099 1 1 7 


.0321 


.C8 .ol. tm 


Method 


TBLASTX:: 


Maize 




OLalt. 


77 4 1 






End 


4026 








none 






Score 


193 






Exons 


7741 4 0 9 S 
J / 4 1 . . 4 U Z D f 


3778, 


. .4026 










Seq. No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 


ocOc 1NO . 


y o ^ o z 






Strand 








OLdrL 


69 7/1 
DZ / 4 






End 


6534 






Name 


n TO OO 9 91 17 


.0321, 


.C8.o2.tm 


Method 


TBLASTX : ] 


Maize" 




O Lai L 


4 69ft _ 

4DZO 






End 


4 77.1 






ol 


none 






Score 


180" 






Exons 


4628. .4771, 


4633, 


. .4767 










Seq. No. 


45807 






Seq. ID 


OJ000221 


_13.0321 


.C8 


Gene No.' 


96982 






Strand 








Start 


6274 






End 


6534 






Name 


OJ000221 13 


.0321. 


.C8.o3.np 


Method 


AAT/NAP 






Start 


6274 






End 


6534 







47235 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7523512 Score 108 

6274.. 6534 

(AP001633) hypothetical protein [Oryza sativa] 



45808 
96983 
1 

OJ000221__13.0321.C9.ol.np 
1 

5042454 
1..19, 154. .222 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000221_13.0321.C9 

Strand + 

End 222 

Method AAT/NAP 

End 222 

Score 71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45808 
96984 
277 

OJ000221_13.0321.C9.o2.np 

277 

5042454 
277. .404, 3898.-3935 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000221_13.0321.C9 

Strand + 

End 3935 

Method AAT/NAP 

End ' 3935 

Score 112 



Seq. No. 


45808 


Seq. ID 


OJ000221_13.0321, 


,C9 


Gene No. 


96985 


Strand. 






Start 


3327 


End 


4279 




Name 


OJ000221 13.0321.C9.o2.gs 


Method 


GENSCAN 




Start 


3327 


End 


4279 




GI 


none 


Score 


.74 




Exons 


3327. .3371, 4140. .4279 








Seq. No. 


45809 


Seq. ID 


OJ000221_13.0321, 


.C10 


Gene No. 


96986 


Strand 


+ 




Start 


16594 


End 


19775 




Name 


OJ000221 13. 0321. C10. o4 . np 


Method 


AAT/NAP 




Start 


16594 


End 


19772 




GI 


7340884 


Score 


3921 




Exons 


16594. .16812, 17021 .. 17074 , 


17299. . 17349, 17517 .. 18635, 






18 68 6. . 19182, 19294. .19772 








GI Descrip. 


(AP001551) Similar to Antirrhinum majus 


; transposon Tam3 


gene for 




transposase. (AB013982) [Oryza sativa] 







Seq. No. 45809 Seq. ID 

Gene No. 96986 Strand 

Start 16594 End 

Name OJ000221_13 . 0321 . C10 . o3 . gs Method 

Start 17484 End 

GI none Score 

Exons 17484. .18612', 19255. .19775 



OJ000221_13. 0321. C10 
+ 

19775 
GENSCAN 
19775 
.61 



Seq. No. 45809 Seq. ID 

Gene No. 96987 Strand 

Start 31599 End 

Name OJ000221_13 . 0321 . C10 . 06 . gp Method 

Start 31599 End 

GI none Score 

Exons 31599.. 31840 



OJ000221_13. 0321. C10 
+ 

31840 
AAT/GAP 
31840 
382 



47236 





Seq. No. 


45809 


Seq. ID 


OJ000221_13. 0321. C10 




Gene No. 


96988 


Strand 






O Ldi. L 




FnH 

CjIIU 


1 6Q90 




t\ a me 


O.7000991 1^ 0^91 PI 0 nl rm 




n AT /na P 
r\J\ 1 / onr 




OLalL 


?04 ^ ~~ 


T?nH 
ijilvj. 


J J / U 




(it 




Score 


61 1 
D X X 






^04^ ^70 








iDc^! -IN (J. • - 




Seq. ID 


OJ000221_13. 0321. C10 




UCl 1C LNW • 




Strand 






Start 


3360 


End 


16920 




Name 


OJ000221 13.0321.C10.ol.gs 


Method 


GENSCAN 




Start 


3360 


End 


13135 




riT 

\j ± 




Score 


.47 






^^fiO ?SR1 4046 4171 4^^^ 


..4473, 4564. .4740, 6252. .6434, 






7060 7194 R674 fl Q1 ? Q4^^ 


..9541, 9578. .9860, 9927. .10114, 






1 Ofifil 1 1 OOP! 1111R 114Q4 

XUODX. • 11UUO/ XXXXO* • X X 4 _/ *a , 


12878. . 13135 




JC^t IN (J . 


4 Rft 0 Q 

4 JOU j 


Seq. ID 


OJ000221_13. 0321. C10 ' 




UCilC 1N(J . 




Strand 






Start 


3360 


End 


16920 




Name 


OJ000221 13.0321.C10.ol.np 


Method 


AAT/NAP 




Start 


3369 


End 


6419 




(IT 


7263552 


Score 


796 




daUI 1 o 


3369.. 3607, 3743.. 3810, 3.904 


. .3974, 4 04 6. .4147!, '4 333... 4 473, 


f'fs 




4564.. 4740, 6252. .6419 






; 


CI T Hocpt"! n 

\J ± UCjLJ.1L 1 , 


(AL161667) Ca-dependent solute carrier- 


-like protein [Arabidop; 


r is 5 




thaliana] 






"■™ 

iy 




45809 


Seq. ID 


OJ000221_13. 0321. C10 




Gene No . 


96988 


Strand 






Start 


3360 


End 


16920 


: [J 


lm emit; 


OJ000221 13-0321. CIO. o2.np 


Method 


AAT/NAP 




O Lai L 


10852 


End 


16920 




kjX 


7263548 


Score 


428 


£ 


Pvnnc 

IjAUIID 


10852. .110.08, 11118. .11485, 


12863. . 12994, 16781. .16920 




T Hd c p >" i 
\3± Ucbtlip. 


(AL161667) putative protein 


[Arabidopsis thaliana] 


. 


Cprr Kfn 
O C ■ LN KJ . 


45809 


Seq. ID 


OJ000221JL3. 0321. C10 






96988 


Strand 






Start 


3360 


End 


16920 




Name 


OJ000221 13.0321.C10.o2.gp 


Method 


AAT/GAP 






10911 


End 


11507 




(IT 
\J X 


72580 1.R1084 


Score 


857 




LAUl lb 


10911. .11008, 11118. .11507 








wX UCOL-i L LJ • 


f 11957/emb|X15901|CHOSXX 1.0e-158 Rice 


complete chloroplast 






genome ' 








O tr . IN u . 


45809 


Seq. ID 


OJ000221JL3. 0321. C10 




Gene No . 


96988 


Strand 






Start 


3360 


End 


16920 




Name 


OJ000221 13.0321.C10.o3.np 


Method 


AAT/NAP 




Start 


14443 


End 


16462 




GI 


4680339 


Score 


110 




Exons 


14 4 4 3. . 14 514, 1474 3 .. 14 934 , 


16271. . 16462 




GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 



47237 




Seq. No. 


45809 




Seq. ID 


OJ000221_ 


JL3.0321 


.C10 


Gene No". 


96988 




Strand 








o t art 


jjDU 




Cjna 








Naiue 


UJUUUZZ.l 1 j . U j/l .till . 


o2 . gs 


' Method 


r* E 1 KT o r* A XI 






Of yf 

b tart 


1 H D D J 






1 £ C7 *7 








none 




Score 


1 






Exons 














Seq. No. 


45809 




Seq. ID 


OJ000221_ 


_13.0321 


.C10 


Gene No. 


96989 




Strand 










9H9 on 




CjnQ 


z u y *i o 






Name 


vJuUUUZZl lJ.UjZl.tlU. 


o4 . gs 


Method 


C 1 TP \1 0 O 7\ K7 






Of vf 

b t art 


o n o o n 
zuzyu 














none 




Score 








Exons 


onoQn omroQ om^/i 












b e q . in o . 


^ d o u y 




Seq. ID 


OJ000221_ 


1 J . u JZ 1 


.LIU . 


Gene No. 


96990 




Strand 








Start 


22293 




End 


26830 






Name 


OJ000221 13. 0321. CIO. 


06 . np 


Method 


AAT/NAP 






b tar t 


22148 




End 


24114 








4680339 




Score 


103 






Exons 


22148. .22198, 22374.. 


22586, 


24078. .24114 






GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


beq. No. 


45809 




' Seq. -ID 


OJ000221_ 


_13.0321 


.C10 


Gene No . 


96990 




Strand 








Start 


22293 




End 


26830 






Name 


OJ000221 13. 0321. C10. 


o5 . gs 


Method 


GENSCAN 








22293 




End 


26830 








none 




Score 


.78 






Exons 


22293. .22786, 22838.. 


23088, 


23127. .23332, 23373. 


. .23778, 






23815. .24140, 24374.. 


24490, 


25099. .25246, 25346. 


. .25752, 






26618. .26830 












beq . no . 


45809 




Seq. ID 


OJ000221_ 


13.0321 


.C10 


Gene No. 


96990 




Strand 








Start 


22293 




End 


26830 






Name 


OJ000221 13. 0321. C10. 


o7 . np 


Method 


AAT/NAP 






o t art 


25090 




End 


26692 








7263548 




Score 


293 






Exons 


25090. .25246, 25346. . 


25549, 


25580. .25746, 26618. 


,,.26692 




GI Descrip. 


(AL161667) putative protein 


[Arabidopsis thaliana] 




beq. no. 


45809 




Seq. ID 


OJ000221_ 


13.0321 


.C10 


Gene No . 


96991 




Strand 








Start 


27528 




End 


29515 






Name 


OJ000221 13. 0321. C10. 


o3.gp 


Method 


AAT/GAP 






be art 


27332 




End 


27994 








93437 1.R1084 




Score 


1074 






Exons 


27332. .27687, 27780.. 


27994 










GI Descrip. 


' 1621495/dbj IBAA12903 


I 4.0e- 


■35 (D85877) 


reverse 


transcriptase 




[Oryza sativa] 1 












Seq. No. 


45809 




Seq. ID 


OJ000221_ 


13.0321. 


.C10 


Gene No. 


96991 




Strand 








Start 


27528 




End 


29515 







47238 






in cti Lit; 


OJ000221 13.0321 


.CIO.06 


.gs 


Method 


GENSCAN 






OLdil 


27528 




End 


29474 








none 






Score 


.98 








27528. .27687, 27780 .. 28162 , 


29190.. 29474 






Seq. No. 


45809 






Seq. ID 


OJ000221_13.0321 


.C10 




Gene No. 


96991 






Strand 


- 






OLclll 


27528 






End 


29515 






Name 


OJ000221_13.0321 


.C10.o4, 


,gp 


Method 


AAT/GAP 








oqo on 














\J X 


none 






Score 


532 






Exons 


29227. .29515 














Seq. No. 


45809 






Seq. ID 


OJ000221_13.0321 


.C10 




Gene No. 


96992 






Strand 


- 






OLal L 


30256 






End 


31669 






Name 


OJ000221 13.0321 


.C10.O5, 


■ gp 


Method 


AAT/GAP 






jLdlL 


30256 






. End 


30714 






uX 


none 






Score 


890 






Exons 


30256. .30714 














Seq. No. 


45809 






Seq. ID 


OJ000221_13.0321, 


.C10 




Gene No. 


96992 






Strand 








o u d. x c 


30256 






End 


31669 






Name 


OJ000221 13.0321 


.C10.o7. 


.gs 


Method 


GENSCAN 






Of a v+- 


30391 






End 


31669 






rir 
ox 


none 






Score 


.74 




hi 
*Z 


Exons 


30391. .30659, 30709 .. 30732 , 


31338. .31436, 31642. .31669 






Seq. No. 


45809 






Seq. ID 


OJ000221JL3.0321. 


.C10 




Gene No. 


96993 






Strand 








OLal L 


31795 






End 


32592 






Name 


OJ000221 13.0321 


,C10.o2. 


,tc 


Method 


TBLASTX: Cress 






OLdl L 


3390 






End 


3591 






V7 X 


none 






Score 


86 






Exons 


3390.. 3506, 3405 


. .3590, 


.3406 


. .3591 






at 


Seq. No. 


45809 






Seq. ID 


OJ000221JL3.0321. 


.C10 




Gene No. 


96993 






Strand 








OLdl L 


31795 






End 


32592 






Name 


OJ000221 13.0321 


.ClO.ol. 


, ts 


Method 


TBLASTX : Soybean 






Of -a y-4- 


3400 






End 


3626 








none 






Score 


105 








3400. .3495, 3405, 


. .3626, 


3553 


. .3612 








Seq. No. 


45809 






Seq. ID 


OJ000221_13.0321. 


,C10 




Gene No. 


96993 






Strand 








Of--, 

O L. Ct X L 


31795 






End 


32592 






Name 


OJ000221 13.0321, 


.C10.O7. 


tm 


Method 


TBLASTX : Maize 






Cf 3 V- +" 

OLdi L 


4567 






End 


6350 






GI 


none 






Score 


239 






Exons 


4567. .4743, 4568, 


. . 4741, 


4568 


..4765, 6246. .6350, 6250. .6342 




Seq. No. 


45809 






Seq. ID 


OJ000221_13.0321. 


C10 




Gene No. 


96993 






Strand 








Start 


31795 






End 


32592 






Name 


OJ000221 13.0321, 


.C10.O2. 


ts 


Method 


TBLASTX: Soybean 





47239 



Start 
GI 

Exons 



10855 End 27678 

none Score 149 

10855. .10998, 10859 .. 10999, 25096 25236, 25097 .. 25237, 

27526. .27678, 27534.-27674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45809 
96993 
31795 

OJ000221JL3. 0321. C10. ol.tm 

10858 

none 

10858. .11010, 10859. .11011, 

11363. .11497, 25069. .25248, 

27501. .27692, 27502 .. 27690, 

27813. .27935, 27825.-27 935, 

27989. .28168, 28007 .. 28 168 , 
29190. .29309 



Seq. ID OJ000221_13. 0321. C10 
Strand- 
End 32592 
Method TBLASTX : Mai ze 
End 29309 
Score 68 
11120. .11152, 11171. .11245, 
25097. .25225, 25375 .. 25707 , 
27779. .27853, 27806 .. 27931 , 
27826.-27942, 27827 .. 27 943, 
28024. .28173, 29190 .. 29255 , 



Seq. No. 45809 
Gene No., 96993 
Start 31795 

Name OJ000221_13 . 032 1 . C10 . ol . tc 

.Start 10861 
GI none . . 

Exons 10861. 

11387, 

25390. 



Seq. No. 
Gene No. 
l°{ Start 
iy Name 
s« Start 

v~= Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.11004, 10862. 
.11491, 25099. 
.25566, 25400. 



. 11014, 
.25242, 
.25546, 



• Seq. ID 
Strand 
End 

Method 
End 
Score 

11120 

25100 



OJ000221 13. 0321. C10 



32592 

TBLASTX: Cress 
28162 
129 

11152, 11174. .11242, 
25252, 25345. .25371, 



27540. .27683, 27541 27678 , 



27782..27838, 27788.-27835, 27840 .. 27926, 28058. .28162 



45809 
96993 
31795 

OJ000221_13 . 0321 . C10 . o3 . tm 

17751 

none 

17751. .17831, 17787. .18149, 
18147. .18212, 18165. .18227, 

45809 
96993 
31795 

OJ000221_13 . 0321 . C10 . o2 . tm 

18354 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17885. .18145, 
18222. .18260 



OJ000221 13. 0321. C10 



32592 

TBLASTX: Maize 
18260 
69 

17898. .18149, 



Seq. ID OJ000221_13.0321.C10 
Strand 
End 

Method 
End 
Score 



32592 

TBLASTX: Maize 

18670 

95 



18354. .18434, 18423 .. 18662, 18444 .. 18668, 18449: . 18670 



Seq. No. 


.45809 




Seq. ID 


OJ000221_13.0321 


.C10 


Gene No. 


96993 




Strand 






Start 


31795 




End 


32592 




Name 


OJ000221 13.0321. 


.CIO.06. tm 


Method 


TBLASTX: Maize 




Start 


18866 




End 


19222 




GI 


none 




Score 


106 




Exons 


18866. .19072, 18£ 


$67. .19214, 


18885. .19070, 18887. .19222 




Seq. No. 


45809 




Seq. ID 


OJ000221_13.0321 


-C10 


Gene No. 


96993 




Strand 






Start 


31795 




End 


32592 





47240 




Name 


OJ000221 13 . 0321 . CIO . o5 . tm 


Method 


TBLASTX: Maize 


Start 


19457 


End 


19706 


GI 


none 


Score 


0 n a 

299 


Exons 


1945 /.. 19705, 19461. .ly/Oo 






Seq. No. 


^ c 0 r\ n 

4 boU9 


Seq. ID 


OJ000221 13. 0321. C10 


Gene No. 


n a c\ c\ 0. 
9 6993 


Strand 




Start 


31795 


End 


32592 


Name 


OJ000221_13. 0321. CIO. o4 . tm 


Method 


TBLASTX: Maize 


Start 


31 b9b 


End 


32151 


GI 


none 


Score 


82 


Exons 


01 ^ nc 01011 u 1 n. z' - d 1 0 i 0 

3169b .. 31811 , 31696 .. 31812 , 


O 1 O n /** O 1 O 

31806 . . 318 


98 , 31843 . . 31899, 




31o4 9 . . 31o 99, 31961 .. 32119, 


o i m 1 o o i 

319 11 . .321 


no 01 m c o n i c i 

23, 31975 . .32151, 




3198 6. . 32123 






Seq. No. 


45809 


Seq. ID 


OJ000221_13. 0321. C10 


Gene No. 


96993 


Strand 




otart 


31 / 9b 


, Ena 


o o c n n 

32592 


Name 


OJ0UU221 13 . 0321 . CIO . o7 . gp 


Method 


TV TV m / r*i TV T*\ 

AAT/GAP 


Start 


0 i t n c 

31795 


End 


32089 


GI 


01 m 1 00 

3107133 


Score 


484 


Exons 


31795 . . 32089 






Seq. No. 


/conn 

45809 


Seq. ID 


OJ000221_13 . 0321 . C10 


Gene No. 


96993 


Strand 




Start 


31795 


End 


32592 


Name 


OJ000221 13. 0321. C10. 08. np 


Method 


AAT/NAP 


Start 


31969 


End 


32592 




6723417 


Score 


150 


Exons 


31969. .32151, 32570. .32592 






GI Descrip. 


(AL132965) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


45809 


Seq. ID 


OJ000221_13. 0321. C10 


Gene No. 


96993 


Strand 




Start 


31795 


End 


32592 


Name 


OJ000221 13.0321.C10.o3.tc 


Method 


TBLASTX: Cress 


Start 


31977 


.- . End 


32151 




none ' 


Score 


64 


Exons 


31977. .32111, 31979. .32119, 


31981. .321 


51 


Seq. No. 


45810 


Seq. ID 


OJ000221_13.0321.C11 


Gene No. 


96994 


Strand 


+ 


Start 


2077 


End 


5693 


Name 


OJ000221 13.0321.Cll.o2.gs 


Method 


GENSCAN 


Start 


2077 


End 


5693 




none 


Score 


.72 


Exons 


2077. .2079, 2118. .2555, 2761 


..2831, 31 


38.. 3180, 5070.. 5693 


Seq. No. 


45810 


Seq. ID 


OJ000221_13.0321.C11 


Gene No. 


96995 


Strand 


+ 


Start 


6465 


End 


10990 


Name 


OJ000221 13.0321.Cll.o3.np 


Method 


AAT/NAP 


Start 


6465 


End 


10990 


GI 


7485432 


Score 


529 


Exons 


6465. .6503, 7178. .7321, 7497 


..7570, 7699. .7753, 7984. .8111, 




8740. .8805, 10963. . 10990 







GI Descrip. hypothetical protein F13M22.18 - Arabidopsis thaliana 



gi|3236250|gb|AAC23638.1| (AC004684) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 45810 

Gene No. 96995 

Start 64 65 

Name OJ000221_13 . 0321 . Cll . o4 . gs 

Start 7002. 

GI none 

Exons 7002.. 7010, 7178.. 7321, 7831. 



Seq. ID OJ000221_13.0321.C11 

Strand + 

End 10990 

Method GENSCAN 

End 8290 

Score .86 

.7893, 7984. .8111, 8212. .8290 



Seq. No. 45810 

Gene No. 96996 
Start • 398 

Name OJ000221_13 . 0321 . Cll . ol . np 

Start 398 

GI 6723417 

Exons 398.. 813, 1922.. 1963, 2061.. 2183 

GI Descrip. (AL132965) hypothetical protein [Ar-abidopsis thaliana] 



Seq. ID OJ000221_13. 0321. Cll 
Strand 

End 2498 

Method AAT/NAP 

End 2183 

Score 515 



Seq. No. 45810 Seq. ID 

Gene No. 96996 Strand 

Start 398 End 

Name OJ000221_13 . 0321 . Cll . ol . gs Method 

Start 402 End 

GI none . Score 

Exons 402.. 750 



OJ000221_13. 0321. Cll 

2498 
GENSCAN 
750 
. 99 



Seq. No. 45810 

Gene No. 96996 

Start 398 

Name OJ000221_13 . 0321 . Cll . ol . gp 

Start 666 

GI 3061080 
Exons 



Seq. ID OJ000221_13. 0321. Cll 



Strand 
End 

Method 

End 

Score 



2498 
AAT/GAP 
2498 
798 



666. .770, 1374. .1415, 1924. .1963, 2061. .2248, 2413. .2498 



Seq. No. 45810 Seq. ID 

Gene No. ; 96997 Strand 

Start 3592 End 

Name OJ000221_13 . 0321 . Cll . o2 . gp Method 

Start 3592 End 

GI 2464_1.R1084 Score 

Exons 3592. .3873, 3994. .4057, 4322. .4432 
GI Descrip. 



OJ000221_13. 0321. Cll 

7107 
AAT/GAP 
4432 
716 



'2344892 7.0e-12 (AC002388) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 45810 Seq. ID OJ000221_13 . 0321 . Cll 

Gene No. 96997 ' Strand 

Start 3592 End 7107 

Name OJ000221_13 . 0321 . Cll . o2 . np Method AAT/NAP 

Start 3825 End 7107 

GI 7486947 Score 388 

Exons 3825. .3873, 3994. .4054, 4 320 .. 4 420 , 5251 .. 54 7 6, 7045. .7107 

GI Descrip. hypothetical protein T13E15.7 - Ara'bidopsis thaliana 

gi | 2344892 | gb | AAC31832 . 1 | (AC002388) unknown protein 

[Arabidopsis thaliana] 



47242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45810 Seq. ID 

.96997 Strand 

3592 End 

OJ000221_13 . 0321 . Cll . o3 . gp Method 

4763 End 

7340 1.R1084 Score " 



OJ000221_13. 0321. Cll 



7107 
AAT/GAP 
5580 
842 



4763. .4846, 4998. .5070, 5262. .5580 

'2344892 7.0e-17 (AC002388) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 45810 Seq. ID 

Gene No. 96997 Strand 

Start 3592 End 

Name OJ000221_13 . 0321 . Cll . o3 . gs Method 

Start 5898 End 

GI none Score 

Exons 5898.. 5996, 6412.. 6498 



OJ000221_13. 0321. Cll 

7107 
GENSCAN 
6498 
.65 



Seq. No. 45810 Seq. ID 

Gene No. 96998 Strand 

Start 8709 End 

Name OJ000221_13 . 0321 . Cll . ol . tc Method 

Start 397 End 

GI none Score 
Exons 



OJ000221_13. 0321. Cll 
14670. 

TBLASTX: Cress 

2183 

300 



397. .768, 401. .769, 456. .770, 2061. .2183 



Seq. No. 45810 

i'lf Gene No. 96998 

U Start 8709 

LJ Name OJ000221_13 . 0321 . Cll . o2 . tm 

Start 398 

M= GI none 

s " Exons 398.. 772, 400.. 771, 402.. 773, 

i''^ 1373.. 1453, 1922.. 1963, 1923. 

U 2047.. 2184, 2077.. 2190 



Seq. ID OJ000221_13. 0321. Cll 
Strand 
End 

Method 
End 
Score 

405. .776, 1367. .1462, 1372. .1464, 



14670 

TBLASTX: Maize 

2190 

460 

1367.. 1462, 1372, 



1964, 1923. .1964, 2046. .2183, 



U Seq. No. 45810 

Gene No. 96998 

H Start 8709 

Name OJ000221_13 . 0321 . Cll . ol . ts 

U Start 400 

GI none 

Exons 400. .768, 401. .757, 2061. .2183 



Seq. ID OJ000221JL3. 0321. Cll 
Strand 

End 14670 

Method TBLASTX : Soybean 

End 2183 

Score . 284 



Seq. No. 45810 
Gene No. 96998 - 

Start 8709 

Name OJ000221 JL3 . 0321 . Cll . ol . tw 

Start 6388 
GI none 

Exons 6388.. 6480, 6429.. 6485, 6464, 

6988. .7071, 7034. .7072, 7148. 
7497. .7571, 7528. .7575, 7697. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 13. 0321. Cll 



14670 

TBLASTX: Wheat 
7723 
53 

.6517, 6473. .6517, 6975. .7073, 
.7324, 7177. .7323, 7496. .7570, 
.7723 



Seq. No. 
Gene No. 
Start 



45810 
96998 
8709 



Seq. ID 

Strand 

End 



OJ000221 13. 0321. Cll 



14670 



47243 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000221_13.0321.Cll.o5.tm Method TBLASTX : Maize 
6420 End 7553 

none Score 76 

6420. .6485, 6464. .6517, 7009. .7071, 7030. .7071, 7181. .7324, 
7183. .7323, 7236.-7325, 7496. .7552, 7497. .7553, 7497. .7553 



45810 
96998 
8709 

OJ000221JL3. 0321. Cll. o3.tm 
7554 
none 

7554. .7571, 7687. .7752, 7697 
7823. .7900, 7982. .8110, 7983. .8111, 7984. .8109, 8187 
8190. .8294, 8210. .8311, 8210. .8299, 8335. .8361, 8336 
8369. .8425, 8497. .8577 



Seq. ID OJ000221_13.0321.C11 
Strand 

14670 

TBLASTX: Maize 
8577 
35 



End 

Method 

End 

Score 



.7753, 7807. .7893, 7819. 



.7893, 
.8291, 
.8365, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45810 Seq. ID 

96998 Strand 

8709 End 

OJ000221_13 . 0321 . CI 1 . o5 . gs Method 

8709 End 

none Score 



OJ000221JL3. 0321. Cll 

14670- 
GENSCAN 
14670 
.65 



8709. .8818, 9062. .9685, 9815 . .10123,. 11045 .. 1124 1, 114 97 .. 118 15, 
11825. .11969, 12091. .12433, 12794 .. 12912, 13082 .. 13513, 
1*3658. . 13748, 13834 .. 13943, 14561.. 14670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45810 
96998 
8709' 

OJ000221_13. 0321. Cll. o7.tm 
8743 



End 

Method 
End 

none Score 
8743.-8775, 8893.-8937, 8894. .8953, 8915. .8977, 8943 
9059. .9121, 9070. .9126, 9092. .9265, 9095. .9289, 9124 
9126. .9293 



Seq. ID OJ000221_13. 0321.C11 
Strand 

14670 

TBLASTX: Maize 
9293 
36 



,8975, 
, 9288, 



Seq. No. 45810 Seq. ID 

Gene No. 96998 Strand 

Start 8709 End 

Name OJ000221_13 . 0321 . Cll . 06 . tm Method 

Start 9450 End 

GI none Score 
Exons 



OJ000221_13.0321.'C11 
14670 

TBLASTX: Maize 

10427 

163 



9450. .9500, 9483. .9629, 9484. .9606, 9594. .9668, 9595. .9681, 
9867. .9926, 9889. .9927, 9925. .10089, 9926. .9958, 9928. .10086, 
9930. .10103, 9969. .10103, 10318 .. 10383 , 10331 .. 10426, 
10334. .10420, 10338.. 10427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



45810 Seq. ID 

96998 Strand 

8709 End 

OJ000221_13 . 0321 . Cll . o2 . ts Method 

11445 End 

none Score 



OJ000221_13. 0321. Cll. 
14670 

TBLASTX: Soybean 

11750 

61 



11445. . 11750, 11472. .11624, 11512. .11727 

45810 Seq. ID OJ000221_13 . 0321 . Cll 



47244 



f|3 



Gene No. 


96998 






Strand 






Qt- a r-f- 
u LaL L 


8709 






Hi 11 Li 


1 H D / U 




Name 


OJ000221 13.0321.C11 


. o 1 . tm 










11472 








1 1 y h D 






none 






Score 


a n 1 

4U1 




Exons 


11472. 


.11945, 11473. 


1 1 QK 
. 1 1 D 








Seq. No. 


45810 






Seq. ID 


OJ000221_13.0321 


.Cll 


Gene No. 


96998 






Strand 






jLqlL 


8709 






End 


14670 




Name 


OJ000221 13.0321.C11 


A 

. o4 . tc 


Method 


TBLASTX: Cress 




O L art 


11478 






End 


11768 






none 






Score 


110 




Exons 


11478. 


.11768, 11481. 


1 1 7 n r 

. 11 / U D , 


11512. .11727 




O a KT/-\ 

oeq. in o . 


45810 






Seq. ID 


OJ000221_13.0321 


pi i 
.Cll 


Gene No. 


96998 






Strand 






Start 


8709 






End 


14670 




Name 


OJ000221 13.0321.C11 


. 0£ . T_C 


Method 


TBLASTX: Cress 




Of 3 

OldlL 


11931 






End 


12360 




ol 


none 






Score 


115 






11931. 


.11975, 12091., 


. 1 <L J D U , 


12098. .12292, 12159. .12335, 






12166. 


.12360 










oeq . NO . 


45810 






Seq. ID 


OJ000221_13.0321 


.oil 


Gene No . 


96998 






Strand 






Start 


8709 






End 


14670 




Name 


OJ000221 13.0321.C11, 


. o4 . tm 


Method 


TBLASTX: Maize 




C-t- a r~+- 
Otdl L 


12089 






End 


13250 




ol 


none 






Score 


253 




Exons 


12089. 


.12133, 12162.. 


, 1Z fi 3 1 , 


12163. .12432, 12166. .12432, 






12797. , 


.12913, 12797.. 


. 1 Z z? 1 0 , 


1307 9. .1324 9, 13083. .13250, 






13083. 


.13250 










Seq. No. 


45810 






Seq. ID 


OJ000221_13.0321 


.Cll 


Gene No. 


96998 






Strand 






C ■(- -a v-4- 

otaiL 


8709 . 






End 


14670 




Name 


OJ000221' 13.0321.C11. 


, Oj . IS 


Method 


TBLASTX: Soybean 




C -|- a v|- 


12175 






End 


12357 




C T 
ol 


none 






Score 


72 




T7" V /"> T*1 C? 


12175. , 


.12357, 12176.. 


i 1ZZ 








oeq . no . 


45810 






Seq. ID 


OJ000221_13.0321 


PIT 
.Cll 


Gene No. 


96998 






Strand 






Start 


8709 






End 


14670 




Name 


OJ000221 13.0321.C11. 


Oj . L.C 


Method 


TBLASTX: Cress 




OLdLL 


13079 






End 


13391 




ol 


none 






Score 


77 




Exons 


13079. , 


.13180, 13080.. 


IjIo 1 , 


13172. .13390, 13173... 1324 7, 






13356. . 


,13391 










Seq. No. 


45810 






Seq. ID 


OJ000221_13.0321 


.Cll 


Gene No. 


96998 






• Strand 






Start 


8709 






End 


14670 




Name 


OJ000221 13.0321.C11. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


13172 






End 


13390 




GI 


none 






Score 


72 





47245 



Exons 



13172. .13390, 13173. .13247, 13313.. 13390 



Seq. No. 45810 

Gene No. 96998 

Start 8709 

Name OJ000221_13 . 0321 . Cll . o4 . gp 

Start . 13357 

GI LIB34 32-008-P1-K1-D4 

Exons 13357. .13513, 13658. 
GI Descrip. 



OJ000221 13. 0321. Cll 



Seq. ID 
Strand 

End 14670 
Method AAT/GAP 
End 14612 
Score 714 
13748, 13834 13943, 14561. .14612 
1 173073'8/sp| P53946|ARP5_YEAST 4.0e-09 ACTIN-LIKE PROTEIN ARP5 

>gi_2133044_pir S58718 probable nuclear protein YNL059c - yeast 

(Saccharomyces cerevisiae) >gi_994827 (U12141) Ynl2430p 
[Saccharomyces cerevisiae] >gi_1301932_emb_CAA95933_ (Z71335) 
ORF YNL059c [Saccharomyces cerevisiae] ' 





Od^i L\\J ■ 


45811 


Seq. ID 


OJ000221_13.0321 


.C12 




ociit; in*j . 


96999 


Strand 










428 


End 


831 






Matin o 


OJ000221 13.0321.C12.ol.gs 


Method 


GENSCAN 






Start 


428 


End 


831 






GI 


none 


Score 


.59 








428. .436, 763. .831 








C'J 




45812 


Seq. ID 


OJ000221_04.0313 


.CI 




(~1 o T» O M /™\ 


97000 


Strand 


+ 






OLdI L, 


1720 


End 


2077 






Name 


OJ000221 04.0313.Cl.ol.gp 


Method 


AAT/GAP 




5 j | 


Of a r--j- 


1720 


• End 


2077 




f ™3 


GI 


2309883 


Score 


478 






Exons 


1720. .2077 








■A 


GI Descrip. 


2149018/gb|U70541 IOSU70541 5.0e-25 Oryza sativa putative 






ADP-glucose pyrophosphorylase subunit 


SH2 and putative 




fW 




NADPH-dependent reductase Al genes, complete cds 




_ _ 




45812 


Seq. ID 


OJ000221_04.0313 


.CI 




bene ino . 


97001 


Strand 


+ 






Start 


13702 


■■ End 


15109 






Name 


OJ000221 04.0313.Cl.o4.gs 


Method 


• GENSCAN 






Start 


13702 


End 


15109 






GI 


none 


Score 


.59 






Exons 


13702. .13721, 14 981. .15041, 


15059. . 15109 






Seq. No. 


4 5812 


Seq.' ID 


OJ000221_04.0313 


.CI 




Gene No. 


97002 


Strand 








Start 


4363 


End 


9830 






Name 


OJ000221 04.0313.Cl.o2.gp 


Method 


AAT/GAP 






Start 


4056 


End 


5965 






GI 


394 1.R1084 


Score 


3298 






Exons 


4056. .4644, 4733. .5671, 5796. .5965 . 








GI Descrip. 


' 169770/gb|M59351|RICAMY3D 1.0e-125 Rice alpha-amylase 
gene, complete cds, clone lambda-OSglA 1 


(RAmy3D) 




Seq. No. 


45812 


Seq. ID 


OJ000221_04.0313 


.CI 




Gene No. 


97002 


Strand 








Start 


4363 


End 


9830 






Name 


OJ000221 04 .0313.Cl.o2.gs 


Method 


GENSCAN 






Start 


4363 


End 


9830 





47246 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none - Score .74 

4363. .4644, 4733. .5671, 5796. .5987, 6017. .6264, 7189.. 7261, 
7625.-7986, 8142. .8399, 8453. .8509, 9529. .9709, 9807. .9830 



45812 Seq. ID 

97002 Strand 
4363 End 
OJ000221_04 . 0313.Cl.ol .np Method 
4366 End 
113682 Score 
4366.-4644, 4733. .5671, 5796. .5885 

ALPHA-AMYLASE ISOZYME 3D PRECURSOR ( 1 , 4-ALPHA-D-GLUCAN 
GLUCANOHYDROLASE) gi | 824 57 | pir | | S12625 alpha-amylase (EC 
3.2.1.1) 3D - rice gi | 169771 | gb | AAA338 95 . 1 | (M59351) 
alpha-amylase [Oryza sativa] 



OJ000221_04 .0313. CI 

9830 
AAT/NAP 
5885 
2291 



45812 
97002 
4363 

OJ000221_04. 0313.Cl.o3.gp 

6037 

426358 

6037. .6283 

1 §,97 7 0/gb | M59351 | RICAMY3D 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_04.0313.C1 

9830 
AAT/GAP 
6283 
486 



gene, complete cds, clone lambda-OSglA 



1.0e-125 Rice alpha-amylase (RAmy3D) 



45812 
97003 
10251 

OJ000221__04. 0313.Cl.ol.tm 
4369 
none 

4369.-4644, 4370. .4651, 4733 
5627. .5680, 5794. .5847, 5795 
10520. .10780, 10866. .11138, 10866 
11948. .12007 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 04. 0313. CI 



12221 

TBLASTX: Maize 
12007 
212 

5680, 4734. .5027, 5064. .5672, 
5875, 10502. .10780, 10512 .. 10778 , 
11807, 10867. . 11805, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



45812 
97003 
10251 

OJ000221_04. 0313.Cl.ol.ts 

4402 

none 



OJ000221 04. 0313. CI 



Seq. , ID 
. Strand 
End 

Method 
End . 
Score 

4402. .4644, 4403. .4645, 4733. .5029, 4734. .4880, 4760. .5005, 
4926. .5015, 5057. .5647, 5064. .5642, 10533 .. 10781, 10538 .. 1078 0, 
10866. .11162, 10872. .11138, 10873 .. 11142 , 11193. . 11780, 
11197. .11784, 117 67. .11805, 11772. .11807 



12221 

TBLASTX : Soybean 

11807 

79 



45812 . ' 

97003 

10251 

OJ000221_04 .0313.Cl.o2.tc 

4733 

none 



Seq. ID OJ000221_04.0313.C1 
Strand 

End 12221 

Method- TBLASTX : Cress 

End , 11051 

Score 117 



4733. .4918, 4740. .4880, 10613 .. 1074 4 , 10866 .. 11051, 10873. .11016 
45812 Seq. ID OJ000221 04. 0313. CI 



47247 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97003 Strand 
10251 End 
OJ000221 _04 . 0313 . CI . ol . tc Method 

4 94 9 • End 
none Score 



12221 

TBLASTX: Cress 

11768 

39 



4949.. 5029, 5042.. 5305, 5360.. 5503, 5361.. 5510, 5501.. 5635, 
5517. .5636, 11082 .. 11162 , 11083 .. 11148, 11175 .. 114 38 , 
11176. .11307, 11493. .11636, 11634. .11768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45812 Seq. ID OJ000221_04 . 0313 . CI 

97003 Strand 

10251 End 12221 

OJ000221_04 .0313.Cl.o4 ,gp Method AAT/GAP 

10251 End 11036 

394_2.R1084 Score 1297 

10251. .10780, 10866. .11036 

1 113683/sp| P27934 | AM3E_ORYSA 1.0e-55 ALPHA- AMYLAS E ISOZYME 3E 
PRECURSOR (1, 4-ALPHA-D-GLUCAN GLUCANOHYDROLASE ) 

>gi_100663_pir JT0946 alpha-amylase 3E - rice >gi_169773 

(M59352) alpha-amylase [Oryza sativa] ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45812 Seq. ID 

97003 Strand 

10251 End 

OJ000221_04.. 0313 . CI . o5 . gp Method 

10283 End 

394 9.R1084 Score 



OJ000221_04 .0313. CI 

12221 
AAT / GAP 
11435 
1210 



10283. . 10304, 10537. .10780, 10866. .11435 

? 113683/sp| P27934 |AM3E_ORYSA 1.0e-117 ALPHA-AMYLASE ISOZYME 3E 
PRECURSOR (1, 4-ALPHA-D-GLUCAN GLUCANOHYDROLASE) 
>gi_100663_pir JT0946 alpha-amylase 3E - rice >gi 169773 





(M59352) alpha-amylase [Oryza sativa] ' 






Seq. No. 


45812 


Seq. ID 


OJ000221 


_04 .0313. CI 


Gene No . 


97003 


Strand 






Start 


10251 


End 


12221 




Name 


OJ000221 04 .0313.Cl.o3.gs 


Method 


GENS CAN 




Start 


10336 


End 


12037 




GI 


none 


Score 


. 62 




Exons 


10336. .104 51, 10513. .10780, 


10866. .11804, 11948 


. . 12037 


Seq. No. 


45812 


Seq. ID 


OJ000221_ 


_04.0313.C1 


Gene No. 


97003 


Strand 






Start 


10251 


End 


12221 




Name 


OJ000221 04 .0313.Cl.o2.np 


Method 


AAT /NAP 




Start 


10499 


End 


12037 




GI 


113683 


Score 


2356 




Exons 


10499. .10780, 10866. .11804, 


11948. . 12037 




GI Descrip. 


ALPHA-AMYLASE. ISOZYME 3E PRECURSOR (1,4 


-ALPHA-D- 


-GLUCAN 




GLUCANOHYDROLASE) gi | 100663 | pir | IJT0946 


! alpha-amylase 3E - rice 




gi| 169773|gb|AAA33896.1| (M59352) alpha 


-amylase 


[Oryza sativa] 


Seq. No. 


45812 


Seq. ID 


OJ000221_ 


_04.0313.C1 


Gene No. 


97003 


Strand 






Start 


10251 


End 


12221 




Name 


OJ000221 04.0313.Cl.o6.gp 


Method 


AAT/GAP 




Start 


11534 


End 


12221 





47248 





GI 


. 394_3.R1084 


Score 


878 






Exons 


i 1 cq/ 1 1 on/ i i Q4Q 1 9991 










ui uescrip . 


1 1 1 "5^fl^ / cn 1 D9"7Q^^ 1 ZiM^TT PiI3 VCZV 

1 1 3 DO o / Sp | rz / y [ AT*IJi1j UKloA 


2.0e-62 ALPHA- AMYLASE 


Tcr\7vyr or 

IbUZiiMb Jb 






DDTTPrTRQPiD /I ^ — QT DUZi — n3pT TlPZiM 


GLUCANOH YDROLASE ) 








-^yi luuouj pir uiu^pho aipna 


amylase 3E - rice >gi 


i com 
i d y / / o 






^iyio j ^ aipna amylase [uryza 


sativa] 1 








Seq, No. 


45813 


Seq. ID 


OJUUOzzl 04 


.0313. C2 




Gene No. 


97004 


btrano 


+ 






04- a v~-j- 


jj j 


End 


iu jy 






Name 


PTnnn99i c\a n^i ^ P9 ^>i /to 

vJUUUUZZl . U j1 j . . Ol . yS 


Method 


GENSCAN 








J J J 


End 


1039 






PT 


none 


Score 


. D 






Exons 


RQR Q99 Q4 P 1 n^Q 










Seq. No. 


45813 


beq. ID 


OJUUUzzl 04 


.0313. C2 




Gene No. 


97005 


btrana 


+ 






C4- a -v- 4- 
OLalL 




End 


a o ri o 






Name 


ujuuuzzi U4 . u ol o . . oz . gs 


Method 


GENSCAN. ' 










End 


5802 






PT 


none 


Score 


.46 






Exons 


90QT 91 £9 RH97 QOQC c/ioq 


.5802 








Seq. No. 


45813 


Seq. ID 


OJ000221_04 


.0313. C2 


5 


Gene No. 


97006 ' 


Strand 






rrl 


C+- -a y-+- 


D / U _/ 


End 


10232 • 






Name 


piTnnn99i n^i ^ p9 
ujuuuzzi U4.Ujij.LZ.oo.gs 


Method 


GENSCAN 




r y 




£T n q 
o / uy 


End 


10232 








none 


Score 


.45 






Exons 


D/uy. .Dyoo, /U4iu.. /zzo, / o ou . 


.8027, 9882.. 10232 




\ J 

f ! | 


oeq . jno . 




Seq. ID 


OJ000221_04 


ATI Q /-i O 






97007 


Strand 


+ 




*: 


Start 


2649 


End 


3162 




r ^ 


Name 


OJ000221 04.0313.C3.ol.gp 


Method 


AAT/GAP 








2649 


End 


3162 






PT 


38782 1.R1084 


Score 


817 






Exons 


2649. .3162 










\j± uescrip. 


1 6069643/dbj IAP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 


r :5 *2 




DNA, chromosome 6, clone : P0514G12 1 








O e CJ . LN o . 


45814 


Seq. ID 


OJ000221_04, 


.0313. C3 




UC11C LNU . 


97008 


Strand 


+ 






Start 


8072 


End 


8289 






Name 


OJ000221 04 .0313.C3.o3.np 


Method 


AAT/NAP 








8072 


End 


8289 






PT 


7340884 


Score 


134 






Exons 


8072. .8289 










GI Descrip. 


(AP001551) Similar to Antirrhinum majus 


; transposon 


Tam3 gene for 






transposase. (AB013982) [Oryza sativa] 








Seq. No. 


45814 


Seq. ID 


OJ000221_04. 


.0313. C3 




Gene No. 


97009. 


Strand 


+ 






Start 


8622 


End 


9031^- 






Name 


OJ000221 04 .0313.C3.o2.gs 


Method 


GENSCAN 






Start 


8622 


End 


9031 






GI 


none 


Score 


.72 





47249 



Exons 8622.. 8674, 8830.. 9031 



Q a n NT r\ 
O G CJ • IN O . 


45814 






Seq. ID 


OJ000221 


U4 . UjIj 




Gene No . 


97010. 






Strand 


+ 








13298 






End 


15462 






Name 


OJ000221 04. 0313. C3. 


o4 . gs 


Method 


GENSCAN . 






Otait 


13298 






End 


15462 






pT 


none 






Score 


.69 






Exons 


13298. 


.13331, 13920. 


.14334, 


14402. .14480, 15292 


. .15462 




oeq . lno . 


45814 






Seq. ID 


OJ000221 


f\ a n ^ i "5 
kjh . U j1 J 


• 


bene lno . 


97011 






Strand 


+ 






otan 


16006 






End 


16164 






Name 


OJ000221 04. 0313. C3. 


o5 . gs 


Method 


GENSCAN 






O +- = v-4- 

OLaiL 


16006 






End 


16164 






PT 


none 






Score 


.96 






iiiXons 


16006. 


. 16164 












oeq . NO . 


45814 






Seq. ID 


OJ000221_ 




pi 


Gene No. 


97012 






Strand 


+ 






O Lai L. 


21309 






End 


31330 






Name 


OJ000221 04. 0313. C3. 


08 . gs 


Method 


GENSCAN 






Start 


21309 






End 


31330 






GI 


none 






Score 


.66 






Exons 


21309. 


.21396, 21676. 


.21892, 


22165. .222! 


38, 22335 


. .22413, 






22467. 


.22591, 23140. 


.23266, 


23350. .23449, 24414 


. .24494, 






26453. 


.26663, 26801. 


.26971, 


27003. .27218, 27322 


. .27474, 






27560. 


.27893, 27948. 


.28037, 


28621. .28699, 30651 


. .30709, 






30928. 


.31046, 31160. 


.31330 











Seq. No. 45814 

Gene No. 97012 

Start 21309 

Name OJ000221_04 . 0313 . C3 . o3 . gp 

Start 26188 

GI 44454_1.R1084 

Exons 26188. .26667, 26716.. 26744 

GT Descrip. ' 304 6815/emb | CAA167 13 . 1 | 5. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_ 
+ 

31330 
AAT/GAP 
26744 
916 



04. 0313. C3 



Oe-13 (AL021687) cytochrome P450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



45814 
97012 
21309 

OJ000221_04.0313.C3.o5.np 
26353 
7430729 
26353. .26464, 
27560. .'27832, 
30928. .31046, 



26537. 
27948. 
31160, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
26801 
28621 



OJ000221_ 
+ 

31330' 
AAT/NAP 
31247 
1040 

27322. 
30220. 



04. 0313. C3 



26663, 26801. .27122, 
28037, 28621. .28699, 
3124 7 

cytochrome P450 homolog T9I4.17 - Arabidopsis 
gi|3461849|gb|AAC33235.1| (AC005315) putative 
[Arabidopsis thaliana] 



.27474, 
,30326, 



thaliana 
cytochrome P4 50 



Seq. No. 45814 

Gene No. 97012 

Start 21309 

Name OJ000221_04 . 0313 . C3 . o4 . gp 



Seq. ID OJ000221_04 . 0313.C3- 

Strand + 

End 31330 

Method AAT/GAP 



47250 



Start 27375 End 27988 

GI • uC-osroM202008gl0al Score 784 

Exons 27375. .27474, 27560 27832, 27948 . -. 27988 

GI Descrip. * 304 6815/emb | CAA16713 . 1 | 7.0e-25 (AL021687) cytochrome 
[Arabidopsis thaliana] 1 



P450 





OC^ . LN(J > 


A 1 d ' 

4 JUl4 


Seq. ID 


OJ00022T_ 


U h . UjI j 


. Lj 






' Q7D1 ^ 


Strand 


+ 








Of- -a y~f- 


O £ :? / 0 


End 


34605 








Name 


OJ000221 04.0313.C3.o9.gs 


Method 


GENSCAN 








Start 


32978 


End 


34605 










none 


Score 


.68 








Exons 


32978. .33099, 33347 334 1 9, 


33805. .33874, 34445. 


. J ft DUD 






o tr q . IN U . 


45814 


Seq. ID 


OJ000221_ 


U ft . Ujl j 


. Ij 




bene i\io . 


97014 


Strand 


+ 










35074 


End 


36367 








Name 


OJ000221 04.0313.C3.o6.np 


Method 


AAT/NAP 








Start 


35074 


End 


36367 








GI 


7339719 


Score 


115 








Exons 


35074 . .35398, 36338.. 36367 












bi ue scrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






h. a? 


oeq. 1NO . 


45814 


Seq. ID 


OJ000221_ 


ft A n "3 1 "5 


. o 






97015 


Strand 










Of 3 r--t- 


1 


End 


7188 






?': : 


Name 


OJ000221 04..0313.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1209 








GI 


6907086 


Score 


1168 








Exons 


1..386, 447. .1209 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






? : : s 


Seq. No. 


45814 


Seq. ID 


OJ000221_ 


04.0313 


.C3 




Gene No. 


97015 


Strand 










Start 


1 


End 


7188 






'■z £ 


Name 


OJ000221 04 .0313.C3.ol.gs 


Method 


GENSCAN 






Ix 


Start 


32 


End 


7188 








GI 


none 


Score 


. 67 








Exons 


32. .328, 631. .912, 1943. .2153, 2159. .2333, 2754. 


.3049, 





3690. .3817, 3828. .3953, 4232. .4323, 7127. .7188 



Seq. No. 45814 Seq. ID 

Gene No. • 97015 Strand 

Start 1 End 

Name OJ000221_04 . 0313 . C3 . o2 . np Method 

Start 1919 End 

GI 4680186 Score 

Exons 1919.. 2337, 2845.. 2919 

GI Descrip. {AF111709) unknown [Oryza sativa subsp. indica] 



OJ000221_04.0313.C3 

7188 
AAT/NAP 
2919 
193 



Seq. No. 45814 

Gene No. 97016 

Start 9869 

Name OJ000221_04 . 0313 . C3 . o3 . gs 

Start 9869 

GI none 
Exons 



Seq. ID OJ000221_04 .0313.C3 



Strand 
End 

Method 

End 

Score 



13102 
GENSCAN 
13102 
.87 



9869. .10387, 11388 .. 114 8 9, 11592 .. 1 1684 , 11758 .. 11970, 



47251 




12055. .12295, 12385 1274 3, 12890.. 13102 



O C q . IN U . 


fl JOJ.4 








U4 . UjIj 


p^ 


uene lno . 


Q7D1 7 




Of >- -a n r\ 








Of 3 yf 


J.DO / t 




tna 


1 O Z O O 






Name 


UUUUUZZl U ft • UjlJt vJ 


. o o . gs 


i v je inoa 


P F M C p 7\ M 






Cf -1 -.4- 


1 DO / c. 






X O Z 0 0 






pT 


none 




Score 








Exons 


16872. .17648, 18200 


. .18286 










Seq. No. 


45814 




Seq. ID 


OJ000221 


_04.0313 


• C3 


Gene No. 


97017 




Strand 








o L ail 


16872 




End 


18286 






Name 


OJ000221 04. 0313. C3 


.02. gp 


Method 


AAT/GAP 








17628 




End 


18088 






P T 


LIB34 32-059-P1-K1-D8 


Score 


736 






Exons 


17628. .18088 












(ai uescrip . 


' 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza 


sativ.a genomic 




DNA, chromosome 6, 


3lone:P0538C01 ! 








Seq. No. 


A C O T A 
4 DO XH 




Seq. ID 


OJ000221 


_04 .0313 


. Co 


otriie LNO • 


mni o 

9 /uio 




Strand 








Of 3 _,f 


18543 




End 


20894 






Name 


OJ000221_04 .0313.C3 


. o 4 . np 


Method 


AAT/NAP 








i o a' a o 

loo4 o ...... 




End . ■ 


2089*4 






PT 


oy 11 ib / 




Score 


1481 








lo o4 o . . zuob / , zUbyy 


. .20894 










GI Descrip. 


(AFloozzl) putative 


transposase protein [Zea mays] 




Corf K7 
O c q • LN o . 


/I C O 1 /I 

4 ool4 




Seq. ID 


OJ000221 


_04 .0313 


. C3 


bene lno . 


y /uio 




Strand 








Cf a yf 

Old J. U 


18543 




End 


20894 






Name 


OJ000221 04. 0313. C3 


. o7 . gs 


Method 


GENSCAN 






Cf a v~+- 


18907 




End 


20700 






P T 


none 




Score 


.54 








18907. .20700 












oeq . lno . 


45814 




Seq. ID 


OJ000221 


_0 4. 03-1 3 


.C3 


Gene No. 


97019 




Strand 








Start 


35628 




End 


47189 






Name 


OJ000221 04. 0313. C3 


. olO . gs 


Method 


GENSCAN 






Cf 


35628 




End 


46917 






PT 


none 




Score 


.59 






Tj 1 V y*"\ C 


35628. .35728, 35759 


. .35855, 


37099. .37265, 37501 


. .37618, 






38451. .38605, 39923 


. .40259, 


41063. .41231, 42189 


. .4*2345, 






42807. .42911, 43782 


. .44023, 


44542. .44702, 45783 


. .45959, 






46525. .46917 












oeq. wo. 


45814 




Seq. ID 


OJ000221_ 


_04.0313 


.C3 


Gene No. 


97019 




Strand 








Start 


35628 




End 


47189 






Name 


OJ000221 04. 0313. C3 


o7 .np 


Method 


AAT/NAP 






Start 


39315 




End 


47189 






GI 


5702039 




Score 


1444 






Exons 


39315. .39567, 41004 


.41231, 


42189. .42342, 42804 


. .42911, 






43782. .44023, 44542 


.44702, 


46525. .46644, 46690 


. .46890, 






47129. .47189 













47252 




GI Descrip. (Y18529) Fuct c3 protein [Vigna radiata] 



Seq. No. 


45814 




Seq. ID 


OJ000221_04 .0313 


.C3 


Gene No. 


97019 




Strand 






Start 


35628 




End 


47189 






OJ000221 04. 0313. C3 


. o5 . gp 


Method 


AAT/GAP 




O Lai L 


42878 


End 


46584". 


* w* 


yj x 


uC-osroM202031f05bl 




Score 


926 






42878. .42911, 43782 


. .44023, 


44542. .44702, 46525. .46584 




CI T Pj rt rt y A *-v 

\J X UcdUII^i 


'5702039/emb ICAB52254.il 5. 


0e-66 (Y18529) Fuct c3 protein 




radiata] ' 










O C ^ . LN \J ■ 


A Sft 1 A 

H DO XH 




Seq. ID 


•OJ000221_04 .0313 


. Lj 


otrilc LN . 


07090 




Strand 






O Lai L 


A 77ft ^ 




End 


48755 




in diutr 




. OO . LIU 


Method 


TBLASTX: Maize 




O L a X L 






End 


12174 




\J X 


none 




Score 


99 




Exons 


11755. .11973, 11759, 


. .11932, 


12088. .12174 




■J) tr i-J . ln \J . 


A R ft 1 4 




Seq. ID 


OJ000221_04.0313, 




pAn/\ NT rt 

ucllc LNU . 


Q7H9H 




Strand 






Of a y+- 


4 / / 0 0 




End 


48755 




IN a. me 


UJUUUZZ1 U*i . UjiO ,Lj . 


. 0 / . tm 


Method 


TBLASTX: Maize 




O L dX L 


1 7 -3 Q/l — 




End ' 


18274 




OX 


none 




Score 


172 




Exons 


1 n^i c 1 Tone 

1 / j y ft . . 1 / DID/ 1 / 0 y o . 


. . 1 / DlU, 


18194.. 18274 




uCL^ # LN L> • 


45814 




Seq. ID 


OJ000221_04.0313. 


.C3 




Q709H 




Strand 






O Lai L 


A 7 7 ft R 




End 


48755 




IN cUUG 


UJUUUZZl Ufi.UOlO.UO. 


rt 1 4" T T 

01 . tw 


Method 


TBLASTX: Wheat 




O Lai L 


IOjOj 




End 


18981 




yj x 


none *-* 




Score 


91 






Ift^ftR *lftQ47 1 QfiOt; 

iojoj . . 10 yfi / , ioOij . 


1 ft ft ^ 1 
. IOC) Jl, 


18952.. 18981 




Seq. No. 


45814 




Seq. ID 


.OJ000221_04.0313. 


,C3 


VJCIIC LNU ■ 


y ■ / u z u 




Strand 






Of- -a -v-4- 

O Lax L 


4 / ioD 




End 


48755 




Name 


n innnooi n a n "3 1 t r'T 
UJUUUzZl . UjI j . to . 


ol . tm 


Method 


TBLASTX: Maize 




o L ax L 


1 0 000 




End 


19129 




ox 


none 




Score 


325 




IT von q 


18633. .18950, 18634. 


.18957, 


18946. .19128, 18 952 .. 191 13 , 






18953. .19129 










C rt rt- Vfrt 


45814 




Seq. ID 


OJ000221_04.0313. 


C3 


ucllc LNO . 


97020 




Strand 






o L ax L 


47785 




End 


48755 




in aiutr 


OJ000221 04. 0313. C3. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18681 




End 


19071 




GI 


none 




Score 


130 




Exons 


18681. .18905, 18682. 


.18876, 


18 952. .19071, 18 959. .19039 




Seq. No. 


45814 




Seq. ID 


OJ000221_04.0313. 


C3 


Gene No., 


97020 




Strand 






Start 


47785 




End 


48755 




Name 


OJ000221 04. 0313. C3. 


o3 . tm 


Method 


TBLASTX: Maize 





47253 




Of -i y.f 

btart 


i y id y 






End 


19621 




bl 


none 






Score 


159 




Exons 


19159. 


.19386, 19162 


1 Cl *3 O fi 

. . lyozy, 


19361. .19621, 19369. .19620, 






19403. 


.19621 










Seq. No. 


45814 






oeq . i u 


UJUUUzzl U4 . UjI j 


.C3 


Gene No. 


' 97020 






O 4- V* ' -I T"» 

otrana 






CM 1 v- 4- 


47785 






tjna 


fl O / DD 




Name 


OJ000221 04. 0313. C3 


^ O 4- T T 

. OZ . tw 


\A /~\ 4- a /-] 

ncLJlOU 


± £5 -brio 1 A . I/Vflcat 




Start 


19736 








ZUUj / 






none 






Score 






Exons 


19736. 


.20023, 19777, 


. . ZUUj / 








beq. no. 


45814 








UUUUUZ^l U*± . UjI J 


. Lj 


Gene No. 


97020 






otrana 






Start 


47785 






Htna 


/l Q 7 R 




Name 


OJ000221 04. 0313. C3, 


/~\ O 4- m 

. oz . tm 


Method. 


i bLAo i a : Maize 




Start 


19777 






Lna 


Z Uz 4 D 




bl 


none 






-Score 


1 QQ 

i o y 




Exons 


19777. 


.20079, 19777, 


o n c\ n a 
. . Z(J(jy4 , 


19778. .2001 


33, 20086. .20244, 






20092. 


.20238, 20096, 


. . Z Uz 4 0 








Seq. No. 


45814 






Seq. ID 


OJ000221_04.0313, 


.C3 


Gene No. 


97020 






Strand'- 






O 4- ~ — 4- 

btart 


47785 






' End''" 


48755 




Name 


OJ000221 04. 0313. C3. 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


19822 






End 


20157 




GI 


none 






Score 


57 




Exons 


19822. 


.20043, 19880. 


. . i yy / d , 


20057. .20155, 20065.. 20157 




Seq. No. 


45814 






Seq. ID 


OJ000221_04.0313. 


.C3 


Gene No. 


97020 






Strand 






btart 


47785 






End 


48755 




Name 


OJ000221 04. 0313. C3 . 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20050 






End 


20328 




bl 


none 






Score 


81 




Exons 


20050. 


.20163, 20179. 


0 C\ 1 O Q 

. . z UJZ o , 


20192. .20317 




Seq. No. 


45814 






Seq. ID 


OJ000221JD4.0313. 


,C3 


Gene No. 


97020 






Strand 






C \ , -y~ 4- 

ot art 


47785 






End 


48755 




Name 


OJ000221 04. 0313. C3. 


_ O 4- ~ 

oz . tc 


Method 


TBLASTX: Cress 




C -1 , v 4- 

otart 


26560 






End 


26978 




bl 


none 






Score 


156 




Exons 


26560. 


.26664, 26568. 


. Z DOD / , 


26798. .26971, 2 67 99. .26978 




Seq. No. 


45814 






Seq. ID 


OJ000221_04 .0313. 


,C3 


Gene No. 


97020 






Strand 






Start 


47785 






End 


48755 




Name 


OJ000221 04. 0313. C3. 


^ C 4~ « 

ob . tm 


Method 


TBLASTX: Maize 




Start 


26563 






End 


27029 




GI 


none 






Score 


174 




Exons 


26563. 


.26664, 26568. 


.26678, 


267 98. .26971, 26799. .27029 




Seq. No. 


45814 






Seq. ID 


OJ000221_04 .0313. 


C3 


Gene No. 


97020 






Strand 






Start 


47785 






End 


48755 





47254 



V-3 

''It 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000221_04 . 0313 . C3 . o2 . ts Method TBLASTX: Soybean 

26566 End 27029 

none _ Score 148 

26566. .26664, 26568 26666, 26799 . .27029, 26801.. 26971 



45814 Seq. ID 

97020 Strand . 

47785 'End 

OJ000221_04 .0313.C3.o4 . ts Method 

27400 End 

none Score 



OJ000221_04 .0313.C3 
48755 

TBLASTX: Soybean 

31241 

77 



27400. .27474, 27704 2782 9, 27704 .. 277 99, 27715 27834 , 



28618. .28701, 28620 .. 28700, 
30225. .30326, 30925 .. 3104 7 , 



30218. .30322, 3021 9 30326, 
30930. .31037, 31158. .31241 



45814 Seq. ID 

97020 Strand 
47785 End 
OJ000221_04 . 0313 . C3 . o9 . tm Method 
27698 End 
none Score 

27698. .27856, 27701 .. 27859, 27945 

28618. .28701, 28620 .. 28700, 28625 

30218.. .30328, 30219 .. 30329, 30222 

30925. .31047, 30927 .. 31061, 30987 



OJ000221_04 .0313.C3 
48755 

TBLASTX: Maize 
31061 
199 

28040, 27980. .28078, 
28705, 30217. .30327, 
30329, 30916. .31047, 
31049 



45814 
97020 
47785 

OJ000221_04 .0313.C3.o4. tm 
39267 
none 

39267. .39560, 39304 .. 394 92, 
39310. .39570, 40998 4 1237, 4 1001 .. 4 1231, 41003 
42186. .42371, 42187 42312, 42197 .. 42370, 42802 
42806.. 42871 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 04. 0313. C3 



48755 

TBLASTX: Maize 
42871 
212 



39308. .39562, 39309. 



.39569, 
.41233, 
.42870, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45814 
97020 
47785 

OJ000221_04 . 0313.C3.ol. ts 
39292 



End 

Method 
End 

none Score 
39292. .39570, 39312 .. 39578 , 39312 .. 39569, 4 1001 .. 4 1231 , 
41003. .41233, 4 1004 .. 4 1234 , 42186 .. 42371, 42197 .. 42370, 
42803. .42919, 42805 .. 42918, 42818. .42919 



Seq. ID OJ000221_04.0313.C3 
Strand 

48755 

TBLASTX: Soybean 
42919 
146 



45814 •* Seq. ID 
97020 Strand 
47785 End 
OJ00022 1_04 . 0313 . C3 . ol . tc Method 
42836 End 
none Score 



OJ000221_04.0313.C3 
48755 

TBLASTX: Cress 

44025 

92 



42836. .42919, 42838. 
43787. .43993, 43849. 



.42918, 4 3783. .44 022, 4 3784 . .4 4023, 
.44025 



Seq. No. 



45814 



Seq. ID OJ000221_04 .0313.C3 



47255 






Q7090 




Strand 






Start 


47785 




End 


48755 




Name 


OJ000221 04. 0313. C3 


. o5 . tm 


Method 


TBLASTX: Maize 




O Lai L 


43783 




End 


46804 




ot 






Score 


284 




Exons 


4^7ft^ 44099 4^7QQ 


A A 09 Q 
. . 4 4 UZ y , 


43805. .4 3993, 4 3935. .4 4030, 






44S91 4470^ -44^41 


. . 4 4 D D O / 


44664. .44708, 46525 46638, 






46^9^ 46690 4679^ 


4 6ft 0^ 


46724. .46804 




Seq. No. 


45814 




OcCj. ±u 


0 7000991 04 0*^1^ 
UJUUU^<il U 4 • U .3 x .3 


.C3 


Gene No. 


97020 




Strand 






Of- -a v-f- 


4 7785 




End 


48755 




Name 


0.1000991 04 0^1 ^ r*^ 


* 0 1 1 • gs 


Method 


GENSCAN 




O lol L 


47785 ~~ 




End 


48755 






none 




Score 


.78 




T? V (^1 T~l Q 


477RS 47RS4 4ft^90 

4 / ( O J i • 4 / O J4 ^ 40 JlU 


A ft 4 9 s 


48623. .48 


755 




Seq. No. 


45815 




Seq. ID 


O 7000991 04 0 "3 1 "3 


.C4 


Gene No. 


97021 




Strand 






uiaiL 






End 


108 9 




Name 


0. 7000991 04 0^1*3 CA 


. ol . qs 


Method 


GENSCAN 






"3 67 _ 
JO / 




End 


1089 




ox 


none 




Score 


.97 






"367 ^ Q1 Q^ft 1 0ft Q 

JO / . .-J-7Xj 3 JO . . 










Seq. No. 


45816 




Seq. ID 


OJ000221_04 .0313 


.C6 


Gene No. 


97022 




Strand 


+ 




q+- p r+- 

O Lai. L 


1 ft 9 




End 


2989 




Name 


D, 7000991 ' 04 0^1 "3 P6 


. ol . gs 


Method 


GENSCAN 




q+- a v-f- 
o Lai L ■ 


1 ft 9 _ 

X O 




End 


2989 




oX 


none 




Score 


.59 




Exons 


1R9 ?ft 1 411 4 Q6 


1279.. 1420, 1688. 


.2989 






4 Sft 1 6 

4 JOIO 




Seq. ID 


OJ000221_04 .0313 


C 6 


Gene No. 


97022 




Strand 


+ 




Start 


182 




End 


2989 




IN dine 


0,7000991 04 0^1^ P6 


, ol . np 


Method 


AAT/NAP 




O Lai. L, 


x / yo 




End 


2986 




vj x 


6S9 ^04 R 

DJ<£ JU4 J 




Score 


1003 




Ej AUliO 


1 7 9 Qft 6 












(AT,1'39Q76^ nn-t-flfi vp 


protein 


[Arabidopsis thaliana] 




Seq. No. 


45816 




Seq. ID 


OJ000221_04 .0313 


.C6 


Gene No. 


97023 




Strand 






OLaiL 


? Q0 R 




End 


4216 




Name 


O7000991 04 0^1 "3 P6 


o2 . gs 


Method 


GENSCAN 




C-t- a y- +- 






End 


4216 






none 




Score 


.88 




IjAUiiO 


"5 QA R 4 916 
J^Uj . . 4 Z X 0 










qpcr No 


4 5816 




Seq. ID 


OJ000221_04 .0313 


P6 


Gene No. 


97024 




Strand 






Start 


5446 




End 


5980 




Name 


OJ000221 04. 0313. C6. 


ol . tc ' 


Method 


TBLASTX: Cress 




Start 


1793 




End 


2110 




GI 


none 




Score 


60 




Exons 


1793. .1834, 1835. .IS 


161, 1910 


..2110, 2032. .2106 





47256 



Seq. No. . 


45816 








Seq. ID 


OJ000221_04.0313.C6 


Gene No . 


y / uz 4 








Strand 




btart 


C A A c 








End 


5980 


Name 


a innnooi A/i 
UJUUUzzl U4 


. UoJLo 


. Lb . OI . 


ts 


Method 


TBLASTX : Soybean 


Start 


i / y j 








End 


2107 


GI 


none 








Score 


62 


Exons 


l / y j . . io J4 , 


1 QIC 


. . iobl, 


1 Q1 A 

i y iu . 


.2107, 1979.. 2104, 2029.. 2106 


Seq. No. 


45816 








Seq. ID 


OJ000221_04.0313.C6 


Gene No. 


97024 








Strand 




O 4- -i v~ 4- 

otart 










End 


5980 


Name 


ataoaooi a/ 
OJUUUzzl U4 . 


. U J 1 D , 


. Lb . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


Z J jZ 








End 


2701 


bl 


none 








Score 


135 


Exons 


z ooz . ,Z41b/ 


0 "5 ^ C 


. . z4 ± b, 


Z 4 / o . 


.2496, 2510. .2536, 2513. .2563, 




Z 0 4 1 . . z / U U , 


z b4 z , 


A 1 

. . z / U 1 








Seq. No. 


45816 








Seq. ID 


OJ000221_04 .0313.C6 


Gene No . 


QT AO/ 

y / uz 4 








Strand 




Start 


04 4 b 








End 


5980 


Name 


QJUUUzz 1 U4 , 




. bb . o o . 


gs 


Method 


GENSCAN 


Start 


C A A a 

04 4 D 








End 


5980 


C T 

bl 


none 








Score 




Exons 


04 4 D . . ODOZ , 


conn 
Do UU ■ 


coon 

. . o y o u 








Seq. No. 


45817 








Seq. ID 


OJ000211_07.0316.C1 


bene no . 


y / uz o 








Strand 




Start 


O 1 a 

z 1U 








End 


803 


Name 


OJUUUz 1 1 U / , 


, U Jib , 


. bl . Ol . 


gs 


Method 


GENSCAN 


Start 


OTA 








End 


719 


bl 


none 








Score 


.66 


Exons 


o i n Tin 

Z 1U . . / ly 












Seq. No. 


45817 








Seq. ID 


OJ000211_07.0316.C1 


Gene No. 


97025 








Strand 




Start 


■ 210 








End 


803 


Name 


OJ000211 07'. 


.0316. 


.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


348 








End 


803 


GI 


6014929 








Score 


162 



Exons 

GI Descrip. 



348. .803 

S-ADENOSYLMETHIONINE DECARBOXYLASE PROENZYME (ADOMETDC) 
gi I 7436595 | pir M T12613 adenosylmethionine decarboxylase (EC 
4.1.1.50) - common sunflower gi | 3153906 | gb | AAC174 4 9 . 1 | 
(AF066078) S-adenosylmethionine decarboxylase [Helianthus 
annuus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45817 
97025 
210 

OJ000211_07.0316.Cl.ol.tc 
450 
none 

450.. 590, 487... 591, 666.. 734, 678... 728 



Seq. ID OJ000211_07.0316.C1 
Strand 

End 803 

Method TBLASTX : Cress 

End 734 

Score 69 



45818 
97026 



Seq. ID OJ000211J37.0316.C2 
Strand + 



47257 



Start 


354 9 


End 


4 421 




Name 


OJ000211 07 . 0316 . C2 . o2 . gs 


Method 


GENS CAN 




Start 


354 9 


End 


4421 




GI 


none 


Score 


. 69 




Exons 


3549. .3599, 3735. .3789, 4354. 


. .4421 






Seq. No. 


45818 


Seq. ID 


OJ000211_ 


07 . 0316 . C2 


Gene No. 


ci i r\ o "j 

97027 


Strand 


+ 




Start 


5237 


End 


11335 




Name 


OJ000211 07.0316.C2.ol.np 


Method 


AAT/NAP 




Start 


5237 


End 


11299 




GI 


5922631 


Score 


6702 




Exons 


5237. .5361, 5620. .5867, 6102. 


, .6304, 6350. .6921, 


6964. .7115, 




7242. .8165, 8772. .11299 








GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) 


correspond to 




region of the predicted gene. 


; similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 



predicted gene.; Similar to prpol; 
Cinful-1. (AF049110) [Oryza sativ 



Zea mays retrotransposon 



Seq. No. 45818 Seq. ID 

Gene No. 97027 Strand 

Start 5237 End 

Name OJ000211_07 . 0316 . C2 . o3 . gs Method 

Start 5237 End 

GI none Score 

Exons 5237.. 8157, 8254.. 11335 



OJ000211_07.0316.C2 
+ 

11335 
GENSCAN 
11335 
. 97 



Seq. No. 45818 Seq. ID OJ000211_07 . 0316 . C2 

Gene No. 97028 Strand + 

Start 15903 End 16058 

Name OJ000211_07 . 0316. C2 . ol . gp Method AAT/GAP 

Start 15903 End 16058 

GI uC-osflcypl77g01al Score 242 

Exons 15903. . 16058 

GI Descrip. ' 4884864/gb | AAD3184 6 . 1 | AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



kJ Seq. No. 


45818 


Seq. ID 


OJ000211_ 


_07.0316 


Gene No. 


97029 


Strand 






Start 


618 


End 


1206 




Name 


OJ000211 07.0316.C2.ol.gs 


Method 


GENSCAN 




• Start 


618 


End 


1206 




GI 


none 


Score 


.59 




Exons 


618. .715, 1023. .1206 * 








Seq. No. 


45818 


Seq. ID 


OJ000211_ 


07 .0316 


Gene No. 


97030 


Strand 






Start 


11652 


End 


17330 




Name 


OJ000211 07.0316.C2.o4.gs 


Method 


GENSCAN 




Start 


11652 


End 


17330 




GI 


none 


Score 


.51 




Exons 


11652. . 12100, 12173. . 12277, 


12345. .12494, 12597. 


. 12797, 




12872. .13248, 13330. .13487, 


13706. .14629, 15474 . 


.15587, 




16517. . 16568, 16754 .. 16968, 


17304 . .17330 





47258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45818 
97030 
11652 
OJ000211 
11655 
6691716 - 
11655. .12100, 
12872. .13034, 



OJ000211 07. 0316. C2 



Seq. ID 
Strand 

End 17330 
Method AAT/NAP 
End 14590 
Score 2368 
12431. .12534, 12610. .12797, 
13330. .13522, 13720. .14590 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



07.0316.C2.o2.np 



12173. . 12285, 
13128. .13248, 



Seq. No. 


A C O 1 O 

4 0 o lo 








Seq. ID 


OJOOUzll 07.0316 


. C2 


Gene No. 


y /U Jl 








Strand 






Start 


lo 4 03 








End 


lb 91 y 




Name 


OJ000211 07 


.0316. 


,C2.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


6526 








End 


6928 




GI 


none 








Score 


294 




Exons 




C C O 1 

boll . 


r o o o 

. 6928 










Seq. No. 


A C O T O 

4 Ob lo 








Seq. ID 


OJ000211_07 . 0316 


. C2 


Gene No. 


y / 0oi 








Strand 






Start . 


"1 O A C d 

1 0 4 DO 








End 


18919 




Name 


OJ000211 07, 


.0316: 


C2,o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7505 








End 


7962 




bl 


none 








Score 


i a n 
14 9 




Exons 


/OUO . . / DO 1 , 


H T o a 

/ / lb . 


t n o 

. / y dz , 


/ /ou . 


~i n r r\ 

. /you 






Seq. No. 


a a o i o 

4oo lo 








Seq. ID 


OJ000211 07.0316, 


. C2 


Gene No. 


y / uji 








Strand 






Start 


184 65 








End 


18 919 




Name 


OJ000211 07 , 


.0316. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8182 








End 


8638 




GI 


none 








Score 


4 99 




Exons 


8182 . . 8637, 


8183 . 


. 8638 










Seq. No. 


4 5818 








Seq. ID 


OJ000211 07.0316. 


. C2 


Gene No. 


97031 








Strand 






Start 


18465 








End 


18919 




Name 


OJ000211 07, 


,0316. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8222 








End 


8587 




GI 


none 








Score 


140 




Exons 


8222. .8446, 


8453. 


.8587 










Seq. No. 


45818 








Seq. ID 


OJ000211_07.0316. 


,C2 


Gene No. 


97031 








Strand 






Start 


18465 








End 


18919- 




Name- 


OJ000211 07. 


,0316. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8312 








End 


8668 




GI 


none 








Score 


375 




Exons 


8312. .8668, 


8353. 


.8658 










Seq. No. 


45818 








Seq. ID 


OJ000211JD7.0316. 


C2 


Gene No. 


97031 








Strand 






Start 


18465 








End 


18919 




Name 


OJ000211 07. 


0316. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 





47259 



Start 


8753 








End 


9177 




GI 


none 








Score 


4 4 8 




Exons 


o /bo . . y 1 1 Z , 


O / 9 / 


. . 91 / / , 


O O 1 o 

8818. 


. 91 / / 






Seq. No. 


45818 








Seq. ID 


OJ000211. 07.0316 


.C2 


Gene No. 


97031 








Strand 


- 




Start 


184 65 








End 


18 919 




Name 


OJ000211 07 


. 0316 


. C2 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


8831 








End 


9232 




GI 


none 








Score 


314 




Exons 


8831 . . 31 32, 


O O A O 

8848 


. . 8991, 


rt A o o 

9028 . 


. 9198 






Seq. No. 


45818 








Seq. ID 


OJ000211_07.0316 


.C2 


Gene No. 


97031 








Strand 






Start 


184 65 








End 


18919 




Name 


OJ000211 07 


. 0316 


. C2 . o3 . 


tm 


Method 


TBLASTX : Maize 




Start 


88 99 








End 


9343 




GI 


none 








Score 


275 




Exons 


88 99. .9153, 


8 900 


. . 9154 , 


9175 . 


.9306, 9176.. 9319, 9317.. 9343 


Seq. No. 


45818 








Seq. ID 


OJ000211_07.0316 


.C2 


Gene No. 


97031 








Strand 


— 




Start 


184 65 








End 


18919 




Name 


OJ000211 07 


. 0316 


. C2 . 08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9181 ■ 








End 


9463 




GI 


none 








Score 


273 




Exons 


9181 . . 9258 , 


9182 


. . 94 63, 


9317 . 


.9451 






Seq. No. 


45818 








Seq. ID 


OJ000211 07.0316 


.C2 


Gene No. 


97031 








Strand 


_ 




Start 


184 65 








End 


18919 




Name 


OJ000211_07 


. 0316 , 


. C2 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9458 








End 


9846 




GI 


none 








Score 


261 




Exons 


9458 . . 9844 , 


94 66, 


. .984 6 










Seq. No. 


45818 








Seq. ID 


OJ000211_07.0316 


.C2 


Gene No. 


97031 








Strand 






Start 


184 65 ' 








End 


18919 : ' 




Name 


OJ000211 07, 


. 0316 . 


. C2 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


94 67 








End 


9889 




GI 


none 








Score 


413 




Exons 


94 67 . . 9889, 


9475 , 


. .9879 










Seq. No. 


45818 








Seq. ID 


OJ000211._07.0316 


.C2 


Gene No. 


97031 








Strand 






Start 


18465 








End 


18919 




Name 


OJ000211 07. 


. 0316. 


. C2 . o5 . 


tm 


Method 


TBLASTX :Maize 




Start 


9719 








End 


9973 




GI 


none 








Score 


193 




Exons 


9719. . 9973 














Seq. No. 


45818 








Seq. ID 


OJ000211_07.0316, 


.C2 


Gene No. 


97031 








Strand 






Start 


18465 








End 


18919 




Name 


OJ000211 07. 


.0316. 


.C2.ol0 


. tw 


Method 


TBLASTX: Wheat 




Start 


9905 








End 


10204 





47260 




GI 


none 






Score 


134 




Exons 


9905. . 


10039, 10064. 


. 10204 








Seq. No. 


45818 






Seq. ID 


OJ000211_07.0316. 


.C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 




Name 


OJ000211 07. 0316. C2 


. ol . tm 


Method 


TBLASTX: Maize ' 




Start 


10201 






End 


10564 




GI 


none 






Score 


446 




Exons 


10201. 


.10512, 10202 


. . 10525, 


10222. .10545, 10516 .. 10563, 






10517. 


.10564 










Seq. No. 


45818 






Seq. ID 


OJ000211_07.0316. 


,C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 




Name 


OJ000211 07. 0316. C2 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


10207 






End 


10594 




GI 


none 






Score • 


4-20 




Exons 


10207. 


.10518, 10208 


. . 10594 , 


10403. .105< 


U 




Seq. No. 


45818 






Seq. ID 


OJ000211_07.0316. 


C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 




Name 


OJ000211 07. 0316. C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start ' 


10666 






End 


10939 




GI 


none 






Score 


95 




Exons 


10666. 


.10773, 10667 


. . 10765, 


10756. .10830, 10760. .10843, 






10853. 


.10939 










Seq. No. 


45818 






Seq. ID 


OJ000211_07.0316. 


C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 




Name 


OJ000211 07. 0316. C2 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10709 






End 


11323 




GI 


none 






Score 


273 




Exons 


10709. 


.10987, 10709 


. . 10795, 


10729. .10818, 10859. .10903, 






10870. 


.10971, 11042 


. . 11200, 


11186. .11323 




Seq/ No. 


45818 






Seq. ID 


OJ000211JD7.0316. 


C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 




Name 


OJ000211 07. 0316. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11051 






End 


11284 




GI 


none 






Score 


153 




Exons 


11051. 


.11203, 11143 


. . 11202, 


11182. .11283, 11183. .11284 




Seq. No. 


45818 






Seq. ID 


OJ000211_07.0316. 


C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 




Name 


OJ000211 07. 0316. C2 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


14180 






End 


14470 




GI 


none 






Score 


216 




Exons 


14180. 


.14470 










Seq. No. 


45818 






Seq. ID 


OJ000211_07.0316. 


C2 


Gene No. 


97031 






Strand 






Start 


18465 






End 


18919 





47261 



Name 


UJUUUzll U / . Uol b . Lz . . 


gp 


Metnoa 


AAT / GAP 






otart 


loz oy 




1 QQ1 Q 

lb y l y 








none 




Score 


Iz / J 






Exons 


1 QOCQ 1 QQ1 Q 

ioz oy . . io y x y 












Seq. No. 


45818 




Seq. ID 


OJ000211_07 


.0316. 


.C2 


Gene No. 


9703.1 




Strand 








bt art 


lO 4 DJ 




iL»nQ 


1 Q Q 1 Q 

io y i y 






Name 


UJUUUzll U / .UjId.L^.Oj. 


gs 


Metnoa 


(jhNb(-/AN 






btart 


lb 4 DJ 




bno 


IB / OO 






C T 

Ijl 


none 




Score 


1 






Exons 


1 Q ^ £ ^ 1 Q7QQ 
104 DJ . . 1 0 / O O 












Seq. No. 


45819 




Seq. ID 


OJ000211_07 


.0316. 


.C3 


Gene No. 


97032 




Strand 


+ 






ot art 


ZUD 




Cjna 


ODD 






Name 


UJUUUzll U / . Uj1d.Lj.OJ. , 


gs 


Method 


(ahjNbL-AJN 






ot art 


one 
zUo 




bna 


bop 








none 




Score 


. /Z 






Exons 


ZUO. . jjz, DDI. .ODD 












Seq. No. 


45820 




Seq. ID 


OJ000211_07 


.0316. 


,C4 


Gene No. 


97033 




Strand 


+ 






ot art 


jU / 




fcjna 


jl J J 






Name 


n thaaoi 1 m m i c /^/i ^ i 
UJUUUzll U / .UjlD.t4 .Ol. 


gs 


Metnoa 


irbENbCAN 






Start 


jU / 




End 


jUoU 






t 

bi 


none 




Score 


"7 1 
. / 1 






Exons 


OH"7 "3 "7 (1 1 1 it 1 /I 1 

ou / . . o / y, 11 / b. . 14oo, l 


O D J . . 


iy oo, zo oi 


q n o n 






Seq. No. 


45820 




Seq. ID 


OJ000211JD7 


.0316. 


,C4 


Gene No. 


97033 




Strand 


+ 






O -f- -i v> 4- 

bt art 


jU / 






J 1 J J 






Name 


UJUUUzll U / . UjId . t4 . Ol . 




Method 


7\ 7\ rp / /-< 7\ r\ 

RAl / bAr 






bt art 


loo J 




bna 


j 1 0 j 






C T 

(jl 


j /b/U^b 




Score 


q n i 
oUl 






Exons 


iooj..iy/y, zzuo . . 


J I 


. . J 1 J J 








Seq. No. 


45820 




Seq. ID 


OJ000211_07 


.0316. 


C4 


Gene No. 


97034 




Strand 








C-f- a v-+- 

b t art 


4 4 z 4 




bna 


o y do 






Name 


athhaoi i m mi c c*a r>.o 
UJUUUzll U / . Uj1d.L4 .OZ . 


gs 


Method 


bblNlbLAJN 






bt art 


A A O A 

4 4 z 4 




hna 


j / UU 






Lrl 


none 




Score 


. DD 






Exons 


44z4..44od, j1zz..jZO/, 


R c: c a 
0 0 04 


. . j / uu 








beq. no. 


4 Do^U 




Seq. ID 


OJ000211_07 


ATI f 

. U Jib . 


C4 


Gefie No. 


97034 




Strand 








Start 


4424 




End 


5968 






Name 


OJ000211 07.0316.C4.ol. 


np 


Method 


AAT /NAP 






C 4 1 v+- 

btart 


4427 




End 


5968 






bl 


7158824 




Score 


265 






Exons 


4427. .4460, 5122. .5267, 


5564 


..5700, 5840. .5968 






GI Descrip. 


(AF198620) RNA binding motif protein 8 


[Homo Sapiens] 




Seq. No. 


45820 * 




Seq.-' ID 


OJ000211_07 


.0316. 


C4 


Gene No. 


97034 




Strand 








Start 


4424 




End 


5968 







47262 




Name 


UJ UUUz 1 1 U / 


. UJlb 


. L4 . Ol . 


tm 


Method 


TBLASTX: 


Maize 


O +- -l -v-4- 

btart: 


C 1 1 o 

o ny 








End 


5707 




C T 


none 








Score 


185 




Exons 


CI 1 Q COOO 

ox i y . . D£oz , 


CI Ol 


coin 


ci on 
OlZZ . 


.5268, 5564.. 5698, 


OO b4 . . O / U / 


Seq. No. 


45820 








Seq. ID 


OJ000211 


_07.0316.C4 


Gene No. 


97034 








Strand 






btsrt 


4 4 Z 4 








End 


5968 




Name 


UJ UUUZ 1 1 U / 


. Uol b 


. C4 . Ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


C. 1 O A 

Olz4 








End 


5709 




C T 


none 








Score 


95 




Exons 


cio/! coin 

01^4. . 0<£ / U/ 


O 1 4 J 


coco 
. . dZ bo , 


ccco 
00 OZ . 


.5701, 5564. .5701, 


CCTC CTfiQ 

0 3/0. . o / u y 


OcCj. IN U . 


/I c,oon 








Seq. ID 


OJ000211 




Gene No. 


97034 








Strand 






Start 


4424 








End 


5968 




Name 


OJ000211 07 


.0316 


,C4 .ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5564 








End 


5701 




GI 


none 








Score 


95 




Exons 


5564. .5701, 


5579 


. .5701 











Seq. No. 


45821 




Seq. ID 


OJ000211_07.0316. 


C5 


Gene No. 


97035 




Strand 


+ 




Start 


576 




End 


1981 




-Name 


OJ000211 07.0316.C5.ol 


.gs 


Method 


GENSCAN 




Start 


576 




End 


1981 




GI 


none 




Score 


.85 




Exons 


576. .649, 1626. .1981 










Seq. No. 


45821 




Seq. ID 


OJ000211_07.0316. 


C5 


Gene No. 


97036 




Strand 






Start 


1 




End 


1988 




Name 


OJ000211 07.0316.C5.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1988 




GI 


5281018 




Score 


250 




Exons 


1..48, 765. .891, 1861. 


.1988 








GI Descrip. 


(Z97339) OBP33pep like 


protein [Arabidopsis thaliana] 





gi|7268299|emb|CAB78594.11 (AL161541) 0BP33pep like protein 
[Arabidopsis thaliana] 



Seq. No. 45821 Seq. ID 

Gene No. 97036 Strand 

Start 1 End 

Name OJ000211_07 . 0316 . C5 . ol . ts , Method 

Start 766 End 

GI none Score 

Exons 766.. 894, 767.. 895, 1858.. 1917 



OJ000211_07.0316.C5 
1988 

TBLASTX: Soybean 

1917 

151 



Seq. No. 45821 
Gene No. 97036 
Start 1 

Name OJ000211_07 . 0316 . C5 . ol . tm 

Start 781 

GI ' none 

Exons 781.. 891, 782.. 892, 783.. 902, 

1861. .1980 



Seq. ID OJ000211_07.0316.C5 
Strand 
End 

Method 
End 
Score 
*80'5. .897, 



1988 

TBLASTX: Maize 

1980 

174 

1852. .1980, 1853. 



1963, 



47263 






oec[. wo. 


41 JO zz 


oeq. Jlu 


UJUUUZJL1 U/.UJlb.Lo 




uene ino. 






j_ 




Start 


728 


End 


1128 




Name 


OJ000211_07.0316.C6.ol.gp 


Method 


AAT/GAP 




otart 


TOO 

/ Zo 




1 1 9 Q 
1 1Z O 








Score 


7 CM 




Exons 


TOO 1 1 OQ - 

/ZD . . liZo 








GI Descrip. 


jyzfiDUo z.ue- zi (/\tUDy44zj 


putative 


inhibitor of apoptosi: 






[Arabidopsis thaliana] 1 








beq. no. 


4 DO ZZ 


beq. id 


UJUUUZI1 U / . UJlo . Lb 




oene ino . 


97038 


Strand 






Q+- a r-f- 
oLall 


1 


End 


101 




Name 


OJ000211 07.0316.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


101 




H T 


5281018 


Score 


116 




Exons 


1. .101 








GI Descrip. 


(Z97339) OBP33pep like protein [Arabidopsis thaliana] 






gi | 7268299 | emb | CAB78594 . 1 | 


(AL161541) 


OBP33pep like proteii 






[Arabidopsis thaliana] 








Seq. No. 


45822 


Seq. ID 


OJ000211_07.0316.C6 




Gene No. 


97039 


Strand 




otart 


12 


End 


5388 




Name ■ 


.OJ000211 07.0316.C6.ol.gs 


Method 


GENS CAN 


t.i = 


C! 4 1 v- -1- 

btart 


12 


End 


5388 




C T 


none 


Score 


.71 


fU 

1 -J; 


Exons 


12. .181, 259. .313, 961. .1233, 1273. .1464, 2819. .4909, 5200 




beq. no. 


45822 


Seq. ID 


OJ000211_07.0316.C6 


Ih 


Gene No. 


97039 


Strand 






Start 


12 


End 


5388 




Name 


OJ000211 07.0316.C6.o3.tm 


Method 


TBLASTX: Maize 




Of vf 

btart 


808 


End 


1224 






none 


Score 


40 


\.\ 


Exons 


808. .825, 833. .904, 867. .1049, 928. .1188, 929. .1156, 1149. 


r ~" 




1150. .1224. 








Seq. No. 


45822 


Seq. ID 


OJ000211_07.0316.C6 




Gene No. 


97039 


Strand 






bcart 


12 


End 


5388 




Name 


OJ000211 07.0316.C6.ol.tw 


Method 


TBLASTX: Wheat 




Q+- a vf 

o tar l 


934 


End 


1149 






none 


Score 


114 




Exons 


934.. 1104, 936.. 1028, 938.. 


1102, 949.. 


.1149 




beq . no . 


45822 


Seq. ID 


OJ000211_07.0316.C6 




UCiiC INU • 


97039 


Strand 






Start 


12 


End 


5388 ■ 




Name 


OJ000211 07.0316.C6.o2.np 


Method 


AAT/NAP 




Start 


937 


End 


4831 




GI 


7484811 


Score 


745 




Exons 


937. .1521, 2400. .2485, 2816 


..3384, 3418.. 4052, 4138... 4831 




GI Descrip. 


apoptosis inhibitor homolog 


T4I9.12 - 


Arabidopsis thaliana 



gi|3924605|gb|AAC79106.1| (AF069442) putative inhibitor of 
apoptosis [Arabidopsis thaliana] gi | 7269785 | emb | CAB77785 . 1 i 
(AL161495) putative protein [Arabidopsis thaliana] 



47264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45822 
97039 
12 

OJ000211_07.0316.C6.ol.ts 

943 

none 

943. .1104, 944. .1102 

45822 
97039 
12 

OJ000211_07 . 0316.C6.o4.tm 

1273 

none 



Seq. ID OJ000211_07.0316.C6 
Strand 

End 5388 

Method TBLASTX : Soybean 

End 1104 

Score 143 



Seq. ID OJ000211_07.0316.C6 
Strand 

End 5388 

Method TBLASTX : Mai ze 

End 1497 

Score 175 



1273. .1485, 1274. .1474, 1414. .1497 



45822 
97039 
12 

OJ000211_07 .0316.C6.o2.ts 

1315 

none 



Seq. ID OJ000211_07.0316.C6 
Strand 

End 5388 

Method TBLASTX : Soybean 

End 3175 

Score 87 



1315. .1476, 2819. .3175, 2985. .3125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 



45822 
97039 
12 

OJ000211_07 .0316.C6.o2.gp 
2837 

6334_1.R1084 
2837. .3333 

'3850566 2.0e-24 (AC005278) F15K9.3 [Arabidopsis thalianaj f 



Seqv ID OJ000211_07 . 031 6 . C6 
Strand 

End 5388 

Method AAT/GAP 

End 3333 

Score 947 



45822 
97039 
12 

OJ000211_07.0316.C6.ol.tm 

3049 

none 



Seq. ID OJ000211_07.0316.C6 
Strand 

End 5388 

Method TBLASTX : Mai ze 

End 3455 

Score 89 

3049. .3120, 3051. .3125, 3077. .3133, 3122. .3430, 3125. .3178, 
3201. .3443, 3243.-3455 



Seq. No. 45822 

Gene No. 97039 

Start 12 

. Name O JO 0 021 1_0 7.0316.C6.o2.tm 

Start 4358 

GI none 
Exons 



Seq. ID OJ000211_07.0316.C6 
Strand 

End 5388 

Method TBLASTX: Maize 

End 4 637 

Score 228 



4358.-4636, 4358. .4633, 4476. .4637 



Seq. No. 45822 

Gene No. 97039 

Start 12 

Name OJ000211_07 . 0316 . C6 . o5 . tm 

Start 4715 

GI none 



Seq. ID OJ000211_07.0316.C6 
Strand 

End 5388 

Method TBLASTX : Mai ze 

End 4846 

Score 131 



47265 



Exons 



4715. .4846, 4716. .4814 



Seq. No. 


45823 


Seq. ID 


OJ000211JD7.0316, 


,C7 


bene wo . 


97040 


Strand 


+ 






345 


End 


4403 




Name 


OJ000211 07.0316.C7.ol.np 


Method 


AAT/NAP 




o car c 


345 


End 


4403 




C T 


7301706 


Score 


50 




Exons 


345. .376, 2434. .2490, 2616.. 


2705, 2732 


..2912, 4368. .4403 


GI Descrip. 


(AE003767) CG1520 gene product [Drosophila melanogaster] 


i 
1 


o e q . in o . 


45823 


Seq. ID 


OJ000211_07.0316. 


X7 


Gene No . 


97040 


Strand 


+ 






345 


End 


4403 




Name 


OJ000211 07.0316.C7.ol.gs 


Method 


GENSCAN 




Q +- -3 ^4- 

otdlt 


1831 


End 


2538 




bl 


none 


Score 


.63 




Exons 


1831. .2073, 2254. .2538 








Seq. No. 


45823 


Seq. ID 


Oj000211_07.0316. 


,C7 


Gene No . 


97041 


Strand 






Start 


3399 


End 


11910 




Name 


OJ000211 07.0316.C7.o2.gs 


Method 


GENSCAN 




o car c 


3399 . 


• End 


11910 






none 


Score 


.49 




Exons 


3399.. 3521, 5809.. 6090, 6490 


..6586, 7497. .7534, 7617. .7819 




11572 11704 , 11715. .11910 








beq . wo . 


45824 


Seq. ID 


OJ000211_07.0316. 


C8 


Gene No . 


97042 


Strand 


+ 




Of -» 

ocarc 


57 


End 


1175 




Name 


OJ000211 07.0316.C8.ol.gs 


Method 


GENSCAN 




btan 


57 


End 


1131 




bl 


none 


Score 


1 




Exons 


57. .597, 698. .1131 








beq . wo . 


45824 


Seq. ID 


OJ000211_07,0316. 


C8 


Gene No . 


97042 


Strand 


+ 




otart 


57 


End 


1175 




Name 


OJ000211 07.0316.C8.ol.tm 


Method 


TBLASTX: Maize 




O-i 1 -v- +- 

o car c 


126 


End 


446 




bl 


none 


Score 


476 




Exons 


126.". 446, 126. .221, 128. .241 


, 284. .445 






Seq. No. 


45824 


Seq. ID 


OJ000211_07.0316. 


C8 


Gene No . 


97042 


Strand 


+ 




btart 


57 


End 


1175 




Name 


OJ000211 07.0316.C8.ol.np 


Method 


aat/nAp 




o car l 


159 


End 


1175 . 




GI 


6729027 


Score 


922 




Exons 


159. .597, 698. .1175 








GI Descrip. 


(AC009177) unknown protein [Arabidopsis 


; thaliana] 




Seq. No. 


45824 


Seq. ID 


OJ000211_07.0316. 


C8 


Gene No. 


97042 


Strand 


+ 




Start 


57 


End 


1175 




Name 


OJ000211 07.0316.C8.o2.tc 


Method 


TBLASTX: Cress 





47266 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



174 
none 

174. .338, 345. .401, 402. .452 

45824 . 

97042 

57 

OJ00021"l_07.0316.C8.ol.ts ' 

180 

none 

180. .332, 345. .563, 347. .496 



End 
Score 



452 
155 



Seq. ID OJ000211_07.0316.C8 

Strand + 

End .1175 

Method TBLASTX : Soybean 

End 563 

Score 163 



45824 
97042 
57 

OJ000211_07. 0316.C8 .ol.tc 
477 
none 

477. .626, 682. .1032, 693. .1031 



Seq. ID OJ000211_07.0316.C8 
Strand 
End 

Method 
End 
Score 



+ 

1175 

TBLASTX: Cress 

1032 

131 



45824 
97042 
57 

OJ000211J)7.0316.C8.o2.tm 

564 

none 



Seq. ID OJ000211_07.0316.C8 



Strand 
End 

Method 

End 

Score 



+ 

1175 

TBLASTX: Maize 

954 

56 



564. .599, 566. .601, 669. .953, 694. .954, 700. .954 

45825 Seq. ID OJ000211_07 . 0316 . C9 

97043 Strand + 

2966 End 5907 

OJ000211_07 . 0316.C9.ol.gs Method GENSCAN 

2966 End 5907 

none Score . 91 

2966. .3850, 4048. .4223, 4306. .4637, 4757. .4944, 5020. .5209, 
5282. .5386, 5459. .5907 



Seq. No. 45825 

Gene No. 97043 

Start 2966 

Name OJ000211_07 . 0316 . C9 . ol . np 

Start 2966 

GI ' 6691716 

Exons 2966.. 3850, 4048.. 4223, 4306. 

5274 . .5386, 

GI Descrip. (AP000492) 



4048. .4223, 
5459. .5904 
hypothetical 



Seq. - ID 
Strand 
End 

Method 
End 
Score 
,4573, 



OJ000211_ 
+ 

5907 
AAT/NAP 
5904 
2295 
4750. .4944, 



07. 0316. C9 



protein [Oryza sativa] 



5020. .5123, 



gi | 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 45825 Seq. ID 

Gene No. 97044 Strand 

Start 1500 End 

Name OJ000211_07 . 0316 . C9 . ol . gp Method 

Start 1500 End 

GI uC-osflcypl77g01al Score 

Exons 1500.. 1662 

GI Descrip. ' 4884864/gb| AAD31846. 1 | AF133530_1 4.0e-12 (AF133530) water 



OJ000211_07.0316.C9 

1662 
AAT/GAP 
1662 
235 



47267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



channel protein MipH [Mesembryanthemum crystallinum] 1 

OJ000211 07. 0316. C9 



45825 Seq. ID 

97045 Strand 

6224 End 

OJ000211_07. 0316.C9.o9. tw Method 
3068 ■ End 

none Score 
3068. .3376 

45825 

97045 Strand 

6224 End 

OJ000211_07.0316.C9.o2 .gs Method 

6224 End 

none Score 



12334 

TBLASTX: Wheat 

3376 

213 



Seq. ID OJ000211 07. 0316. C9 



12334 
GENS CAN 
12334 
.72 



6224. .8638, 8650. .9384, 9520. .11555, 11611. .12334 



45825 . 

97045 

6224 

OJ000211_07.0316.C9.o5.tw 

6236 

none 



Seq. ID OJ000211_07.0316.C9 
Strand 
End 

Method 
End 
Score 



12334 

TBLASTX: Wheat 

6850 

77 



6236.. 6373, 6359.. 6517, 6572.. 6850, 6588.. 6689 



45825 
97045 
6224 

OJ000211_07.0316.C9.o2.np 

6260 

5922631 

6260. .8786, 9393. .10316, 
11244. .11453, 11704. .1195 
(AP000492) ESTs C26347 (CI 
region of the predicted g 
retrotransposon Cinful-1. 
gi | 6016864 jdbj I BAA85207 . 1 
C26347 (C12145) ,AU078074 (C 
predicted gene.; Similar 
Cinful-1. (AF049110) [Ory 

45825 
97045 
6224 

OJ000211_07. 0316.C9.o4 . tm 

6275 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10443. . 10591, 



OJ000211_07.0316.C9 

12334 
AAT/NAP 
12334 
6659 

10634. .11198, 



1, 12210.. 12334 

2145) ,AU078074 (C12145) correspond to a 
ene . ; similar to prpol;' Zea mays 

(AF049110) [Oryza sativa] 
I (AP000570) ESTs 

1214 5) correspond to a region of the 
to prpol; Zea mays retrotransposon 
za sativ 

Seq. ID OJ000211_07.0316.C9 
Strand 

End 12334 

Method TBLASTX: Maize 

End 6508 

Score 1-02 



6275.. 6376, 6276.. 6377, 6356.. 6508, 6357.. 64,07 



45825 
97045 
6224 

OJ000211_07:; 0316 . C9 . o'6 . tm 

6620 

none 



Seq. ID OJ000211_07. 0316. C9 
Strand 

End 12334 
Method ' TBLASTX: Maize 
End 6893 
Score 54 



6620. .6706, 6716. .6799, 6756. .6803, 6786. .6893, 6794. .6892 



47268 



Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No . 


a t a a c 
9 1 04 D 








Strand 






Start 


r a a a 

6224- 








End 


*1 A O O A 

12334 




Name 


OJ000211 07 


. 0316 


. C9 . o3 . 


tw 


Method 


TBLASTX : Wheat 




Start 


by bo 








End 


TOCO 

7352 




GI 


none 








Score 


109 




Exons 


6965 . . 7150, 


6965 


. . 7351, 


T A A 1 

7041 . 


T O C A 

. 7352 






Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No . 


A A C 








Strand 






Start 


£T o O A 

6224 








End 


T A O O /I 

12334 




Name 


/-\taaaai i at 
OJ000211 0 / 


ATI /* 

. 031b , 


. C9 . ol . 


tm 


Method 


TBLASTX : Maize 




Start 


6y yo 








End 


TOCO 

/35o 




GI 


none 








Score 


ATA 

2 / y 




Exons 


©yyo . . /042, 


T A A A 

1 034 , 


. . /357, 


T A /l T 
/ 04 / . 


TOCO 

. /3oo 






Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No. 


a t a /i c 
y /045 








Strand 






Start 


r a a a 

6224 








End 


1 A O O >1 

12334 




Name 


y-\ tA O O 1 T AT 

OJ000211 07, 


A A 1 /" 

. 0316 . 


. C9 . olC 


1 . tw 


Method 


TBLASTX : Wheat 




Start 


7355 








End 


7 654 




GI 


none 








Score 


IOC 

135 




Exons 


7355 . . 74 95, 


T C A A 

7520 . 


. . 7654 










Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No. 


A T A j1 C 

9704 5 








Strand 






Start 


/" A A /I 

6224 








End 


12334 




Name 


^TAAAOII at 

OJ000211 07, 


All /" 

. 0316 . 


, C9 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


/ 6 /0 








End 


O A A A 

8092 




GI 


none 








Score 


A /" T 

267 




Exons 


T T A O A A A 

7670 . . 8092, 


t r o a 

7 680, 


o A A A 

, . 8084 










Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No . 


O T A A C 

9/04 5 








Strand 






Start 


/■no /I 

6224 








End 


12334 




Name 


/^\TAAAA11 at 

OJ000211 07. 


ATI/" 

. 0316 . 


, C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


T T 1 O 

/ / 1 J 








End 


O 1 A 1 

8101 




GI 


none 








Score 


"i r a 

162 




Exons 


T T 1 O O A A O 

7713 . . 8093, 


T T 1 C 

7715 , 


TACT 

, . 7957 , 


T A A T 

7 997 . 


O T A 1 

. 8101 






Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No. 


AT A /I C 

9/04 5 








Strand 






Start 


/" A A A 

6224 








End 


12334 




Name 


/'NTAAAOT 1 AT 

OJ000211 07, 


A A "I /*" 

, 0316 . 


C9 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


t t /- /~ 

11 66 








End 


8039 




GI 


none 








Score 


60 




Exons 


T T /"■* /" T A /"" /I 

7766.. 7864, 


7767 . 


. 7832, 


7868 . 


.8038, 7869.. 8039 




Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316, 


.C9 


Gene No. 


97045 








Strand 






Start 


6224 








End 


12334 




Name 


OJ000211 07. 


,0316. 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8129 








End 


8556 




GI 


none 








Score 


107 




Exons 


8129. .8521, 


8286. 


.8516, 


8497. 


.8556 







47269 




Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


.C9 


Gene No. 


97045 








Strand 






Start 


6224 








End 


12334 




Name 


OJ00Q211_07 


. 0316 


. C9 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


8216 








End 


8659 




GI 


none 








Score. 


87 




Exons 


8216. .8242, 


8240 


.". 8383, 


8253 , 


,.8384, 8405. .8521, 8477. .8659, 




84 97 . . 8658 














Seq. No. 


45825 








Seq. ID 


OJUUOzll U/.Oilo 


. C9 


Gene No. 


97045 








Strand 






Start 


f O O A 








End 


12334 




Name 


OJ000211 07 


. 0316 


. C9 . ol . 


ts 


Method 


m t""» t 7\ ci m \r _ /-"i t . 

TBLASTX : Soybean 




Start 


8327 








T-l _] 

End 


8757 




GI 


none 








Score 


53 




Exons 


8327 . . 8500, 


8361 


. . 8501 , 


8515 . 


. 8757 , 81 


567 ..8710 




Seq. No. 


45825 - 








Seq. ID 


OJ000211 07.0316 


. C9 


Gene No. 


97045' 








Strand 






Start 


6224 








' End 


12334 




Name 


OJ000211 07 


. 0316 . 


. C9 . o2 . 


tw 


Method 


TBLASTX : Wheat 




Start 


8602 








End 


9021 




GI 


none 








Score 


235 




Exons 


8 602 . .9021, 


860'3 . 


. . 9019 










Seq. No. 


45825 








Seq. ID 


OJ000211_07 .0316 


. C9 


Gene No. 


97045 








Strand 






Start 


6224 








End 


12334 




Name 


OJ000211_07 


, 0316 , 


. C9 . o2 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


8890 








End 


924 6 




GI 


none 








Score 


93 




Exons 


8890 . . 9183, 


8890. 


. .9246, 


8900 . 


. 9205 






Seq. No. 


45825 








Seq. ID 


OJ000211_07 .0316 


. C9 


Gene No. 


97045 








Strand 






Start 


6224 








' End 


12334 




Name 


OJ0002H 07 


.0316.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8971 








End" 


9336 .=;■ ' 




GI 


none 








Score 


138 




Exons 


8971. . 9105, 


9112, 


. .9336 










Seq. No. 


45825 








Seq. ID 


OJ000211_07.0316 


. C9 


Gene No. 


97045 








Strand 






Start 


6224 








End 


12334 




Name 


OJ000211 07 


.0316. 


,C9.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


9021 








End 


9255 




GI 


none 








Score 


125 




Exons 


9021 . . 9185, 


9022, 


, .9234, 


9022 . 


.9255,- 9023. .9235 




beq. No. 


A C O O C 








Seq. ID 


OJ000211JD7.0316, 


.C9 


Gene No. 


97045 








Strand 






Start 


6224 








End 


12334 




Name 


OJ000211 07 


.0316. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9256 








End 


10053 




GI 


none 








Score 


119 




Exons 


9256. .9549, 


9260. 


.9484, 


9596. 


.9832, 9598..9828, 9871.. 1005: 



9877. .9990 



47270 



Seq. No. 


45825 


Seq. ID 


OJ000211_07.0316. 


,C9 


Gene No. 


m A A c 
9/045 


Strand 






Start 


r a a a 

6224 


End 


12334 




Name 


/"\TAAAA11 A i n O 1 C f~+C\ „ 1 4_.. 

OJ000211 0 / . 0316 . C9 . o/ . tw 


Method 


TBLASTX : wheat 




Start 


10627 


End 


11029 




GI 


none 


Score 


1 O A 

130 




Exons 


T A A T *l 1 A A O 1 A T A 1 1 1 A A A 

10627 11028 , 10721. .11029 








Seq. No. 


45826 


Seq. ID 


OJ000211_07.0316. 


Cll 


Gene No. 


y / 04 D 


Strand 


+ 




Start 


64 4 


End 


1656 




Name 


/~\ T A A A A 1 1 A 1 A O 1 /" ^""TT _ 1 i _ 

OJ000211 07 . 0316 . Cll . ol . ts 


Method 


TBLASTX : Soybean 




Start 


626 


End 


1615 




GI 


none 


Score 


153 




Exons 


/" A /"* O A A OAT ATA 1TAC 

626. .802, 821. .970, 1105.. 


T A A A 1 1 A A 

1230, 1109 . . 


1315, 1400 . . 1615 




Seq. No. 


45826 


Seq. ID 


OJ000211_07.0316. 


Cll 


Gene No. 


97046 


Strand 


+ 




Start 


644 


End 


1656 




Name 


OJ000211 07.0316-Cll.ol.np 


Method 


AAT/NAP 




Start 


644 


End 


1656 




GI 


7489142 


Score 


743 




Exons 


644. .1656 








GI Descrip. 


hsr201 protein, hypersensitivity-related - common tobacco 




gi I 1171577 | emb|CAA64 636. 1 1 


(X95343) hyper sensitivity-relate< 




gene [Nicotiana tabacum] 








Seq. No. 


45826 


Seq. ID 


OJ000211JD7.0316. 


Cll 


Gene No. 


97046 


Strand 


+ 




Start 


644 


End 


1656 




Name 


OJ000211 07.0316.Cll.ol.gs 


Method 


GENSCAN 




Start 


647 


End ■ 


1626 




GI 


none 


Score 


.76 




Exons 


647. .1626 








Seq. No. 


45826 


Seq. ID 


OJ000211_07.0316. 


Cll 


Gene *No . 


97046' 


Strand 


+ 




Start 


644 


End ~ 


1656 




Name 


OJ000211 07.0316.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


673 


End 


889 




GI 


none 


Score 


155 




Exons 


673. .726, 674. .811, 674 .. 811, 802 .. 885 


, 803. .886, 812. .8 


189 


Seq. No. 


45827 


Seq. ID 


OJ000.211_07.0316. 


C12 


Gene No. 


97047 


Strand 


+ 




Start 


132 


End 


14 i 6 




Name 


OJ000211 07.0316.C12.ol.gs 


Method 


GENSCAN 




Start 


132 


End 


1416 




GI 


none 


Score 


.77 




Exons 


132. .186, 1235. .1416 








Seq. No. 


45828 


Seq. ID 


OJ000211JD7.0316. 


C13 


Gene No. 


97048 


Strand 


+ 




Start 


857 


End 


21062 




Name 


OJ000211 07.0316.C13.ol.np 


Method 


AAT/NAP 




Start 


857 


End 


4196 





47271 





GI 


6862925 


Score 


92 






Exons 


857. .1051, 4167. .4196 










GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


45828 


Seq. ID 


OJ000211_07.0316, 


■ C13 




Gene No. 


97048 


Strand 


+ 






Start 


857 


End 


21062 






Name 


OJ000211 07.0316.C13.ol.gs 


Method 


GENSCAN 






Start 


937 


End 


21062 






GI 


none 


Score 


.72 






Exons 


937. .1056, 3046. .3178, 3911 


..3968, 5691. .7698, 7882. .7950, 






8057. .8505, 9593. .9857, 11940 .. 12223, 


14033. .14143, 








14325. .14490, 16172 .. 16257 , 


17791. . 19840, 20026. .20094, 








20198. .20646, 21014.. 21062 










Seq. No. 


45828 


Seq. ID 


OJ000211_07.0316. 


C13 




Gene No . 


97048 


Strand 


+ 






Start 


857 


End 


21062 






Name 


OJ000211 07. 0316. C13.o3.np 


Method 


AAT/NAP 






Start 


17078 


End 


19439 






GI 


5922634 


Score 


71 






Exons 


17078. .17207, 19390.. 19439 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi I 60168 67 |dbj | BAA85210.il 


(AP000570) 


hypothetical protein 


:f 




[Oryza sativa] 








i;n 


Seq. No. 


45828 


Seq. ID 


OJ000211_07.0316. 


C13 


! wr 


Gene No. 


97049 


Strand 


+ 






Start 


21605 


End 


22027 






Name 


OJ000211 07.0316.C13.o4 .np 


Method 


AAT/NAP 




pp. 


Start 


21605 


End 


22027 




if 


GI 


4680492 


Score 


162 




=. 


Exons 


21605. .22027 










GI Descrip. 


(AF119222) putative reverse 


transcriptase [Oryza sativa] 






Seq. No. 


45829 


Seq. ID 


OJ000211_07.0316. 


C14 




Gene_- No . 


97050 


Strand 


+ . 






Start 


169 


End 


1375 






Name 


OJ000211 07.0316.C14.ol.gs 


Method 


GENSCAN 




A3S. 


Start 


169 


End 


1375 




i. -J 


GI 


none 


Score 


.88 






Exons 


169. .193, 231. .306, 354. .51! 


9, 590.. 1375 






Seq. No. 


45829 


Seq. ID 


OJ000211_07.0316. 


C14 




Gene No. 


97050 


Strand 


+ 






Start 


169 


End 


1375 






Name 


OJ000211 07.0316.C14.ol.np 


.; Method 


AAT/NAP 






Start 


403 


End ' 


1372 






GI 


7431022 


Score 


1137 






Exons 


403. .519, 590. .1372 










GI Descrip. 


glucose and ribitol dehydrogenase homolog - barley 








gi|633890|gb|AAC60580.1| (S72926) glucose and ribitol 








dehydrogenase homolog [Hordeum vulgare 


] 






Seq. No. 


45829 


Seq. ID 


OJ000211_07.0316. 


C14 




Gene No. 


97050 


Strand 


+ 






Start 


169 


End 


1375 





47272 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000211_07 . 031 6 . C14 . ol . gp Method AAT/GAP 
717 End 999 

1631604 Score 490 

717. .999 

633890/bbs 1154704 4.0e-25 (S72926) glucose and ribitol 
.dehydrogenase homolog [Hordeum vulgare] 



45829 Seq. ID 

97051 Strand 

4382 End 

OJ000211_07 .0316.C14 .ol. tm Method 

411 End 

none Score 



OJ000211_07.0316.C14 
4464 

TBLASTX: Maize 

1499 

150 



411. .506, 412. .510, 457. .519, 458 .. 583, 4 58 .. 520, 578. .991, 
587. .664, 589. .990, 923. .991, 1030. .1167, 1031. .1168, 
1219. .1263, 1267. .1320, 1268. .1321, 1304. .1375, 1306. .1368, 
1476. . 1499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45829 
97051 
4382 

OJ000211_07 .0316.C14 .ol.ts 

411 

none 

411. .503, 412. .510, 578.-. 736, 
808. .984, 845. .997, 944. .991, 
1316. .1375, 1318. .1374 

45829 
97051 
4382 

OJ000211_07 .0316.C14 .o2.tc 

426 

none 

426. .476, 427. .510, 578. .745, 
808. .990, 845. .991 

45829 
97051 
4382 

OJ000211_07 .0316.C14 .ol.tc 

1027 
none 

1027. .1305, 1028. .1321, 1316. 

45829 
97051 
4382 

OJ000211_07.0316.C14 . o2 . gs 

4382 

none 

4382. .4464 



Seq. ID OJ000211_07.0316.C14 
Strand 

End 44 64 

Method TBLASTX : Soybean 

End 1375 

Score 122 

598. .696, 757. .876, 758. .844, 
1027 ..1305, 1028. .1321; 



Seq. ID OJ000211_07.0316.C14 
Strand 

End 4464 

Method TBLASTX : Cress 

End 991 

Score 76 

592. .693, 758. .880, 760. .843, 



Seq. ID OJ000211_07.0316.C14 
Strand 

4464 

TBLASTX: Cress 
1375 
407 



End 

Method 
End 
Score 
.1375 



Seq. ID OJ000211_07.0316.C14 
Strand 

End 4 4 64 

Method GEN SCAN 

End 4 4 64 

Score .66 



Seq. No. 45830 

Gene No. 97052 

Start 1 

Name OJ000211_01 . 0317 . CI . ol . np 



Seq. ID OJ000211_01.0317.C1 

Strand + 

End 2634 

Method AAT/NAP 



47273 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 2634 

7020375 Score 893 

1..201, 415. .506, 826. .1075, 1226. .1345, 1431. .1506, 1603. .1811, 

1936. .2044, 2182. .2274, 2367.-. 2634 

(AK00034 9) unnamed protein product [Homo sapiens] 



45830 
97052 ' 
1 

OJ000211__01 . 0317 . CI . o2 . tm 

407 

none 



Seq. ID .OJ000211_JD1.0317.C1 

Strand + 

End 2634 

Method TBLASTX : Mai ze 

End 1333 

Score 102 



407. .505, 412., v 507, 412. .504, 413. .505, 414. .509, 414. .509, 
819. .986, 823./1077, 827. .1081, 1034. .1078, 1223. .1333, 
1225. .1332 



Seq. No. 45830 

Gene No. 97052 

Start 1 

Name OJ000211_01 . 0317 . CI . o2 . ts 

Start 412 

GI none 
Exons 



Seq. ID OJ000211_01.0317.C1 

Strand + 

End 2634 

Method TBLASTX : Soybean 

End 970 

Score 138 



412. .507, 414. .506, 808. .960, 827. .970 



Seq. No. 45830 
Gene No. . 97052 

Start 1 

Name OJ000211_01 . 0317 . CI . ol . gs 

Start 415 

GI none 
Exons 



Seq. ID OJ000211_01.0317.C1 

Strand + 

End 2634 

Method GENSCAN 

End 2527 

Score .97 

415. .506, 826. .1075, 1226. .1345, 1431. .1506, 1603. .1811, 
1936. .2044, 2367. .2527 



Seq. No. 45830 

Gene No. 97052 

Start 1 

Name OJ000211_01 . 0317 . CI . o3 . tm 

Start 1435 

GI none 
Exons 



Seq. ID OJ000211__01. 0317 .CI 

Strand + 

End 2634 

Method . TBLASTX : Mai ze 

End • 1811 : ■■ ■ 

Score 42 

1435. .1455, 1436. .1453, 1448. .1486, 1449. .1490, 1481. .1528, 
1482. .1529, 1620. .1811, 1622. .1810 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45830 
97 052 
1 

OJ000211_01.0317.Cl.ol.gp 

1438 

4715311 



Seq. ID OJ000211_0i.0317.Cl 

Strand + 

End 2634 

Method AAT/GAP 

End 2101 

Score 708 



1438. .1506, 1603. .1811, 1936. .2101 

54 5914 8/emb | CAB50634 . 1 | 4.0e-21 (AJ248288) hypothetical protein 
[Pyrococcus abyssi] 



45830 
97052 
1 

OJ000211_01.0317.Cl.ol.ts 

1607 



Seq. ID OJ000211_01.0317.C1 

Strand + 

End 2634 

Method TBLASTX : Soybean 

End 2389 



47274 



GI 

Exons 



none Score 2 96 

1607. .1810, 1608. .1811, 1672. .1827, 1935. .2051, 1936. .2049, 

1938.. 2051, 2169.. 2276, 2175. .2273, 2213. .2278, 2363.-2389, 
2366. .2389 



Seq. No. 45830 Seq. ID 

Gene No. 97052 ' Strand 

Start 1 End 

Name OJ000211_01 . 0317 . CI . ol . tm Method 

Start 1923 End 

GI none Score 
Exons 



OJ000211_01.0317.C1 
-f 

2634 

TBLASTX: Maize 

2529 

164 



1923... 2039, 1927.. 2049, 1927.. 2046, 1935.. 2051, 2169.. 2276, 
2175. .2273, 2210. .2278, 2364. .2471, 2365. .2529, 2366. .2518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI '•' 

Exons 

GI Descrip. 



45830 Seq. ID 

97052 Strand 

1 End 

OJ0002 11_01. 0317. CI. o3.ts Method 

2390 End 

none Score 



OJ000211_01.0317.C1 
+ 

2634 

TBLASTX: Soybean 

2529 

183 



2390. .2518, 2390. .2527, 2391. .2528, 2392. .2529, 2422. .2529 



45830 Seq. ID 

97052 Strand 

1 End 

OJ000211_01.0317.Cl.o2.gp Method 

24 4 6 End 

27310_1.R1084 Score 
2446. .2529 

1 545914 8 /emb | CABS 0634 . 1 | 4.0e-21 (AJ248288) hypothetical protein 
[Pyrococcus abyssi] 1 



OJ000211_01.0317.C1 
+ 

2634 
AAT/GAP 
2529 
148 



45831 
97053 
1 

OJ000211_01 .0317.C2.ol.gp 
1 

27310_1.R1084 
1..95 

f 5459148/emb| CAB50634.il 4.0e-21 (AJ248288) hypothetical protein 
[Pyrococcus abyssi] 1 



Seq. ID OJ000211_01.0317.C2 

Strand + 

End 95 

Method AAT/GAP 

End 95 

Score 150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45831 Seq. ID 

97054 Strand 
3237 End 
OJ000211_01 . 0317 . C2 . ol . np Method 
3237. End 
6907089 . " Score 

3237. .3282, 6094 .. 6669, 6770.. 7895, 12055.. 12699 
(AP001129) hypothetical protein [Oryza sativa] 



OJ000211_01.0317.C2 
+ 

12702 
AAT/NAP 
12699 
2825 



45831 Seq. ID 

97054 Strand 

3237 End 

OJ000211_01 . 0317 . C2 . o2 . gs Method 

5437 End 

none Score 



OJ000211JD1. 0317 .C2 
+ 

12702 
GENSCAN 
7940 
.46 



47275 





Exons 


04J/..04//, 61U1..6509, 6524. 


.6669, 6770. .7940 




Seq. No. 


45831 


Seq. ID 


OJ000211 




Gene No. 


97054 


Strand 


+ 




Start 


O O O 1 

52.51 


End 


12702 




Name 


OJ000211_01 . 0317 . C2 . o3 . gs 


Method 


GENSCAN 




Start 


9026 


End 


9557 




GI 


none 


Score 


.94 




Exons 


yU2D..9UoJ/ y4ol..9DD/ 








Seq. No. 


45831 


Seq. ID 


OJ000211 




Gene No. 


97054 


Strand 


+ 




Start 


3237 


End 


12702 




Name 


OJ000211 01.0317.C2.o4.gs 


Method 


GENSCAN • 




Start 


9781 


End 


12702 




GI 


none 


Score 


.45 




Exons 


9781.. 9814, 9832.. 10868, 12040 .. 12240, 


12298. .1 






12505. . 12702 








Seq. No. 


45831 


Seq. ID 


OJ000211 




Gene No . 


97055 


Strand 






Start 


8602 


End 


8984 




Name 


OJ000211 01.0317.C2.o2.gp 


Method 


AAT/GAP 




Start 


8602 


End 


8984 




GI 


uC-osflcyp033a04bl 


Score 


668 


i ! § 


Exons 


8602'. .8984 






i k? 


GI Descrip. 


'6016845/dbj | AP0.00570 . 1 1 AP000570 3.0e- 


59 Oryza , 






DNA, chromosome 1, clone : P07 11E10 1 




! _ = 


Seq. No. 


45831 


Seq. ID 


OJ000211 


V J; 


Gene No. 


97056 


Strand 


_ 


= : r 
: sr 


otart 


13323 


End 


15264 


£_ 


Name 


OJ000211 01.0317.C2.o2.tm 


Method 


TBLASTX : 1 


[ J 


Start 


13323 


End 


13466 


! 


GI 


none 


Score 


126 




Exons 


13323. . 13466, 13327.. 13461 








Seq. No. 


45831 


Seq.' ID 


OJ000211_ 




Gene No. 


97056 


Strand 


_ 




Start 


13323 


End 


15264 




Name 


OJ000211 01.0317.C2.o5.gs 


Method 


GENSCAN 




Start 


13323 


End 


15206 




GI 


none 


Score 


.44 




Exons 


13323. .14568, 14725.. 15206 








Seq. No. 


45831 


Seq. ID 


OJ000211_ 




Gene No . 


97056 


Strand 


- 




o l a rt 


13323 ' 


End 


15264 




Name 


OJ000211 01.0317.C2.o2.np 


Method 


AAT/NAP 




Start 


13326 


End 


15264 




GI 


7228457 


Score 


3019 




Exons 


13326. .14 87 6, 14 94 3. .152 64 








GI Descrip. 


(AP001366) Similar to Sorghum 


bicolor 


Gypsy-Ty3 






retrotransposon RetroSorl, polyprotein 


. (AF0988( 






sativa] 








Seq. No. 


45831 


Seq. ID 


OJ000211_ 



01. 0317. C2 



[Oryza 



47276 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97056 Strand 

13323 End 

OJ000211_01 . 0317 . C2 . o3 . tw Method 

13335 End 

none Score 



15264 

TBLASTX: Wheat 

13914 

77 



13335. .13460, 13339 .. 134 61 , 13521 .. 13889, 13627 .. 137 97 , 
13647. .13913, .13654 13911, 13873. .13914 



Seq. No. . 45831 Seq. ID 

Gene No. 97056 Strand 

Start 13323 End 

Name OJ000211_01 . 0317 . C2 . ol . tw Method 

Start 13918 End 

GI none Score 

Exons 13918. .14319, 13938.. 14318 



'OJ000211_01.0317.C2 
15264 

TBLASTX: Wheat 

14319 

227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45831 
97056 
13323 

OJ000211_01.0317.C2.ol.tm 

14113 

none 



Seq. ID OJ000211_01.0317.C2 
Strand 
End 

Method 
End 
Score 



15264 

TBLASTX: Maize 

14456 

212 



14113. .14229, 14133. .14456, 14146. .14427 



45831 



97056 
13323 

OJ000211_01.0317.C2.ol.ts 

14709 

5666795 



Seq. ID OJ000211_01.0317.C2 
Strand 
End 

Method 
End 
Score 



15264 

TBLASTX: Soybean 

15257 

65 



14709. .14924, 14 964 .. 15101, 15177. .15257 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 45831 

Gene No. 97056 

Start 13323 

Name OJ000211_01 . 0317 . C2 . o2 . tw 

Start 14 811 

GI none 
Exons 



Seq. ID OJ000211_01.0317.C2 
Strand 
End 

Method 
End 
Score 



15264 

TBLASTX: Wheat 

15264 

124 



14811. .15128, 14878. .15102, 15160 .. 15264 , 15165. .15263 



Seq. No. 


45832 




Seq. ID 


OJ000211 


_01.0317 


■ C3 


Gene No. 


97057 




Strand 


+ 






Start 


2636 




End 


3368 






Name 


OJ000211 01 


.0317 .C3.o2.gs 


Method 


GENSCAN 






Start 


2636 




End 


3368 






GI 


none 




Score 


.88 






Exons 


2636. .2779, 


2891.. 3058, 3099., 


.3368 








Seq. No. 


45832 




Seq. ID' 


OJ000211 


_01.0317, 


.C3 


Gene No. 


97058 




Strand 








Start 


1 




End 


8267 






Name 


OJ000211 01 


.0317.C3.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


8267 






GI 


7228457 




Score 


3918 






Exons 


1..103, 226 


..758, 3747. .4049, 


4113. .5703, 8241. 


.8267 




GI Descrip. 


(AP001366) 


Similar to Sorghum 


bicolor 


Gypsy-Ty3 


type 





47277 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 45832 

Gene No. 97058 

Start 1 

Name - OJ000211_01 . 0317 . C3 . ol . gs 

Start 14 

GI none 

Exons 14. .257, 370. .664, 1585. .1597 



Seq. ID OJ000211_01.0317.C3 
Strand 

End 8267 

Method GENSCAN 

End 1597 

Score .44 



Seq. No. 45832 

Gene No. 97058 

Start 1 

Name OJ000211_01 . 0317 . C3 . ol . ts 

Start 32 

GI none 

Exons 32.. 262, 258.. 434, 262.. 387 



Seq. ID OJ000211_01.0317.C3 
Strand 

End 8267 

Method TBLASTX : Soybean 

End 434 

Score 7 9 



Seq. No. 45832 

Gene No. 97058 

Start 1 

Name OJ000211_01 . 0317 . C3 . o4 . tw 

Start 62 

GI none 

Exons 62.. 268, 87. .266 



Seq. ID OJ000211_01.0317.C3 
Strand 

End 8267 

Method TBLASTX : Wheat 

End 26.8 

Score 109 



Seq. No. 45832 

Gene No. 97058 

Start 1 

Name OJ000211_01 . 0317 . C3 . ol . tm 

Start 155 

GI none 
Exons 



Seq. ID OJ000211JD1.0317.C3 
Strand 

•End 8267 

Method TBLASTX : Maize 

End 540 

Score 62 



155. .349, 174. .302, 261. .539, 262. .396, 323. .505, 454. .540 



Seq. No. . 45832 
Gene No. ' 97058 

Start 1 

Name OJ000211_01 . 0317 . C3 . ol . tw 

Start 279 

GI none 

Exons 279.. 698, 292.. 390, 451.. 561 



Seq. ID OJ000211_01.0317.C3 
Strand 

End 8267 

Method TBLASTX : Wheat 

End 698 

Score 88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45832 
97058 
1 

OJ000211__01.0317.C3.o2.tm 

567 

none 



Seq. ID OJ000211_01. 0317 ,C3 
Strand 

End 8267 

Method TBLASTX : Mai ze 

End 3911 

Score "115 



567. .761, 567. .764, 578. .781, 3744. .3911, 3748. .3876 



Seq. No. 45832 

Gene No. 97058 

Start 1 . 

Name OJ0002 11_01 . 0317 . C3 . o5 . tw 

Start 699 

GI none 



Seq. ID OJ000211_01.0317.C3 

Strand ' - 

End 8267 

Method TBLASTX : Wheat 

End 3920 

Score 123 



47278 



Exons 



699,. 764, 3742. .3918, 3743. .3916, 3744. .3920 



Seq. No. 45832 
Gene No. 97058 
Start 1 

Name OJ000211_01 . 0317 . C3 . ol . gp 

Start 882 

GI * LIB3433-026-P1-K1-C1 

Exons 882.. 1054 

GI Descrip. 1 5852170/emb | AL1 17265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. ID OJ000211_01.0317.C3 
Strand 

End 8267 

Method AAT/GAP 

End 1054 

Score 242 



Seq. No. 


45832 








Seq. ID 


OJ000211_01.0317 


.C3 


Gene No. 


97058 








Strand 






Start 


1 








End 


8267 




Name 


OJ000211 01 


. 0317 


. C3 . o3 . 


gs 


Method 


GENSCAN 




Start 


3735 








End 


5639 




GI 


none 








Score 


.49 




Exons 


3735. .40497 


4113 


. .4307, 


4 367, 


,.4997, 4999. .5639 




Seq. No. 


45832 








Seq. ID 


OJ000211_01.0317. 


.C3 


Gene No. 


97058 








Strand 






Start 


1 








End 


8267 




Name 


OJ000211_01 


. 0317 , 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3921 








End - 


4691 




GI 


none 








Score 


146 




Exons 


3921. .4118, 


3922, 


. .4065, 


3936. 


.4118, 4206. .4361, 4237. .4362, 




4258. .4392, 


4341, 


. .4496, 


4352. 


.4690, 4518. .4691 




Seq. No. 


45832 








Seq. ID 


OJ000211_01.0317, 


.C3 


Gene No. 


97058 








Strand 






Start 


1 








End 


8267 




Name 


OJ000211_01 


.0317, 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5406 








End 


5699 




GI 


none 








Score 


94 




Exons 


5406. .5663, 


5440, 


. .5679, 


5646. 


.5699 






Seq. No. 


45833 








•Seq. ID 


OJ0002li_01.0317, 


,C6 


Gene No. 


97059 








Strand 






Start 


252 








End 


1338 




Name 


OJ000211 01 


.0317. 


,C6.ol. 


np 


Method 


AAT/NAP 




Start 


252 








End 


1338 




GI 


4680338 








Score 


497 




Exons 


252. .848, 8 


85. .1338 










GI Descrip. 


(AF128457) : 


hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


45833 








Seq. ID 


OJ000211_01.0317. 


,C6 


Gene No. 


97059 








Strand 






Start 


252 








End 


1338 




Name 


OJ000211 01 


.0317. 


,C6.ol. 


gs 


Method 


GENSCAN 




Start 


307 








End 


1338 




GI 


none 








Score 


.48 




Exons 


307. .1006, 


1059. . 


1338 










Seq. No. 


45833 








Seq. ID 


OJ000211_01.0317. 


,C6 


Gene No. 


97059 








Strand 






Start 


252 








End 


1338 





47279 






Name 


OJ000211 01. 0317. C6. 


. ol . tm 


Method 


TBLASTX : Mai ze 






Start 


316 




End 


1297 






GI 


none 




Score 


73 






Exons 


316. .489, 538. .642, 


670. .774, 


f "~i r\ o o c 

670 . .825, 


- 677 . .790, 910 . . 


101' 






1124. .1207, 1226. .1297 










Seq. No/ 


• " 45833 




Seq. ID 


OJ000211_01.0317 


.C6 




Gene No. 


97059 




Strand 








Start 


252 




End 


1338 






Name 


OJUUUzll Ul . UJl / . Co . 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


316 




End 


1017 






GI 


none 




Score 


124 






Exons 


316. .489, 538. .630, 


670. .825, 


677 . .7 93, 


910 . . 1017 






Seq. No. 


45833 




Seq. ID 


OJ000211JD1.0317 


.C6 




Gene No. 


97059 




Strand 








Start 


252 




End 


1338 






Name 


OJ000211 01. 0317. Co. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


672 




End 


1002 






GI 


none 




Score 


118 






Exons 


672. .737, 682. .822, 


683. .784, 


910. .1002 




J 1 .- S3. 


Seq. No. 


45834 




Seq. ID 


OJ000211_01.0317 


.C7 


: s 


Gene No. 


97060 




Strand 


+ ■ 




cs. 


Start 


378 




End 


1162 




Cfi 


Name 


OJ000211 01. 0317. C7. 


ol .gs 


Method 


GENSCAN 






Start 


378 




End 


1162 




f i 


GI 


none 




Score 


.77 






Exons 


378. .383, 814. .965, 


1006. .1162 






vJ 


Seq. No. 


45834 




Seq. ID 


OJ000211J)1.0317 


.C7 


i y 


Gene No. 


97061 




Strand 








Start 


1808 




End 


2018 






Name 


A TAOA01 1 C\ 1 /"\ 1 ~7 /— » —7 

OJ000211 01. 0317. C7 . 


o2 . gs 


Method 


GENSCAN 






Start 


1808 




End 


2018 






GI 


none 




Score 


.98 






Exons 


1808. .2018 










L.J 


Seq. No. 


45835 




Seq. ID 


OJ000211_01.0317 


.C8 




Gene No. 


97062 




Strand 


+ 






Start 


518 




End 


2296 






Name 


OJ000211 01. 0317. C8. 


ol.gp 


Method 


AAT/GAP 






Start 


518 




End 


2296 






GI 


6025022 




Score. 


426 






Exons 


518. .665, 2035. .2116 


;, 2251. .2296 








Seq. No. 


45835 




Seq.. ID 


OJ000211_01.0317 


.C8 




Gene No. 


97063 




Strand 


+ 






Start 


9056 




End 


9229 






Name 


OJ000211 01. 0317. C8. 


o2 . gs 


Method 


GENSCAN 






Start 


9056 




End 


9229 






GI 


none 




Score 


. 61 






Exons 


9056. .9229 












Seq. No. 


45835 




Seq. ID 


OJ000211JD1.0317 


.C8 




Gene No. 


97064 




Strand 


+ 






Start 


11673 




End 


11730 





47280 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000211_01.0317.C8.o2.gp Method AAT/GAP 

11673 End' 11730 

2312838 Score 73 

11673. .,11730 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



45835 Seq. ID 

97065 Strand 

9841 End 

OJ000211_01 . 0317 . C8 . o2 . np Method 

9841 End 

4539667 Score 
9841. . 9908, 



10955. .11467 



OJ000211_01.0"317 .C8 

12856 
AAT/NAP 
11467 
208 



(AF061282) hypothetical protein [Sorghum bicolor] 



45835 Seq. ID 

97065 Strand 

9841 ' End 

OJ000211_01 . 0317 . C8 . o3 . gs Method 

10352 End 

none Score 
10352.. 11467 



OJ000211_01.0317.C8 

12856 
GENSCAN 
11467 
.85 



Seq. No. 45835 Seq. ID 

Gene No. 97065 Strand 

Start 9841 End 

Name. OJ000211 J)l . 0317 . C8 . ol . np Method 

Start 10361 End 

GI 4680501 Score 

Exons 10361. .11458, 12825 12856 ' 

GI Descrip. (AF119222) hypothetical protein [Oryza sativa] 



OJ000211_01.0317.C8 

12856 
AAT/NAP 
12856 
487 



Seq. No. 45835 Seq. ID 

Gene No. 97065 Strand 

Start 9841 End 

Name OJ0Q.0211_01 . 0317 . C8 . ol . ts Method 

Start 10362. > * End 

GI none Score 

Exons 10362. . 10574, 10364 .. 10636, 10655 .. 10735, 10784 .. 10939, 
10785.. 10874 



OJ000211_01.0317.C8 
12856 

TBLASTX: Soybean 
10939 
92 



Seq. No. 45835 
Gene No. 97065 
Start 9841 

Name OJ000211_01 . 0317 . C8 . ol . tm 

Start 10364 
GI none 
Exons 10364. 

10662. 

11351. 



Seq. ID 

Strand 

End 

Method 
End 

Score . 



,10636, 10503. . 10583, 10504 .. 10602 , 10655 
,10691, 10784. .10939, 10785 .. 10874 , 11264 
11422 



OJ000211_01.0317.C8 
12856 

TBLASTX: Maize 
11422 

81- 

10735, 
11359, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45835 
97065 
9841 

OJ000211 
10376 



01.0317.C8.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ000211_01.0317.C8 
12856 

TBLASTX: Cress 
10735 



47281 




GI 


none 








Score 


72 






Exons 


10376. .10636, 10398 .. 10574 , 


10658. .10726, 10658 


. . 10735 




Seq.. No. 


45836 








Seq. ID 


OJ000211 


_01.0317 


.C10 


Gene No. 


97066 








Strand 


+ 






Start 


2370 








End 


6660 






Name 


OJ000211 01 


.0317 


.ClO.ol 


.gs 


- Method 


GENSCAN 






Start 


2370 








End 


6660 






GI 


none 








Score 


.43 






Exons 




OQT3 




A *3 O A 

4 JZ4 


..4417, 6525. .6660 






Seq. No. 


45836 








Seq. ID 


OJ000211 


__01.0317 


.C10 


Gene No. 


97066 








Strand 


+ 






Start 


2370 








End 


6660 






Name 


OJ000211 01 


.0317 


.ClO.ol 


.gp 


Method 


AAT/GAP 






Start 


2476 








End 


3363 






GI 


3762781 








Score 


1068 






Exons 


2476. .2625, 


2784 


. .2869, 


2973 


..3363- 








Seq. No. 


45836 








Seq. ID 


OJ000211 


01.0317, 


. C10 


Gene No . 


97066 








Strand 


+ 






Start 


2370 








End 


6660 






Name 


OJ000211 01 


.0317 


.C10.O2 


.gp 


Method 


AAT/GAP 






Start 


4798 








End 


5146 






GI 


47680 1.R1084 






Score 


583 






Exons 


4798. .5146 
















GI Descrip. 


' 1420932 /gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate- 


-CoA : 


ligase « 


gene, 


intron 1, 


partial 


sequence 1 




Seq. No. 


45836 








Seq. ID 


OJ000211 


_01.0317, 


.C10 


Gene No . 


97067 








Strand 








Start 


7996 








End 


8200 






Name 


OJ000211 01. 


.0317 


.ClO.ol 


. tm 


Method 


TBLASTX : ] 


Maize 




Start 


2357 








End 


4453 






GI 


none 








Score 


117 






Exons 


2357. .2485, 


2357 


. .2485/ 


2358 


..2486, 2362. .2487, 


2784 . .2873, 




2789. .2872, 


2796 


. .2873, 


2973 


..3053, 2973. .3056, 


2974. .3057, 




3748. .3873, 


3749 


. .3826,, 


4311 


..4418, 4322. .4453, 


4331. .4423 


Seq. No. 


45836 








Seq. ID 


OJ000211 


J)1.0317. 


.C10 


Gene No. 


97067 








Strand 








Start 


7996 








End 


8200 






Name 


OJ000211 01. 


.0317' 


.C10.O2 


.gs 


Method 


GENSCAN 






Start 


7996 








End- 


8200 






GI 


none 








Score 


.87 






Exons 


7996. .8200 
















Seq. No. 


45837 








Seq. ID 


OJ000211 


_01.0317. 


,C11 


Gene No. 


97068 








Strand 


+ 






Start 


6481 








End 


7374 






Name 


OJ000211 01. 


,0317, 


.Cll.o2 


.gs 


Method 


GENSCAN 






Start 


6481 








End 


7374 






GI 


none 








Score . 


.91 






Exons 


6481. .6621, 


7312, 


. .7374 












Seq. No. 


45838 








Seq. ID 


OJ000211_ 


JD1.0317. 


C12 


Gene No. 


97069 








Strand 









47282 



o tare 


LZZO 




End 


1 A 1 Q 

1 4 / y 








Name 


/-\taaaoii r\~\ noi i /^io i 
OJUUUzll Ul . U Jl / . C1Z . Ol 


.gs 


Method 


GENSCAN 








otart 


IzZO 




End 


14 / y 








bl 


none 




Score 


o n 
. o I 








Exons 


izzo . . 14 / y 














Seq. No. 


4oboy 




Seq. ID 


" r\ TA A A O 1 1 

OJUUU211 


A T 
01 


.0317 


. C13 


Gene No. 


97070 




Strand 


+ 








Start 


903 




End 


2424 








Name 


UJUUU^ll Ul . Uol / . Llo . Ol 


.np 


Method 


7\ 7\ m / VT TV O 

AAT/NAP 








b tart 






End 


O A O A 
ZQZQ 








(jl 


/ J4 uyuy 




Score 


1Z J 








Exons 
















t r~* 1 v\ 

(ai uesenp. 


(AruuiDou j nypOLnetxcai 


protein [Oryza 


sat i va J 








Seq. No. 


45840 




Seq. ID 


OJ000211 


_01 


.0317 


.C14 


Gene No. 


97071 




Strand 


+ 








bt art 


bU 




End 


1503 








Name 


OJUUUzll Ul . vol / . C14 . Ol 


. gs 


Method 


GENSCAN 








btart 


bU 




End 


1503 










none 




Score 


.8 








Exons 


DU..14U, i/u..J4y, yyo. 


.1181, 


1379. .1503 








Seq. No. 


45840 




Seq. ID 


OJ000211_ 


_01, 


.0317, 


.C14 


Gene No. 


97072 




Strand 


+ 








Start 


o c a o 
z oUz 




End 


2885 








Name 


/^\taaaoii r\i mi i ot/i ^ i 
OJUUU211 Ul . Uol / . C14 . ol 


. gp 


Method 


AAT/GAP 








Start 


o c a o ' 

2502 




End 


2885 








GI 


none 




Score 


477 








Exons 


ZdkjZ . . zooo 














Seq. No. 


45840 




Seq. ID 


OJ000211 


_01. 


.0317. 


.C14 


Gene No. 


97073 




Strand 


+ 








btart 


c n Q Q 

d / o y 




End 


6419 








Name 


/^TAAAOII A 1 A "3 1 *7 1 /I ^ O 

OJUUU211 U 1 . Uol / . C14 . o3 


.gs 


Method 


GENSCAN 








Start 


anon 

d /o y 




End 


6419 










none 




Score 


.98 • 








Exons 


C1QQ C;Q/Q riCC C/| 1 Q 

o/yy..Dy4y f bioo..b4iy 














Seq. No. 


45840 




Seq. ID 


OJ000211_ 


_01. 


,0317, 


,C14 


Gene No. 


97074 




Strand 


+ 








o rart 


/ ZZ O 




End 


9415 








Name 


/-> tA A A O 1 1 A1 AT1 1 p 1 A ^ A 

OJ00U211 01 . 0317 . C14 . o4 , 


. gs 


Method 


GENSCAN 








Start 


7226 




End 


9415 








r* t 
bl 


none 




Score 


.67 








Exons 


/226..7257, 7627. .7809, 


7909. 


.8031, 8095.. 8246, 


9243. .9415 


Seq. No. 


4oo4U 




Seq. ID 


OJ000211_ 


_01. 


,0317. 


C14 


Gene No. 


97075 




Strand 










Start 


22 




End 


1937 








Name 


OJ000211 01 0317 C14 ol 


.np 


Method 


AAT/NAP 








Start 


22 




End 


1937 








GI 


7340909 




Score 


74 








Exons 


22.. 306, 368.. 552, 1906. 


. . 1937 












GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


45840 




Seq. ID 


OJ000211_ 


_01. 


0317. 


C14 



47283 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97076 Strand 
2849 End 7111 

OJ000211_01.0317.C14.o2.gs Method GEN SCAN 
2849 End 5346 

none Score .86 

2849. .3068, 3337. .3413, 3489. .3605, 3840. .3990, 3996. .4090, 

4180. .4289, 4536. .4623, 4698. ..4788, 4868. .4960., 5054. .5346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45840 Seq. ID 

97076 Strand 

2849 . End 

OJ000211_01 . 0317 . C14 . o2 . np Method 

2941 End 

5091616 Score 



OJ000211_01.0317 .C14 

7111 
AAT/NAP 
7111 
696 



2941. .3027, 3129. .3220, 3340. .3413, 3489. .3605, 3840. .3943, 
4021. .4090, 4180. .4289, 4536. .4641, 5032. .5363, 7075. .7111 



GI Descrip. (AC007454) F23M19.3 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



45840 
97076 
2849 

OJ000211_01.0317.C14 . o2 . gp 

6144 

none 

6144.. 6477 f\ 

45840 
97077 
9749 

OJ000211_01.0317.C14 .o2.tm 

2917 

none 

2917.. 3069, 2918.. 3067, 2930. 

45840 
97077 
9749- ' 

OJ000211_01.0317.C14 .o3.tm 

3826 

none 

3826..3924, 3837. .3941, 3843. 
4177. .4278, 4180. .4251 

45840 
97077 
9749 

OJ000211_01.0317.C14 .ol.tm 

4549 ' ' 

none 

4549. .4659, 4549. .4638, 4572. 
4679. .4786, 4683. .4790, 4821. 
4861. .4974, 4872. .4985, 5047. 
5269. .5364, 5288.. 5362, 5293. 

45840 
97077 
9749 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_01.0317.C14 

7111 
AAT/GAP 
6477 
614 • 



Seq. ID OJ000211_01.0317.C14 
Strand 

End 16506 

Method TBLASTX : Mai ze 

End 3205 

Score 179 

.3097, 3166.. 3204, 3167.. 3205 

Seq. ID OJ000211_01.0317.C14 
Strand 

End 16506 

Method TBLASTX : Maize 

End 4278 

Score 64 

.3938, 4022. .4090, 4023. .4082, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4643, 
.4955, 
.5283, 
.5364 



OJ000211_01.0317.C14 
16506 

TBLASTX: Maize 
• 5364 
79 

4675. .4749, 4678. .4785, 
4835. .4981, 4859. .4954, 
5051.. 5293, 5053.. 5289, 



Seq. ID 

Strand 

End 



OJ000211 01.0317.C14 



16506 



47284 



Name OJ000211_01 . 0317 . C14 . ol . ts Method TBLASTX : Soybean 

Start 4858 End 5331 

GI none Score 81 

Exons 4858.. 5064, 4862.. 4963, 5051.. 5287, 5053 .. 5283, 5302 5331 



Seq. No. 


45840 




Seq. ID 


OJ000211_ 


01.0317 


Gene No. 


97077 




Strand . 






Start 


9749 




End 


16506 




Name 


OJ0002 


ll_01.0317.C14.o5.gs 


Method 


GENSCAN 




Start 


9749 




End 


16427 




GI 


none 




Score 


.86 




Exons 


9749. . 


9849, 10427. .10770, 


10867. .10944 


, 11023.. 1 


1114, 




11214. 


.11310, 11803.. 11831 


, 12310. .12471, 12671. 


. 12751, 




12846. 


.13004, 13084. .13200 


, 13288. .13356, 13514. 


. 13711, 




15362. 


.15497, 15574.. 15725 


, 15799. .15919, 16212. 


.16339, 




16413. 


.16427 









Seq. No. 


45840 




Seq. ID 


OJ000211 


_01.0317.C14 


Gene No. 


97077 




Strand 






Start 


9749 




End 


16506 




Name 


OJ000211 01.0317.C14 


. o4 . tm 


Method 


TBLASTX:i 


Maize 


Start 


10407 




End 


10935 




GI 


• none 




Score 


42 




Exons 


• 10407. .10430, 10545. 


.10679, 


10548. .10580, 10549 


. . 10578, ■ 




10560. .10706, 10579. 


. 10605, 


10599. .10772, 10701 


. . 10766, 




10705. .10773, 10866. 


. 10934, 


10866. .10934, 10867 


. . 10935 


Seq. No. 


45840 




Seq. ID 


OJ000211 


_01.0317.C14 


Gene No. 


97077 




Strand 






Start 


9749 




End * 


16506 




Name 


OJ000211 01.0317.C14 


. o3 . np 


Method 


AAT/NAP 




Start 


10548 




End 


16506 




GI 


6751700 




Score 


1495 




Exons 


.10548. . 10655, 10691. 


. 10770, 


10867. . 10944, 11023 


. . 11114, 




12310. .12471, 12671. 


. 12751, 


12846. .13004, 13084 


. . 13200, 




13288. .13356, 13443. 


. 13513, 


13588. . 13711, 15362 


. . 15497, 




15574. .15725, 15799. 


. 15919, 


16212. . 16339, 16413 


. . 16506 ' 


GI Descrip. 


(AC018908) putative 


DNA helicase [Arabidopsis thaliana] 


Seq. No. 


45841 




Seq. ID 


OJ000211 


_01.0317.C15 


Gene No. 


97078 




Strand 






Start 


221 




End 


8213 




Name 


OJ000211 01.0317.C15 


. ol . gs 


Method 


GENSCAN ' 




Start 


221 




End 


7894 




GI 


none 




Score 


.58 




Exons 


221. .354, 637. .761, 


863.. 1018, 1148.. 1561, 1997 


. .2054, 




3741. .3769, 3884. .4010, 4951 


..5056, 5145. .5338, 


5472. .5617, 




6367.. 6478, 6593.. 6679, 6816 


..7054, 7276.. 7361, 


7771. .7894 


Seq. No. 


45841 




Seq. ID 


OJ000211_ 


_01.0317.C15 


Gene No. 


97078 




Strand 






Start 


221 




End 


8213 




Name 


OJ000211 01.0317.C15 


. o2 . np 


Method 


AAT/NAP 




Start 


2835 




End 


8213 




GI 


3935138 




Score 


329 




Exons 


2835.. 2903, 5498. .5667, 6367 


..6466, 6593.. 6682, 


6819. .7054, 




7276. .7361, 7771. .7910, 8174 


. .8213 







47285 



GI Descrip. (AC005106) T25N20.2 [Arabidopsis thaliana] 



Seq. No. 45841 

Gene No. 97078 

Start 221 

Name OJ000211_01 . 0317 . C15 . ol . gp 

Start 5098 

GI 2311384 

Exons 5098.. 5366, 5472.. 5655 



Seq. ID OJ000211_01.0317.C15 
Strand 

End 8213 

Method AAT/GAP 

End 5655 

Score 803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45841 
97078 
221 

OJ000211_01.0317.C15.ol.tm 

6626 

none 

6626. .6667, 6628. .6702, 6791, 

45841 
97078 
221 

OJ000211_01.0317 .C15.o2. tm 

7724 

none 

7724. .7897, 77S3..7899, 7761. 



Seq. ID OJ000211_01.0317.C15 
Strand 

End 8213 

Method TBLASTX: Maize 

End 7057 

Score 229 

.7057, 6807.. 7055, 6809.. 7057 

Seq. ID OJ000211_01.0317.C15 
Strand 

End 8213 

Method TBLASTX: Maize 

End 7905 

Score 125 
.7901, 7771. .7905 



45842 
97079 
26 

OJ000211_01.0317.C16.ol.tm 
2 

none 



Seq. ID OJ000211_01.0317.C16 
Strand 

End 1078 

Method TBLASTX : Mai ze 

End 514 

Score 175 

2. .277, 15. .281, 15. .281, 59. .283, 297. .341, 305. .325, 338. .424, 
339. .422, 340. .423, 437. .514 



Seq. No. 45842 Seq. ID 

Gene No. 97079 Strand 

Start 26 End' 

Name OJ000211JD1 . 0317 . CI 6 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 983 



OJ000211_01.0317.C16 

1078 
GENSCAN 
983 
.7 



Seq. No. 45842 

Gene No. 97079 

Start 26 

Name OJ000211_01 . 0317 . C16 . o2 . tm 

Start 7 56 

GI none 
Exons 



Seq. ID OJ000211_01.0317.C16 
Strand 

End 1078 

Method. TBLASTX: Maize . 

End 1078 

Score ■ 135 



756. .1004, 759. .989, 760. .996, 956. .1018, 1001. .1069, 
1010. .1078, 1025. .1075, 1025. .1075, 1026. .1076 



Seq. No. 45843 , Seq. ID 

Gene No. 97080' Strand 

Start 347 End 

Name OJ000221_01 . 0313 . C2 . ol . gs Method 

Start 347 End 



OJ000221_01.0313.C2 
920 

GENSCAN 
920 



47286 




GI 


none 








Score 


. 55 




Exons 


/ . . 4o 1 / o 


17. .920 










Seq. No. 


45844 








Seq. ID 


OJ000221_01.0313 


.C5 


Gene No. 


97081 








Strand 






Start 


152 








End 


O f c 

266 




Name 


OJ000221 01 


.0313 


.C5.ol. 


gs 


Method 


GENSCAN 




Start 


ICO 

152 








End 


266 




GI 


none 








Score 


. 95 




Exons 


1 CO Odd 

IdZ . . Zoo 














Seq. No. 


45845 








Seq. ID 


OJ000221_01.0313 


.C6 


Gene No. 


97082 








Strand 


+ 




Start 


T *3 C C 

lODD 








End 


4032 




Name 


OJ000221 01 


.0313 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1355 








End 


4032 




GI 


none 








Score 


.44 




Exons 


' 1 ODD . . 1 4 oU , 


o4 


. . J 1 J b , 


o c c a 
oDOD 


.3708, 3919.. 4032 - 




Seq. No. 


45845 








Seq. ID 


OJ000221_01.0313 


C6 


Gene No. 


97083 








Strand 


+ 




Start 


r o a o 








End 


7637 




Name 


OJ000221 01 


.0313 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


6303 








End 


7634 




GI 


none- 








Score 


.91 




Exons 


6303 . .6400, 


6559 


.6949, 


7062 . 


.7634 






Seq. No. 


45845 








Seq. ID 


OJ000221__01.0313 


C6 


Gene No. 


97083 








Strand 


+ 




Start 


6303 








End 


7637 




Name 


OJ000221 01 


.0313 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


6567 








End 


7637 




GI 


4585901 








Score 


429 




Exons 


6567. .6931, 


7050 


.7637 










GI Descrip. 


(AC007133) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


45845 








Seq. ID 


OJ000221_01.0313. 


C6 


Gene No. 


97084 








Strand 






Start 


14293 








End 


16101 




Name 


OJ000221 01 


.0313. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6518 








End 


6827 




GI 


none 








Score 


55 




Exons 


6518. . 6562, 


6542. 


.6589, 


6585. 


.6626, 6613. .6666, 6659. .6814 




6665. . 6805, 


6673. 


.6813, 


6741. 


.6827 






Seq. No. 


45845 








Seq. ID 


OJ000221_01.0313. 


C6 


Gene No. 


97084 








Strand 






Start 


14293 








End 


16101 




Name 


OJ000221 01 


.0313. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7056 








End 


7418 




GI 


none 








Score 


87 




Exons 


7056. .7112, 


7061. 


.7414, 


7182. 


.7418 






Seq. No. 


45845 








Seq. ID 


OJ000221JD1.0313. 


C6 


Gene No. 


97084 








Strand 






Start 


14293 








End 


16101 




Name 


OJ000221 01 


.0313. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 





47287 




Start 


/(Joy 








End 


7547 






GI 


none 








Score 


57 






Exons 




/loo 


TOOT 

. . l£OO t 


*7 *3 1 1 
/Oil. 


.7409, 7479. .7547 






Seq. No. 


45845 








Seq. ID 


OJ000221 


_01.0313 


.C6 


Gene No. 


97084 








Strand 


- 






Start 


14^ y j 








End 


16101 






Name 


OJUUU^Zl Ul. 


U ox o 


. Lb . Ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


~t n ez a 








End 


7418 






GI 


none 








Score 


/ / 






Exons 


/ U fc>4 . . / 4 1 4 , 


/ U DO 


. . f LIZ , 


"7 1 Q O 


.7418 








Seq. No. 


45845 








Seq. ID 


OJ000221 


JU.0313 


.C6 


Gene No. 


97084 








Strand 


- 






ot art 


14 z y o 








End 


16101 






Name 


OJUUUzz 1 Ul . 


U Jl o 


. Cb . Ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


/lob 








End 


7547 






GI 


none 








Score 


115 






Exons 


11 OC TOO'} 


H *3 n D 


"7 A 1 c: 
. . / 4 10 , 


"7 /I "7 Q 

/ 4 / y . 


.7547 








Seq. No. 


45845 








Seq. ID 


OJ000221 


_01.0313 


.C6 


Gene No. 


97084 








Strand 








Start 


14293 








End 


16101 






Name 


OJ000221 01. 


0313 


.C6.o3. 


gs 


Method 


GENSCAN 






Start 


14293 








End 


16101 






GI 


none 








Score 


.62 






Exons 


14293. .14397, 14657. .14 


844, 15655. . 15748, 15802 


. .16101 




Seq. No. 


45846 








Seq. ID 


OJ000221 


Ul . Oolo 


. C / 


Gene No. 


97085' 








Strand 


+ 






Start 


2921 








End 


3619 






Name 


OJ000221 01. 


0313 


.C7.ol. 


np 


Method 


AAT/NAP 






Start 


2921 








End 


3619 






GI 


7510076 








Score 


74 






Exons 


2921. .3112, 


3447 


. .3619 












GI Descrip. 


hypothetical 


. protein Y50E8A.i 


- Caenorhabditis 


elegans 




Seq. No. 


45846 ' 








Seq. ID 


OJ000221 


_01.0313 


.C7 


Gene No. 


97086 








Strand 








Start 


650 








End 


711 






Name 


OJ000221 01. 


0313, 


.C7.ol. 


gs 


Method 


GENSCAN 






Start 


650 








End 


711 






GI 


none 








Score 


.78 






Exons 


650. .711 
















Seq. No. 


45847 








Seq. ID 


OJ000221 


_01.0313 


,C8 


Gene No. 


97087 








Strand 


+ 






ni.-v.j- 

btart 


608 








End 


783 






Name 


OJ000221 01. 


0313, 


.C8.ol. 


gs 


Method 


GENSCAN 






Start 


608 








End 


783 






GI 


none 








Score 


.68 






Exons 


608. .783 
















Seq. No. 


45847 








Seq. ID 


OJ000221 


_01.0313 


.C8 


Gene No. 


9.7088 








Strand 


+ 






Start 


107 6 








End 


1492 






Name 


OJ000221 01. 


0313. 


.C8.ol. 


gp 


Method 


AAT/GAP 







47288 




Start 


107 6 


End 


1 A ft O 

14 9^ 


GI 


none 


Score 


O 1 o 

olz 


Exons 


107 D . . 14 






Seq. No. 


A C O A O 

4 5o4 o 


Seq. ID 


/"\T/"\ftAOOT f~\ 1 /"\ -i — } r\ 

OJ0U0zzl_01 . 0313 . C9 


Gene No. 


97089 


Strand 




Start 


1 


End 


858 


Name 


OJ000221 01.0313.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


580 


GI 


9510 1.R1084 


Score 


691 


Exons 


1..148, 236. .329, 437. .580 






GI Descrip. 


? 2293288 1.0e-12 (AF008220) YtcB [Bacillus subtilis] 




>gi 2635571 emb CAB15065 (299119) similar to NDP-sugar 




epimerase [Bacillus subtilis] ' 




Seq. No. 


45848 


Seq. ID 


OJ000221_01.0313.C9 


Gene No. 


97089 


Strand 




Start . 


1 


End 


858 


Name 


OJ000221 01.0313.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start ■' ' ' 


12 


End 


831 


GI 


none 


Score 


170 


Exons 


12. .149, 12. .149, 13. .150, 14, 


..151, 17. 


.151, 236. .331, 237 




423. .596, 434. .781, 436. .831, 


804. .830 




Seq. No. 


45848 


Seq. ID 


OJ000221_01.0313.C9 


Gene No. 


97089 


Strand 




Start 


1 


End 


858 


Name 


OJ000221 01.0313.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


17 


End- 


858 


GI 


none 


Score 


210 


Exons 


17. .151, 18. .149, 236. .331, 237. .332, 407. .544, 411. .599, 




434. .781, 436. .858, 708. .854, 


802. .858 




Seq. No. 


45848 


Seq. ID 


OJ000221_01.0313.C9 


.Gene No. 


97089 


Strand 




Start 


1 


End 


858 


Name 


OJ000221 01.0313.C9.ol.gs 


Method 


GENSCAN 


Start 


19 


End 


852 


GI 


none 


Score 


.93 


Exons 


19. .148, 236. .329, 437. .852 






Seq. No. 


45848 


Seq. ID 


OJ000221_01.0313.C9 


Gene No. 


97089 


Strand 




btart 


1 


End 


858 • ■ 


Name • 


OJ000221 01.0313.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


278 


End 


834 


GI 


none 


Score 


4 6" 


Exons 


278. .331, 279. .332, 414. .566, 


433. .834, 


434. .787 


beq . no . 


45848 


Seq. ID 


OJ000221_01.0313.C9 


Gene No. 


97089 


Strand 




Start 


1 


End 


858 


Name 


OJ000221 01.0313.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


529 


End 


772 


GI 


none 


Score 


337 


Exons 


529. .771, 530. .772 







47289 




Seq. No. 


45849 




Seq. ID 


OJ000221 01.0313, 


,C10 


Gene No. 


97090 




Strand 


+ 




Start 


394 




End 


7006 




Name 


OJ000221 01. 0313. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


394 




End 


6590 




GI 


none 




Score 


. 9 




Exons 


394. .690, 1763. .1846, 6172. .6223, 6325 


. . 6590 




Seq. No. 


45849 




Seq. ID 


OJ000221 01.0313. 


. C10 


Gene No. 


97090 




Strand 


+ 




Start 


394 




End 


7006 




Name 


OJ000221 01. 0313. C10. ol 


.np 


Method 


AAT/NAP 




Start 


3250 




End 


7006 




GI 


6063557 




Score 


366 




Exons 


3250. .3280, 6424. .6605, 


6854. 


.7006 






GI Descrip. 


(AP000615) similar to dJ522J7 


.2 {Z9888 


5) [Oryza sativa] 




Seq. No. 


45849 




Seq. ID 


OJ000221_01.0313. 


C10 


Gene No. 


97091 




Strand 






Start 


7896 ' 




End 


10376 




Name 


OJ000221 01. 0313. C10. o2, 


.np 


Method 


AAT/NAP 




Start 


7896 




End 


10376 




GI 


4584355 




Score 


1193 ■ 




Exons 


7896. .8565, 8791. .8953, 


9161. 


.9894, 10187. .10376 




GI Descrip.. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


45849 




Seq. ID 


OJ000221_01.0313. 


C10 


Gene No. 


97091 




Strand 






Start 


7896 




End 


10376 




Name 


OJ000221 01. 0313. C10. ol. 


■ tm 


Method 


TBLASTX: Maize 




Start 


9353 




End 


9817 




GI 


none 




Score 


252 




Exons 


9353. .9817, 9354. .9812, 


9359. 


.9817 






Seq. No. 


45849 




Seq. ID 


OJ000221_01.0313. 


C10 


Gene No. 


97091 




Strand 






Start 


7896 




End 


10376 




Name 


OJ000221 01. 0313. C10. o2. 


, tm 


Method 


TBLASTX: Maize 




Start 


9888 




End 


10129 




GI 


none 




Score 


58 




Exons 


9888. .9956, 9899. .9958, 


9901. 


.9963, 9951. .10127, 9952.. 10125, 




10088. .10129 










Seq. No. 


45850 




Seq. ID 


OJ000221_01. 0313. 


Cll 


Gene No. 


97092 




Strand 


+ 




Start 


177 




End 


741 




Name 


OJ000221 01.0313.Cll.ol: 


gs 


Method 


GENSCAN 




Start 


177 




End 


741 




GI 


none , 




Score 


.48 




Exons 


177. .285, 313. .527, 725. 


.741 








Seq. No. 


45850 




Seq. ID 


OJ000221_01.0313. 


Cll 


Gene No. 


97093 




Strand 






Start . 


924 




End 


1197 




Name 


OJ000221 01.0313.Cll.o2. 


gs 


Method 


GENSCAN 




Start 


924 




End 


1197 




GI 


none 




Score 


.44 





47290 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



924. .950, 1079. .1197 



45851 
97094 
5739 

OJ000221 
5739 
7486147 
5739. .5757, 



Seq. ID OJ000221_01.0313.C12 
Strand + 
End 12287 
Method AAT/NAP 
End 11565 
Score 226 
11522. . 11565 

hypothetical protein F25I24.40 - Arabidopsis thaliana 
gi| 4539357 | emb | CAB4 0051 . 1 | (AL049525) putative protein 
[Arabidopsis thaliana] gi | 726778 1 | emb | CAB81184 . 1 | (AL161518) 
putative protein [Arabidopsis thaliana] 



01.0313.C12.ol.np 



9266. .9928, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45851 
97094 
5739 

OJ000221_01.0313.C12.o4.gs 

10094 

none 



Seq. ID OJ000221_01.0313.C12 

Strand + 

End 12287 

Method GENSCAN 

End 12287 

Score .73 



10094. .10187, 11291. .11664, 11813. .12287 



Seq. No. 45851 
Gene No. 97094 
Start 5739 

Name ■ OJ000221_01 . 0313 . C12 . o2 . np 

Start 10847 

GI 6324074 

Exons 10847 . . 10960 

GI Descrip. Contains seven cystei 
retroviral-type 1 ; Gis 
HYPOTHETICAL 17.1 KD 
gi|2131945|pir| IS6322 
(Saccharomyces cerevi 
N0852 [Saccharomyces 



Seq. ID OJ000221_01.0313.C12 

Strand + 

End . 12287 - 

Method " AAT/NAP 

End 10960 

Score 75 



ne rich zinc finger motifs of the ? CCHC 
2p gi | 173084 3 | sp | P5384 9 | YNZ5_YEAST 
PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
8 hypothetical protein YNL255c - yeast 
siae) gi| 1255963 | emb | CAA65489 | (X96722) ORF 
cerevisiae] gi | 1302303 | emb | CAA96162 | (Z71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45851 
97095 
8127 

OJ000221_01. 

4077 

none 

4077. .4196, 
8406. .8474 



0313.C12.ol.tw 



4081. .4179, 4134, 



Seq. ID OJ000221_01.0313.C12 

Strand . - 

End 8671 

Method TBLASTX : Wheat 

End 8480 

Score 166 

.4193, 8352.. 8480, 8353.. 8460, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 
Gene No. 
Start 
Name 



45851 
97095 
8127 

OJ000221 

4083 

none 



Seq. ID OJ000221_01.0313.C12 



01.0313.C12.o2.tm 



Strand 
End 

Method 

End 

Score 



8671 

TBLASTX: Maize 

8463 

167 



4083. .4184, 4084. .4182, 8355.-8462, 8356. .8463 



45851 * Seq. ID 

97095 Strand 

8127 End 

OJ000221_01 . 0313 . C12 . o3 . gs Method 



OJ000221_01.0313.C12 

8671 
GENSCAN 



47291 



Start 
GI 

Exons 



8127 
none 

8127. .8519, 8648. .8671 



End 8 671 

Score .96 



Seq. No. 45851 

Gene No. 97096 

Start 9317 

Name OJ000221_0i . 0313 . C12 . ol , 

Start 9317 

GI none 

Exons 9317.. 9484, 9476.. 9580, 
9827. .9928, 9850. .9927 



Seq. ID OJ000221_01.0313.C12 
Strand 

End 9928 

tm Method TBLASTX : Maize 

End 9928 

Score 74"" 
9480. .9581, 9578. .9841, 9670. .9852, 



Seq. No. 45852 

Gene No. 97097 

Start 523 

Name OJ000221_01 . 0313 . C13 . ol . 

Start 523 

GI none ■ 

Exons 523.. 678 



gs 



Seq. ID OJ000221_01.0313.C13 

Strand + 

End 678 

Method GENSCAN 

End 678 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45852 
97098 
.2319 

"6j000221_01.0313.C13.ol. 
57 

none 

57. .113, 150. .209, 1300, 
1494. .1583, 1515. .1583, 

45852 
97098 
2319 

OJ000221_01.0313.C13.ol. 

1409 

none 

1409. .1477, 1409. .1480, 
1687.. 1737 



tm 



Seq. ID OJ000221_01.0313.C13 
Strand 

End 2580 . 

Method TBLASTX: Maize 

End 1682 

Score 42 



.1422, 1301. .1417, 1415. .1459, 
1596.". 1682, 1601. . 1681 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_01.0313.C13 
2580 

TBLASTX: Wheat 

1737 

60 



1485. .1697, 1506. .1571, 1614. .1658, 



Seq. No. 45852 

Gene No. 97098 

Start 2319 

Name OJ000221_01 . 0313 . C13 . o2 , 

Start 2319 

GI . . none 

Exons 2319.. 2376, 2537.. 2580 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_01.0313.C13 

2580 
GENSCAN 
2580 
. 96 



Seq. No.' . 45853 

Gene No. 97099 

Start 51 

Name OJ000221_01 . 0313 . C14 . ol . gs 

Start 51 

GI none 

Exons 51.. 386, 494.. 662, 1901.. 2160 



Seq. ID OJ000221_01.0313.C14 

Strand + 

End 2160 

Method GENSCAN 

End 2160 

Score .69 



Seq. No. 
Gene No. 



45853 
97100 



Seq. ID OJ000221_01.0313.C14 
Strand + 



47292 



Start 9669 End 9886 

■Name ' OJ000221_01 . 0313 . C14 . o2 . np Method AAT/NAP 

Start 9669 End 9886 

GI 4680186 Score 162 

Exons 9669. . 9886 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 45853 ' Seq. ID 

Gene No. 97101 Strand 

Start 3836 End 

Name OJ000221_01 . 0313 . C14 . ol . np Method 

Start 3804 End 

GI 6594311 Score 

Exons 3804.. 4768 

GI Descrip. (AB035668) bulb chitinase-1 [Tulipa bakeri] 



OJ000221_01.0313.C14 

4768 
AAT/NAP 
4768 
732 



Seq. No. 45853 Seq. -ID 

Gene No. 97101 Strand 

Start 3836 End 

Name OJ000221_01 . 0313 . C14 . ol .' tm Method 

Start 3814 End 

GI none Score 

Exons 3814.. 3906, 3830.. 4216, 3834.. 4214 



OJ000221_01.0313.C14 
4768 

TBLASTX: Maize 

4216 

72 



IJ 



Seq. No. 45853 

Gene No. 97101 

Start 3836 

Name OJ000221_01 . 0313 . C14 . o2 . gs 

Start 3836 

GI none 

Exons 3836. .4702 



Seq. ID OJ000221__01.0313.C14 
Strand 

End 4 7 68 

Method GENSCAN 

End 4702 

Score ' . 68 



Seq. No. 45853 
Gene No. 97101 

Start ' 3836 

Name ' OJ000221_01 . 0313 . C14 . ol . ts 
Start 3842 
GI none 

Exons 3842.. 4282, 4289.. 4438, 4290, 

4554. .4688 



Seq. ID OJ000221_01.0313.C14 
Strand 

End 4 7 68 

Method TBLASTX : Soybean 

End' 4705 

Score 78 

.4439, 4406. .4621, 4553. .4705, 



Seq. No. 45853 

Gene No. 97101 

Start 3836 

Name OJ000221_01 . 0313 . C14 . o2 

Start 4217 

GI none 

Exons 4217.. 4315, 4218.. 4286, 
4634. .4705 

Seq. No. 45854 

Gene No. 97102 

Start 150 

Name OJ000221_01 . 0313 . C15 . ol 

Start 150 

GI 6069653 

Exons 150.. 187, 1452.. 2264, 2 



Seq. ID OJ000221_01.0313.C14 

Strand - ' * 

End 4768 

.tm Method TBLASTX : Maize 

End 4706 

Score 80 
4292. .4705, 4293. .4 703, 4 632. .4 70 6, 



Seq. ID OJ000221_01 .0313. CIS 

Strand + 

End 3340 

.np Method AAT/NAP 

End 3340 

Score 772 
294. .3340 



47293 




GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


45854 


Seq. ID 


OJ000221 01. 0313. C 


Gene No. 


97102 


Strand 


+ 


Start 


150 


End 


3340 


Name 


OJ000221_01.0313.C15.ol . 


gs Method 


GEN SCAN 


Start- 


1574 


' End 


'2208 


GI 


none 


Score 


. 85 


Exons 


1574 . . 2208 






Seq. No. 


45854 


Seq. ID 


OJ000221_01.0313.C 


Gene No. 


97103 


Strand 


+ 


btart 


5982 


End 


64 /5 


Name 


OJ000221 01.0313.C15.ol. 


gp Method 


AAT/GAP 


Start 


5982 


End 


6475 


GI 


1251 1.R1084 


Score 


907 


Exons 


5982. .6475 






GI Descrip. 


■5852170/emb|AL117265. 1| 


OST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 T 





Seq. No. 


45854 








Seq. ID 


OJ000221_01.0313 


.C15 




Gene No. 


97104 








Strand 








Start 


6216 








End 


7131 






Name 


■ OJ000221 01 


.0313 


.C15.o2 


. np 


Method 


AAT/NAP 




i Jjj 


Start 


6184 








End 


7131 




i .sc. 


GI 


6594311 








Score 


692 






Exons 


6184.. .7131 














Xisz, 


GI Descrip 


(AB035668) 


bulb 


chitinase-1 


[Tulipa bakeri] 




17* 


Seq. No. 


45854 








Seq. ID 


OJ000221_01.0313 


.C15 




Gene No. 


97104 








Strand 






H 

3 L5 


Start 


6216 








End 


7131 






Name 


OJ000221 01 


.0313 


.C15.ol 


.tm 


Method 


TBLASTX': Maize 




A.s=. 


Start 


6205 








End 


6596 






GI 


none 








Score 


389 






Exons 


6205. . 6594, 


6213 


. .6596 












Seq. No. 


'^•.4 5854 








Seq. ID 


OJ000221_01.0313 


;C15 




Gene No. 


97104 








Strand 








Start 


6216 








End 


7131 






Name 


OJ000221 01 


.0313 


.C15.o3 


.gs 


Method 


GENSCAN 






Start 


6216 








End 


7076 






GI 


none" 








Score 


. 98 






Exons 


6216. .7076 
















Seq. No. 


45854 








Seq. ID 


OJ000221_01.0313 


.C15 




Gene No. 


97104 








Strand 








Start 


6216 








End 


7131 






Name 


OJ000221 01 


.0313 


.CIS.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


6222 








End 


7083 






GI 


none 








Score 


83 






Exons 


6222. .6764, 


6795 


. .6944, 


6927 


. .7082, 6997. .7083 






Seq. No. 


45854 








Seq. ID 


OJ000221_01.0313 


.C15 




Gene No. 


97104 








Strand 








Start 


6216 








End 


7131 






Name 


OJ000221 01 


.0313 


,C15.o2 


. tm 


Method 


TBLASTX: Maize 





47294 





btart 


dj y / 






End 


7082 






GI 


none 






Score 


73 






Exons 


6597. .6689, 6598. 


. 6663/ 


6651 . 


.6764, 6652.. 6762,. 


6795 . . 7082, 






bo U2 . . 1 Uo U 














Seq. No. 


45854 






Seq. ID 


t~\ T A A A O O 1 

OJU00221 


_01.0313.C15 




Gene No. 


97104 






Strand 








Start 


b2 1 6 






End 


/ 131 






Name 


OJUU0221 01.0313. 


Clo . o2 


.gp 


Method 


AAT / GAP 






Start 


/n a o 
6 / U2 






End 


/lib 






GI 


none 






Score 


814 






Exons 


6 /U2 . . / 116 














Seq. No. 


45855 






Seq. ID 


r\ T A A A O O 1 

OJUUU221 


_01.0313.C17 




Gene No. 


97105 






Strand 


+ 






Start 


y 4 y 






End 


1 A O O 

14 32 






Name 


OJUUU221 U1.U313. 


CI / . Ol 


.gs 


Method 








Start 


94 9 






End 


1 A O O 

14 32 






GI 


. none 






. Score 


.78 






Exons 


94 9..1UU5, 1U4 2 . . 


1 1 "1 1 
111 1 , 


IOC/" 

1356 . . 


1432 








Seq. No. 


45855 






Seq. ID 


OJ00022 1 


_01.0313.C17 




. Gene No . 


97106 






Strand 








Start 


1 O T O 

18 /8 






End 


4 423 




M 


Name 


/~\TAAAOAn AT A*51*!l 

OJ000221 01.0313. 


C17 . o2 


.gs 


Method 


GENSCAN 






Start 


1878 






End 


O r o O 

3582 




Ms 

s b? 

f'l 


GI 


none 






Score 


.55 




Exons 


1878 . . 2424 , 27 91. 


. 2917 , 


3297 . 


.3582 






1. Li 


- 

Seq-.,* No . 


/I c o c c 






Seq. ID 


OJ000221 


AT AOIO r>1 1 

01 . 0313 . C17 






97106 






Strand 








Start 


1878 






End 


4423 




a: 


Name 


OJ000221 01.0313. 


C17.ol 


.np 


Method 


AAT /NAP 




r i 


Start 


1963 






End 


4423 






GI 


7489002 






Score 


56 






Exons 


1963.. 2028, 2058. 


.2170, 


2198. 


.2424, 4373.-4423 




ia-.tSs 


GI Descrip. 


extensin-like ■ protein DiflO precursor 


- tomato 


(fragment) 



Q gi|1491720|emb|CAA67813.1| 
[Lycopersicon esculentum] 

u Seq. No. 45856 

Gene No. 97107 

Start 2296 

Name OJ000221_01 . 0313 . C18 . o2 . gs 

Start 2296 

GI none 

Exons 2296.. 3555 



(X99451) extensin-like protein DiflO 



Seq. ID OJ000221_01 . 0313. CIS 

Strand + 

End 4073 

Method GENSCAN 

End 3555 

Score .86 



Seq. No. 45856 Seq. ID 

Gene No. 97107 Strand 

Start 2296 End 

Name OJ000221_01 . 0313 . C18 . ol . np Method 

Start 2331 End 

GI 6069646 Score 

Exons 2331.. 2799, 3082.. 4073 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 



OJ000221_01.0313.C18 
+ 

4073 
AAT/NAP 
4073 
754 



47295 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 45856 

Gene No. 97108 

Start 5564 

Name OJ000221_01 . 0313 . C18". o3 . tm 

Start 2335 

GI none 

Exons 2335.. 3021, 2367.. 2540, 2580. 



Seq. ID OJ000221_01.0313.C18 

Strand + 

End 7407 

Method TBLASTX: Maize 

End 3021 

Score 489 

.2729, 2766. .2795, 2817. .3020 



Seq. No. 45856 Seq. ID 

Gene No. 97108 Strand 

Start 5564 End 

Name OJ000221_01 . 0313 . C18 . ol . tw Method 

Start 2662 End 

GI none Score 

Exons 2662.. 2958, 2947.. 3102 



OJ000221_01.0313.C18 
+ 

7407 

TBLASTX: Wheat 

3102 

234 



Seq. No. 45856 Seq. ID 

Gene No. 97108 Strand 

Start 5564 End 

Name OJ000221_01 . 0313 . C18 . o5 . tm Method 

Start 3081 End 

GI none Score 

Exons 3081.. 3260, 3082.. 3258, 3265.. 3342 



OJ000221_01.0313.C18 
+ 

7407 

TBLASTX: Maize 

3342 

188 



H Seq. No. 4 5856 . :f* Seq. ID 

W Gene No. 97108 Strand 

U Start 5564 End 

ri I Name OJ000221_01 . 0313 . C18 . o2 . tw Method 

'J Start 3265 End 

7, GI none Score 

H Exons 3265. .3402,' 3522. .3647 



OJ000221_01.0313.C18 
+ 

7407 

TBLASTX: Wheat 

3647 

95 



Seq. No. 45856 
Gene No. • * 97108 " 

Start 5564 

Name OJ000221_01 . 0313 . C18 . o4 . tm 

Start 3582 

GI none 

Exons 3582.. 3827, 3582.. '3680, 3596. 



Seq. ID OJ000221_01.0313.C18 

Strand + 

End 7407 

Method TBLASTX : Mai ze 

End 4055 

Score 222 
.3697, 3846. .4055 



Seq. No. 45856 Seq. ID 

Gene No. 97108 Strand 

Start 5564 End 

Name OJ000221_01 . 0313 . C18 . o3 . gs Method 

Start 5564 End 

GI none Score 

Exons 5564.. 7399 



OJ000221_01.0313.C18 
+ 

7407 
GEN SCAN 
7399 
.95 



Seq. No. 45856 Seq. ID 

Gene No. 97108 Strand 

Start 5564 End 

Name OJ000221_01 . 0313 . C18 . o2 . np Method 

Start 5855 End 



OJ000221_01.0313.C18 
+ 

7407 

AAT/NAP 

7407 



47296 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7269889 Score 1178 

5855.. 7407 

(AL161575) Ca2+-transporting ATPase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000221_01.0313.C18 

Strand + 

End 7407 

Method AAT/GAP 

End 6430 

Score 1074 



45856 
97108 - 
5564 

OJ000221_01 . 0313 . C18 . ol . gp 
5888 

uC-osflm202107c02bl 
5888. .6430 

, 4914414/emb|CAB43665.1| 1.0e-31 (AL050352) Ca2+-transporting 
ATPase-like protein [Arabidopsis thaliana] 1 



45856 
97108 
5564 

OJ000221_01.0313.C18.o2.ts 

5948 

none 

5948. .6292, 5992. .6168 

45856 
97108 
5564 

OJ000221_01.0313.C18.o2.tc 

5954 

none 



Seq. ID OJ000221__01.0313.C18 

Strand + 

End 7407 

Method TBLASTX : Soybean 

End 6292 

Score 278 



Seq. ID OJ000221_01.0313.C18 

Strand + 

End 7407 

Method TBLASTX : Cress 

End 7405 

Score 172 



5954. .6301, 6031. .6276, 6361. .6450, 6362. .6451, 7193. .7405, 
7204 . .7323 



Seq. No. 45856 

Gene No. 97108 

Start 5564 

Name OJ000221_01 . 0313 . CI 8 . ol . tm 

Start 6130 

GI none 
Exons 



Seq. ID OJ000221_01.0313.C18 

Strand + 

End 7407 

Method TBLASTX : Maize 

End -6637 

Score 172 

6130. .6282, 6131. .6301, 6212. .6613, 6252. .6374, 6361. .6636, 
6362. .6637 



Seq. No. 45856 

Gene No. 97108 

Start 5564 

Name OJ000221_0.1 . 0313 . C18 . o3 . ts 

Start 6361 

GI none 

Exons *■ -6361. .6456, 6362.. 6442, 6454, 

Seq. No. 45856 

Gene No. 97108 

Start 5564 

Name OJ000221_01 . 0313 . C18 . ol . tc 

Start 6488 

GI none 

Exons 6488.. 7006, 6514.. 6996 



Seq. ID OJ000221_01.0313.C18 

Strand + 

End 7407 

Method TBLASTX : Soybean 

End 6628 

Score 93 
.6627, 6461.. 6628 

Seq. ID OJ000221_01. 0313.C18 

Strand + 

End 7407 

Method TBLASTX: Cress 

End 7 006 

Score 441 



47297 



Seq. No. 


45856 




Seq. ID 


OJ000221_01.0313.Cl-8 


Gene No. 


97108 




Strand 


+ 


Start 


5564 




End 


7407 


Name 


OJ000221 01 


0313 C18 ol ts 


Method 


TBLASTX : Soybean 


Start • 


6689 ~~ 




End 


7342 


GI 


none 




Score 


299 




6689 7006 


6784 6996 7046 


.7165, 7166. .7270, 7232. .7342 


Seq. No. 


45856 




Seq. ID 


OJ000221_01.0313.C18 


Gene No. 


97108 




Strand 


+ 


Start 


5564 




End 


7407 - 


Name 


OJ000221 01 


0313 C18 o2 tm 


Method 


TBLASTX: Maize 


Start 


6775 ~~ 




End 


7129 


GI 


none 




Score 


518 


F.xons 


6775 7128. 


6776. .7129 






Sea No 


45857 




Seq. ID 


OJ000221_01.0313.C19 


Gene No . 


97109 




Strand 


+ 


OLal L 


1 




End 


916 


Name * 


OJ000221 01 


..0313.C19.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


916 


GI 


7269889 




Score 


939 


Exons 


1. .916 








GI D.e scrip. 


(AL161575) ( 


3a2+-transporting ATPase-like protein [Arabidopsis 




thaliana] 









Seq. No. 45857 

Gene No. 97110 

Start 5982 

Name OJ000221_01 . 0313 . C19 . o2 . gp 

Start 5982 

GI 3759960 

Exons 5982.. 6049 



Seq. ID OJ000221_01.0313.C19 

Strand + 

End 6049 

Method AAT/GAP 

End 604 9 

Score 69 



Seq. No. 45857 Seq. ID 

Gene No. 97111 Strand 

Start 3670 End 

Name ' OJ000221_01 . 0313 . C19 . ol . gp Method 

Start 3670 End 

GI 960_1.R1084 Score 

Exons 3670.. 4272, 4643.. 4971 
GI Descrip. ' 2407800/emb | CAA73155 | 1. 

[Arabidopsis thaliana] 1 



OJ000221_01.0313.C19 

4971 
AAT/GAP 
4971 
1809 



Oe-49 (Y12575) histone H2A.F/Z 



Seq. No. 45857 Seq. ID 

Gene No. 97111 Strand 

Start 3670 ' End 

Name OJ000221_01 . 0313 . C19 . o2 . np Method ' 

Start 3979 End . 

GI 6319146 Score' 

Exons 3979.. 4272, 4643.. 4765 

GI Descrip. (AF193345) H2A protein [Oryza sativa] 



OJ000221_01.0313.C19 

4971 
AAT/NAP 
4765 
634 



Seq. No. 45857 

Gene No. 97112 

Start 7930 

Name OJ000221 01 . 0313 . CI 9 . o3 . np 



Seq. ID OJ000221_01.0313.C19 
Strand 

End 9692 

Method AAT/NAP 



47298 



Start 7930 End 9692 

GI 7339712 Score 187 

Exons 7930.. 8275, 9672.. 9692 

GI Descrip. (AP001539) Similar to Arabidopsis thaliana chromosome II BAC 
T3F17; unknown protein. (AC005397) [Oryza sativa] 



Seq. No. 


45857 






Seq, ID 


OJ000221 01.0313 


.C19 


"Gene No. 


97113 






Strand 






Start 


10652 






End 


11478 




Name 


OJ000221 01 


.0313, 


.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 






End 


871 




GI 


none 






Score 


665 




Exons 


2 . .493, 52 . 


. 378, 


580. .861, 


587 . . 871 






Seq. No. 


45857 






Seq. ID 


OJ000221 01.0313, 


. C19 


Gene No . 


97113 






Strand 






Start 


10652 






End 


11478 




Name 


GJ000221 01 


.0313. 


C19.ol.tm 


Method 


. TBLASTX: Maize • 




Start 


23 






End 


877 




GI 


none 






Score 


614 




Exons 


23. . 493, 64 


. . 486, 


571 870. 


587 . . 877 






Seq. No. 


45857 






Seq. ID 


OJ000221 01 0313 


. C19 


G^ne No 


97113 






Strand 






Start 


10652 






End 


11478 




Name 


OJ000221 01. 


.0313. 


C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


70 






End 


856 




GI 


none 






Score 


535 




Exons 


70. .486, 71. 


. .493, 


586. .789, 


587 856 






Seq. No. 


45857 






Seq. ID 


OJ000221 01 0313 


. C19 


Gene No . 


97113 






Strand 






Start 


10652 






End 


11478 




Name 


OJ000221 01. 


.0313. 


C19.o2. tw 


Method 


TBLASTX: Wheat 




Start 


562 






End 


876 




GI 


none 






Score 


238 




Exons 


.,£62.. 876, 587.. 868 








Seq. No. 


45857 






Seq. ID 


OJ000221 01 0313 


, C19 


Gene No . 


97113 






Strand 






Start 


10652 






End 


11478 




Name 


OJ000221 01. 


,0313. 


C19.o2. tm 


Method 


TBLASTX :Maize 




Start 


3955 






End 


4278 




GI 


none 








306 
j \j \j 






3955. .4278, 


3977. 


.4273' 








Seq. No. 


45857 






Seq. ID 


OJ000221_01.0313. 


C19 


Gene No." 


97113 






Strand 






Start 


10652 






End 


11478 




Name 


OJ000221 01. 


0313. 


C19.o2. ts 


Method 


TBLASTX : Soybean 




Start 


3970 






End 


4279 




GI 


none 






Score 


304 




Exons 


3970. .4278, 


3980. 


.4279 








Seq. No. 


45857 






Seq. ID 


OJ000221_01.0313. 


C19 


Gene No. 


97113 






Strand 






Start 


10652 






End 


11478 





47299 



Name OJ000221JD1 . 0313 .C19 . ol . tw Method 

Start 3976 End 

GI none Score 

Exons 3976.-4278, 3977.. 4273 

Seq. No. 45857 Seq. ID 

Gene No. 97113 '* Strand 

Start 10652 End* - 

Name OJ00022 1_01 . 0313 . CI 9 . o2 . tc Method 

Start 3976 End 

GI none Score 

Exons 3976.-4278, 3977.. 4273 



TBLASTX: Wheat 

4278 

334 



OJ000221_01.0313.C19 
11478 

TBLASTX: Cress 

4278 

269 



Seq. No, 45857 Seq. ID 

Gene No. 97113 Strand 

Start 10652 End 

Name OJ000221_01 . 0313 . CI 9 . o2 . gs Method 

Start . 10652 End 

GI . none Score 
Exons 



OJ000221_01.0313.C19 

11478 
GENSCAN 
11478 
.41 



10652. . 10682, 10727 .. 10837, 11375. .11478 



Seq. No. 45858 
Gene No. 97114 
Start 2107 • 

Name OJ000121_08 . 0306 . C2 . ol . tw 

Start • 2107 

GI none 

Exons 2107.. 2142, 2337.. 2408, 2338, 

2502.. 2591, 2522. .2599, 2657, 
2717. .2746, 3359. .3436, 3372, 
3442. .3492, 3442. .3489 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2406, 2340 
.2710, 2674 



OJ000121 08. 0306. C2 



3492 

TBLASTX: Wheat 
3492 
60 

2417, 2480. .2593, 
2703, 2702.. 2746, 



,3437, 3373. .3435, 3440. .3490, 



Seq. No. 45858 

Gene No. 97114 

Start 2107 

Name OJ000121_08 . 0306 . C2 . ol . ts 

Start 2349 

•GI none 

Exons 2349. -.2408, 2352.. 2417, 2486. 

2662.. 2700, 2669. .2746, 2674. 



Seq. ID OJ000121_08.0306.C2 
Strand 

End 34 92 

Method TBLASTX : Soybean 

End 3490 

Score 102 

.2593, 2496. .2597, 2522. .2599, 
.2736, 3384..3482, 3386. .3490 



Seq. No., 45859 

Gene No. 97115 

Start 268 

Name OJ000121_08 . 0306 . C5 . ol . 

Start 268 

GI none 

Exons 268.. 504, 270.. 503, 370 

Seq. No. 45859 

Gene No. 97115 

Start 268 

■ Name OJ000121_08 . 0306 . C5 . o2 . 

Start 284 

GI none 

Exons 284.. 307, 286.. 504, 287 
621. . 647 



Seq. ID OJ000121_08 .0306.C5 
Strand 

End 2431 

ts . Method TBLASTX : Soybean 

End 691 

Score 306 
. .519, 392. .520, 602. .691,' 609. .689 

Seq. ID OJ000121_08.0306.C5 
Strand 

End 2431 

tc Method TBLASTX : Cress 

• End 64 7 

Score 36 
..322, 351. .503, 392. .505, 410. .505, 



47300 



Seq. No. 


45859 






Seq. ID 


OJ000121_08.0306.C5 


Gene No . 


97115 






Strand 




Start 


268 






End 


2431 


Name 


OJ000121 08 


.0306 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


330 






End 


2214 


GI 


none 






Score 


82 


Exons 


330.. 500, 346. .'501, 351.. 500, 


599. .706 


, 602. .844, 609. .845, 




615. .845/ 8 


54. .892, 858. .896, 


971. .1105, 975. .1115, 987. .1103, 




1022. .1105, 


1228 


..1401, 1242., 


.1295, 1249. .1401, 1997. .2110, 




1999. .2100, 


2191 


..2214, 2193., 


.2213 




Seq. No. 


45859 






Seq. ID 


OJ000121 08. 0306. C5 


Gene No . 


97115 






Strand 




Start 


268 






End 


2431 


Name 


OJ000121 08 


.0306 


.C5.ol.tw 


Met hod 


TBLASTX • Wheat 


■Start 


337 






End 


761 


GI 


none 






Score 


4 1 


Exons 


337. .390, 370. .504, 396. .503, 


602. .760 


, 609. .761 


Seq. No. 


45859 






Seq. ID 


OJ000121_08.0306.C5 


Gene No . 


97115 






Strand 




Start 


268 






End 


2431 


Name 


OJ000121 08 


.0306, 


.C5.o3.ts 


Method 


TBLASTX: Soybean 


Start 


692 






End 


896 


GI 


none 






Score 


202 


Exons 


692. .844, • 693. .851, 858. .8 96 






Seq. No. 


45859 






Seq. ID 


OJ000121_08.0306.C5 


Gene No. 


97115 






Strand 




Start 


268 






End 


2431 


Name 


OJ000121 08 


.0306. 


.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


858 






End 


2092 


GI 


none 






Score 


47 


Exons 


858. .896, 860. .916, 970. .1104, 


975. .1109, 1011. .1106, 




1227. .1403, 


1228. 


..1401, 1228.. 


,1404, 1994.. 2092 


Seq. No. 


45859 






Seq. ID 


OJ00012f_08.0306.C5 


Gene No. 


97115 






Strand 




Start 


268 






End 


2431 


Name 


OJ000121 08 


.0306. 


,C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1240 






End 


2410 


GI 


none 






Score 


191 


Exons 


1240. .1401, 


1249. 


.1401, 1993.. 


2082, 1994.. 2110, 2185.. 2400, 




2186. .2410, 


2188. 


,.2409 






Seq. No. 


45859 






Seq. ID 


OJ000121_08.0306.C5 


Gene No . 


97115 






Strand 




Start 


268 






End 


2431 


Name 


OJ000121 08 


.0306. 


C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


2174 






End 


2431 


GI 


none 






Score 


199 


Exons 


2174. .2335, 


2214 . 


!2336, 2215.. 


2337, 2215.. 2337, 2328. .2399, 




2329. .2400, 


2338. 


.2397, 2339.. 


2431 




Seq. No. 


45859 






Seq. ID 


OJ000121_08.0306.C5 


Gene No. 


97115 






Strand 





47301 



Start 


268 






End 


2431 




Name 


OJ000121 08 


. 0306. 


C5 o3 tc 


Method 


TBLASTX : 


Cress 


Start 


2179 ~ 






End 


2400 




GI 


none 






Score 


95 




Exons 


2179 .2244. 


2186. 


2245, 2240 


. .2365, 


2251. .2364, 


2368 2400 


Sea. No. 


45860 






Seq. ID OJ000121 


08 0306 C7 


Gene No. 


97116 






Strand 


+ 




Start 


2975 






End 


5269 




Name 


OJ000121 08 


.0306. 


C7.ol.gp 


Method 


AAT/GAP 




Start 


2975 






End 


4599 




GI 


LIB3434-025 


-Pl-Kl 


-C2 


Score 


847 




Exons 


2975. .3204, 


3291. 


.3395, 4355 


. .4412, 


4517. .4599 




GI Descrip. 


'2435511 4. 


0e-29 


(AF024504) 


contains 


similarity 


to prolyl 



4-hydroxylase alpha subunit [Arabidopsis thaliana] 1 



Seq. No. 45860 
Gene No. 97116 

Start - 2975 

Name OJ000121_08 . 0306 . C7 . o2 . tm 

Start 3106 
GI none 

Exons 3106. .3204, 3106.. 3204, 3114, 

3326. .3397, 3333. .3395 



Seq. ID OJ000121_08.0306.C7 

Strand + 

End 5269 

Me t hod T BLAS TX : Ma i z e 

End 3397 

Score 118 

.3209, 3294. .3395, 3311. .3385, 



Seq. No. 45860 
Gene No. 97116 
Start 2975 

Name OJ000121_08 . 0306 . C7 . ol . tc 

Start 3108 
GI none 

Exons 3108.. 3188, 3109.. 3204, 3294. 

4499. .4594, 4504. .4692, 4515. 
4952. .5080, 5129. .5251, 5134. 



Seq. ID OJ000121_08.0306.C7 

Strand . + 

End 5269 

Method TBLASTX : Cress 

End 5251 

Score 106 

.3389, 3308.. 3442, 4352.. 4429, 
.4691, 4939. .5079, 4949. .5098, 

.5250 



Seq. No. 45860 
Gene No. 97116 
Start 2975 

Name OJ000121_08 . 0306 . C7 . ol . ts 

Start 3108 
GI none 
Exons 3108. 

4503. 
4945. 



.3194, 
.4694, 
.5079, 
5149. .5241, 



3109. 
4504 . 
4946. 
5159. 



.3213, 3294. 

.4692, 4515. 

.5098, 4949. 
,5254 



Seq. ID . OJ000121_08 .0306.C7 

Strand + 

End 5269 

Method TBLASTX : Soybean 

End 5254 

Score 125 

.3395, 3308.. 3388, 4352.. 4429, 
.4694, 4809. .4838, 4812. .4838, 
.5080, 5129.. 5251, 5142.. 5177, 



Seq. No. 45860 

Gene No. 97116 

Start 2975 

Name OJ000121_08 . 0306 . C7 . ol . tm 

Start 4364 

GI none 

Exons 4364.. 4429, 4497.. 4691, 4504. 

4796.-4837, 4946. .5269, 4948. 



Seq. ID OJ000121_08.0306.C7 

Strand + 

End 5269 

Method TBLASTX : Mai ze 

End 5269 

Score 84 

.4692, 4545. .4697, 4791. .4838, 
.5253 . 



Seq. No. 
Gene No. 



45861 
97117 



Seq. ID OJ000121_08.0306.C9 
Strand + 



47302 




Start 


495 








End 


952 




Name 


OJ000121 08 


. 0306 


.C9.ol. 


rrn 


Met hod 


AAT / GAP 




Start 


495 ~ 








End 


952 




GI 


2429054 








Score 


775 




Exons 


495. . 952 














Sea. No 


* 45861 








Seq. ID 


OJ000121 


08 0306 C9 


Gene No 


97118 








Strand 






Start 


7399 








End 


7849 




Name 


OJ000121 08 


.0306 


.C9.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3265 








End 


7752 




GI 


none 








Score 


69 




Exons 


3265. .3360, 


5312 


. .5401, 


5519 


..5650, 5537. .5701, 


6386 6517. 




6429. . 6515, 


6781 


. . 6975, 


6863 


..6970, 7274. .7378, 


7403 7471. 




7642 . . 7752 














Seq. No. 


45861 








Seq. ID 


OJ000121 


08 0306 C9 


Gene No 


97118 








Strand - 






Start 


7399 








End 


7849 




Name 


OJ000121 08 


.0306 


.C9.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3265 








End 


7749 




GI 


none 








Score 


72 




Exons 


3265 . . 3351, 


5312 


. . 5401, 


5510 


. .5701, 5516. .5671, 


6386 6517 




6429 . . 6515, 


6781 


. . 6975, 


6863 


..6970, 7274. .7393, 


7403 7471 




7642. .7749 














Sea. No. 


45861 








Seq. ID 


OJ000121 


08 0306 C9 


Gene No. 


97118 








Strand 






Start 


7399 








End 


7849 




Name 


OJ000121 08 


.0306 


.C9.ol . 


ts 


Method 


TBLASTX : 


Q o vh p ^3 n 


Start 


3265 ~~ 








End 


7749 




GI 


none 








Score 


98 




Exons 


3265 . . 3360, 


5312 . 


. . 5401, 


5519 , 


..5701, 6386. .6517, 


6429 6515. 




6781 6975. 


6863 , 


6970, 


7274 . 


..7378, 7403. .7471, 


7642 7749 


Seq. No. 


45861 








Seq. ID 


OJ000121 


JD8.0306.C9 


Gene No. 


97118 








Strand 






Start 


7399 








End 


7849 




Name 


OJ000121 08 


. 0306 , 


. C9 . o3 . 




Method 


AAT /GAP 




Start 


7399 ~~ 








End 


7849 




GI 


1631692 








Score 


558 




Exons 


7399 7470. 


7602 , 


. .784 9 










Seq. No. 


45862 








Seq. ID 


OJ000121 


08 0306 C10 


Gene No. 


97119 








Strand 


+ 




Start 


59.6 








End 


1431 




Name 


OJ000121 08 


.0306. 


.ClO.ol 


.gp 


- Method 


AAT /GAP 




Start 


596' 








End 


1431 




GI 


40416 1.R1084 






Score 


1053 




Exons 


596. .1178, 


1377. . 


.1431 










GI Descrip. 


'2494115 l.i 


Oe-26 


(AC002376) Strong similarity to Arabidopsis 



AT H SARI (gb_M90418). ESTs gb_T44 122, gb_N65276, gb_AA04 1135 come 
from this gene. [Arabidopsis thaliana] ' 



Seq. No. 45863 Seq. ID OJ00012 1_08 . 0306 . Cll 

Gene No. 97120 Strand 

Start 869 End 2549 



47303 



Name 

Start 

GI 

Exons 



OJ000121_08 . 0306. CI 1 .ol. tc Method TBLASTX: Cress 
613 * End 2549 

none Score 7 4 

613. .690, 618. .689, 631. .690, 787. .810, 788. .910, 789. .911, 
998. .1114, 1000. .1140, 1000. .1140, 2424. .2549, 2461. .2544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45863 
97120 * 
869 

OJ000121_08.0306.Cll.ol.ts 

613 

none 



Seq. ID OJ000121_08.0306.C11 
Strand 

End 2549 

Method TBLASTX : Soybean 

End 2549 

Score 139 

613. .690, 786. .899, 788. .907, 789. .905, 1000. .1140, 1067. .1138, 
2424. .2549, 2452. .2547 



U 



■. ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45863 
97120 
869 

OJ000121_08.0306.Cll.ol.tm 

613 

none 



Seq. ID OJ000121_08.0306.C11 
Strand 

End • . 2549 

Method TBLASTX: Maize 

End 2549 

Score 63 



613. .690, 618. .689, 631. .690, 788. .910, 789. .911, 853. .912, 
869. .913, 1000. .1140, 1003. .1143, 2424. .2549, 2452. .2547 



45863 
97120 
869 

OJ000121_08.0306.Cll.ol.gp 
869 

16497 2.R1084 



Seq. ID OJ000121_08.0306.C11 
Strand 

End 2549 

Method AAT/GAP 

End 2549 

Score 578 



869. .911, 1001. .1142, 2426.-2549 

'2914706 3.0e-63 (AC003974) putative homeobox protein 
[Arabidopsis thaliana].' 



45864 
97121 
1 

OJ000121_08.0306.C12.ol.gp 
1 

16497_2.R1084 
1. . 101 

■2914706 3.0e-63 (AC003974). putative homeobox protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ000121_08.0306.C12 
Strand 

End 101 

Method - AAT/GAP 

End 101 

Score 174 



Seq. No. 45865 
Gene No. 97122 
Start 518 

Name . .OJ000121_08 . 0306 . C15 . ol . ts 
Start 517 
GI none 

Exons 517. .600, 518. .610, 698. .820, 701. .820, 703 

735. .848, 850. .888, 1484. .1540 



Seq. ID OJ000121_08.0306.C15 

Strand + 

End, 1540 

Method TBLASTX : Soybean 

End 1540 

Score 121 

31, 729. .833, 



Seq. No. 45865 

Gene No. 97122 

Start 518 

Name OJ00012 1_08 . 0306 . C15 . ol . gp 



Seq. ID OJ000121_08.0306.C15 

Strand + 

End 1540 

Method AAT/GAP 



47304 






SI ft Fnrl 


1 S 9 1 
IjZI 






-5 1 p| 7 ft 9 9 Cn nro 


4 1 "3 

fl 1 J 




Exons 


Rift fil n fiQQ R99 14Q7 1 S91 






C o rr Kin 


/QQct; Qo/t t n 
i jooj oeq. iu 


pTnnni9i hr n^n^ 

UJUUUl^l Uo . UjUD 


.LI J 


Gene -No. 


97122 Strand 


+ 




Start 


518 End 


1540 




Name 


n.T0nm91 flft H^Ofi PI S r»1 MofhnH 


TRT Z1QTY • Ma'-i *7<a 
1 o J_ifio 1 A . L v Ja X Z e 






Rift TTnH 


i s a n 

X D H U 




PT 


IlOIlc OCOlC 


1 11 
1j / 




DA VJi lO 


Sift fil fl Sift fil fl SI Q 69^ fiftft ftfld 
JlO • • UlUf JlO • • OIU; J17 t • Ol J; OOO t • OU4 


cqo ft 1 7 f^Qft 


fill 
Oil, 




79Q ft^^ 7^S ft^Q 14ftd 1SA0 






Seq. No. 


45866' Seq. ID 


OJ000121_08.0306 


.C16 


Gene No. 


97123 Strand 








OJO Hii ILi 


i doq 

1UU" 




Name 


nTnnni 9i nft n^n^ pi £ ai -1-™ Mof h^n 
uj uuuil! uo.ujud.lid.oi. liu LYie tnoo. 


l 0L1H.0 1 a . ixiai ze 




OLaX U 




71 7 
/ X / 




ui 


none ocore 


171 




TT" v /~\ t^i o 


1 9^4 ^ 1*37 907 9S7 *51 R 4^1 "31 
1 . . ^Jl f O • . 1 J / , ZU / • . ^ J / ; jij , . 4 j1, j1 


ft A 7 £ R Q7 £11 
0. • f± / 0 , Dy f . . DjZ; 


£7 C 
O/D 


Q r-s XT/-. 

oeq. in o . 


fioooD oeq. xu 


UJUUUIZi Uo.UJUo 


.lib 


P^n^ Mo 

UCliC LMVJ. 


97123 Strand 






Start 


636 End 


1009 




Name 


OJ000121 08.0306.C16.ol.gp Method 


AAT/GAP 






636 End 


1009 




PT 

VjX 


uC-osflM202084e04al Score 


736 




Exons 


636. .1009 






PT nQCPfi r""\ 
uX UcbLIip. 


■ 4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


45867 Seq. ID 


OJ000121JD8.0306 


.C20 


Gene No. 


97124 Strand 






u Lai L 


7 91 End 


1313 




Name 


OJ000121 08.0306.C20.ol.tw Method 


TBLASTX: Wheat 




o L. ci IT L 


791 End 


1313 




PT 


none Score 


68 




Exons 


791. .862, 962. .1144, 969. .1094, 1233.. 


1313 




Can 


45868 Seq. ID 


OJ000121JD8.0306 


.C21 




97125 Strand 






Start 


425 End 


536 




Name 


OJ000121 08.0306.C21.ol.gp Method 


AAT/GAP 




Start 


425 End 


536 




PT 


LIB3477-003-P1-K1-E9 Score 


124 




Exons 


425. .536 






ui uescrip, 


l 2498586/sp|Q40638 |MP01 0RYSA 2.0e-24 1 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (0RY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


45869 Seq. ID 


OJ000121_08.0306. 


.C22 


Gene No. 


97126 Strand 


+ 




Start 


' :-938 9 End ■ 


9788 




Name 


OJ000121 08.0306.C22.ol.gp Method 


AAT/GAP 




Start 


9389 End 


9788 




GI 


none Score 


800 





Exons 9389.. 9788 



47305 




Seq. No. 


45869 




Seq. ID 


OJ000121_08.0306 


.C22 


Gene No 


97127 




Strand 






^t art- 


13011 




End 


13521 




Name 


OJ000121 08.0306.C22 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9808 




End 


10097 




GI 


none 




Score 


2.10 




F" von ^ 


9808.. 9978, 9837.. 9977, 9966.. 10097, 9970.. 10095 




Qprr No 


45869 




Seq. ID 


OJ000121_08.0306 


. C22 


Gene No. 


97127 




Strand 






Start 


13011 




End 


13521 




Name 


OJ000121 08.0306.C22 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


9846 




End 


12718 




GI 


none 




Score 


77 




Pynn 

Lmj v^/ 1 1 t^J 


9846.. 9992, 9868.. 9960, 997 


8.. 10373, 9979.. 10374, 10887 


Hi 




1088 9 11038 11 SSS 


. 11800 , 


11577. .11657, 11709. . 11786, 






12257 12718 12262 


. 12717 








Seq. No. 


45869 




Seq. ID 


OJ000121_08 .0306 


.C22 


Gene No. 


97127 




Strand 






Start 


13011 




End 


13521 




Name 


OJ000121 08 0306 C22 


. ol . tc 


Mfi t" h piH 

L JC U. 1 J. \J <JL 


TRLA9TX «rrp^9 




Start 


9987 ~~ 




End 


11060 




GI 


none 




Score 


59 




.tV V*/ 1 1 O 


9987 10373 10045 


10164 , 


10210 1035i 


S 10887 11060 






10889 11038 










Seq. No. 


45869 




Seq. ID 


OJ000121_08.0306 


.C22 


Gene No . 


97127 




Strand 






Start 


13011 




End 


13521 




Name 


OJ000121 08 0306 C22 


. o2 . tm 


Method 


TBLASTX; Maize 




Start 


1014 0 _ 

X \J -L 1 \J 




End 


10358 




GI 


none 




Score 


129 




Fv on S 

J— 1 AVl 1 O 


10140. .10358, 10210. 


.10356 








•Seq. No. 


45869 




Seq. ID 


OJ000121_08.0306 


.C22 


Gene 1 No 


97127 




Strand 






Start 


13011 




End 


13521 




Name 


OJ000121 08.0306.C22 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11588 




End 


11713 




GI 


none 




Score 


93 




F. von *=; 


11588. .11713, 11589. 


.11663 








Seq. No. 


45869 




Seq. ID 


OJ000121_08.0306 


.C22 


Gene No. 


97127 




Strand 






Start 


13011 




End 


13521 • 




Name 


OJ000121 08.0306.C22 


.o2. ts 


. Method 


TBLASTX: Soybean 




Start 


12797 




End 


13298 




GI 


none 




Score 


44 




Exons 


12797. .12850, 12799. 


.12849, 


12850. .12933, 12857. .12 919, 






12985. .13071, 12986. 


.13072, 


13113. .13298, 13154. .132 97 




Seq. No. 


45869 




Seq. ID 


bj000121_08.0306. 


.C22 


Gene No. 


97127 




Strand 






Start 


13011 




End 


13521 




Name 


OJ000121 08.0306.C22 


. ol . tw 


Method 


TBLASTX: Wheat 





47306 




Start 


1 3010 

-L ~J \J X \J 


End 


13424 






GI 


none 


Score 


78 






F von <=; 


13010 13063 13010 1 3063 


13012. .13071, 13140 


1 3301 






13140 13166 13154 13306 


13386. .13424, 13392 


1 3421 

• . 1 J 4 ^ 1 




Seq. No. 


45869 


Seq. ID 


OJ000121 


_08.0306 


.C22 


Gene No. 


97127 


Strand 








J Lai L 


13011 


End 


13521 








OJ000121 08 0306 C22 n? nn 


Method 


AAT/GAP 






o Lai L 


13011 ~~ 

J — lull 


End 


13521 






GI 


none 


Score 


616 






F von 


13011 13062 13145 13302 


13388. .13521 






Seq. No. 


45870 


Seq. ID 


OJ000251 


_02.0313 


.C4 


Gene No. 


97128 


Strand 








Start 


526 


End 


619 






Name 


OJ000251 02 031 3 P4 ol rrc; 


Method 


GENSCAN 






o Lai L 


52 6 _ ' 1 - 


End 


619 






\J -L 


none 


Score 


.44 






F von 


52 6" 619 










Cpri VJo 


4 Sfl7 1 

4 JO / 1 


Seq. ID 


OJ000251 


02 031 3 


r r 


fjpnp No 


97129 


Strand 


+ 






Start 


2834 


End 


3350 






Name 


OJ000251 02.0313.C5.o2.gp' 


Method 


~" AAT/GAP 






Start 


2834 


End 


3350 






GI 


38782 1.R1084 


Score 


814 






Exons 


2834 . .3350 










GI Descrip. 


1 6069643/dbj | AP000616 . 1 | AP000 616 0.0e+00 Oryza ; 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 









Seq. No. 


45871 


Seq. ID 


OJ000251_02, 


.0313 


.C5 


Gene No. 


97130 


Strand 


+ 






Start 


8741 


End 


11464 






Name 


OJ000251 02.0313.C5.o2.gs 


Method 


GENSCAN 






Start 


8741 


End 


11464 






GI 


none 


Score 


.76 






Exons 


8741. .9268, 9282.. 9666, 9992. 


.10159, 10272. .114.64 • 






Seq. No. 


45871 


Seq. ID 


OJ000251_02, 


.0313 


.C5 


Gene No. 


97130 


Strand 


+ ' 






Start 


8741 


End 


11464 






Name 


OJ000251 02.0313.C5.o3.np 


Method 


AAT/NAP 






Start 


8759 


End 


11443 






GI 


3355308 


Score 


1.022 






Exons 


8759. .9108, 9151. .9666, 9992. 


.10143, 10250. .11443 






GI Descrip. 


(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


45871 


Seq. ID 


OJ000251_02. 


,0313 


.C5 


Gene No. 


97131 


Strand 








Start 


1 


End 


7043 






Name 


OJ000251 02.0313.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1395 






GI 


6907086 - • 


Score 


1110 






Exons 


1.-120, 351. .590, 650. .1395 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 







47307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45871 ■ 

97131 

1 

OJ000251_02. 0313.C5.o2.np 
571 

4680186 



Seq. ID OJ000251_02.0313.C5 
Strand 

End 7043 

Method AAT/NAP 

End 5487 

Score 201 



571. .640, 2350. .2528, 3029. .3092, 5448. .5487 
(AF111709) unknown [Oryza sativa subsp. indica] 



45871 Seq. ID 

97131 Strand 

1 End 

OJ00025 1_02 . 0313 . C5 . ol . gs Method 

681 End 

none Score 
681. .1193, 2350. .2524, 3395. .3498, 5480. .5616, 6206. .6248, 
6341. .6452, 6898. .7043 



OJ000251_02.0313.C5 

7043 
GENSCAN 
7043 
.45 



Seq. No. 45871 ' Seq. ' ID 

Gene No. 97131 Strand 

Start 1 End 

Name OJ000251_02 . 0313 . C5 . ol . gp Method 

Start 14 81 End 

GI 5667165 Score 

Exons 1481.. 1675 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



OJ000251_02.0313.C5 

7043 
AAT/GAP 
1675 
327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45871 
97131 
1 

OJ000251_02.0313.C5.o3.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000251 02. 0313. C5 



7043 
AAT/GAP 
5021 
267 



4816 
3766626 
4816. .5021 

5257255/dbj | AP000364 . 1 1 AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45871 Seq. ID 

97132 Strand 

8780 End 

OJ00.0251_02'. 0313 . C5 ..ol . tc Method 

8780 End 

none Score 



OJ000251_02.0313.C5 
11332 

TBLASTX: Cress 

11311 

87 



8780. .8905, 9393. .9509, 9578. .9658, 9579. .9662, 10364 104 05 , 
10445. .11311, 10549. .10731, 1061 9 . . 1074 1 , 10831 .. 11154 , 
11242. .11289 



Seq. No. 45871 

Gene No. 97132 

Start 8780 

Name OJ000251 __02 . 0313 . C5 . ol . tm 

Start 10332 

GI none 

Exons 10332. .10400, 10333 .. 10401, 10445 
10546. .10734, 10622 .. 10804 , 10831 



Seq. ID 
Strand 
End 

Method 
End 

Score • 



OJ000251 02. 0313. C5' 



11332 

TBLASTX: Maize 
11332 
50 

11332, 10445. .10555, 
11124, 11230. .11331 



47308 




Sea No 


45871 






Seq. ID 


OJ000251_02.0313.C5 


Gene No. 


97132 






Strand 




Start 


8780 






End 


11332 


Name 


OJ000251 02. 0313. C5. 


ol . t s 


Method 


TBLASTX: Soybean 


Start 


10364 






End 


11154 


GI 


none 






Score 


52 


l_j VS. \J i I o 


10364 . . 


10405, 10445. 


. A. \J *J (J *J f 


.1.0568. -11137, 10579. .10680, 




10828. . 


11154 








Seq. No. 


45871 






Seq. ID 


OJ000251_02.0313.C5 


Gene No. 


97132 






Strand 




Start 


8780 






End 


11332 


Name 


OJ000251 02. 0313. C5. 


0 1 . t w 


Method 


TBLASTX: Wheat 


Start 


10463 






End 


10825 


GI 


none 






Score 


383 


Pvnns 


10463. . 


10825, 10482. 


10538 . 


10549. . 10761 


Seq. No. 


45871 






: Seq. ID 


■OJ000251_02.0313.C5 


Gene No. 


97132 






'Strand 




Start 


8780 






End 


11332 


Name 


OJ000251 02. 0313. C5. 


o 2 . t w 


Method 


TBLASTX: Wheat 


Start 


10826 






End 


11077 


GI 


none 






Score 


143 


T7 von 4 


10826. . 


10957.,. 10828. 


. 10956, 


10958. .11077, 10963. .11076 


Qprr No 


45872 






Seq. ID 


OJ000251_02.0313.C6 


Gene No . 


97133 






' Strand 




Start 


918 






End 


984 


Name 


OJ000251 02. 0313. C6. 


ol.gp 


Method 


AAT/GAP 


Start 


918 






End 


984 


GI 


LIB3431 


-030-P1-N1-G8 




Score 


82 


Exons 


918. .984 








GI Descrip. 


'5670155/gb|AF161269 


■ HAF161269 4.0e-8< 


5 Oryza sativa subsp 



japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45873 
97134 

1 ■ ' 

OJ000251_02 .0313.C7.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000251_02.0313.C7 

4845 
AAT/NAP 
4845 
1205 



.2354, 2447. .2708, 2813 .. 3111, 3192 .. 3605, 



7228438 

1..54, 436. .857, 2204.. 
3691. .3804, 4796. .4845 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. - 45873 

Gene No. 97134 

Start 1 

Name OJ000251_02 . 0313 .C7 . ol . gs 

Start 436 

GI none 
Exons 



Seq. ID OJ000251_02.0313.C7 
Strand 

End 4845 

Method GENSCAN 

End 4284 

Score . 65 



436. .756, 1145. .1398, 1462. .1831, 2099. .2200, 2247. .2354, 
2447. .2708, 2813. .3111, 3192. .3310, 3383. .3605, 3691. .4057, 
4133. .4284 



47309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45873 Seq. ID OJ000251_02 . 0313 . C7 

97134 Strand 

1 . End 4845 

OJ000251_02 . 0313 . C7 . ol . gp Method AAT/GAP 

1769 End 4018 

LIB3433-020-P1-K1-A6 Score 744 

1769. .2149, 3968. .4018 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



45873 
97134 
1 

OJ000251_02.0313.C7.ol.tw 

3784 

none 



Seq. ID OJ000251_02.0313.C7 
Strand 
End 

Method 
End 
Score 



4845 

TBLASTX: Wheat 

3966 

108 



3784. .3903, 3785. .3904, 3902. .3952, 3913. .3966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



'45874 
97135 
1 

OJ000251_02.0313.C8.ol.np 
1 

7228442 
L. .2101 

(AP001366) EST C28952 (C62945.) corresponds to i a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ000251_02.03'13.C8 
Strand 

End 2101 

Method AAT/NAP 

End 2101 

Score 2280 



45874 Seq. ID 

97135 Strand 

1 End 

OJ000251_02 . 0313 . C8 . ol . tw Method 

395 End 

none Score 



OJ000251_02.0313.C8 
2101 

TBLASTX: Wheat 

772 

69 



395. .568, 406. .546, 501. .569, 593. .769, 618. .770, 623. .772 

OJ000251 02. 0313. C8 



45874 Seq. ID 

97135 Strand 

1 End 

OJ000251_02 . 0313 . C8 . ol . tm Method 

470 End 

none Score 

470. .541, 588. .1061, 599. .1066 



2101 

TBLASTX: Maize 

1066 

228 



45875 
97136 
123 

OJ000251_02.0313.C9.ol.gp 
123 

LIB34 31-030-P1-N1-G8 
123. .183 

f 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ000251_02.0313.C9 

Strand + 

End 183 ' 

Method AAT/GAP 

End 183 

Score 83 



45875 
97137. 



Seq. ID OJ000251_02.0313.C9 
Strand + 



47310 



Start 


1772 






End 


6088 


Nam© 


OJ000251 02 


.0313. 


C9 ol as 


Method 


GENSCAN 


Start 


1772 ~~ 






End 


6088 


GI 


none 






Score 


.66 


E von *=; 


1772 2120. 


2876, 


3040 3373 


.4434, 5838. .6088 


Sea No 


45875 






Seq. ID. 


OJ000251 02. 0313. C9 


Gene No. 


97137 






Strand 


+ 


Start 


1772 - 






End 


6088 


Name 


OJ000251 02 


.0313. 


.C9.ol.np 


Method 


AAT/NAP 


Start 


1790 ~~ 






End 


4532 


GI 


3355308 






Score 


1086 


F.xon *=; 


1790 2033, 


2123. 


.2720, 2876. 


.3040, 3373. .4532 


GI DescriD . 


(AJ009695) 


wall-associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


45875 






Seq. ID 


OJ000251_02.0313.C9 


Gene No. 


97137 






Strand 


+. 


Start 


■ 1772 






End 


6088 


Name 


OJ000251 02 


.0313. 


C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1853 _ 






End 


4400 ' 


GI 


none 






Score 


98 


j_j ^ w no 


1853 1936 


2330. 


.2365, 2447. 


.2563, 2624. .2725, 3429. .3554, 




3431 3571 


3456. 


.4400, 3650. 


.4102, 3861..4397 


Sea No 


45875 






Seq. ID 


OJ000251_02.0313.C9 


Gene No. 


97137 






Strand 


+ 


Start 


1772 






End 


6088 


Name 


OJ000251 02 


.0313. 


C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


3434 "* 






End 


4427 


GI 


none 






Score 


90 


-LJ *i V-/ 11 J 


3434 3502. 


3435. 


.3575, 3465. 


.4427, 3548. .3583, 3644. .3823, 




3717 3893. 


3868. 


.4140, 3875. 


.4249, 4331. .4420 


Sea No 


45875 






Seq. ID 


OJ000251_02.0313.C9 


Gene No. 


97137 






Strand 


+ 


Start 


1772 






End 


6088 


Name 


OJ000251 02 


.0313. 


C9.ol.ts' 


Method 


TBLASTX : Soybean • 


Start 


3450 ~ 






End 


4242 


GI 


none 






Score 


69 


P von ^ 


3450 3515 


3450. 


.3674, 3657. 


.4226, 3695. ."4114, 3913.. 4242, 




4059 4175 










Seq. No. 


45875 






Seq. ID 


OJ000251_02.0313.C9 


Gene No. 


97137 






Strand 


+ 


Start 


1772 






End 


6088 


Name 


OJ000251 02 


.0313. 


C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3552 ~~ 






End 


3914 


GI 


none 






Score 


399 


F x n n s 


3552 3914 


3647. 


.3913 






Seq. No. 


45875 






Seq. ID 


OJ000251_02.0313.C9 


Gene No. 


97137 






Strand 


+ 


Start 


1772 






End 


6088 


Name 


OJ000251 02, 


.0313. 


C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3915 






End 


4166 


GI 


none 






Score 


135 


Exons 


3915. .4031, 


3917. 


.4045, 4047. 


.4166 





47311 




Seq. No. 


45876 








Seq. ID 


OJ000251_ 


_02.0313.C13 


Gene No . 


97138 








Strand 






Start 


185 








End 


449 




Name 


OJ000251 02 


.0313 


.C13.ol 


ers 


Method 


GENSCAN 




Start- 


185 








End 


449 




GI 


hone 








Score 


. 57 




Exons 


185. .276, 383. .449 










Seq. No. 


45877 








Seq. ID 


OJ000251_ 


_02.0313.C14 


Gene No . 


97139 








Strand 






Start 


64 6 








End 


1228 




Name 


OJ000251 02, 


.0313 


.C14.ol, 


■ y s 


Mpt" h od 


GENSCAN 




Start 


646 








End 


1228 




GI 


none 








Score 


. 95 




Exons 


646.-755, 1154.. 


1228 










Seq. No. 


45878 








Seq. ID 


OJ000251_ 


_02.0313.C15 


Gene No. 


97140 








Strand 


+ 




Start 


3269 








End 


4 692 




Name 


OJ000251 02, 


.0313 


.C15.ol. 


nn 

■ 


Met hod 


AAT/CJAP 

nn x / urn 




Start 


3159 








End 


3564 




GI 


none . 








Score 


581 




Exons 


3159. .3416, 


3512 


. .3564 










Seq. No. 


■ 45878 








Seq. ID 


OJ000251_ 


_02.0313.C15 


Gene No # 


97140 








Strand 


+ 




Start 


3269 








End 


4692 




Name 


OJ000251 02. 


.0313 


.C15.o2. 


("1*3 

■ y a 


Method 


GENSCAN 




Start 


3269 








End 


4690 




GI 


none 








Score 


.87 




Exons 


3269. .3416, 


3512 


. .3666, 


3760 . 


.3942, 4047. .4381, 


4513 4690 


Seq. No. 


45878 








Seq. ID 


OJ000251_ 


_02.0313.C15 


Gene No . 


97140 








Strand 


+ 




Start 


3269 








End 


4692 




Name 


OJ000251 02. 


,0313 


.C15.ol. 


,np 


Method 


AAT/NAP 




Start 


3278 








End 


4692 




GI 


2960364 








Score 


868 




Exons 


3278. .3416, 


3512 


. .3666, 


3757. 


.3942, 4047. .4399, 


4513. .4692 



GI Descrip. (AJ224 986) cinnamoyl CoA reductase [Populus balsamifera subsp. 



trichocarpa] 



Seq. No. 


45878 












Seq. ID 


OJ000251_02.0313. 


.C15 


Gene No. 


97141 












Strand 






Start 


313 












End 


670 




Name 


OJ000251 


02. 


.0313. 


.C15 


.ol, 


.gs 


Method 


GENSCAN 




Start 


313 










End- 


670 




GI 


none 












Score 


.64 




Exons 


313. .670 


















Seq. No. 


45878 












Seq. ID 


OJ000251_02.0313. 


.CIS 


Gene No. 


97142 












Strand 






Start 


4956 












End 


5265 




Name 


OJ000251 


02. 


,0313. 


.C15 


.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


3254 












End 


4657 




GI 


none 












Score 


134 





47312 




Exons 


3254 . . 3415, 


3288 


. . 3299, 


3322 . 


.3414, 3514. .3666, 


3615 3653 




3757 . . 3939, 


3759 


. .3893, 


4044 . 


.4409, 4511.. 4657, 


4528 4653 


Seq. No. 


45878 








Seq. ID 


OJ000251 


02 0313 CIS 


Gene No. 


97142 








Strand 






Start 


4956 








End 


5265 




Name 


OJ000251 02 


.0313, 


-C.-15.ol, 


. tm 


Method 


TBLASTX : 


Maize 


Start 


3307 








End 


4799 




GI 


none 








Score 


169 




Exons 


3307 3414. 


3308 , 


. .3415, 


3309 . 


.3416, 3511.. 3666, 


3515 3550 




' 3612 . . 3668, 


3759, 


. . 3896, 


3760 . 


.3942, 3892.. 3933, 


4028 4231 




4029. . 4400, 


4290 , 


. .4346, 


4307 . 


.4408, 4511. .4666, 


4512 4655 




4525. . 4665, 


4719, 


. .4799 










Seq. No. 


45878 








Seq. ID 


OJ000251 


_02.0313.C15 


Gene No. 


97142 








Strand 






Start 


4956 








End 


5265 




Name 


OJ000251 02, 


. 0313 . 


.C15.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3314 ~~ 








End 


3666 




GI 


none 








Score 


106 




Exons 


3314 . . 3412, 


3316. 


. .3402, 


3514 . 


.3666, 3618.. 3653 




Sea No 


45878 








Seq. ID 


OJ000251 


02 0313 n 5 


Gene No. 


9.7142 








Strand 






Start 


4956 








End 


5265 




Name 


OJ000251 02. 


. 0313 . 


,C15.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3319 _ 








End 


3939 




GI 


none 








Score 


126 




Exons 


3319. .3414, 


3320 . 


, .3415, 


3514 . 


.3666, 3618.. 3668, 


3757 3939 




3765 . . 3890 














Seq. No. 


45878 








Seq. ID 


OJ000251 


02 031 3 n s 


Gene No. 


97142 








Strand 






Start 


4956 








End 


5265 




Name 


OJ000251 02. 


, 0313 . 


C15 . ol . 


t w 


Method 


TBLASTX: 


Wheat 


Start 


4179 " 








End 


4645 




GI 


none 








Score 


78 




Exons 


4179 . .4322, 


4325 . 


. 4408, 


4326. 


.4409, 4511. .4645, 


4 512 4 58 9 




4528 . .4644 














Seq. No. 


45878 








Seq. ID 


OJ000251 


_02.0313.C15 


Gene No. 


97142 








Strand 






Start 


4 95 6 








End 


5265 




Name 


OJ000251 02 


0313 . 


C15 . o3 . 




Method 


GENSCAN 




Start 


4 956 ~~ 








End 


5265 




GI 


none 








Score 


.61 




Exons 


4956 . . 5120, 


5158 . 


. 5265 










Seq. No. 


45879 








Seq. ID 


OJ000251 


_02.0313.C17 


Gene No. 


97143 








Strand 


+ 




Start 


138 








End 


483 




Name 


OJ000251 02. 


0313. 


C17.ol. 


gs 


Method 


GENSCAN 




Start 


138 








End 


483 




GI 


none 








Score 


.54' 




Exons 


138. .176, 419. .48 


3 










Seq. No. 


45880 








Seq. ID 


OJ000251 


_02.0313.C18 



47313 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97144 Strand 

1 End 1050 

OJ000251_02 . 0313 . C18 . ol . np Method AAT/NAP 

1 End 1050 

7267274 Score 223 

1..156, 185. .415, 449. .712, 970. .1050 

(AL1.61502) putative protein [Arabidopsis thaliana] 



Q csri No 

O W \-d m LN \J * 


45880 




Seq. ID 


O.T0009S1 09 0^1 ? Plft 


Gene No. 


97144 




Strand 




Start 


1 




End 


1050 


Name 


OJ000251 02 0313 C18 ol 


. tm 


Mpt h nH 


TRT.A^TX • Ms i 7p 

X J-J UlilJ J. £\ * L J CI X £-t 


Start 


119 ~~ 




End 


71 S 

f X J 


GI 


none 




Score 


83 ■ 


R v n n <3 
i_t a w lit? 


1 1 Q 14S 979 389 4 4 9 

XX.7..Xti^, / ^.. . U ^ , 1 T _7 


. • j j j / 


44 9. .541 


Sfi^ 7 1 5 6^ 71 n 




*i «j o o u 






0,70009^1 09 0"31 ^ Plft 


Gene No. 


97144 




Strand 




Start 


1 




End 


1050 


Name 


OJ0009S1 0? 0313 Tift nl 




Mpf" h nH 

L IC l_. 1 1 W ^J. 


TRT.A9TX * ^nuhpan 
x DXtno i /\ . ouyucctii 




122 ~~ 




RnH 


71 S 

/ X J 




none 




Score 


Q7 


Hi Ak^il 2 . 


1?? 1 4 S 979 "307 49ft 


R4 1 


4 4 Q S4 4 


4 Q9 R M RfiO 7 1 R 




S67 71 "3 










45880 




c pn T n 

OfcJvJ • X L) 


n.Tnnn9 c ii 09 rift 

UUUUU^Jl . UjI J . UIO 


Gene No. 


97144 




Strand 




Start 


1 




End 


1050 


Name 


OJ000251 02.0313.C18.ol 


.tc 


Method 


x o lino J. • coo 


<J U CI J- L. 


452 




End 


71 S 
' i j 




none 




Score 


IIS 

X X J 




452. .706, 452. .715, 615, 


. .713 








45881 




Seq. ID 


d.tooo9si 09 o^i % n q 


Gene No. 


97145 




Strand 


+ ~~ 


Start 


1 




End 


1262 


Name 


OJ000251 02.0313.C19.ol, 


.np 


Method 


AAT /MAP 


O LCIL L 


1 




End 


19 69 


GI 


6006367 




Score 


7 


R vnn c 


1..29, 751. .885, 1122. . 1262' 






f^T DpcfTi n 

VJX L/ C O O X. X ^ » 


(AP000559) hypothetical 


protein [Oryza 


s a l i va j 


Seq. No. 


45881 




Seq. ID 


OJ000251_02.0313.C19 


Gene No. 


97145 




Strand 


+ 


Start 


1 




End 


1262 


Name 


OJ000251 02.0313.C19.ol, 


,gs 


Method 


GENSCAN 


Start 


177 




End 


1215 


GI 


none 




Sco're 


.54 


Exons 


177. .379, 1024. .1215 ' 








Seq. No. 


45882 




Seq. ID 


OJ000251_02 . 0313. C20 


Gene No. 


97146 




Strand 


+ 


Start 


1062 




End 


6264 


Name 


OJ000251 02.0313. C20.ol. 


gs 


Method 


GENSCAN 


Start 


1062 




End 


6264 


GI 


none 




Score 


.47 


Exons 


1062. .1161, 2499. .2519, 


2954. . 


.3332, 3443. .3541, 4143. .4622, 



47314 




5294. .5390, 6025. .6264 



Seq. No. 


45882 






Seq. ID 


OJ000251 


02 


. 0313, 


. C20 


Gpnp No 


97147 






Strand 










Start 


3993 






End 


4330 








Name 


OJ000251 02.0313, 


.C20.ol 


. no 


Method 


AAT/GAP 








Start 


3993 .' ~~ 






End 


4330 








GI 


3768970 






Score 


596 








Exons 


3993. .4330 
















Seq. No. 


45882 






Seq. ID 


OJ000251 


02 . 


. 0313, 


.C20 


Gene nq m 


97148 






Strand 










Start 


4 659 






End 


4 931 








Name 


OJ000251 02.0313. 


C20.o2 




Method 


AAT /GAP 








Start 


4 659 _ 






End 


4 931 








GI 


568625 






Score 


4 90 








Exons 


4659. . 4931 
















Seq. No. 


45882 






Seq. ID 


OJ000251_ 


_02, 


,0313, 


X20 


Geftg No . 


97149 






Strand 










Start 


7164 






End 


8834 








Name 


OJ000251 02.0313. 


C20.ol 


. np 


Method 


AAT /NAP 








Start 


7164 






End 


8834 








GI 


6907086 






Score 


1216 








Exons 


7164. .7584, 7819. 


.7996, 


8057. 


.8834 












(AP00112 9) hypothetical 


protein [Oryza 


S3t i va j 








Seq. No. 


45882 






Seq. ID 


OJ000251_ 


_02. 


,0313. 


,C20 


Gene No. 


97149 






Strand 










Start 


7164 






End 


8834 








Name 


OJ000251 02.0313. 


C20.O2 


.gs 


Method 


GENSCAN 








Start 


8082 






End 


8651 








GI 


none 






Score 


1 








Exons 


8082. .8651 

















Seq. No. 45883 

Gene No. 97150 

Start 317 

Name OJ000251_02 . 0313 ..C21 . ol . gs 

Start 317 

GI none 

Exons 317.. 371, 412.. 459, 837.. 910 



Seq. ID OJ000251_02.0313.C21 

Strand + 

End 910' 

Method GENSCAN 

End 910 

Score .83 



Seq. No. 45883 

Gene No. 97151 

Start 1 

Name OJ000251_02 . 0313 . C21 . ol . np 

Start 1 

GI 6907088 

Exons 1..72, 248.. 385 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_02.0313.C21 
Strand 

End 385 

Method AAT /NAP 

End 385 

Score 265 



Seq. No. 45883 Seq. ID OJ000251_02 . 0313 . C21 

Gene No. 97152 Strand 

Start 2430 End 2545 

Name OJ000251_02 . 0313 . C21 . o2 . gs Method GENSCAN 

Start ' 2430 End 2545 



47315 




GI 


none 




Score 


. 48 


Exons 


2430. . 2545 








Seq. No. 


45884 




Seq. ID 


OJ000251_02.0313.C22 


Gene No. 


97153 




Strand 


+ 


Start 


27 




End 


569 


Name 


OJ000251 02 0313 C22 ol 




Mp t hi on 


genscan ' 


Start 


27 ~~ 




End 


569 


GI 


none 




Score 


. 87 


E von ^ 


27 108 469 569 








Spa No 


45884 




Seq. ID 


OJ000251 02 0313 C99 


Gene No . 


97154 




Strand 


+ _ 


Start 


1754 




End 


1904 


Name 


OJ000251 02.0313.C22.ol 


.gp 


Method 


AAT/GAP 


Start 


1754 




End 


1904 


GI 


286806 




Score 


244 


F, von <z 


1754.,, 1904 * 








1— ' ^ O v_> J 1_ k-/ . 


54 41872/dbj | AP000366'. 1 1 . 


AP00036.6-.2 . Oe-21 Oryza sativa genomic 




DNA, chromosome 2, clone : P04 37H03 (contig a) 


Spa No 


45884 




Seq. ID 


OJ000251_02.0313.C22 


Gene No. 


97155 




Strand 


+ 


Start 


4236 




End 


7042 


Name 


' OJ000251 02.0313.C22.o3 


.gs 


Method 


GENSCAN 


Start 


4236 




End 


7042 


GI 


none 




Score 


.82 


Exon <3 


4236. .4470, 4643. .4980, 


5071. 


.5320, 5444. .5609, 5993. .6095, 




6191. .6316, 6768. .7042 








Seq. No. 


45884 




Seq. ID 


OJ000251_02.0313.C22 


Gene No. 


97156 




Strand 




Start 


1298 




End 


2335 


Name 


OJ000251 02.0313.C22.o2 


.gs 


Method 


GENSCAN 


Start 


1298 




End 


2335 


GI 


none 




Score 


.48 


UAUllU 


1298. .1426, 2189. .2335 








Seq. No. 


45884 




Seq. ID 


OJ000251_02.0313.C22 


Gene No. 


97157 




Strand 




Start 


5076 




End 


5523 


Name 


OJ000251. 02.0313.C22.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5076 




End 


5523 


GI 


none 




Score 


352 


1—1 ^ 1 i. o 


5076.. 5321, 5077.. 5322, 


5443. 


.5523 




Seq. No. 


45884 




Seq. ID 


OJ000251_02.0313.C22 


Gene No. 


97158 




Strand 




Start 


5500 




End 


6566 


Name 


OJ000251 02.0313.C22.ol 


. tc 


Method 


TBLASTX: Cress 


O Lai L 


5500 




End 


6292 


GI 


none 




Score 


100 


Exons 


5500.. 5610, 5996.. 6094, 


5997. 


.6095, 6190.. 6291, 6191.. 6292 


Seq. No. 


45884 




Seq. ID 


OJ000251_02.0313.C22 


Gene No. 


97158 




Strand 




Start 


5500 




End 


6566 



47316 



Name 


OJ000251 02 


.0313 


,C22.o3 


-ts 


Method 


TBLASTX: 


Soybean 


Start 


5524 








End 


6566 


GI 


none 








Score 


90 




uAUllO 


5524 5610 


554 7 


. .5612, 


5990. . 


.6094, 5991.. 6095, 


S991 6D95 

•J Z7 Z? X . 




5992 6096 

*J ZJ Zt 4L * • \J \J Zs \J f 


6190 


6288, 


6191 . . 


.6301, 6202. .6291, 


6204. .6296, 




6478 6564 


6480 


6566 


6480 . . 


. 6563 






Seq. No. 


45884 








Seq. ID 


OJ000251 


_02.0313.C22 


Gene No. 


97159 








Strand 






Start 


6876 








End 


7049,. 




Name 


OJ000251 02 


. 0313 


C22 o2 




Method 


TBLASTX: 


Q r\ \ t\~\ pan 
ouyucaJi 




6876 ~~ 








End 


7049 


GI 


none 








Score 


257 






6876 7049. 


6878 


7045, 


6879. . 


, 7046 






Seq. No. 


45885 








Seq. ID 


OJ000251 


_02.0313.C29 


Gene No. 


97160 








Strand 






Start 


954 








End 


1202 




Name 


OJ000251 02 


. 0313 


. C29 . ol , 


■ y & 


Method 


GENSCAN 






954 _ 








End 


1183 






none 








Score 


. 83 




LAUl 1 O 


954 1183 














Seq. No. 


45885 








Seq. ID 


OJ000251 


_02.0313.C29 


Gene No. 


97160 








Strand' ' 






Start 


954 








End " ' 


1202 




Name 


OJ0002S1 02 


031 3 


.C29.ol, 


.tm 


Method 


. TBLASTX: 


l la x c 


O L. d -L U 


989 _ 

Zs O Z? 








End 


1202 




GI 


none 








Score 


75 






989 1069 


990 

Z7 Z?\J a . . 


1082, 1058.. 1192, 1140 


. . 1202 




Seq. No. 


45886 








Seq. ID 


OJ000251 


0? 031 3 P3D 


Gene No . 


97161 








Strand 






Start 


1 








End 


3694 




Name 


OJ000251 02 


.0313 


.C30.ol. 


,np 


Method 


AAT/NAP 




Start 


1 








End 


3679 




GI 


7428717 








Score 


1357 




Exons 


1..220, 404 


..1453, 1550. 


,;:1660, 


■2092.. 2199, 2300 


..2455,' 


3000. .3108, 


3175 


. .3679 











GI Descrip. probable kinesin - ■ Arabidopsis thaliana 

gi | 2244790 | emb | CAB10212 . 1 | (Z97336) kinesin like protein 
[Arabidopsis thaliana] gi | 7268138 | emb | CAB78475 .-1 1 (AL161538) 
kinesin like protein [Arabidopsis thaliana] 



Seq. No. 45886 Seq. ID 

Gene No. 97161 Strand 

Start 1 End 

Name OJ000251_02 . 0313 . C30, ol . gs Method 

Start 17 . End 

GI none Score 
Exons 



OJ000251_02.0313.C30 

..3694 
GENSCAN 
3694 
.84 



17. .1453, 1550. .1660, 2092. .2199, 2300. .2455, 3014. .3694 



Seq. No. 45886 Seq. ID 

Gene' No. 97162 Strand 

Start 7362 End 

Name OJ000251_02 . 0313 . C30 . o2 . tm Method 

Start 146 End 



OJ000251_02.0313.C30 
7429 

TBLASTX: Maize 
601 



47317 



GI 

Exons 



none Score 50 

146. .172, 195. .269, 199. .243, 273. .392, 275. .424, 276. .404, 

368. .415, 404. .490, 416. .496, 417. .497, 417. .506, 494. .598, 

495. .596, 506. .601 



Seq. No. 45886 

Gene No. 97162 . 

Start 7362 

Name OJ000251_02 . 0313 . C30 . ol . tm 

Start 885 

GI none 

Exons 885.. 959, 899.. 961, 904.. -978, 
1053. .1088, 1094. .1372, 1106. 



Seq. ID OJ000251_02.0313.C30 
Strand 
End 

Method 
End 
Score 

955. .981, 955.. 1098, 959.. 1105, 



7 4 29 

TBLASTX: Maize 

1373 

82 

955.. 1098, 959. 



1366, 1239.. 1373 



Seq. No. 45886 

Gene No. 97162 

Start 7362 

Name OJ000251_02 . 0313 . C30 . ol . ts 

Start 12'92 

GI none 

Exons 1292.. 1468, 1330.. 1473, 1332. 

1550. .1639, 1554. .1640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_02.0313.C30 
7429 

TBLASTX: Soybean 

1640 

147 



,1466, 1549. .1632, 1549. .1632, 



Seq. No. 45886. 

Gene No. .97162 

Start 7362 

Name OJ000251_02 . 0313 . C30 . o3 . tm 

Start 2155 

GI none 
Exons 



Seq. ID OJ000251_02.0313.C30 
Strand 

End 7429 

Method TBLASTX : Mai ze 

End 3112 

Score 65 



2155. .2190, 2156. .2200, 2292. .2456, 2297. .2458, 2297. .2458, 
3006.. 3074, 3014.. 3109, 3014.. 3112 



Seq. No. 45886 Seq. ID OJ000251_02 . 0313 . C30 

Gene No. 97162 Strand 

Start 7362 End 7429 

Name OJ000251_02 . 0313 . C30 . ol . gp Method AAT/GAP 

Start 7362 End 7429 ■ 

GI LIB3477-.003-P1-K1-E9 Score 96 

Exons 7362.. 7429 

GI Descrip. ? 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45887 Seq. ID 

Gene' No. 97163 Strand 

Start 452 End 

Name OJ000251_02 . 0313 . C31 . ol . gp Method 

Start 4 52 End 

GI none Score 

Exons 452.. 587, 688.. 718 



OJ000251_02 .0313.C31 
+ 

718 

AAT/GAP 
718 
215 , 



Seq. No. 45887 Seq. ID 

Gene No. 97164 Strand 

Start . 672 ... . End 

Name OJ000251_02 . 0313 . C31 . ol . gs ■ Method 

Start 672 End 

GI none Score 



OJ000251_02.0313.C31 
+ 

11062 
GENSCAN 
9132 
.46 



47318 



Exons 



672. .1220, 1264. .1774, 1831. .2174, 3723. .4086, 4327. .4385, 
5581. .7548, 7860. .7897, 7993. .8268, 8526. .8698, 8828. . 9006, 
9124. .9132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45887 Seq. ID 

97164 Strand 
672 End 
OJ000251_02.0313.C31.ol.np Method 
672 End 
7547106 Score 

672. .2174, 3723. .4112 

(AC022287) unknown" protein [Arabidopsis thaliana] 



OJ000251_02.0313.C31 
+ 

11062 
AAT/NAP 
4112 
1983 



OJ000251_02.0313.C31 
+ 

11062 
AAT/GAP 
1853 
704 



45887 Seq. ID 

97164 Strand 
672 End 
OJ00025 1_02 . 0313 . C31 . o2 . gp Method 
14 34 . End 

23733_1.R1084 Score 
1434. .1853 

1 3367537 1.0e-10 (AC004392) Contains similarity to ANK repeat 
region of Fowlpox virus BamHI-orf7 protein homolog C18F10.7 
gi_485107 from Caenorhabditis elegans cosmid gb_U00049. This 
gene is continued from unannotated gene on BAC F19K23 
gb_AC000375. [Arabid' 



Seq. No. 45887 Seq. ID 

Gene No. 97164 Strand 

Start 672 End 

Name OJ000251_02 . 0313 . C31 . o3 . gp Method 

Start 3731 End 

GI none Score 

Exons 3731.. 4221 



OJ000251_02.0313.C31 
+ 

11062 
AAT/GAP 
4221 
904 



Seq. No. 

Gene No. . 

.Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45887 Seq. ID OJ000251_02 . 0313 . C31 

97164 Strand + 

672 End 11062 

OJ000251_02.0313.C31.o3.np Method AAT/NAP 
4668 End 11062 

7485192 Score 1452 

4668. .4696, 6647. .6879, 6949.-8268, 8526. .8999, 11019. .11062 
hypothetical protein - Arabidopsis thaliana 
gi I 2244787 | emb | CAB10210.il (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268136 | emb | CAB78473 . 1 | (AL161538) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No'. 45887 Seq. ID OJ000251_02 . 0313 . C31 

Gene No. 97164 Strand + 

Start 672 End 11062 

Name - OJ000251JD2 . 0313 . C31 . o2 . np Method AAT/NAP 

Start 5439 End 5871 

GI 119714 Score 68 

Exons 5439.. 5871 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb | CAA32090 I (X13885) exterisin (AA 
1-620) [Nicotiana tabacum] 



47319 



Seq. No. 


45887 






Seq. ID 


OJ000251_02.0313 


-C31 


ripnp No 


97164 






St rand 

iZ> L. X CI 1 J. KJL 


+ 




O Lai L, 


672 






FnH 


1 1062 

X X \J \t 




Name 


OJ000251 02 0313 C31 06 


rro 

yp 




L JC L. i 1UU 


aat /nap 




Cf a rt" 


5561 ~~ 






FnH 

XjI 1U 


5997 

•J Zf Zf I 






none 








851 




ill AvJl 10 


5561 5997 












Seq. No. 


45887 






Seq. ID 


OJ000251_02.0313 


. C31 


Gene No. 


97164 






Strand 


+ 




Start 


672 






End 


11062 




Name 


OJ000251 02 0313 C31 o7 






Method 


AAT /GAP 




Start 


8198 _ 






End 


9229 




GI 


22066 1 R1084 






Score 


1220 




F 1 vein 


8198 _ 8268 8526 9229 

KJ A- ^/ KJ m * KJ \J KJ f KJ — > £~ KJ m * £~ *J 












nT Dp <3 otto 


1 2244787/emb 1 CAB1021 0 11 


1 . 


Oe 


-44 (Z97335) hypothetical 


nrof fa "i n 
LJX KJ LCXil 




f flrahi H oo qi q ^h^lian^l 1 

[Al CUJIUUUO IS L.11C1J LCtllCl J 












Sea No 


45887 






Seq. ID 


OJ000251_02.0313 


.C31 


Gene No. 


97164 






Strand 


+ 




Start 


672 






End 


11062 




Name 


OJ000251 02 0313 031 08 






Method 


AAT /GAP 




O L. CI X L, 


8524 ~ 






End 


9227 




O X 


22066 1 R1084 

- ^ ^ KJ KJ KJ X • L\ X U (J *± 






Score 


1113 - r 






8524 _ 9227 












O X L/C O L> J L • 


1 224 4787/emb 1 CAB1021 0 11 




0p- 


-44 (Z97335) hypothetical ; 


LJX ULCXll 




r Ar* ^ o i HnnQ i q hh^li^n^l 1 












Seq. No. 


45887 






Seq. ID 


OJ000251_02.0313 


.C31 


VJCllC LNU • 


97165 






Strand 






OLoi L 


4239 

*i »J Z? 






End 


4475 




Name 


OJ000251 02 0313 C31 o4 


(TO 

yp 




Method 


AAT /GAP 




Qfarf 
Olui L 


4239 ~~ 






End 


4475 




GI 


1854261 

1 U J T V>> -2- 






Score 


440 




F" von ^ 


4239 4475 












Seq. No. 


45887 






Seq. ID 


OJ000251_02.0313 


.C31 


Cpnp NIo 


97166 






Strand 






Start 


10011 






End 


21510 




Name 


OJ000251 02.0313.C31.ol. 


ts 




Method 


TBLASTX: Soybean 




Start 


678 






End 


1254 




GI 


none 






Score 


484 




F 1 von q 

LiAU HO 


678. .1130, 785. .1129, 1136. 


.1252, 1138 


..1254 




Seq. No. 


45887 






Seq. ID 


OJ000251_02.0313 


.C31 


flf^np KIo 


97166 






Strand 






Q+- -a r f- 
OL.Cl.LL. 


10011 






End 


21510 




IN CllUt. 


OJ000251 02.0313.C3L.o8. 


tm 




Method 


TBLASTX: Maize 




Start 


954 






End 


1136 




GI 


none 






Score 


305 




Exons 


954. .1133, 954. .1136 












Seq. No. 


45887 






Seq. ID 


OJ000251_02.0313 


.C31 


Gene No. 


97166 






Strand 






Start 


10011 






End 


21510 




Name 


OJ000251 02.0313.C31.o2. 


tc 




Method 


TBLASTX: Cress 





47320 



Start 
GI 

Exons 



1035 End 1440 

none Score 14 9 

1035. .1130, 1046. .1129, 1136. .1252, 1138. .1254, 1255. .1302, 

1338. .1439, 1339. .1440 



Seq. No. 45887 

Gene No. 97166 

Start 10011 

Name OJ000251_02 . 0313 . C31 . o2 . tm 

Start 1162 

GI none 
Exons 



Seq. ID OJ000251_02.0313.C31 
Strand 

End 21510 

Method TBLASTX : Mai ze 

End 1749 

Score 140 



1162. .1254, 1163. .1252, 1250. .1378, 1252. .1749, 1255. .1749 



Seq. No. 45887 

Gene No. 97166 

Start 10011 

Name OJ000251_02 . 0313 . C31 . o2 . tw 

Start 1210 

GI none 
Exons 



Seq. ID OJ000251_02.0313.C31 
Strand 

End 21510 

Method TBLASTX : Wheat 

End 1458 

Score 69 



1210. .1254, 1211. .1252, 1240. .1458, 1241. .1456, 1255. .1458 



Seq. No. 45887 Seq. ID 

Gene No. 97166 Strand 

Start 10011 End 

Name. OJ000251_02 . 0313 . C31 . o3 . ts Method 

Start 1335 End 

GI none Score 

Exons 1335.. 1610, 1336.. 1659, 1420.. 1641 



OJ000251_02.0313.C31 
21510 

TBLASTX: Soybean 

1659 

355 



Seq. No. 45887 

Gene No. 97166 

Start 10011 

Name OJ000251_02 . 0313 . C31 . o4 . ts 

Start 1675 

GI none 

Exons 1675.. 1749, 1816.. 1863, 1998. 

3725. .3916, 3771. .3932, 3894. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 02.0313.C31 



21510 

TBLASTX: Soybean 
4032 
82 

2177, 1998. .2174, 2000. .2182, 
3998, 3940.. 4032, 3942.. 4028 



Seq. No. 45887 

Gene No. 97166 

Start 10011 

Name OJ000251_02 . 0313 . C31 . o4 ..tm 

Start 1749 

GI none 

Exons 1749.. 1889, 



1998. 
4092. 
4348 . 
4446. 



.2177, 
.4130, 
.4383, 
. 4493 



1750. .1896, 
3722. .3886, 
4268. .4294, 
4409. ;4486, 



1790. 
3722. 
4269. 
4411. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 02.0313.C31 



21510 

TBLASTX: Maize 
4493 
127 

1891, 1906. .2112, 1971. 
4072, 3732.. 4127, 3771, 
4292, 4299.. 4370, 4305. 



.2180, 
.3998, 
.4430, 



.4485, 4445.. 4489., 4446,. 4493, 



Seq. No. 45887 Seq. ID 

Gene No. 97166 Strand 

Start 10011 End 

Name OJ000251_02 . 0313 . C31 . o4 . tc . ■ Method 

Start, 1993 End 

GI none Score 

Exons 1993.. 2067, 1994.. 2038, 2001.. 2198 



OJ000251_02.0313.C31 
21510 

TBLASTX: Cress 

2198 

64 



47321 



Seq. No. 


45887 




Seq. ID 


OJ000251_02.0313.C31 


Gene No . 


97166 ■ 




Strand 




Start 


10011 




End 


21510 


Name 


OJ000251 02, 


.0313.C31.o6.tm 


Method 


1 J— > Linj 1 /\ . L JcL 1 


Start 


7138 ~~ 




End . 


7452 


GI 


none 




Score 


322 


Exons 


7138 . .7452, 


7150. .7347, 7152. .7451 




Seq. No. 


45887 




Seq. ID 


OJ000251_02.0313.C31 


Gene No . 


97166 




Strand 




Start 


10011 




End 


21510 


Name 


OJ000251 02. 


.0313.C31.olO.tm 


Method 


J- LJ Ltrikj J. /\ • Lid x^c 


Start 


7754 ~~ 




End 


7930 


GI 


none 




Score 


209 


Exons 


7754 . .7930, 


7756. .7923 






Seq. No. 


45887 




Seq. ID 


OJ000251_02.0313.C31 


Gene No. 


97166 




Strand 




Start 


10011 




End 


21510 


Name 


OJ000251 02 


0313.C31.o7.tm 


Method 


TBLASTX: Maize 


Start 


8050 ~~ 




End 


8676 


GI 


none 




Score 


234 
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putative non-LTR retroelement reverse transcriptase. (AC006248) 
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OJ000211__06 . 0306 . C2 . o5 . np 

10382 

6539581 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10382. .10655, 10761 .. 11032, 1114.1 .. 11554 , 11891. . 12731 - 
(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4> BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ000211_06.0306.C2 
+ 

12731 
AAT/NAP 
12731 
715 



45890 Seq. ID 

97173 Strand 

1882 End 

OJ000211_06.0306.C2.o3.np Method 

582 End 

6272381 Score 



582. .608, 4322. .4747, 4790. .5053, 5708 
(AC007918) Similar to gi | 4325351 T25H8 
from Arabidopsis thaliana BAC gb|AF128394 



OJ000211_06.0306.C2 

5743 
AAT/NAP 
5743 
88 

. .5743 

.2 TNP2 protein homolog 



Seq. No. 45890 Seq. ID OJ000211_06 . 0306 . C2 

Gene No. 97173 Strand 

Start • 1882 End 5743 

Name OJ000211_06.. 030.6 . C2. ol . gp Method AAT/GAP 

Start 1038 " End 1419 

GI uC-osflcyp033a04bl Score 631 

Exons 1038.. 1419 

GI Descrip. '601684 5/dbj | AP000570 . 1 I AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


45890 


Seq. ID 


OJ000211_06.0306.C2 


Gene No. 


97173 


Strand 




Start 


1882 


End 


5743 


Name 


OJ000211 06.0306.C2.ol.gs 


Method 


GENSCAN 


Start 


1882 


End 


4933 


GI 


none 


Score 


.56 


Exons 


1882. .1986, 2525. .3137, 4578. 


.4933 




Seq. No. 


45890 


Seq. ID 


OJ000211_06.0306.C2 


Gene No. 


97173 


Strand 




Start 


1882 


End 


5743 


Name 


OJ000211 06.0306.C2.ol.np 


Method 


AAT/NAP 


Start 


1885 


End 


3618 


GI 


6907087 


Score 


876 


Exons 


1885. .1986, 2525. .3204, 3249. 


.3618 




GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 


(E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


45890 


Seq. ID 


OJ000211J36.0306.C2 


Gene No. 


97173 


Strand 




Start 


1882 


End 


5743 


Name 


OJ000211 06.0306.C2.o2.np 


Method 


AAT/NAP 


Start 


4262 


End 


4933 


GI 


4558686 


Score 


215 


Exons 


4262. .4933 






GI Descrip. 


(AC006586) putative TNP2-like 


transposon protein [Arabidops: 



47329 




thaliana] 



Seq. No. 


45890 








Seq. ID 


OJ000211_06.0306. 


,C2 


Gene No . 


97174 








Strand 






Start 


7507 








End 


8349 




Name 


OJ000211 06 


. 0306. 


C2 .o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1 ~" 








End • 


186 




GI 


none 








Score 


128 




Exons 


1..186, 3.. 


158 












Seq. No. 


45890 








Seq. ID 


OJ000211 06. 0306. C2 


Gene No . 


97174 








Strand 






Start 


7507 








End 


8349 




Name 


OJ000211 06 


.0306. 


C2.ol 


. t c 


Method 


TBLASTX * Cress 




Start 


3 








End 


269 




GI 


none 








Score 


205 




Exons 


3. .269 














Seq. No. 


45890 








Seq. ID 


OJ000211_06.0306. 


C2 


Gene No . 


97174 








Strand 






Start 


7507 








End 


8349 




Name 


OJ000211 06 


. 0306. 


C2 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


9 ~ 








End 


248 




GI 


none 








Score 


106 




Exons ■ 


' 9..248, 18. 


.191 












Seq. No. 


45890 








Seq. ID 


OJ000211_06.0306. 


C2 


Gene No . 


97174 








Strand 






Start 


7507 








End 


8349 




Name 


OJ000211 06 


.0306. 


C2 . o2 


. tw 


Mot hod 


TBLASTX: Wheat 




Start 


24 








End 


4609 




GI 


none 








Score 


71 




Exons 


24. .152, 143. .244 


, 144 

r -i- -i -s 


. .263, 


150. 269. 


163. .267, 4317. .4553, 




4322. .4609 














Seq. No. 


45890 








Seq. ID 


OJ000211_06.0306. 


C2 


Gene No . 


97174 








Strand 






Start 


7507 








End 


8349 




Name 


OJ000211 06 


.0306. 


C2 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


4322 








End 


4597 




GI 


none 








Score 


104 




F. x o n ^ 


4322. .4597, 


4326. 


. 4574 










Seq. No. 


45890 








Seq. ID 


OJ000211_06.0306. 


C2 


Gene No. 


97174 








Strand 






Start 


7507 








End 


8349 




Name 


OJ000211 06 


.0306. 


C2.o4 


.np 


Method 


AAT/NAP 




Start 


7507 








End 


8349 




GI 


6069646 








Score 


280 




Exons 


7507. .8349 















GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
. putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. No. 45890 Seq. ID OJ000211_06 . 0306 . C2 

47330 




Gene No. 


97174 






Strand 






Start 


7507 






End 


8349 




LN CliUtJ 


OJ000211 06. 0306. C2. 


.ol . tm 


Method 


TBLASTX: Maize 




O Lai L 


7 612 






End 


8097 






none 






Score 


107 






7612. . 


7680, 7788.-7985, 7792 


I..8097, 7793. .8017 




Seq. No. 


T CJ -7 V_/ 






Seq. ID 


OJ000211_06.0306 


-C2 


Gene No. 


97 175 






Strand 






Start 


11201 






End 


12394 




Name 


v U U 




Ul • L. W 


Lie L. I lvj u. 






uLdi L 


11201 






End 


11521 




GI 


none 






Score 


308 




DAUl 1 o 


11201. 


.11521, 11246. 


.11521 ■ 








O C \-i • 1NU • 


45890 






Seq. ID 


OJ000211_06.0306, 




Gene No. 


97 1 7 S 






Strand 






Start 


11201 






End 


12394 




'Name 


OJ0002 


11_06.0306.C2. 




L T JC L i ILJLi. 


i Dj_ir\o i a . ooyoean 






11413 






End 


'•122-95 






none 






Score 


135 






11413. 


.11541, 11414. 


. 11551, 


11414. .115 


45, 11885. .12295, 






11885. 


.11953, 11993. 


.12181 








Seq. No. 


45890 






Seq. ID 


OJ000211_06.0306, 


,C2 


Gene No. 


97175 






Strand 






Start 


11201 






iiina. 






KI3TT1 O 
LMCUlLC 


OJ000211 06. 0306. C2. 


o2. tm 


Method 


TBLASTX: Maize 




o Lai L 


11456 






End 


12394 






none 






Score 


67 




TT yon ^ 


11456. 


.11545, 11885. 


.12118, 


11893. .120 


99, 12155.. 12394 




Seq. No. 


45890 






Seq. ID 


OJ000211_06.0306. 


,C2 


Gene No. 


97175 






Strand 






o Lai L 


11201 






CjIlkJ. 


-L Z. O .3 f± 




IN cillLtr 


OJ000211 06. 0306. C2. 


o3. tw 


Method 


TBLASTX: Wheat 




C4-3 r -f- 


11918 






. End 


12355 






none 






Score 


156 




F von q 


11918. 


.12100, 12173. 


.12355 








Seq. No. 


45891 






Seq. ID 


OJ000211 06.0306. 


C3 


Gene No. 


97176 






Strand 


+ 




Start 


54 






End 


335 




Name 


OJ000211 06. 0306. C3. 


ol.gs 


Method 


GENSCAN 




u Ldi. L. 


54 






End 


335 




GI 


none 






Score 


. 99 






54. .335 










o e q . ln o . 


45891 






Seq. ID 


OJ000211_06.0306. 




Gene No. 


97177 






Strand 






Start 


347 






End 


540 




Name 


OJ000211 06. 0306. C3. 


ol . gp 


Method 


AAT/GAP 




Start 


347 






End 


540 




GI 


none 






Score 


317 




Exons 


347. .540 











Seq. No. 



45891 



Seq. ID OJ000211_06.0306.C3 

47331 




Gene No. 


97178 


Strand 




Start 


1076 


End 


1671 


Name 


OJ000211 06 . 0306.C3 .o2 .gs 


Method 


GEN SCAN 


Start 


1076 ~ 


End 


1671 


GI 


none 


Score 


. 76 


Exons 


107 6. . 1234,- 1573. . 1671 






Seq. No. 


45892 


Seq. ID 


OJ000211_06.0306.C4 


Gene No. 


97179 


Strand 


+ 


Start 


4 


End 


156 


Name 


OJ000211 06 . 0306. C4 . ol .gs 


Method 


GENSCAN 


Start 


4 ~~ 


End 


156 


GI 


none 


Score 


1 


Exons 


4 . . 156 






Seq. No. 


45892 


Seq. ID 


OJ000211 06 0306 C4 


Gene No . 


97180 


Strand 


+ 


Start . 


4478 


End 


4785 


Name 


OJ000211 06.0306.C4.ol.gp 


Method 


AAT/GAP 


Start 


4478 


End 


4785 


GI 


72524 1.R1084 


Score 


4 35 


Exons 


4478. .4785 






GI Descr ip . 


1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


-84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


45892 


Seq. ID 


OJ000211_06.0306.C4 


Gene No. 


97181 


Strand 




Start 


406 


End 


6489 


Name 


OJ000211 06.0306.C4.o2.gs 


Method 


GENSCAN 


Start 


406 


End 


6489 


GI 


none 


Score 


.43 


Exons 


406. .561, 877. .1008, 1396. .1623, 3396. 


.3465, 4298. .4391, 




6142. .6249, 6255. .6489 






Seq. No. 


45892 


Seq. ID 


OJ000211_06.0306.C4 


Gene No. 


97182 


Strand 




Start 


68'4 8 


End 


10680 


Name 


OJ000211 06.0306.C4.o'3.gs 


Method 


GENSCAN 


Start 


6848 


End 


10680 


GI 


none 


Score 


.7 


Exons 


6848. .7110, 7115. .7213, 7330. 


.7510, 7533. .8181, 8817. .9345, 




9483. .9764, 9927. .9986, 10343 


. .10491, 


10553. .10680 


Seq. No. 


45892 


Seq. ID 


OJ000211_06.0306.C4 


Gene No . 


97182 


Strand 




Start 


6848 


End 


10680 


Name 


OJ000211 06.0306.C4.ol.np 


Method 


AAT/NAP 


Start 


6902 


End 


10119 


GI 


7106512 


Score 


2520 


Exons 


6902. .7275, 7330. .8378, 8560. 


.9752, 9871. .9986, 10059. .10119 


GI Descrip. 


(AP001278) EST C98 429 (E0138 ) 


corresponds .to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq.- No. 


45892 


Seq. ID 


OJ000211_06.0306.C4 


Gene No. 


97182 


Strand 




Start 


6848 


End 


10680 


Name 


OJ000211 06.0306.C4.o2.gp 


Method 


AAT/GAP 



47332 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10072 End 10440 

72524_1.R1084 Score 441 

10072. .10440 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

45892 v Seq. ID OJ000211__06 . 0306 . C4 

97183 Strand 

10706 End 10853 

OJ000211_06.0306.C4 .o3.gp Method AAT/GAP 

10706 End 10853 

uC-osflcypl77g01al Score 238 

10706. .10853 

, 4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



45893 
97184 
1 

OJ000211_06.0306.C5.ol .np 



Seq. ID OJ000211_06.0306.C5 
Strand + 
End a 7 6 2 

Method AAT/NAP 
End 1759 
Score 932 

1314. .1759 



6691716 

1..77, 159. .426, 603. .797, 874. .977, 1128. .1240, 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


45893 ' 


Seq. ID 


OJ000211_06.0306 


.C5 


Gene No. 


97184 


Strand 


+ 




Start 


1 


End 


1762 




Name 


OJ000211 06.0306.C5.ol.gs 


Method 


GENS CAN 




Start 


125 


End 


1762 




GI 


none 


Score 


.71 




Exons 


125. .535, 610. .810, 950. .1063, 1136.. 


1240, 1314.. 1762 




Seq. No. 


45893 


Seq. ID 


OJ000211_06.0306 


.C5 


Gene No. 


97185 


Strand 






Start 


2078 


End 


5192 




Name 


OJ000211 06.0306.C5.o2.gs 


Method 


GENSCAN 




Start 


2078 


End 


5192 




GI 


none 


Score 


.43 




Exons 


2078. .4885, 5116. .5192 








Seq. No. 


45893 


Seq. ID 


OJ000211_06.0306. 


C5 


Gene No. 


97185 


Strand 






Start 


2078 


End 


5192 




Name 


OJ000211 06.0306.C5.o2.np 


Method 


AAT/NAP 




Start 


2081 


End 


4926 




GI . 


59024,45 


Score 


. 4894 




Exons 


2081. .4926 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


45893 


Seq. ID 


OJ000211_06.0306. 


C5 


Gene " No.' 


97185 


Strand 






Start 


2078 


End 


5192 




Name 


OJ000211 06.0306.C5.o5.tw 


Method 


TBLASTX: Wheat 




Start 


2090 


End 


2704 





47333 



GI 

Exons 



none Score 80 

2090. .2227, 2213. .2371, 2426. .2704, 2442. .2543, 2595. .2684 



Seq. No. 


45893 










Seq. ID 


OJ000211_06.0306.C5 


Gene No. 


97185 










Strand 


- 


Start 


2078 










End 


5192 


Name 


OJ000211_06 


.0306 


.C5.o3 


. tm 




Method 


TBLASTX: Maize 


Start 


2129 










End' 


2362 


GI 


none 










Score 


100 


Exons 


2129. .2230, 


2130 


. .2231 


, 2210. 


2362, 22 


11 . . 2270 


Seq. No. 


45893 










Seq. ID 


OJ000211__06.0306.C5 


Gene No. 


97185 










Strand 


- 


Start 


2078 










End 


5192 


Name 


OJ000211_06 


.0306 


.C5.o6 


. tm 




Method 


TBLASTX: Maize 


Start 


2474 










End 


2747 


GI 


none 










Score 


59 


Exons 


2474 . . 2560, 


2570 


. . 2653, 


, 2583. 


2657 96 




Seq. No. 


45893 










Seq. ID 


OJ000211___D6.0306.C5 


Gene No. 


97185 










Strand 


- 


Start 


2078 










End 


5192 


Name 


OJ000211 06 


.0306, 


,C5.o3, 


. tw 




Method 


TBLASTX: Wheat 


Start 


2819 










End 


3206 


GI 


none 










Score 


101 


Exons 


' 2819. .3010, 


2819, 


. . 3205, 


. 2£ 


195. 


. 3206 




Seq. No. 


45893 










Seq. ID 


OJ000211__06.0306.C5 


Gene No. 


97185 










Strand 


- 


Start 


2078 










End 


5192 


Name 


OJ000211 06. 


.0306. 


,C5.ol. 


, tm 




Method 


TBLASTX: Maize 


Start 


2849 










End 


3212 


GI 


none 










Score 


67 


Exons 


2849 . . 2896, 


2850. 


. 2897 , 


28 


68. 


"31 91 9RI 


"3911 9QD1 "591 9 


Seq. No. 


45893 










- Seq. ID 


OJ000211_06.0306.C5 


Gene No. 


97185 










Strand 


- 


Start 


2078 










End 


5192 


Name 


OJ000211 06. 


0306. 


C5.o6. 


tw 




Method 


TBLASTX: Wheat 


Start 


3209 










End 


3508 


GI 


none 










Score 


131 


Exons 


3209 . . 3340, 


3374 . 


. 3508 










Seq. No. 


45893 










Seq. ID 


OJ000211_06.0306.C5 


Gene No. 


97185 










Strand 


- 


Start 


2078 










End 


5192 


Name 


OJ000211 06. 


0306. 


C5.o5. 


tm 




Method 


TBLASTX: Maize 


Start 


3440 










End 


3694 


GI 


none 










Score 


60 


Exons 


3440. .3694, 


3579. 


.3686 










Seq. No. 


45893 










Seq. ID 


OJ000211_06.0306.C5 


Gene No. 


97185 










Strand 




Start 


2078 










End 


5192 


Name 


OJ000211 06. 


0306. 


C5.o4. 


tw 




Method 


TBLASTX: Wheat 


Start 


3524 










End 


3946 


GI 


none 










Score 


269 



47334 






Exons 


3524 3946, 


3534 


3938 












Seq. No. 


45893 








Seq. ID 


OJ000211J36.0306. 


.C5 




Gene No. 


97185 








Strand 








Start 


2078 








End 


5192 






Name 


OJ000211 06 


. 0306 


. C5 . o2 . 


ts 


Mp t hod 


TBLASTX * Sovbean 






Start 


3567 ~~ 








End 


3955 






GI 


none 








Score 


161 






Exons 


3567 . . 3947, 


3569 


. . 3811, 


3851 . 


. 3955 








Seq. No. 


45893 








Seq. ID 


OJ000211_06.0306. 


C5 




Gene No. 


97185 








Strand 








Start 


2078 








End 


5192 






Name 


OJ000211 06 


, 0306 


. C5.o2. 


tw 


Mp t" hod 


TBLASTX * Wheat 

X. i—J -jL-jxa jL i * » rill \^ d L~ 






Start 


3983 ~~ 








End 


44 12 






GI 


none 








Score 


163 






Exons 


3983 .4411. 


3984 


. .4412 












Seq. No. 


45893 








Seq. ID 


OJ000211_06.0306. 


C5 




Gene No. 


97185 








Strand 








Start 


2078 








End 


5192 






Name 


OJ000211 06 


0306 


. C5 . ol . 


ts 


1 iC L. 11U \JL 


TBLASTX • Snvbpan 






Start 


4181 ~~ 








End 


4582 






GI 


none 








Score 


43 






Exons 


4181 . . 4582, 


4215 


4385, 


4422 . 


.4565 






i\ § 


Seq. No. 


45893 








Seq. ID 


OJ000211_06.0306. 


C5 




Gene No. 


97185 








Strand 






C-3 


Start 


2078 








End 


5192 






Name 


OJ000211 06 


0306 


C5 o2 


tm 


Mp1" hod 


TBLASTX • Mr i 7P 




=> 

r- 3 


Start 


4334 ~~ 








End 


4717 






GI 


none 








Score 


165 




ry 


Exons 


4334. 4717, 


4335 


4613 










f 1 


Seq. No. 


45893 








Seq. ID 


OJ000211_06.0306. 


C5 




Gene No. 


97185 








Strand 








Start 


2078 








End 


5192 






Name 


OJ000211 06 


0306 


. C5 . ol . 


tw 


Mpfhod 


TBLASTX * Whpaf 






Start 


4457 ~~ 








End 


4876 




n 


GI 


none 








Score 


237 






Exons 


4457 . .4876, 


4458 


. . 4874, 


4661. 


.4876 








Seq. No. 


45893 








Seq. ID 


OJ000211_06.0306. 


C5 




Gene No. 


97185 








Strand 








Start 


2078 








End 


5192 






Name 


OJ000211 06 


0306 


. C5 . o4 . 


tm 


Mp* t" h nH 

L iC L11UU 


TBLASTX • M^ i 7p 






Start 


4745 ~~ 








End 


4 925 






GI 


none 








Score 


115 






Exons 


4745 4924. 


4 755, 


. . 4 925 












Seq. No. 


45894 








Seq. ID 


OJ000211_06.0306. 


C6 




Gene No. 


97186 








Strand 


+ 






Start 


784 








End 


7716 






Name 


OJ000211 06. 


0306, 


.C6.ol. 


np 


Method 


AAT/NAP 






Start 


784 








End 


7716 






GI 


5852180 








Score 


647 





Exons 784.. 810, 5343/. 5398, 6394.. 6511, 6563.. 6973, 7678.. 7716 



47335 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sat iva ] 






Seq. No. 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97187 






Strand 






Start 


371 






End 


1364 




Name 


OJ000211 06 


.0306 


.C6.ol.gs 


Method 


GENSCAN 

4-J L ^ K*r villi 




Start 


371 






End- 


1364 




GI 


none 






Score 


. 65 




Exons 


371. .600, 1139.. 


1364 








Sea No 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97188 






Strand 






Start 


2349 






End 


11557 




Name 


OJ000211 06 


.0306 


.C6.o2.gs 


Method 


GENSCAN 




Start 


2349 






End 


11557 




GI 


none 






Score 


.45 




Exons 


2349. .2504, 


2613 


..3986, 4731. 


,.4807, 5851. .5909, 6416. .7345 






7751. .7954, 


8051 


..10975, 11481. .11557 






Seq. No. 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97188 






Strand 






Start 


2349 






End 


11557 




Name 


OJ000211 06 


.0306 


.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7709 






End 


8061 


sr. 


GI 


none 






Score 


226 




Exons 


7709'. .7906, 


7717 


..8061, 7718. 


.8047, 7723. .8055 


ru 


Seq. No. 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97188 






Strand 






Start 


2349 






End 


11557 


\J 


Name 


OJ000211 .06 


.0306 


.C6. ol.tm 


Method 


TBLASTX: Maize 


f : * 


Start 


7720 






End 


8058 




GI 


none 






Score 


68 


f 1 


Exons 


7720. .7956, 


7969 


. .8058 






V 5 


Sea. No. 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97188 ■ . 






Strand 






Start 


2349 






End 


11557 




Name 


OJ00021106 


.0306 


. C6.o2.np 


Method 


AAT/NAP 




Start 


8038 






End 


10971 


T "*3 


GI 


5902444 






Score 


4926 




Exons 


8038. .10971 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97188 






Strand 






Start 


2349 






End 


11557 




Name 


OJ000211 06, 


.0306 


.C6.o2..tw 


Method 


TBLASTX -Wheat 




Start 


8234 






End 


8703 




GI 


none 






Score 


144 




J 1 *\ 1 i Lj 


8234. .8467, 


8246 


..8482, 8248. 


.8478, 8527. .8640, 8527. .8703 




Seq. No. 


45894 






Seq. ID 


OJ000211_06.0306.C6 




Gene No. 


97188 






Strand 






Start 


2349 






End 


11557 




Name 


OJ000211 06, 


.0306 


.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9280 






End 


9682 



47336 





GI 


none 


Score 


117 




Exons 


9280.. 9681, 9413.. 9682 








Seq. No. 


45895 


Seq. ID 


OJ000211_06.0306.C7 




Gene No. 


97189 


Strand 


+ 




Start 


3850 


End 


5379 




Naine 


OJ000211 06 . 0306 .C7 .o3 . gs 


Method 


GENSCAN 




Start 


3850 ~~ 


End 


5379 




GI 


none 


Score 


.73 




Exons 


3850.. 3864, 4305.. 4520, 4812. 


.4919, ' 5323. .5379 




Seq. No. 


45895 


Seq. ID 


OJ000211_06. 0306.C7 




Gene No. 


97190 


Strand 


— ... 




Start 


106 


End 


633 




Name 


OJ000211 06. 0306.G7 ,ol .gs 


Method 


GENSCAN 




Start 


106 ~ 


End 


633 




GI 


none 


Score 


.57 




Exons 


106. .230, 417. .514, 572. .633 








Seq. No. 


45895 


Seq. ID 


OJ000211_06.0306.C7 




Gene No. 


97191 


Strand 


- 




Start 


1038 


End 


6074 




Name 


OJ000211 06.0306.C7.ol.np 


Method 


AAT/NAP 


ii 


,. Start 


1038 


End 


6074 




".GI 


6069646 


Score 


209 


r-Fi 


Exons 


1038. .1113, 1414. .1793, 6040. 


.6074 




•z: * 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 


f ^ 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 


lit 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00624 8 ) 


- 




[Oryza sativa] 






! iJ 


Seq. No. 


45895 


Seq. ID 


OJ000211_06.0306.C7 


S' 


Gene No. 


97191 


Strand 






Start 


1038 


End 


6074 




Name 


OJ000211 06-0306. C7.ol.tw 


Method 


■ TBLASTX : Wheat 




Start 


1086 


End 


1527 




GI 


none 


Score 


76 




Exons 


1086. .1142, 1227. .1376, 1241. 


.1378, 1253.. 1384, 1389.. 1526, 


tJ 

f ~: 




1417. .1527 








Seq. No. 


45895 


Seq. ID 


OJ000211_06.0306.C7 




Gene No. 


97191 


Strand 






Start 


1038 


End 


6074 




• Name 


OJ000211 06.0306.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1184 


End 


1766 




GI 


none 


Score 


60 




Exons 


1184.. 1375, 1184.. 1375, 1383. 


1766, 1432. .1485 




Seq. No. 


45895 


Seq. ID 


OJ000211_06.0306.C7 




Gene No. 


97191 


Strand 






Start 


1038 


End 


6074 




Name 


OJ000211 06.0306.C7.o2.gs 


Method 


GENSCAN 




Start 


1461 


End 


1958 




GI 


none 


Score 


. 93 




Exons 


1461. .1723, 1780. .1888, 1908.. 


1958 





47337 



Seq. No. 45895 

Gene No. 97191 

Start 1038 

Name OJ000211_06 . 0306 . C7 . o2 . np 

Start 4137 

GI 7228442 

Exons 4137. .4218, 5278.. 5834, 5925. 
GI Descrip. (AP001366) EST C28952 (C62945) 



OJ000211 06. 0306. C7 



Seq. ID 
Strand 

End 6074 
Method AAT/NAP 
End 6074 
Score 241 
.607*4" 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


45895 


Seq. ID 


ojooo?i i ofi o^nfi ci 




97191 


kJ Li. CUi \Ji 




Start 


1038 


End 


6074 


Name 


OJ000211 06 0306 C7 o2 tw 




TRT.A^TX • Whp3i- 

± DU/lO 1 /\ m VV11C0 L, 


Start 


5859 _ 


End 


6070 


GI 


none 


S core 


104 

J. KJ *1 


Exons 


5859. .5978, 5884 597 6,' 5999 


. .6070 




Seq. No. 


45896 


Seq. ID 


OJ000211_06.0306.C9 


Gene No. 


97192 


Strand 


+ ■ 


Start 


187 


End 


1480 


Name 


OJ000211 06.0306.C9.ol.gs 


Method 


GENSCAN 


Start 


187 


End 


.1480 


GI 


none 


Score 


\43 


Exons 


187. .267, 1355. .1480 






Seq. No. 


45896 


Seq. ID 


OJ000211_06.0306.C9 


Gene No. 


97193 


Strand 




Start 


614 • 


End 


3191 


Name 


OJ000211 06.0306.C9.ol.np 


Method 


AAT/NAP 


Start 


614 


End 


3191 


GI 


6063554 


Score 


337 


Exons 


614. .788, 1424. .1452, 2536.. 


3191 






(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Qpn No 


45896 


Seq. ID 


OJ000211_06.0306.C9 




97193 


Strand 




Start 


614 


End 


3191 


Name. 


OJ000211 06.0306.C9.o2.gs 


Method 


GENSCAN 


Start 


2230 


End 


2828 


GI 


none 


Score 


.77 


Exons 


2230.. 2337, 2536.. 2828 






Seq. No. 


45897 


Seq. ID 


OJ000211_06.0306.C13 


Gene No. 


97194 


Strand 


+ 


Start 


66 


End 


832 


Name 


OJ000211 06.0306.C13.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


832 


GI 


none 


Score 


.86 


Exons 


66. .250, 293. .431, 589. .713, 


754. .832 




Seq. No. 


45897 


Seq. ID 


OJ000211_06.0306.C13 


Gene No. 


97195 


Strand 


+ 


Start 


2248 


End 


2813 



47338 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000211_06.0306.C13.ol.gp Method AAT/GAP 
2248 End 2813 

uC-osflcyp088bl2bl Score 156 

2248. .2356, 2789. .2813 

' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 45897 Seq. ID 

Gene No. 97196 Strand 

Start 1 End 

Name OJ000211_06 . 0306 . G13 . ol . np Method 

Start 1 End 

GI - 5295955 Score 

Exons 1..72, 285.. 622, 663.. 815, 1560.. 1681 
GI Descrip. 



OJ000211_06.0306.C13 

1681 
AAT/NAP 
1681 
273 



(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 





4 S R Q 7 




. Seq. ID 


OJ000211_06.0306.C13 


Gene No. 


97197 




Strand 




Start 


1771 




End 


5154 


Name 


OJ000211 06.0306.C13.o2 


. gs 


Method 


GENSCAN 


OL.Cl.LL. 


1771 




End 


5154 


(IT 


none 




Score 


.57 


LAU1IO 


1771;. 1984, 2131.. 2240, 


2521. 


.2602, 2686.. 3599, .3-606.. 4069, 




4122. .4234, 4279. .4829, 


4915. 


.515,4 






45898 




Seq. ID 




Gene No. 


97198 




Strand 




Start 


1041 




End 


2495 


Name 


OJ000211 06.0306.C14.ol 


. tw 


Method 


TBLASTX: Wheat ' 


J Lai L 


670 




End 


1879 


(IT 


none 




Score 


65 


F von q 


670. .738, 745. .810, 746 


. .829, 


863. .967, 


881. . 937, 956. .1111 




972. .1118, 1124. .1879, 


1350. . 


1634 




Seq. No. 


45898 




Seq. ID 


OJ000211_06.0306.C14. 


Gene No. , 


97198 




Strand 




Start 


1041 




End 


2495 


Name 


OJ000211 06.0306.C14 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


975 




End 


1270 


GI 


none 




Score 


75 


Exons 


975. .1088, 983. .1096, 1100. .1270 




Seq. No. 


45898 




Seq. ID 


OJ000211_06.0306.C14 


Gene No. 


97198 




Strand 




Start 


1041 




End 


2495 


Name 


OJ000211 06.0306.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1041 




End 


2495 


GI 


6742729 




Score 


840 


Exons 


1041. .2254, 2327. .2495 








GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 




Seq. No. 


45898 




Seq. ID ■ 


OJ000211_06.0306.C14 


Gene No. 


97198 




Strand 




Start 


1041 




End 


2495 


Name 


OJ000211 06.0306.C14 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1166 




End 


1589 



47339 



GI 


none 








Score 


102 


Exons 


1166. . 1579, 


1350, 


. . 1589 








Seq. No. 


45898 








Seq. ID 


OJ000211_06.0306.C14 


Gene No. 


97198 








Strand 




Start 


1041 ; . 








End 


2495 


Name 


OJ000211 06 


.0306, 


.C14 .ol. 


. tm 


Method 


TBLASTX : Maize 


Start 


1520 ~ 








End 


1903 


GI 


none 








Score 


294 


Exons 


1520 . . 1834, 


1524 . 


. . 1835, 


1835. 


. 1903 




Seq. No. 


45899 








Seq. ID 


OJ000211 06.0306.C15 


Gene No. 


' 97199 








Strand 


+ 


Start 


8899 








End 


12181 


Name 


OJ000211 06 


.0306. 


.C15.03. 


.gs 


Method 


GENSCAN 


Start 


8899 








End 


12181 


GI 


none 








Score 


.47 


Exons 


8899. .8989, 


9121. 


. .9663, 


9793. 


.10420, 


10603. .10780, 10883. .1: 



11543. .12181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45899 
97199 
8899 

OJ000211_06.0306.C15.ol.np 
8916 
4680203' 

8916. .10534, 10688. .10921, 11198. .12175 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000211_06.0306.C15 

Strand + 

End 12181 

Method AAT/NAP 

End 12175 

Score 3059 



Seq. ID OJ000211_06.0306.C15 
Strand 

End 4106 

Method AAT/GAP 

End 1658 

Score 98 



45899 
97200 
3383 

OJ000211_06.0306.C15.ol.gp 
1128 

LIB347 9-005-Q6-K1-D1 
1128. .1192, 1619. .1658 

1 1184774 2.0e-51 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] 1 



□ Seq. No. 


45899 








Seq. ID 


OJ000211 


_06 


.0306, 


.C15 


1 j Gene No. 


97200 








Strand 










Start 


3383 








End 


4106 








Name 


OJ000211 06, 


.0306, 


.C15.ol. 


.gs 


Method 


GENSCAN 








Start 


3383 








End 


4106 








GI 


none 








Score 


.83 








Exons 


3383. .3437, 


3740, 


. .3864, 


4002. 


.4106 










Seq. No. 


45899 








Seq. ID 


OJ00.0211 


J36 


.0306. 


.C15 


Gene No. 


97201 






. i ■ 


. Strand 










Start 


4584 








End 


7119 








Name 


OJ000211 06, 


.0306. 


.C15.o2. 


.gs 


Method 


GENSCAN 








Start 


4584 








End 


7119 








GI 


none 








Score . 


.79 








Exons -. 


4584. .4723, 


4 872. 


. .4931, 


6530. 


.6692, 7090. .7119 








Seq. No. 


45899 








Seq. ID 


OJ000211_ 


_06 


.0306, 


-C15 


Gene No. 


97202 








Strand 











47340 



Start 


9123 


End 


10385 


Name 


OJ000211 06.0306.C15.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9123 


End 


10285 


GI 


none 


Score 


67 


Pvon s 

<LJ \J 1 1 o 


9123 9185 9816 9872 9816 


.9860, 9824. .9868, 9869.. 9970, 




9870 9974 9978 10076 9981 


. .10076, 


9989. .10078, 10056. . 1 




10079 10282, 10139 10285 






Qpn No 


45899 


Seq. ID 


OJ000211_06.0306.C15 


Gene No. 


97202 


Strand 




Start 


9123 


End 


10385 


Name 


OJ000211 06.0306.C15.o4 tw 


Method 


TBLASTX: Wheat 


Start 


9249 ~~ 


End 


9608 


GI 


none 


Score 


76 


Exons 


9249.. 9356. 9277 9342. 9340 


.9600, 9347.. 9601, 9348.. 9608, 




9348 . . 9608 






Seq. No. 


45899 


Seq. ID 


OJ000211_06.0306.C15 


Gene No. 


97202 


Strand 




Start 


9123 


End 


10385 ' 


Name 


OJ000211 06 0306 CIS ol 


Method 


TBLASTX: Soybean 


Start 


9521 _ 


End 


9947 


GI 


none 


Score 


120 


Exons 


9521 9655. 9525 9656 9687 


.9947, 9701. . 9934 


Seq. No. 


45899 


Seq. ID 


OJ000211_06.0306.C15 


Gene No. 


97202 


Strand 




Start 


9123 


End 


10385 


Name 


OJ0002M-06 0306 C15 o2 tc 


Method 


TBLASTX: Cress 


Start 


9686 _ 


End 


10028 


GI 


none 


Score 


296 


Exon <5 


9686 9739. 9687 10028 9779 


. .9832, 9878. .10003 


Seq. No. 


45899 


Seq. ID 


OJ000211_06.0306.C15 


Gene No. 


97202 


Strand 




Start 


9123 


End 


10385- 


Name 


OJ000211 06.0306.C15.oL.tm 


Method 


TBLASTX: Maize 


Start 


9864 


End 


10319 


GI 


none 


Score 


243 


Exons 


9864. .10106, 9873. .10115, 10128. .10319 




Seq. No. 


45899 


Seq. ID 


OJ000211_06.0306.C15 


Gene No. 


97202 


Strand 




Start 


9123 


End 


10385 


Name 


OJ000211 06.0306.C15.o2.ts 


Method 


TBLASTX : Soybean 


Start 


10149 


End 


10385 


GI " * 


none 


Score 


195 


F,xon s 


10149. .10385 






Spa No 


45899 


Seq. ID 


OJ000211_06.0306.C15 


Gene No . 


97203 


Strand 




Start 


10417 


End 


10798 


Name 


OJ000211 06.0306.C15.o3.tw 


Method 


TBLASTX: Wheat 


Start 


10417 


End 


10798 


GI 


none 


Score 


55 


Exons 


10417. .104 4 3, 10418. .104 56, 104 42. .10684, 10457. .10708, 




10717. .107 97, 10718. .107 98 







47341 




Seq. No. 


'45899 


Seq. ID 


OJ000211_06.0306. 


■ C15 


Gene No . 


97204 


Strand 






Start 


10780 


End 


12127 




Name 


OJ000211 06 0306 CIS o2 tm 


Method 


TBLASTX: Maize 




Start 


10780 _ 


End 


11161 




GI 


none 


Score 


303 




Rvnn *=? 

L-t *\ \J X 1 O 


10780 10830 10847 11161 


10858. .11133 




Seq. No. 


45899 


Seq. ID 


OJ000211_06.0306. 


. V— X *J 




97204 


Strand 






Start 


10780 


End 


12127 




Name 


OJ000211 06.0306.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10799 


End 


12127 




GI 


none 


Score 


57 




F.xons 


10799 10990, 10803 10895 


10805. .11737, 10806. .11270, 






10807 11706, 11627 11668 


11716. .11760, 11717. .11761, 






11734.. 11850. 117 68.. 11827, 


11806. .11952, 11807. .11953, 






11878 11955, 11959 12030 


11960. .12040, 12029. .12127 




Seq. No. 


45899 


Seq. ID 


OJ000211_06.0306. 


C15 




97204 


Strand 






Start 


10780 


End 


12127 




Name 


OJ000211 06 0306 C15 ol tr 


Method 


TBLASTX: Cress 




Start 


11092 ~~ 


End 


11539 




GI 


none 


Score 


126 




X_J 1 1 kJ> 


11092 11514 11092 11S35 


11096. .11539, 11102. .11539 




Sea No 


45900 


Seq. ID 


OJ000211_06. 0306. 


C16 


Gene No. 


97205 


Strand 


+ 




Start 


100 


End 


4559 




Name 


OJ000211 06.0306.C16.ol.gs 


Method 


GENSCAN 




Start 


100 


End 


4559 




GI 


. none 


Score 


.73 




X_J \^ 1 1 ij 


100. .189, 952. .1078, 1364.. 


1530, 1558.. 


2115, 2140. .2334, 






2405. .2598, 2736. .2811, 2891. .3516, 3591. .3764, 4051. .4123, 




4214. .4312, 4389. .4559 








Seq. No. 


45900 


Seq. ID 


OJ000211_06.0306. 


C16 


Gene No. 


97205 


Strand 


+ 




Start 


100 


End 


4559 




Name 


OJ000211 06.0306.C16.ol.np 


Method 


AAT/NAP 




Start 


937 


End 


3959 




GI 


■4680204 


Score 


953 




F.xnn 


937. .2334, 2405. .3516, 3591 


..3764, 3852 


!. .3959 






(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. , 


45900 


Seq. ID 


OJ000211_06.0306. 


C16 


Gene No. 


97205 


Strand 


+ 




Start 


100 


End 


4559 




Name 


OJ000211 06.0306.C16.o2.np 


Method 


AAT/NAP 




Start 


937 


End 


4553 




GI 


4680204 


Score 


997 




Exons 


937. .2334, 2405. .3516, 3591 


. .3764, 3852 


:. .4022, 4375. .4553 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


45900 


Seq. ID 


OJ000211_06.0306. 


C16 



47342 



Gene No. 


97206 


Strand 


+ 




Start 


4626 


End 


4898 




Name 


OJ000211 06 0306 C16 ol tw 




TRT.A^TX • 


Wheat 


Start 


1537 _ 


End 


1827 

-L O 4L. I 




GI 


none 


Score 


232 




Exon s 


1537 1770, 1540 1827, 1647 


. .1781 






\^ VJ • • 


45900 


Seq. ID 


OJ000211 


06 0306 CI 6 


Gene No. 


97206 


Strand 


+ 




Start 


4626 


End 


4898 




Name 


OJ000211 06 0306 C16 o2 tw 


Method 


TBLASTX: 


Wheat 


Start 


1935 _ 


End 


2617 




GI ■ 


none 


Score 


71 




Ry on s 


1935 1988. 2239 2337- 2398 


..2472, 2399. .2617, 


2511 2564 




2581 2616 








Sea No 


45900 


Seq. ID 


OJ000211 


06 0306 C16 

\J \J m U JUL! t ^1 U 


Gene No. 


97206 


Strand 


+ 




Start 


4626 


End 


4898 ' 




Name 


OJ000211 06.0306.C16.o3.np 


Method 


AAT/NAP 




Start 


4626 


End 


4898 




GI 


862343 


Score 


114 




Exons 


4626. .4898 








GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 





gi I 109209^1 prf | | 2022314A granule cell marker protein [Mus 
musculus] 'gi 1 1092098 Iprf I I2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 


45901 


Seq. ID 


OJ000211__06, 


.0306. 


C17 


Gene No. 


97207 


Strand 








Start 


800 


End 


2297 






Name 


OJ000211 06.0306.C17.ol.gs 


Method 


GENSCAN 






Start 


800 


End 


2277 






GI 


none 


Score 


.73 






Exons 


800. .999, 1075. .1237, 1454. 


.1594, 2206 


. .2277 






Seq. No. 


45901 


Seq. ID 


OJ000211_06, 


.0306. 


C17 


Gene No. 


97207 


Strand 








Start 


800 


End 


2297 






Name 


OJ000211 06.0306.C17.ol.np 


Method 


AAT/NAP 






Start 


800 


End 


2297 






GI 


3894168 


Score 


142 






Exons 


800.. 1179, 1247.. 1351, 2264 


..2297 








GI Descrip. 


(AC005312) putative phloem- 


specific lectin [Arabidopsis 






thaliana] 










Seq. No. 


45902 


Seq. ID 


OJ000221__06. 


.0330. 


CI 


Gene No. 


97208 


Strand 


' + 






Start 


277 


End 


5092 






Name 


OJ000221 06.0330.Cl.ol.gs 


Method 


GENSCAN 






Start 


277 


End 


4710 






GI 


none 


Score 


.48 






Exons 


277. .573, 884. .1156, 1367.. 


1474, 1572. 


.1847, 1931.. 


,2300, 






2421. .3207, 3597. .3908, 4567. .4710 








Seq. No. 


45902 


Seq. ID 


OJ000221_06. 


0330. 


CI 


Gene No. 


97208 


Strand 









47343 





277 


End 


5092 


Name 


OJ000221 06.0330.Cl.o2.np 


Method 


AAT/NAP 


Start 


562 


End 


5092 


H T 


6539581' 


Score 


732 


Exons 


562. .614, 1600. .1835, 1892. .1957, 2027 


..2094, 2203. .3207, 




3363.. 3883, 5043.. 5092 






bi uescrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


h d y 


beq. iu 


vJJUUUZZl UO. UjjU.LI 


Gene No. 


97208 


Strand 


+ ~~ 




277 


End 


5092 


Name 


OJ000221 06-0330. CI. o2.tw 


Method 


TBLASTX: Wheat 


o l air l 


2267 


End 


2584 


P T 

bJl 


none 


Score 


228 


Exons 


2267. .2584 






Seq. No. 


4 o y UZ 


beq. iu 


UuUUUZZl UD. UjjU .bi 


Gene No . 


97208 


Strand 


+ 


OLaiL 


277 


End 


5092 


Name 


OJ000221 06.0330.Cl.ol.ts 


Method 


TBLASTX: Soybean 


otdil 


2480 


End 


3025 


C T 


none 


Score 


413 


Exons 


2480..3025, 2480. .2698, 2524. 


.2769 




Seq. No. 


4 o y Uz 


beq. iu 


UJUUUZZ1 Ud.UjJU.L1 


Gene No. 


97208 


Strand 


+ 


Q -f- v-4- 


277 


End 


5092 


Name 


OJ000221 06.0330.Cl.ol. tm 


Method 


TBLASTX: Maize 


C -t- ~s v-+- 

otdlt 


2522 


End 


3157 


C T 

bl 


none 


Score 


232 


Tj 1 xjr /~\ c 1 


2S22..2827, 2558. .2704, 2617. 


.2808, 28 


49. .3157 


Seq. No. 


4 o y uz 


O n r*r T Pi 

beq. id 


UJUUUZZ1 Ub. UoJU.bl 


Gene No. 


97208 


Strand 


+ ~~ 




277 


End 


5092 


jName 


OJ000221 06.0330.Cl.ol.tw 


Method 


TBLASTX: Wheat ■ 


o l am 


2653 • 


End 


3085 


C T 

bi 


none 


Score 


269 


HjXons 


2653. .2814, 2654. .3085 






Seq. No. 


45903 


Seq. ID 


.OJ000221_06.0330.C2 


Gene No. 


97209 


Strand 




O -i > >~ 4- 

OLdLl 


395 


End 


1009 


Name 


OJ000221 06.0330.C2.ol.gs 


Method 


GENSCAN 


btart 


395 


End 


1009 


bl 


none 


Score 


.58 


Exons 


395. .578, 699. .1009 






Cpn Kin 


45904 


Seq. ID 


OJ000221_06.0330.C4 


Gene No. 


97210 


Strand 


+ 


Start 


246 


End 


2683 


Name 


OJ000221 06.0330.C4.ol.gs 


Method 


GENSCAN 


Start 


246 


End 


1922 


GI 


none 


Score 


.87 


Exons 


246. .693, 787. .821, 890. .956, 


1914. .1922 



47344 



9 • 



QpCT Mo 

<J C. • Vi \J . 


45904 










Gene No. 


97210 


Strand 


+ " 






Start 


24.6 


End 


2683 






Name 


OJ000221 06.0330.C4 .ol.np 


Method 


AAT/NAP 






Start 


370 


End 


2683 






GI 


4680201 


Score 


164 






Ex on <=$ 


370. .693, 2639. .2683 










W X L_> -i- £j> • 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


45904 


Seq. ID 


OJ000221_06. 


,0330, 


,C4 


Gene No. 


97211 


Strand 








Start 


2276 


End 


4480 






Name 


OJ000221 06.0330.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


429 


End 


4479 






GI 


none 


Score 


186 






ill AUl I O 


429. .602, 453. .602, 4350. .4478, 4351.. 


4479, 43S6..4478 






45904 


Seq. ID 


OJ000221_06. 


0330. 


P4 


Gene No. 


97211 


Strand 








Start 


2276 


End 


4480 






Name 


OJ000221 06.0330.C4 ,o2 .np 


' Method 


AAT/NAP 






Start 


2276 


End 


4480 






w J. 


4680201 


Score 


149 






DAU11 O 


2276. .2296, 2834. .2997, 4261. 


.4480 








W X *3 O V_» -L -i. krf' . 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


45904 


Seq. ID 


OJ000221_06. 


0330. 


C4 


Gene No. 


97211 


Strand 








Start 


2276 


End 


4480 






Name 


OJ000221 06.0330.C4.o2.gs 


Method 


GENSCAN 






Start 


2589 


End 


4412 






GI 


none 


Score 


.79 






R v o n 


2S89..2725, 2944. .3049, 3174.. 


.3229, 4124. .4158, 4240. .4412 


Seq. No. 


45904 


Seq. ID 


OJ000221_06. 


0330. 


C4 


Gene No . 


97211 


Strand 








Start 


2276 


End 


4480 






Name 


OJ000221 06.0330.C4.ol;gp 


Method 


AAT/GAP 






Start 


3962 


End 


4480 






GI 


4714786 


Score 


993 






R von ^ 


3962. .4480 










CZ T DpQrT"i n 


4680489/gb|AAD27669.1|AF119222 1 2.0e- 


09 (AF119222) 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


45905 


Seq. ID 


OJ000221_06. 


0330. 


C5 


Gene No. 


97212 


Strand 


+ 






Start 


1111 


End 


2506 






Name 


OJ000221 06.0330.C5.ol;gs 


Method 


GENSCAN 








1111 


End 


2506 






GI 


none 


Score 


.8 






R von c 


1111. .1306, 2011. .2124, 2418.. 


.2506 








Seq. No. 


45905 


Seq. ID 


OJ000221_06. 


0330. 


C5 


Gene No. 


97213 .-V: ■ 


Strand 


+ 






Start 


3545 


End 


4009 






Name 


OJ000221 06.0330.C5.o2.gs 


Method 


GENSCAN 






Start 


3545 


End 


4009 







47345 



GI 

Exons 

Seq; No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



none 

3545.. 3699, 3772,. 4009 



Score .71 



OJ000221 06. 0330. C5 



45905 Seq. ID 

97214 Strand 
1 End 2214 

OJ000221_06:0330.C5.ol.gp Method AAT/GAP 

1 End 2214 

31775_1.R1084 Score 945 

1..47, 1096.. 1155, 1826.. 2214 

, 4680489/gb|AAD27669.1|AF119222_l 2.0e-09 (AF119222) 
hypothetical protein [Oryza sativa] ' 



45905 
97215 
4213 

OJ000221_06 . 0330 . C5 . o3 . gs 

4213 ' . 

none 

4213.. 4398, 4403.. 4492, 5068 
7681. .7764, 8162. .8303 



Seq. ID 
Strand 
End 

Method . 
End 
Score 
.5135, 



OJ000221 06. 0330. C5 



8409 
GEN SCAN 
8303 
.68' 
5794. .5836, 



5950. . 6032, 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45905 
97215 
4213 

OJ000221_06.0330 
5424 

1095_1.R1084 
5424.. 5836, 5950 



Seq. ID 
Strand 
End 

C5.o2.gp Method 
End 
Score 

.6032, 7681.. 7764, 
1 4 6804 89/gb|AAD27669. 1|AF119222_1 2 
hypothetical protein [Oryza sativa] 



OJ000221_06.0330.C5 

8409 y 
AAT/GAP 
8409 
1510 
8162. .8409 
0e-09 (AF119222) 



Seq. No. 45905 
Gene No. 97215 
Start 4213 

Name OJ000221_06 . 0330 . C5 . ol . tm 

Start 5478 
GI none 
Exons 5478, 

5718. 

7666. 



Seq. ID OJ000221_06.0330.C5 
Strand 

End 8409 
Method TBLASTX : Mai ze 
End 8304 
Score 36 

,5513, 5599. .5640, 5716. .5796, 5717. .5839, 5718. .5837, 
.5840, 5947. .6048, 5954. .6031, 5980. .6045, 7665. .7760, 
.7761, 7676. .7765, 7676. .7762, 8161. .8304, 8163. .8303 



Seq. No. ' 45905 

Gene No. 97215 

Start 4213 

Name OJ000221_06 . 0330 . C5 . ol . tw 

Start 5692 

GI none 

Exons 5692.. 5796, 5717.. 5839, 5718, 



OJ000221_06.0330.C5 
8409 

TBLASTX: Wheat 

8213 

200 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.5840, 5718. .5840, 5722. .5841, 



5947. .6048, 5948. .6031, 5952. .6056, 7676. .7762, 8163. .8213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45905 
97215 
4213 

OJ000221 

5706 

none 



06.0330.C5.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_06.0330.C5 
8409 

TBLASTX: Soybean 

8309 

168 



47346 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5706. .5834, 5708. .5839, 5716. .5835, 5947. .6048, 7676. .7762, 
8161.. 8298, 8163.. 8309 



45905 
97215 
4213 

OJ000221_06.0330.C5.ol.tc 

5717 

none 



Seq. ID OJ000221_06.0330.C5 



Strand 
End 

Method 

End 

Score 



8409 

TBLASTX : Cress 

8304 

142 



5717. .5839, 5718. .5837, 5947. .6048, 5954. .6031, 7676. .7762, 
7678. .7758, 8161. .8304, 8163. .8303 



45905 
97215 
4213 

OJ000221_06.0330.C5.ol.np 

5720 

7488897 



Seq. ID OJ000221_06.0330.C5 
Strand 

End 8409 

Method AAT/NAP 

End 8303 

Score 520 



5720.. 5836, 5950.. 6032, 7681.. 7764, 8162.. 8303 

hypothetical protein - castor bean gi 1 1632831 1 emb | CAA89698 . 1 | 

(Z49698) orf [Ricinus communis] 



Seq. No. 45906. Seq. ID 

Gene No. 97216 Strand 

Start " 817 End 

Name OJ000221_06 . 0330 . C6 . ol . gs Method 

Start 817 End 

GI none Score 

Exons 817 . . 935 



OJ000221_06.0330.C6 
+ 

935 : 
GENSCAN 
935 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45907 Seq. ID 

97217 Strand 

592 End 

OJ000221_06. 0330.C8 .ol.gs Method 

592 End 

none Score 

592. .611, 1680. .1839 



OJ000221_06.0330.C8 
+ 

1839 
GENSCAN 
1839 
.73 



45908 Seq. ID OJ00022 1_06 . 0330 . C9 

97218 Strand + 

1565 End 7338 

OJ000221_06.0330.C9.ol.gp Method AAT/GAP 

1565 End 3834 

45148_1.R1084 Score 1378 

1565. .2068, 3512. .3834 

1 115583/sp| P29194 |CAP2_SORVU 1.0e-62 PHOSPHOENOLPYRUVATE 

CARBOXYLASE 2 (PEPCASE) (CP28) >gi_100758_pir S18240 

phosphoenolpyruvate carboxylase (EC 4.1.1.31) - sorghum 
>gi_22593_emb_CAA4254 9_ (X59925) phosphoenolpyruvate carboxylase 
[Sorghum bicolor] ' 



45908 Seq. ID 

97218 Strand 

1565 End 

OJ000221_06. 0330. C9. ol.gs Method 

1904 End 

none Score 



OJ000221_06.0330.C9 
+ 

7338 
GENSCAN 
7114 
.91 



47347 



Exons 



1904. .2068, 3512. .3903, 3986. .4070, 4263. .4485, 4565. .4668, 
4740. .4827, 4915. .5069, 5174. .5591, 5781. .6172, 6307. .6456, 
6471. .6692, 6818. .7114 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45908 
97218 
1565 

OJ000221_06. 

1910 

none 

1910. .2089, 
3694 . .3903, 
4236. .4499, 
4896. .5069, 
5171. .5791, 



0330.C9.ol. tm 



6305. 
6375. 
6820. 



.6361, 
.6692, 
.7014, 



2149. 
3969. 
4563. 
4913. 
5752. 
6307. 
6395. 
7006. 



2172, 

4070, 

4676, 

5065, 

5856," 

6366, 

6688, 

7116, 



3512. 
3984 . 
4564 . 
4914. 
5784. 
6310. 
6430. 
7007. 



Seq. ID OJ000221 
Strand + 
End 7338 
Method TBLASTX: 
End 7137 
Score 208 
.3697, 3512. .3688, 
.4076, 4224. .4487, 
.4671, 4734 . . 4823, 
.5069, 5164.. 5712, 
.6164, 5890. .6165, 
. 6360, 6357. . 6677, 
. 6693, 6807. . 6977, 
.7117, 7013. .7117, 



06. 0330. C9 



Maize 



3689. 
4235. 
4737. 
5171. 
6273. 
6371. 
6812. 
7015. 



.3904, 
.4528, 
.4793, 
.6169, 
. 6359, 
.6679, 
.7006, 
.7137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45908 
97218 
1565 

OJ000221J)6. 
1916 
none 
1916. 
3689. 
4235. 
4579. 
4911. 
5173. 
5890. 
6362. 



0330.C9.ol.tc 



.2089, 
.3904, 
.4531, 
.4668, 
.5069, 
.5373, 
.6177, 
. 6688, 



3504 . 
3691. 
4236. 
4734. 
4912. 
5369. 
6306. 
6418. 



3683, 
3903, 
4499, 
4814, 
5067, 
6178, 
6365, 
6702, 



3512, 
3969. 
4261. 
4738. 
4913. 
5372. 
6307. 
6812. 



Seq. ID OJ000221 
Strand + 
End 7338 
Method TBLASTX : 
End 7133 
Score ; 236 
.3712, 3512. .3703, 
.4070, 3984. .4076, 
.4530, 4563.. 4667, 
.4824, 4739. .4813, 
.5068, 5170.. 5367, 
.5701, 5422. .5856, 
.6366, 6357. .6677, 
.7120, 6886. .7122, 



06. 0330. C9 



Cress 



3583. 
4224. 
4564. 
4909. 
5171. 
5837. 
6357. 
7035. 



.3711, 
.4514, 
.4671, 
.5046, 
.5371, 
.6172, 
. 6701, 
.7133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45908 
97218 
1565 

OJ000221_06, 

1916 

none 

1916. .2089, 
3969. .4070, 
4564. .'4671, 
5171. .6178, 
5890. . 6186, 
6505. . 6702, 
7018. .7116, 



0330.C9.ol. ts 



3512. 
3984. 
4734. 
5171. 
6306. 
6614. 
7035. 



.3904, 3513. 

.4076, 4235. 

.4811, 4737. 

.5716, 5173. 

.6365, 6307. 

.6703, 6812. 
.7169 



Seq. ID OJ000221 
Strand + 
End" 7338 
Method TBLASTX: 
End 7169 
Score 234 
.3683, 3592.. 3903, 
.4531, 4236. .4499, 
.4811, 4896. .5069, 
.5856, 5778.. 6170, 
.6366, 6357. .6677, 
.7114, 6813. . 6971, 



06. 0330. C9 



Soybean 



3744. .3908, 
4563. .4676, 
4913. .5065, 
5831. . 6172, 
6362. . 6676, 
6889. .7113, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45908 Seq. ID 

97218 Strand 

1565 End 

OJ00022 1_06 . 0330 . C9 . ol . np Method 

1916 b End 

115583 Score 



OJ000221_06.0330.C9 
+ 

7338 

AAT/NAP 

7111 

4286 - - 



1916. .2068, 3512. .3903, 3986. .4070, 4263. .4485, 4565. .4668, 
4740. .4827, 4915. .5069, 5174. .6172, 6307. .6692, 6818. .7111 



GI Descrip. PHOSPHOENOLPYRUVATE CARBOXYLASE 2 (PEPCASE) (CP28) 



47348 



gi 1 100758 Ipir I I S18240 phosphoenolpyruvate carboxylase (EC 
4.1.1.31) - sorghum gi | 22593 | emb | CAA4254 9 . 1 | (X59925) 
phosphoenolpyruvate carboxylase [Sorghum bicolor] 



Sea. No. 


45908 


Seq. ID 


OJ000221 06. 0330. C9 


Gene No - 


97218 


Strand 


+ 


Start 


1565 


End 


7338 


Name 


OJ000221 06 0330 C9 o2 tw 


Method 


TBLASTX: Wheat 


Start 


3821 ~ 


End 


4425 


GI 


none 


Score ' 


125 


Exons 


3821.. 3904, 3832.. 3930, 3969 


..4070, 3984. .4076, 4235. .4423, 




4236. .4424, 4261. .4425 






Seq. No. 


45908 


Seq. ID 


OJ000221_06.0330.C9 


Gene No . 


97218 


Strand 


+ 


Start 


1565 


End 


7338 


Name 


OJ000221 06.0330.C9.o2.gp 


Method 


AAT/GAP 


Start 


4625 


End 


5229 


GI 


uC-osflcypl57b06bl 


Score 


618 


Exons 


4625. .4668, 4740. .4827, 4915 


..5069, 5174.. 5229 


GI Descrip. 


•3341490/emb|CAA07610| 3. De- 


55 (AJ007705) phospoenolpyruvat- 




carboxylase [Triticum aestivum] 1 




Seq. No. 


45908 


Seq. ID 


OJ000221_06.0330.C9 


Gene No 


97218 


. Strand 


+ 


Start 


1565 


End 


7338 


Name 


OJ000221 06.0330.C9.o3.gp 


Method 


AAT/GAP 


Start 


5859 


End 


7338 


GI 


34216 1.R1084 


Score 


2209 


Exons 


5859.. 6172, 6307.. 6692, 6818 


. .7338 




GI Descrip. 


'2266947 1.0e-161 (AF008939) 


phosphoenolpyruvate carboxylas* 




[Gossypium hirsutum] ' 






Seq. No. 


45908 


Seq. ID 


OJ000221_06.0330.C9 


Gene No 


97218 


Strand 


+ 


Start 


1565 


End 


7338 


Name 


OJ000221 0.6. 0330. C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6474 


End 


6859 


GI 


none 


Score 


302 


Exons 


6474..6677, 6475. .6693, 6475 


..6666, 6515. .6673, 6812. .6859, 




6813. .6857 






Sea No 


45909 


Seq. ID 


OJ000221_06!0330.C10 


Gene No . 


97219 


Strand 




Start 


1271 


End 


1341 


Name 


OJ000221 06.0330.C10.o2.gs 


Method 


GENSCAN 


Start 


1271 


End 


1341 


GI 


none 


Score 


.42 


Exons 


1271. .1341 






Seq. No. 


45910 


Seq. ID 


OJ000221_06.0330.C11 


Gene No. 


97220 


Strand 


+ 


Start 


131 


• End 


5722 


Name 


OJ000221 06.0330.Cll.ol.np 


! ' Method 


AAT/NAP 


Start 


131 


End 


5722 


GI 


6692691 


Score 


628 


Exons 


131. .245, 549. .672, 2220. .2314, 2351.. 


2544, 2984. .3146, 



47349 






3310. .3447, 


5649. .5722 








GI Descrip. 


(AC007592) 


F12KI1.11 [Arabidopsis thaliana] 




Seq. No. 


45910 




Seq. ID 


.OJ000221 06.0330 


.Cll 


Gene No. 


97220 




Strand 


+ 




Start 


131 




End 


5722 




Name 


OJ000221 06 


.0330.Cll.ol.gs 


Method 


GEN SCAN 




Start 


509 




End 


4882 




GI 


none 




Score 


.66 




Exons 


509. .672, 2220. .2544, 2984. . 


3092, 3310 


..3447, 4353. .4506, 




4810. .4882 










Seq. No. 


45910 




Seq. ID 


OJ000221_06.0330, 


.Cll 


Gene No. 


97221 




Strand 


+ 




Start 


6049 




End 


8765 




Name 


OJ000221 06 


.0330.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


568 




End 


2411 




GI 


none 




Score 


139 




Exons 


568.-657, 569. .664, 2203. .2409, 2220.. 


2411, 2220.. 2345, 






2221 . . 2409, 


2391. .2411 








Seq. No. 


45910 




Seq. ID 


OJ000221_06.0330, 


.Cll 


Gene No. 


97221 




Strand 


+ 




Start 


6049 




End 


8765 




Name 


OJ000221 06 


.0330.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


2969 ~~ 




End 


3398 




GI 


none 




Score 


223 




Exons 


2969 . . 3100, 


2981.. 3130, 2982 


..3131, 2983. .3132, 2983. .3129, 




3299 3382 


3299.. 3397, 3306 


. .3398 






Seq. No. 


45910 




Seq. ID 


OJ000221_06.0330. 


.Cll 


Gene No. 


97221 




Strand 


+ 




Start 


6049 




End 


8765 




Name 


OJ000221 06 


.0330.Cll.o2.np 


Method 


AAT/NAP 




Start 


6049 




End 


8765 




GI 


6692692 




Score 


331 




Exons 


6049. .6229, 


7983.:8319, 8513 


. . 8765 






GI Descrip. 


.(AC007592) : 


F12K11.10 [Arabidopsis thaliana] 




Seq. No. 


45910 




Seq. ID 


OJ000221_06.0330. 


,C11 


Gene No. 


97221 




Strand 


+ 




Start 


6049 




End. 


8765. 




Name 


OJ000221 06 


.0330.Cll.o2. tm 


Method 


TBLASTX: Maize 




Start 


6194 




End 


8575 ■ 




GI 


none 




Score 


67 




Exons 


6194 . .6250, 


7971.. 8138, 7982 


..8137, 8123. .8212, 8142. .8237, 




8513. .8575 










Seq. No. 


45910 




Seq. ID 


OJ000221_06.0330. 


Cll 


Gene No. 


97221 




Strand 


+ 




Start 


6049 




End 


8765 




Name 


OJ000221 06 


.0330.Cll.o2.gs 


Method 


GENSCAN 




Start 


8013 




End 


8731 




GI 


none 




Score 


.7 




Exons 


8013. .8220, 


8523. .8731 








Seq. No. 


45911 




Seq. ID 


OJ000221_06.0330. 


C12 



47350 



Gene No. 


97222 


Strand 


+ 




Start 


309 


End 


3476 




Name 


OJ000221 06 0330 C12 


ol as MpthoH 


VJ Hi IX O Vw^xiLN 




Start 


309 ~~ 


End 


^4 7 6 




GI 


none 


Score 


.83 




Exons 


309 409, 994 1075. 


1442 1506 2598 


^476 




Qpn NO 


45911 


Seq. ID 


n,T0nn?9i nfi n^^n 




Gene No. 


97222 


Strand 


+ ~~ 




Start 


309 


End 


3476 




Name 


OJ000221 06. 0330 .C12 


. ol.np Method 


AAT/NAP 




Start 


309 ~~ 


End 


3470 




GI 


6692692 


Score 


311 




Exons 


309. . 409, 994 . . 1075, 


1442. .1474, 3333. 


.3470 




GI De scrip. 


(AC007592) F12K11 10 


[Arabidopsis thaliana] 




Sea No 


45911 


Seq. ID 


OJ000221_06.0330. 


PI ? 


Gene No. 


97223 


Strand 


+ 




Start 


4735 


End 


4 841 




Name 


OJ000221 06.0330.C12 


. ol.gp Method 


AAT/GAP 




Start 


4735 


End 


4841 




GI 


LIB3477-003-P1-K1-E9 


Score 


140 




J— i ^i. v> 1 lO 


4735. .4841 








CtI Dp qpri n 


*2498586/sp|Q40638 | MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Sea No 


45911 


Seq. ID 


OJ000221_06.0330. 


C12 




97224 


v Strand 


+ 




Start 


8598 


End 


19242 




Name 


OJ000221 06.0330.C12, 


. o2.gs Method 


GENSCAN 




Start 


8598 


End 


18993 




GI 


none 


Score 


.52 




Exons 


8598.-9699, 10066 .. 10233, 11704. .11768 


, 12908. .12981, 






13004. .13086, 13100., 


.13957, 14030. .14369, 14 375 .. 15374 , 






15440. .15880, 16127.. 


.17419, 17622. .17715, 177 68 . . 187 1 1 , 






18832. .18993 








Seq. No. 


45911 


Seq. ID 


OJ000221_06.0330. 


C12 


Gene No. 


97224 


Strand 


+ 




Start 


8598 


End 


19242 




Name 


OJ000221 06.0330.C12, 


. o2.np Method 


AAT/NAP 




Start 


14435 


End 


19242 




GI 


7228457 


Score 


3044 




P, von s 


14435. .15931, 15986. . 


,17650, 17716. .19242 




VJ -L l-s\Z- O O J. -I_ . 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


45911 


Seq. ID 


OJ000221_06.0330. 


C12 


Gene No. 


97225 


Strand 






Start 


19858 


End 


22656 




Name 


OJ000221 06.0330.C12. 


, o7.tw Method 


TBLASTX: Wheat 




Start 


14459 


End 


14804 




GI 


none 


Score 


78 




Exons 


14459. .14542, 14470. . 


14520, 14502. . 14804, 14543. .14803 





ORY 



47351 



Seq. No. 45911 

Gene No. 97225 

Start 19858 

Name OJ000221_06 . 0330 . C12 . o5 . tw 

Start 15449 

GI none 

Exons 15449. . 15631, 15457; . 15558, 
15742. . 15879, 15743. .15889 



Seq. ID OJ000221_06.0330.C12 
Strand 

End 22656 

Method TBLASTX : Wheat 

End 15889 

Score 147 
15668. .15754, . 15670. .15753, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45911 
97225 
19858 

OJ000221_06.0330.C12 .ol.tw 

16081 

none 

16081. . 16536, 16082. .16537 



45911 
97225 
19858 

OJ000221_06.0330.C12. 

16211 

none 

16211. .16567, 16265.. 



Seq. ID OJ000221_06.0330.C12 
Strand 

End 22656 

Method TBLASTX : Wheat 

End 16537 

Score 535 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000221 06..0330.C12 



ol . tm 
16513, 16273.. 16566 



22656 

TBLASTX: Maize 
16567 
403 



45911 Seq. ID 

97225 Strand 

19858 End 
OJ000221_06 . 0330 . C12 . o3 . tm Method 

16595 End 

none Score 

16595. .16978, 16595 .. 16732 , 16762. .16977 



OJ000221 06.0330.C12 



22656 

TBLASTX: Maize 
16978 
320 



45911 
97225 
19858 

OJ000221_06.0330.C12, 

16652 

none 

16652. .17074, 16652., 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000221 06.0330.C12 



o2. tw 
17041, 16762.. 17076 



22656 

TBLASTX: Wheat 
17076 
451 



45911 Seq. ID 

97225 Strand 

19858 End 
OJ000221_06. 0330.C12.ol.ts Method 

16706 End 

none Score 

16706. .17131, 16765. .16890 



OJ000221_06.0330.C12 
22656 

TBLASTX: Soybean 

17131 

294 



45911 Seq. ID 

97225 Strand 

19858 End 
OJ000221_06. 0330.C12 .06. tw Method 

17222 End 

none Score 

17222. .174 4 6, 17287 .. 174 48, 17456 . . 17629, 17564. .17629 



OJ000221_06.0330.C12 
22656 

TBLASTX: Wheat 
17629 
207 



47352 



Seq. No. 


45911 


Seq. ID 


OJ000221_06.0330 


.Ci2 


Gene No. 


97225 


Strand 






Start 


19858 


FnH 






Mama 


O.T000991 06 fn^O PI 9 r>4 1~w 


Mnf Vi nH 


TRT A CITY • Wh»af 




O Lai L 


1 ft 1 1 ft ~~ 

X O X X o 


FnH 

Ej I HJ 


1 ft SOI 

X O J U X 




(IT 
OX 


n nnp 


Con 


*36Q 
J o _? 






iftiift iftsoi ifti96 ift^nn 

X O X X O . • iO JU1 f X O X O . • lO JUU 








Seq. No. 


45911 


Seq. ID 


OJ000221_06.0330 


.C12 


Gene No. 


97225 


Strand 






o u a i. u. 


19858 


FnH 


996^6 

Z,tUJU 






o.tooo991 06 o^o pi 9 n? tm 


L lC l_ llvJVJ. 


TRT Z\C!TY • i 7P 
1 D JjiAo i A . L v lcl 1 2c 




q-f- -a r -i- 
oudlL 


1 ft 1 1 ft "~ 
X O X X o 


FnH 


1 0 T Z J 




ox 


none 


Score 


^ ^ft 

J JO 






Iftllft 1ft49^ IftlSfi 1R499 

X O X X O < • 104^. J/ lOX JU . • 1 U 4 il. ii. 










d S Q1 1 


OcCJ . x 1J 


OT000991 06 O^^O 
UJUUUZZ1 UDiUjjU 


PI 9 


Gene No. 


97225 


Strand 






Start 


19858 . 


End 


22656 




Name 


0.1000991 06 o^no pi 9 i-w 


+" hnrl 
l J C LUUU 


1 OXxrlO 1A . vvi lfcJd L. 




Olai I 


1 ft fi9S — 


FnH 


1 09^^ 
x y £ j j 




\j x 


none 


Score 


^ 




Exons 


Iftfi?^ 1 Q077 Iftfi^Q 1ft79 c i 


1 ft 77 4 1ftft 


ftl 1Q109 1 Q9 ^ 
OX, . .xy^jj, 






1 Q1 07 1 Q990 








OCtj . LN(J • 


4 S Q1 1 


Seq. ID 


OJ000221_06.0330, 


P 1 9 


Gene No. 


97225 


Strand 






Start 


19858 


End 


22656 




Name 


O.T000991 06 0^0 PI 9 n^ rrc: 


Method 


GENSCAN 




ij Lai L 


1 Qft Sft ~~ 
i?o JO 


End 


22611 




CI 

\3 X 


none 


Score 


. 65 




F vnn q 


1 Qft^ft 90^7S 9047^ 9061 ft 

1 JO JO • ■ U J / J , ^ U *a / J* t^UUlOf 


20740. .21346, 2 1355 .. 21500, 






91 R70 9169ft 91700 91ft7Q 


21947. .22071, 22238.. 22611 




O C ^ • IN \ J • 


4 SQl 1 

*i J .7 X X 


Seq. ID 


OJ000221_06.0330, 


PI 9 


Pp-np Mo 


97225 


Strand 






Start 


19858 


End 


22656 




Name 


OJ000221 06.0330.C12.o3.np 


Method 


AAT/NAP 




Start 


20739 


End 


22347 




GI 


6721561 


Score 


989 




Exons 


20739. .21500, 21570 21628, 


21700. .21913, 22312.. 22347 




(~L T Plo o r* "i t™\ 


(AP001073) EST AU082058(C12 


976) corresponds to a region 


of the 




predicted gene.; hypothetical protein' 


[Oryza sativa] 






gi| 681508 6 |dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








O c . INU i 


45911 


Seq. ID 


OJ000221_06.0330. 


C12 - 


Gene No. 


.97225 


Strand 






Start 


19858 


End 


22656 




Name 


OJ000221 06.0330.C12.o4.np 


Method 


AAT/NAP 




Start 


22161 


End 


22656 




GI 


6539586 


Score 


155 




Exons 


22161. .22370, 22410. .22656 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


45912 


Seq. ID 


OJ000221_06.0330. 


C13 



47353 



Gene No. 


97226 


Strand 


+ 






Start 


648 


End 


2732 






Name 


OJ000221 06.0330.C13.o2.np 


Method 


A AT /NTfl P 






o icii u 


648 


End 


97^9 








7523517 


Score 


1 ft9 








648.-947, 1092. .1185, 2705.. 


2732 








OX UcbLI ip« 


(AP001633) hypothetical -protein [Oryza 


sativa J 






Corr M/-\ 

O tr • LN (J • 


45912 


Seq. ID 


n Tnnn99i 






ri^-n^ NJ o 

UCIiC LN . 


97227 


Strand 








Start 


1 


End 


198 






Name 


OJ000221 06.0330.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


198 






OX 


6721558 


Score 










1. . 198 * 












(AP001073) hypothetical protein [Oryza 


C? 3 +" 1 XT ^ 1 

batlva J 








gi| 6815083 |dbj | BAA903.69 . 1 1 (AP001081) 




protein 




[Oryza sativa] 










Can Kin 


4 o y i o 


Seq. ID 


n todo 9 9 1 n £ 




C14 


Gene No. 


97228 


Strand 








Start 


1 


End 


6340 






Name 


OJ000221 06.0330.C14 .ol.np 


Method 


RAf / VT 7\ D 

rtrti / INrtt 






Q+- a y-t- 
OLdlL 


1 


End 


£ ^ a n 






O J. 


5852180 - 


Score 








TP w-sn o 
L AUIlo 


1. .58, 666. .785, 837. .1247, 


1948. .1985 








f^T Hp err l n 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


45913 


Seq. ID 


OJ000221_06 


0330. 


C14 


Gene No. 


97228 


Strand 


+ 








1 


End 








Name 


OJ000221 06. 03-30. C14.ol.gs 


Method 


0£jLNOV^rtLN 






O Lai u 


191 


End 


1 9 £ 1 






ox 


none 


Score 








DAUIlb 


191.'. 238, 668. .1261 










Con KFn 


45913 


Seq. ID 




0330. 


C14 


Gene No. 


97228 


Strand 


+ — 






Start 


1 


End 


6340 






Name 


OJ000221 06.0330.C14.o2.np 


Method 


AAT/NAP 








1594 


End 


4895 






rir 

O X 


3355308 


Score 


754 






XT' vr^n c 


1594. .1618, 3622. .4483, 4517 


. .4895 








OX UcoUl ip . 


(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 


O c • LN (J . 


45913 


Seq. ID 


OJ000221_06. 


0330. 


C14 


Gene No. 


97228 


Strand 


+ 






Start 


1 


End 


6340 






Name 


OJ000221 06.0330.C14.ol.tc 


Method 


TBLASTX: Cress 




O Lai L 


3715 


End 


4731 






r 1 t 

O X 


none 


Score 


356 






Exons 


3715. .4125, 3927. .4106, 4123 


..4338, 4206. .4316, 4333. .44 


82, 




-4356. .4475, 4537. .4731, 4587 


. .4721 








Seq. No. 


45913 


Seq. ID 


OJ000221_06. 


0330. 


C14 


Gene No. 


97228 


Strand 


+ 






Start 


1 


End 


6340 







47354 




Name 


OJ000221 06 


0330 


n 4 o? 


• y o 


Mof Ho*S 




Start 


3715 _ 






PnH 


4752 


GI 


none 








ouui " 


Q3 




3715 4752 












55prr No 


45913 








Seq. ID 


OJ000221__06.0330.C14 


Gene No. 


97228 








Strand 


+ 


Start 


1 








End 


634 0 " 


Name 


OJ000221 06 


. 0330 


. C14 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3823 ~ 








End 


4733 


GI 


none 








Score 


328 


P, von s 

J—J Vwrf* 1 1 O 


3823 4125 


3924 


410 6 


4171 


..4326, 4206. .4316, 4333.-4479, 




4356 4472 


4537 


4731 


4 662 

1 VJ VJ c. 


. .4733 




Qprr K[o 

O ~ ^ • L\ \J . 


4 5913 








Seq. ID 


OJ000221_06.0330.C14 


Gene No. 


97228 








Strand 


+ 


Start 


1 








End 


6340 


Name 


OJ000221 06 


. 0330 


. CI 4 . ol 




Method 


TBLASTX: Soybean ' 


Start 


3823 ~~ 








End 


4473 


GI 


none 








Score 


129 


P 1 von ^ 


3823 3Q63 


3Q7 6 


4 1 2 S 


3Qft 4 


..4106, 4168. .4320, 4212. .4316, 




4333 4473 


4 3^6 


4 4 66 








Seq. No. 


45913 








Seq. ID 


OJ000221_06.0330.C14 


Gene No. 


97228 








Strand 


+ 


Start 


1 V - 








End 


6340 


Name 


O.T000221 06 




n 4 oi 


I- w 
. LW 


Method 


TBLASTX: Wheat 


Start 


3841 ~ 

J O 1 X 








End 


4125 


GI 


none 








Score 


298 


F. von <=? 

J— 1 W 1 1 o 


3841 4125 

JUt-L. • tit, J/ 


3Q3Q 


4 10 6 








Seq. No. 


45913 








Seq. ID 


OJ000221_06.0330.C14 


Gene No. 


97228 








Strand 


+ 


Start 


1 








End 


6340 


Name 


OJ000221 0 6 


03^0 


PI 4 o9 


• LW 


Method 


TBLASTX: Wheat 


Start 


4168 ~ 








End 


4473 


GI 


none 








Score 


166 


E von ^ 


4168 4335 


4206 


4 313 


4 34 2 

*i O *i 


..4473, 4345. .4467, 4383. .44.69 


Seq. No. 


45914 








Seq. ID 


OJ000221_06.0330.C15 


Gene No. 


97229 








Strand 




Start 


978 








End 


2404 


Name 


OJ000221 06. 


0330. 


C15.ol, 


. gs 


Method 


GEN SCAN 


Start 


978 








End 


2404 


GI 


none 








Score 


.88 


Ryon q 


978. .1640, 1712.. 


1814, 2331., 


.2404 




O C ^ . 1M U • 


45914 








Seq. ID 


OJ000221_06.0330.C15 


Gene No . 


97229 








Strand 




Start 


978 








End 


2404 


Name 


OJ000221 06. 


0330. 


C15.ol. 


■ gp 


Method 


AAT/GAP 


Start 


1956 








End 


2202 


GI 


3761181 








Score 


429 


Exons 


1956. .2202 












GI Descrip. 


4521193/dbj IAB0134 50. 1 IAB0134 50 1.0e-99 


' Oryza sativa DNA, 




similar sequence 


to Pib 


gene 







47355 



Seq. No. 45914 Seq. ID 

Gene No. 97230 Strand 

Start 3772 End 

Name OJ000221_0 6 . 0330 . C15 . o2 . gs Method 

Start 3772 " End 

GI * none Score 

Exons 3772.. 3927 



OJ000221_06.0330.C15 
3927 

GENSCAN ' 

3927 

.67 



Seq. No. 45914 

Gene No. 97231 

Start 4286 

Name OJ000221_06 . 0330 . C15 . ol . tw 

Start 1242 

GI none 

Exons 1242.. 1418, 
8354. .8446, 



7907.. 8002, 8109. 
8501. .8620 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8228, 



OJ000221 06.0330.C15 



12555 

TBLASTX: Wheat 
8673 
66 

8111. .8242, 8320. .8673, 



Seq. No. 45914 

Gene No. 97231 ' 

Start 4286 

Name OJ000221_06 . 0330 . C15 . ol . tm 

Start 1356 

GI none 
Exons 



Seq. ID OJ000221_06.0330.C15 
Strand. . - 
End 

Method 
End 
Score 



12555 

TBLASTX: Maize 

1735 

85 



1356.. 1640, 1367.. 1498, 1396.. 1641, 1700.. 1735 



Seq. No. 45914 

Gene No. 97231 

Start 4286 

Name OJ000221_06 . 0330 . C15 . o3 . gs 

Start 4286 

GI none 
Exons 



Seq. ID OJ000221_06.0330.C15 
Strand 

End 12555 

Method GENSCAN 

End 12555 

Score .47 



4286..4488, 4746. .5482, 6289. .7346, 7430. .7490, 7905. .8225, 
8324. .8516, 8739. .8826, 8988. .9370, 9533. .10352, 11054 .. 11244 , 
12391. .12492, 12501. .12555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45914 
97231 
4286 

OJ000221_06.0330.C15.ol.np 

4290 

7106512 



Seq. ID OJ000221_06.0330.C15 
Strand 

End 12555 

Method AAT/NAP 

End 7623 

Score 2376 



4290. .4488, . 4543. .5562, 5831. .7102, 7340. .7490, 7564. .7623 
(AP001278) EST C98429 (E0138 ) ' corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativaj 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45914 
97231 
4286 

OJ0 0 022 1_06. 0330. C15.o2.gp 
7521 
3761181 
7521. .7769 

4 521193/dbj | AB013450 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_06.0330.C15 

12555 
AAT/GAP 
7769 
418 



Seq. No. 
Gene No. 



45914 
97231 



Seq. ID 
Strand 



OJ000221 06.0330.C15 



47356 




Start 


4286 . 






End 


12555 




Name 


OJ000221 06.0330 


.C15.o3 


• gp 


Method 


.AAT/GAP 




Q+- a rt 
u Lai L. 


7777 






End 


7883 




(IT 

VJ x 


5816518 






Score 


155 




T* 1 von q 


7777. .7883 












O -L UCoOi- X £J • 


45211'93/dbj | AB013450 . 1 1 AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence 


to Pib 


gene 








O C . LNU» 


45914 






Seq. ID 


OJ000221_06.0330. 


ClD 


Gene No. 


97231 






Strand 






Start 


4286 






End 


12555 




Name 


OJ000221 06.0330 


.C15.o2 


np 


Method 


AAT/NAP 




o Lai. i_ 


8096 






End 


10997 




r;T 


5911167 






Score 


1582 




F v on q 


8096.. 8225, 8324 


. . 10480, 


10927. .10997 






HIT Hoflrri n 
ox ucoL-iip . 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


A R Q1 A 






Seq. ID 


OJ000221_06.0330. 


pi r 

ClD 


Gene No. - 


97231 






Strand 






O L d X L 


4286 






End 


12555 




IN CtiLLC 


OJ000221 06.0330 


.C15.o2. 


tm 


Method 


TBLASTX: Maize 






8323 






End 


8769 




\J X 


none 






Score 


68 






8323.. 8469, 8323 


. .8769, 


8324. 


.8767 






Seq. No. 


a t; q i / 

H 0 y X 41 






Seq. ID 


OJ000221_06.0330. 


Clo 


Gene No. 


97231 






Strand 






Start 


4286 






End 


12555 






OJ000221 06.0330 


.C15.ol. 


ts 


Method 


TBLASTX : Soybean 




OLdi. L 


8335 






End 


8736 




(IT 

O X 


none 






Score 


84 




Ej ALJ 1 1 0 


8335. .8574, 8336 


. .8455, 


8579. 


.8689, 8584. .8736 




Seq. No. 


45914 






Seq. ID 


OJ000221_06.0330. 


ClD 


Gene No. 


97231 






Strand 






Start 


4286 






End 


12555 






OJ000221 06.0330 


.C15.o2. 


ts 


Method 


TBLASTX: Soybean 




OLal L 


9081 






End 


9320 




O X 


none 






Score 


96 






9081.. 9320, 9103 


. . 9318 










Seq. No. 


45914 






Seq. ID 


OJ000221_06.0330. 


C15 


Gene No. 


97231 






Strand 






o Lai L 


4286 






End 


12555 




Mama 


OJ000221 06.0330 


C15.o3. 


tm 


Method 


TBLASTX: Maize 




o Lai L 


9150 






End 


9603 




\J X 


none 






Score 


115 




F 1 von q 


9150.. 9347, 9151 


.9345, 


9360. 


.9593, 9444.. 9593, 9457.. 9603 


Sea No 


45914 






Seq. ID 


OJ000221_06.0330. 


C15 


Gene No. 


97231 






Strand 






Start 


4286 






End 


12555 




Name 


OJ000221 06.0330. 


C15.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9363 






End 


9650 




GI 


none 






Score 


83 




Exons 


9363.. 9650, 9456. 


.9635, 


9457. 


. 9645 







47357 



Seq. No. 


45914 


Seq. ID 


OJ000221 


_06.0330 


.C15 


Gene No. 


97231 


Strand 








Start 


4286 


• End 


12555 






Name 


OJ000221 06. 0330 .CI 5 . ol . tc 


Method 


TBLASTX: 


Cr es s 




Start 


9438 _ 


End 


9789 






GI 


none 


Score 


57 






Exons 


9438. .9659, 9457.. 9597, 9681 


..9770, 9682.. 9789 






Seq. No. 


45914 


Seq. ID 


OJ000221 


_06.0330 


.C15 


Gene No. 


97231 


Strand 


— 






Start 


4286 


End 


12555 






Name 


OJ000221 06.0330.C15.o3.ts 


Method 


' TBLASTX: 


So vbean 




Start 


9825 ~ 


End 


10083 






GI 


none 


Score 


60 






F! von ^ 


9825. . 10061, 9889. . 10083 










Qpn No 


45915 


Seq. ID 


OJ000221 


06 0330 


. C16 


Gene No . 


97232 


Strand 


+ 






Start 


1120 


End 


1501 






Name 


OJ000221 06.0330.C16.ol.gp 


Method 


AAT/GAP 






Start 


1120 


End 


1501 






GI 


uC-osflcyp033a04bl 


Score 


687 








1120. .1501 










_» _x V—* ^ J- ■ 


• 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome . 1, clone : P0711E10 1 








Sea No 


45915 


Seq. ID 


OJ000221 


_06.0330 


■ C16 


Gene No. 


97233 


Strand 


+ 






Start 


14210 


End 


16944 






Name 


OJ000221 06.0330.C16.o5.np 


Method 


AAT/NAP 






Start 


14210 


End 


16944 






GI 


6721558 


Score 


291 






Exons 


14210. .14309, -15012. .15136, 


16041. .16183, 16875 


. . 16944 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi | 6815083 | dbj | BAA90369. 1 | 
[Oryza sativa] 

45915 
97233 
14210 

OJ000221_06.0330.C16.o6.np 

14898 

6721561 

14898. . 14966, 15204 
(AP001073) EST 
predicted gene 
gi I 6815086|dbj 
corresponds to 
protein [Oryza 



(AP001081) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_ 
+ 

16944 
AAT/NAP 
16347 
1005 



06.0330.C16 



15395, 15465. . 15523, 15604. .16347 
AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



45915 Seq. ID 

97234 Strand 

1053 End 
OJ000221__06.0330.C16.ol.np Method 

1053 End 

4680186 Score 

1053. .1253, 2093. .2144, 5992. .6106 



OJ000221_06.0330.C16 

13752 
AAT/NAP 
6106 
372 



47358 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 





Seq. No. 


45915 


Seq. ID 


OJ000221_ 


_06. 


.0330 


.C16 






97234 


Strand 














1053 


End 


13752 










Name 


OJ000221 06.0330.C16.o2.np 


Method . 


AAT/NAP 










Of- -a 
OLdi. L 


5730 


End 


10437 












5803270 


Score 


589 










Exons 


5730.. 5748, 8122.. 8229/ 10058 .. 10201, 


10279. . 10437 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sat i va ] 










O C . IN . 


45915 


Seq. ID 


OJ000221_ 


_06. 




pi 

.LID 






97234 


Strand 












OLaL L 


1053 


End 


13752 










in ciint; 


OJ000221 06.0330.C16.o2.gs 


Method 


GENSCAN 










OLal I 


10275 


End 


11893 












none 


■Score 


.44 












10275. . 10631, 11822'. . 11893 














Seq. No. 


45915 


Seq. ID 


OJ000221_ 


Pi £ 

UD. 


0330 


".CI 6 




P o in a Mo 


97234 


Strand 














1053 


End 


13752 










Name 


OJ000221 06.0330.C16.o4.np 


Method 


AAT/NAP 










O Lai. L 


11636 


End 


13752 








. 


GI 


7523517 


Score 


324 








Exons 


11636. .11679, 13246. .13297, 


13442. .1.3752 








V i 




(AP001633) hypothetical protein [Oryza 


sativa] 










Seq. No. 


45915 


Seq. ID 


OJ000221_ 


_06. 


0330 


.C16 




f^pi n ^ Mo 


97234 


Strand 














1053 


End 


13752 










Name 


OJ000221 06.0330.C16.o3.np 


Method 


AAT/NAP 








f\l 


GI 


11655 
7523517 


End 
Score 


13752 
309 










Exons 


11655. .11679, 13246. .13297, 


13442. .13752 








H 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 










Q(=>n Mo • • 


45915 


Seq.' ID 


OJ000221 J 


_06. 




pi 

. LID 




o Mo 


97235 


Strand 












O Lai. L 


17448 


End 


18062 








f ^ 




OJ000221 06.0330.C16.o4 .gs 


Method 


GENSCAN 










Start 
Exons 


17448 
none 

17448. .17535, 17815.. 18062 


End 
Score 


18062 
• 77" 










Q o o Mo 
O q . IN (J . 


45916 


Seq. ID 


OJ000221_ 


_06. 


Pi ^ ^ n 
U jjU 








97236 


Strand 














165 • 


End 


416 










Name 


OJ000221 06.0330.C21.ol.gs 


Method 


GENSCAN 










Start 


165 


End 


416 










GI 


none 


Score 


.72 










Exons 


165. .416 














Seq. No. 


45917 " * . 


Seq. ID 


OJ000221_ 


06. 


0330, 


.C22 




Gene No. 


97237 


Strand 












Start 


4150 


End 


13804 










Name 


OJ000221 06.0330.C22.o2.gs 


Method 


GENSCAN 









47359 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000221 06.0330.C22 



4150 End 6201 

none Score .81 
4150. .4244, 5994. .6201 

45917 

97237 Strand + 

4150 End 13804 

OJ000221_06.0330.C22.o2.np Method AAT/NAP 

5992 End 10052 

5852180 Score 645 

5992. .6047, 7036. .7153, 7205. .7617, 8318. .8366, 10023. .10052 

(AL117265) zhbOOOlO.l [Oryza sativa] 



45917 Seq. ID 

97237 Strand 

4150 End 
OJ000221_06 . 0330 . C22 . o3 . np . Method 

7230 ■ End 

4680185 Score 
7230. .7666 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000221_06.0330.C22 
+ 

13804 
AAT/NAP 
7666 
'368 



Seq. No. 45917 Seq. ID 

Gene No. 97237 Strand 

Start 4150 End 

Name 0 J000221_06 . 0330 . C22 . o3 . gs Method 

Start 7376 End 

GI none Score 

Exons 7376.. 7765 



OJ000221JD6 . 0330> C22 
+ 

13804. 
GENSCAN 
7765 
1 



Seq. No. 


45917 Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97237 Strand 


+ 




Start 


4150 End 


13804 




Name 


OJ000221 06.0330.C22.o6.np Method 


AAT/NAP 




Start 


9011 End 


11589 




GI 


5852180 Score 


868 




Exons 


9011. .9059, 9960:. 10013, 11003 .. 11119, 


11171. .11589 




GI Descrip. 


(AL117265) zhbOOO'10 .,1 [Oryza, sativa] 






Seq. No. 


45917 Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97237 Strand 


+ 




Start 


4150 End 


13804 




Name 


OJ000221 06.0330.C22.o5.np ' Method ' 


AAT/NAP 




Start 


9218 End 


10312 




GI 


4680186 Score 


342 




Exons 


9218. .9271, 10111. .10312 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


45917 Seq. ID 


..6J000221_06.0330 


.C22 


Gene No. 


97237 Strand 


+ 




Start 


4150 End 


13804 




Name 


OJ000221 06.0330.C22.o5.gs Method 


GENSCAN 




Start 


10205 End 


13804 




GI 


none Score 


.79 




Exons 


10205. .10383, 11003. . 11119, 1117 1 .. 11580, 124 8 9 .. 12524 , 





12711. . 12765, 13523. . 13608, 13777. .13804 



47360 







c pn T D 

JCVjt -L U 




UjjU 


CO 0 


Gene No. 


97237 


Strand 


+ " 






Start 


4150 


End 


13804 








OJ000221 06.0330.C22.o7.np 


Method 


AAT /NAP 






OLal L 


11197 


End 


1 1 6^ 
XlUJJ 








4680185 


Score 


J 1 D 






Hi AUl iO 


11197... 11633 










OX L>C- O ^ J — L^J * 


(AF111709) unknown [Oryza sativa subsp 


i nHi pa 1 






Seq. No. 


45917 


Seq. ID 


OJ000221JD6. 


0330 


.C22 


Gene No. 


97238 


Strand 








u Lai i. 


456 


End 


J .7 f J- 






Name 


OJ000221 06.0330.C22.ol.gs 


Method 


r; IT m or* am 






OLal L 


456 


End 








(IT 


none 


Score 










456. .3968 












45917 


Seq. ID 




UjjU 


CO 0 


Gene No. 


97238 


Strand 








Start 


456 


End 


3971 






In cuilc 


OJ000221 06.0330.C22.ol.np 


Method 


AAT /NAP 








463 


End 


3971 






PT 


4680179 


Score 


3885 






Exons 


463. .2852, 2886. .3971 












(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Oclj! IN (J . 


45917 


Seq. ID 


OJ000221_06. 


UjjU 


coo 


VJ " 1 I ~ XV*J • 


97239 


Strand 








Start 


5896 


End 


6279 






Name 


OJ000221 06.0330.C22.ol.gp 


Method 


AAT /GAP 






O l_ Cli- l_ 


5896 


End 


6279 








uC-osflcyp033a04bl 


Score 


677 








5896. .6279 












1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


5 9 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 








Sea No 


45917 


Seq. ID 


OJ000221_06. 


0330 


.C22 


Gene'l&o. 


97240 


Strand 








Start 


7157 


End 


8972 






Name 


OJ000221 06.0330.C22.o4 .np 


Method 


AAT /NAP 






Start 


7157 


End 


8972 






GI 


6983858 


Score 


146 






Exons 


7157. .7204, 8433. .8972 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221 06.0330.C22 



45917 
97241 
9862 

OJ000221_06. 0330.C22.o3.gp 
9862 

uC-osflcyp033a04bl 
9862.. 10245 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 1 



10245 
AAT /GAP 
10245 
673 



Seq. No. 



45917 



Seq. ID OJ000221 06.0330.C22 



47361 




Gene Nov 


97242 




Strand 






O Ldl L 


1 24 21 




FnH 
nil in 


1 9740 




i\icuiic 


0.7000991 06 0330 oo n3 


• Llll 


lie LX1LJLI 


1 BXji-lo I A . LYlclx Zc 




Cf art- 


4 62 ~~ 




FnH 


819 

O X £. 




GI 


none 




Score 


96 




TT v o n q 


462 812 463 702 










Seq. No. 


45917 




Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 




Strand 






Start 


12421 




End 


12740 




Name 


o,tooo991 06 0330 P99 r>9 


* L o 


Lit; L 1 1L>H 


X DlxttO 1 A . DUyUcall 




O Lai L 


4 63 ~~ 

*i U J 




FnH 

Eji 1L1 


67 4 




w X 


none 










Hi -A. 1 1 0 


463 669 46S 674 










Seq. No. 


45917 




Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 




Strand 






Start 


12421 




End 


1 2740 




in ctiutr; 


0.7000991 06 0330 P99 nl 


• LW;./- 


L It; L 1 1 L> LI 


TRT.ZV^TY • Whpat- 




Qf art- 
OLal L 


4 6S _ 

1 U J 




FnH 

Hii 1H 


104 0 

XUt U 




Li X 






Score 


390 




LiAUllO 


46S 104 0 466 1096 










Seq. No. 


45917 




Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 




. Strand 






Start 


12421 




End 


1 97 4 0 




Name 


O.T0009 91 0 6 0 3 30 P9 9 o'l 


•j-m 
LIU 




1 D-Li-rlO X A . L v ia. x Z c 




O Lai L 


1 090 ~~ 
x \j c. yj 




FnH 
CjI ILL 


1 3fl3 




O X 


none 




S core 


1 67 

X D / 




P. von 


1020 1382 1099 1382 


1033 . 


. 1383 






Seq. No. 


45917 




Seq. ID 


OJ000221_06.0330 


C22 


Gene No. 


97242 




Strand 






Start 


12421 




End 


1 9740 






O.T000991 06 0330 P99 o9 


L W 


lie L i 1L)U 


1 O Xj-ttO 1A ■ vvi It: a. L 




q+- art* 
OLal L 


104 1 _ 

X U 1 X 




FnH 
Hi iU 


1 A R 4 




PT 

VJ X 


none 




Score 


3 R6 




P vnn q 


1041 ' r 14S4 1049 1499 










Seq. No. 


45917 




Seq. ID 


OJ000221_06.0330 


C22 


Gene No. 


97242 




Strand. 






Start 


12421 




FnH 

Hit 1LI 


1 9740 




L\ a. I Lit; 


O.T0009 91 06 0330 P9 9 r>3 


L o 


LYleLilOLl 


TRT Z1QTY • CAuKaan 
1 DLiJAO 1 A . OOyDcall 




O Lai L 


1 903 ~~ 




FnH 
i-ii in 


1 44fl 
X H *i O 




PT 


none 




Score 








1903 144ft 1904 1431 










Seq. No. 


45917 




Seq. ID 


OJ000221_06.0330, 


C22 


Gene No. 


97242 




Strand 






Start 


124 21 




End 


12740 




Name 


OT000991 0£ 0^30 P99 a9 


LIU 


Method 


TBLASTX: Maize 




Start 


1419' 




End 


1913 




GI 


none 




Score 


50 




Exons 


1419. .1733, 1462. .1512, 


1540. 


.1593, 1740.. 1913, 1765.. 1911 


Seq. No. 


45917 




Seq. ID 


OJ000221__06.0330. 


C22 


Gene No. 


97242 




Strand 







47362 




JLal L 


1 9491 

X jl. 1 ^. X 








Fnri 
nil ill 


1 9740 




LNcUUC 


o.tooo99i ofi 


0330 


P99 o4 


. L W 


llC LllL/U 


TRT.A^TY • Wheal- 
X DXxrtO 1 A . KVJlcal. 




uLal L 


-| 4 c c ~~ 
11 JJ 








£_ii 1U 


1 7 S7 

X f J / 




KJ X 


n on o 








Qoor*o 
OLUI C 


1 Q9 

X Z> £~ 






i / c c 1 7^7 
It J J • • ± t *J i f 


1 4 61 

X *i D X 


1 7 S4 


14 71 

X H i X • 


1 7 S 1 ^ 






Seq. No. 


45917 








Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 








Strand 






kj Lai L 


1 94 91 

X 1 X 








End 


12740 




Name 


rvrooo99i On* 

\J U U U U C. X uu. 


0330 
U J o u 


P99 ol 

i L^£, • Ul 


• L O 


Method 


TBLASTX: Soybean 




OLdiL 


1 470 ~ 

X *± / U 








End 


1865 




\J X 


n on p> 








Score 


199 




HjAUIIO 


1470 1 P 9 Q 

XI f U . t 1U C J / 


1471 

X 1 / X 


17 61 

. . X 1 U X , 


1 7 R 9 


.1827, 1833. .1865, 1834. .1863 


Seq. No. 


45917 








Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 








Strand 


- 




OLal L 


1 9491 

X ^. *i X 








End 


12740 




Name 


o in no 9 nfi 


03^n 


P99 o^ 


+■ IaJ 


Method 


TBLASTX: Wheat 




O Lei I. L 


1 ROfi ~~ 

X O U O 








End 


2288 




KJ X 


none 








Score 


244 




U 1 -v r>i n c? 


1 R06 91 R 3 


1 R 4 Q 

X O 1 -7 


91 R4 


99 3fl 
JO . 


.2288 






Seq. No. 


45917 








Seq. ID 


OJ000221JD6.0330 


.C22 


Gene No. 


97242 








Strand 






O L CI. X L 


1 9491 








End ... 


12740 




Name 


n,T00099i n£ 


0 330 


P99 o 4 


. LIU 


Method 


TBLASTX: Maize 






1 QR7 ~~ 

X _7 o / 








End 


2276 






none 








Score 


165 




TT v on q 


1 QR7 917ft 

X ^ O ( • • 6 X / O , 


1 QR Q 

X ^ O _7 


997 6 










Seq. No. 


45917 








Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 








Strand 






Start 


12421 








End 


12740 




in dint 


d,tooo99i 06 


0330 


P99 ofi 


4- w 


Method 


TBLASTX: Wheat 




Jlai L 


9 4 03 _ 








End 


2825 






none 








Score 


69 






2403 2570 


2458 


9S71 


2616 . 


.2825, 2617. .2769 




Seq. No. 


45917 








Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 








Strand 






C4-a r f- 
OLai l 


1 9 4 91 








End 


12740 




Name 


07000991 06 


0330 


poo ^7 


. Liu 


Method 


TBLASTX: Maize 




<3+- a -r t- 
oLal L 


9 R0R ~~ 








End 


2861 






none 








Score 


189 




t? von q 


9S0R 9R61 














Seq. No. 


45917 








Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 








Strand 






OLal L 


1 9 4 91 








End 


12740 




Name 




033D 


poo 


* L W 


Method 


TBLASTX: Wheat 




C Lai L 


314 4 ~ 
O X ft 4 








End 


3495 




GI 


none 








Score 


115 




Exons 


3144. .3494, 


3301. 


.3495 










Seq. No. 


45917 








Seq. ID 


OJ000221_06.0330 


.C22 


Gene No. 


97242 








Strand 






Start 


12421 








End 


12740 





47363 





Name 


OJ000221 06 0330 C22 o5 


tm 


Mo +- hnH 






Start 


3189 _ 




End 


34 94 




GI 


none 






91 




Exon ^ 


3189 3494, 3316 3480 










Seq. No. 


45917 




Seq. ID 


OJ000221_06. 0330.C22 




Gene No. 


97242 




Strand 






Start 


12421 




' End 


1274 0 




Name 


OJ000221 06 0330 C22 o7 


tw 


Mot" h r\c\ 


i. oxijrio x /\ • vvncci L 




Start 


3526 _ 




End 


3728 




GI 


none 




o o v> x c 


120 




Fix on *5 


3526 3726, 3531 3728 










Seq. No. 


45917 




Seq. ID 


OJ000221_06 . 0330 . C22 




Gene No. 


97242 




Strand 






Start 


12421 




End 


12740 




Name 


OJ000221 06 0330 C22 06 


tm 


Method 


TBLASTX: Maize 




Start 


4440 ~~ 




End 


5151 




GI 


none 




Score 


207 






4440 4652 4441 4665 


4 926 


.5138, 4927. .5151 






45917 




Seq. ID 


OJ000221_06.0330.C22 




Gene No. 


97242 




Strand 




~ =3. 


Start 


12421 




End 


12740 




Name 


OJ000221 06 0330 C22 08 


np 


Method 


AAT/NAP . 






12421 _ 
x c. *t x 




End, 


12740 




GI 


7^23^1 7 

i *j c ~j ^) x. i 




Score 


288 


i ~ 


F.xon ^ 


12421 12740 














protein [Oryza 


sativa] 


l:J 


Seq. No. 


4 5918 




Seq. ID 


OJ000221_06.0330.C23 


s. ^ 


Gene No. 


97243 




Strand 


+ 


I :Ji 


Start 


2091 




End 


9317 


3.1 


Name 


OJ000221 06.0330.C23.o2. 


np 


Method 


AAT/NAP 




Start 


2091 




End 


9317 




GI 


5852180 




Score 


708 






2091.. 2136, 3214.. 3330, 


3382. 


.3795, 4500. .4567, 9271. .9317 


. 


GI DesfriD 

\J — . W J- -1. * 


(AL'117265) zhbOOOlO.l [Oryza 


sativa] 




f 2 


Spq No 


45918 




Seq. ID 


OJ000221_06.0330.C23 




Gene No. 


97244 




Strand 






Start 


266 




End 


8317 




Name 


OJ000221 06.0330.C23.ol. 


gs 


Method 


GENSCAN 




Start 


266 




End 


8317 




GI 


none 




Score 


.45 




F.xon ^ 

J—J Vh/ HO 


266. .1325, 3236. .3406, 3540.. 


3739, 4554 


..4582, 5438. .5743, 






5822. .5954, 6914. .8317 










Sea No 


45918 




Seq. ID 


OJ000221_06.0330.C23 




Gene No. 


97244 




Strand 






Start 


266 




End 


8317 




Name 


OJ000221 06.0330.C23.ol. 


np 


Method 


AAT/NAP 




Start 


269 




End 


4160 




GI 


6983860 




Score 


1495 




Exons 


269. .1298, 4136. .4160 










GI Descrip. 


(AP001168) Similar to 22 


kDa 


kafirin cluster; Ty3-Gypsy type 



(AF061282) [Oryza sativa] 



47364 



Seq. No. 


45918 






Seq. ID 


OJ000221_06.0330. 


,C23 


OC11C IN v^i . 


Q7944 






Oil CI 1 1 Li 






a rt- 

Jlai L 


u u 






FnH 


R 11 7 

O «J X / 






UU U U U Z. X 




• LW 


Ma +~ H nH 
L v ie UI1UU 


TRT A CITY • Whtf*^ t 

1 DXj.M.0 1A . Wiled L 




A rt- 
OLai i 


_) X 1 






FnH 

£jl 1U. 


647 




\JX 


n on *a 








1 1 R 

X X o 




Exon s 




11^ 641 17R 


647 








Seq. No. 


45918 






Seq. ID 


OJ000221_06.0330. 


C23 




Q7744 






Strand 






q+- a >-t- 
OLal L 








End 


8317 




Name 


n.Tnnn? ? i 


06 0110 P91 n1 


. LIU 


Method 


TBLASTX : Maize 




OLdl L 


4 Q4 ~ 
*i _? *± 






End 


1093 






n one* 






Score 


209 






4Q4 Q14 


S1 0 Q1S Q19 


i oqi 


, 939.. 1085 




Seq. No. 


45918 






Seq. ID 


OJ000221J36.0330. 


C23 




97244 






Strand 








266 






End 


8317 




Name 


OJ000221 


06.0330.C23.ol 


. tw 


Method 


TBLASTX: Wheat 






647 






End 


1273 






none 






Score 


60 






647. . 1273, 650. .772, 759. .1217, 845. .1267 




Seq. No. 


45918 






Seq. ID 


OJ000221_06.0330. 


C23 




97244 






Strand 






OLdiL 


266 






End 


8317 




Name 


OJ000221 


06.0330. C23.o2 


. tm 


Method 


TBLASTX: Maize 




OLal I 


1094 






End 


1298 






none 






Score 


133 






1094. .1294, 1095. .1292, 


1095. 


.1298 






Seq. No. 


45919 






Seq. ID 


OJ000221_06.0330. 


C24 


uCllC IN ^ * 


97245 






Strand 


+ 




O +- -a V-+- 
O LCtl L 


64 






End 


221 




No. me 


OJ000221 


06.0330.C24.ol 


.gs 


Method . - 


GENSCAN 




q+- a -rf- 

O Lai L 


64 






End 


221 




PT 

ox k 


none 






Score 


.53 




HjAUIIo 


64 . .221 












Seq. No. 


45920 






Seq. ID. 


OJ000221_06.0330. 


C25 


Can o KTo 


97246 






Strand 


' + 




O L. a. X l_ 


341 






End 


3762 




Name . 


OJ000221 


06.0330.C25.ol, 


■ gp 


Method 


AAT/GAP ' 






341 






End 


1177 






35.48947 






Score 


900 




Exons 


' '341. .810, 


1131. .1177 










Seq. No. 


45920 






Seq. ID 


OJ000221_06.0330. 


C25 


Gene No. 


97246 






Strand 


+ 




Start 


341 






End 


3762 




Name 


OJ000221 


06.0330.C25.ol. 


.np 


Method 


AAT/NAP 




Start 


466 






End 


3762 




GI 


228207 






Score 


134 




Exons 


466. .633, 


1503.. 1765, 1895.. 2071, 2181 


..2292, 3669..3762 





GI Descrip. tnpl protein [Antirrhinum majus] 



47365 



Seq. No. 


45920 








Seq. ID 


OJ000221 


_06.0330.C25 


Gene No. 


97246 








Strand 


+ 




Start 


341 








End 


3762 




Name 


OJ000221 06 




P2 c i n2 

J • Uf, 


. gt> 


Method 


GENSCAN 




Start 


1135 ~~ 








End 


3707 






none 








Score 


.91 






1135 1396 




1 77 T 


1 fl 6fi 


.2071, 2181. .2273, 


2^67 2462 




2546 2890 


^14 2 


199 S 


?474 


.3539, 3642.. 3707 




Seq. No. 


45920 








Seq. ID 


OJ000221 


_06.0330.C25 


f^fsnp No 


97247 








Strand 






Cfarf 
O L.GX L 


187 








End 


647 




Name 


OJ000221 06 


.0330. 


C25.ol, 


• ys 


Method 


GENSCAN 




It a rt 


187 








End 


647 




O J. 


none 








Score 


.91 




LiAUl ID 


187. .425, 554. .647 










Sea No 


45920 








Seq. ID 


OJ000221 


06 0?^0 P2S 


Gene No. 


97248 








Strand 






Start 


1522 








End 


2053 




Name 


OJ000221 06 


.0330. 


C25.ol. 


, tm 


Method 


TBLASTX : ] 


Maize 


Start 


1522 








End 


2053 




GI 


none 








Score 


264 




Exons 


1522. .1710, 


1523. 


.1735, 


1715. 


.1774, 1730. . 1777, 


1864. .2052, 




1866. .2012, 


1868. 


.2053 











Seq. No. 45920 

Gene No. 97249 

Start 2391 

Name OJ000221_06 . 0330 . C25 . o2 . tm 

Start 2391 

GI none 

Exons 2391.. 2471, 
2554. .2685 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_06. 0330.C25 
2686 

TBLASTX: Maize 

2686 

77 



2397. .2465, 2544. .2675, 2545. .2646, 2552. .2686, 



Seq. No.. 45921 Seq. ID OJ000121JD9 . 0323 . CI 

Gene No. 97250 . Strand ' + 

Start 476 End 659 

Name OJ000121__09 . 0323 . CI . ol . gp Method AAT/GAP 

Start 476 End 659 

GI LIB3433-007-Q6-K1-C2 . Score 321 

Exons 476. .659 

GI Descrip. ' 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 45921 Seq. ID 

Gene No. 97251 Strand 

Start 2304 End 

Name OJ000121_09 . 0323 . CI . o2 . np Method 

Start 2304 End 

GI 6815067 Score 

Exons 2304.. 2598, 2708.. 2800, 3666.. 3803 
GI Descrip. 



OJ000121_09.0323.C1 
+ 

3803 
AAT/NAP 
3803 
70 



(AP001080) ESTs AU082210 (C53655 ) , AU05654 6 ( S2067 1 ) , 
AU056545 (S20671) correspond to a region of the predicted gene 
Similar to putative RNA-binding protein (AC004261) [Oryza 
sativa] 



47366 





Seq. No. 


45921 


Seq. ID 


OJ000121_09.0323. 


CI 




npnp Mo 


Z? 1 £~ *J 


OLiu 1 1H 








o Lai L. 


.J U O I 


FnH 

Htl in 


^4 6^ 






LN dilLt: 


(JUUvUltl VJ^.Lf.jZ>«J.V^I.L>I. Lo 


Mat" h nH 

L 1C L 1 1L*U 


TRT.ASTX * 9nvhp^n 

1 Dlirlu I /\ . OLJyJJcclil 






O Lai L 


40Q ~~ 

*i \y z? 


FnH 


1 ft Q4 








none 


OLUl ~ 


112 






Hi A.LM 1 O 


4DQ 660 46Q 6S7 1644 


1 7Q^ 1 64 Q 


1 ft Q4 






Seq. No. 


45921 


Seq. ID 


OJ000121_09.0323. 


CI 






ZJ 1 ~J 


O Ll ul ILL 








J Lai l 




End 


J *i vj *J 






LN ClilLC 




Mai* n oH 

L 1 1 L» LI 


± Diinu i /\ • ^x c o o 






O Lai L 


4 72 ~~ 


End 


651 






\J I 


J. l\Jl 1C 


uLUi c; 


124 






LiAUllO 


47? 6S1 47^ 646 SOO 


6^1 

U J X 








Seq. No. 


45921 


Seq. ID 


OJ000121_09.03^3. 


•CI 




Gene No. 


97252 


Strand 








O Lai L 


3081 


End 


^4 6^ 






Name 


OJ000121 09.0323.Cl.ol.np 


Method 


AAT /MAP 






O L a I L 


3081 


End 


^4 6^ 






O I 


7242910 


Score 


79 






TT von Q 


3081.. 3167, 3329.. 3463 








a? 


f^T rio^oT~"i o 


(AP001383) hypothetical protein [Oryza 


Q ^ +" 1 1 

oaLivaj 






Seq. No. 


45922 


Seq. ID 


OJ000121_09.0323. 


C2 


fin 


CZes n ^ Mo 


97253 


Strand 






i3 


OLa.IL 


388 


End 


6nn 

D U VJ 






LN dint: 


OJ000121 09.0323.C2.ol.gs 


Method 


\J SLi LN O VwrlLN 






O Lul L 


388 


End 


6D0 






ox 


none 


Score 


q 






Exons 


388. .600 








i[J 


Seq. No. 


45922 


Seq. ID 


OJ00.0121_09.0323. 


C2 




Gene No. 


97254 


Strand 


+ 






Start 


4108 


End " 


4241 




= :h 


Name 


OJ000121 09.0323.C2.ol.np 


Method 


AAT /NAP 




i ^ 


Start 


4108 


End 


4241 






GI 


6322091 


Score 


84 






Exons 


4108. .4241 










GI Descrip. 


YillOOwp gi | 7318491 sp | P404 90 | YIKO_YEAST HYPOTHETICAL 13. 


5 KD 



PROTEIN IN M0B1-SGA1 INTERGENIC REGION gi | 62 637 6 | pir | | S4 84 73 
probable membrane protein YILlOOw - yeast ( Saccharomyces 
cerevisiae) gi | 558707 | emb | CAA86281 . 1 1 . (-Z38125) orf, len: 117, 
CAI : 0.08, better positional base preference calculation than 
overlapping orf [Saccharomyces cerevisiae] 



Seq. No. 


45922 








Seq. ID 


OJ000121 


Gene No. 


97255 








Strand 




Start 


1784 








End 


2996 


Name 


OJ000121 09. 


.0323 


,C2.o2. 


gs 


Method 


GENSCAN 


Start 


1784 








End 


2996 


GI 


• none 








Score 


.53 


Exons 


1784 . .1923, 


2682 


. .2713, 


2857. 


.2996 




Seq. No. 


45923 








Seq. ID 


OJ000121 



47367 



Gene No. 

Start 

Name 

Start* 

GI 

Exons 



97256 Strand + 

2439 End 10367 

OJ000121_09 . 0323 . C3 . ol . gs Method GENSCAN 

2439 End 10367 

none Score .55 

2439. .2656, 3799. .3887, 4179. .4204, 4311. .4506, 4679. .4755,' 

4950. .5004, 5315. .5375, 5487. .5559, 5953. .6539, 7965. .8071, 

8622. .8646, 9448. .9504, 9679. .9736, 10221. .10367 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000121_09.0323.C3 
+ 



10367 
AAT/NAP 
6526 
476 



Seq. No. 45923 
Gene No. 97256 
Start 2439 

Name OJ000121_09 . 0323 . C3 . ol . np 

Start 4331 
GI 4835766 

Exons 4331.. 4506, 4679.. 4755, 4950. 

5953. .6526 

GI Descrip. (AC007202) Contains similarity to gb|AB017693 tran'sfactor 

(WERBP-1) from Nicotiana tabacum. ESTs gb|H39299, gb|T41875 
gb|H38232 and gb|N38325 come from this gene. [Arabidopsis 
thaliana] 



.5015, 5311. .5375, 5490. .5559, 



at 



VJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45923 Seq. ID 

97257 Strand 

10800 End 

OJ000121_09 . 0323 . C3 . o2 . np Method 

10800 End 

6006359 Score 
10800.. 10908 

(AP000559) hypothetical protein [Oryza sativa] 



OJ000121_09.0323.C3 
+ 

10908 
AAT/NAP 
10908 
73 



45923 
97258 
10805 

OJ000121_09.0323.C3.ol.tc 

4367 

none 

4367. .4507, 
5311. .5376 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ000121_09.0323.C3 
10883 

TBLASTX: Cress 

5376 

187 



4392.:4505, 4392. .4511, 4678. .4755, 4680. .4754, 



Seq. No. 45923 

Gene No. 97258 

Start 10805 

Name OJ000121_09. 0323 . C3 . ol . ts 

Start 4382 

GI none 

Exons - 4382.. 4507, 4383.. 4505, 4678, 



Seq. ID OJ000121_09.0323.C3 
Strand 

End ' 10883 

Method TBLASTX : Soybean 

End . 5376 

Score 217 
.4755, 4680. .4754, 4947. .4970, 



4971.. 5006, 5311.. 537.6, 5313, .5375 



Seq. No. 45923 Seq. ID 

Gene No. 97258 Strand 

Start 10805 End 

Name OJ000121_09 . 0323 . C3 . o2 . gs Method 

Start 10805 End 

GI none Score 

Exons 10805. .10883 



OJ000121_09.0323.C3 

10883 
GENSCAN 
10883 
.79 



47368 




ocy . lnu . 




Seq. ID 


OJ000121_09.0323.C4 




97259 


Strand 


+ 


Start 


2323 


End 


5622 


Name 


OJ0001-21 09.0323.C4.ol.gp 


Method 


AAT/GAP 


Cfarf 
O LC1I U 


2323 


End 


3559 




41611 1.R1084 


Score 


981 


Exons 


2323. .2603/ 3091. .3149, 3276. 


.3350, 3425. .3559 




'4585976/gb|AAD25612.1|AC005287 14 3.0e-21 (AC005287) Unknown 




o vo^oin r QyaHi Hnnc i o f Via 1 i ana 
piUUcln LnlaJJIUUpblo Llldllalla 


] ' 






*i «J y £. *i 


Seq. ID 


OJ000121_09.0323.C4 


Gene No. 




Strand 


+ 


Start 


9^9? 

C. -J Z. J 


End 


5622 


LN CUUC 


OJ000121 09.0323.C4.ol.gs 


Method 


GENSCAN 


Q+- a "T t" 


2495 


End 


5375 


TT 


none 


Score 


.87 


Exons 


2495.. 2603, 3091.. 3149, 3276. 


.3350, 3425. .3541, 3724. .3794, 




3949. .4249,^.4466. .4655, 5296. 


.5375 




Q o o- Mo 
Oct]. LN U . 


45924 


Seq. ID 


OJ000121_09.0323.C4 


Can o Mo 
belle LNvJ ■ 


97259 


Strand 


+ 


Start 


2323 


End 


5622 


Name 


OJ000121 09.0323.C4 .ol.np 


Method 


AAT/NAP 


olal L 


.2516 


End 


5347 


yj-L 


" 4585976 


Score 


1063 


Exons 


2516.. 2603, 3091.. 3149, 3276. 


.3350, 3425. .3541, 3724. .3794, 




3949.-4249, 4466.-4755, 5296. 


.5347 




bl JJcodTip. 


(AC005287) Unknown protein [Arabidopsis thaliana] 


Q o o- Mo 
OCtj. LN U . 


45924 


Seq. ID 


OJ000121_09.0323.C4 


Cono Mo 


97259 


Strand 


+ 


Start 


2323 


End 


5622 


Name 


OJ000121 09.0323.C4.o2.gp 


Method 


AAT/GAP 


C-|- a r 4- 


4046 


End 


5622 




24747 1.R1084 


Score 


1506 


Exons 


4046. .4249, 4466.-4755, 5296. 


.5622 




(~1 T PiOOOT""! o 

oJ. UcbLI ip . 


M585976/gb|AAD25612.1|AC005287 14 2.0e-69 (AC005287) Unknown 




protein [Arabidopsis thaliana 


] ' 




Capt Mo 
O C tj . LN O . 


45924 


Seq. ID 


OJ000121_09.0323.C4 




97260 


Strand 


+ 


O ICII L 


5847 


End 


6349 


Name 


' OJ000121 09.0323.C4.o3.gp 


Method 


AAT/GAP 


Start 


5847 


End 


6349 




1270 1.R1084 


Score 


970 


Exons 


5847.-6349 






/"^ X o /"> t" "i r~"\ 

ox uescnp. 


'1362147/pir | IS56690 2.0e-17 ] 


hypothetical protein (clone AFD1 ' 




wild oat (fragment) >gi 726471 (U19996) 


putative 0RF1 [Avena 




fatua] 1 






Sea No 


45924 


Seq. ID 


OJ000121_09.0323.C4 


Gene No. 


97261 


Strand 




Start 


6178 


End 


10094 


Name 


OJ000121 09.0323.C4.o3.ts 


Method 


TBLASTX: Soybean 


Start 


3754 


End 


4252 


GI 


none 


Score 


88 


Exons 


3754. .3798, 3947. .4024, 3949. 


.4029, 4025. .4252, 4026. .4094, 



47369 



4030. .4146, 4034. .4237 



Seq. No. 45924 

Gene No. 97261 

Start 6178 

Name OJ000121_09 . 0323 . C4 . o2 . tm 

Start 3950 

GI none 

Exons 3950.. 4258, 3960.. 4283, 3961, 
4466. .4756, 4467. .4757, 5294, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000121 09. 0323. C4 



10094 

TBLASTX: Maize 
5332 
481 

,4191, 4143. .4256, 4466. .4756, 

,5332 



Seq. No. 45924 . 

Gene No. 97261 

Start 6178 

Name OJ000121_09 . 0323 . C4 . ol . 

Start 3974 

GI none 

Exons 3974. -.4024, 4039. .4191, 
4465. .4584, 4466. .4756, 

Seq. No. 45924 

Gene No. 97261 

Start 6178 

Name OJ000121_09 . 0323 . C4 . o2 . 

Start 4151 

GI none 

Exons 4151. .4198, 4462. .4740, 
5294. .5386, 5468. .5524 



Seq. ID' OJ000121_09.0323.C4 
Strand 

End 10094 
tc Method TBLASTX : Cress 

End 5350 

Score 50 
404 0. .4258, 404 6. .4228, 4 4 62. .4 629, 
4466. .4774, 5294. ...5350 

Seq. ID OJ000121_09.0323.C4 
Strand 

End 10094 

ts... Method TBLASTX : Soybean 

' ' End 5524 

Score 67 
4466. .4756, 4466. .4756, 4527. .4757, 



Seq. No. 45924 

Gene No. 97261 

Start 6178 

Name OJ000121_09 . 0323 . C4 . o2 . 

Start 6178 

GI none 

Exons 6178.. 6498, 6606.. 6812, 
7877. .8022, .8202. .8406, 

Seq. No. 45924 

Gene No. 97261 

Start 6178 

Name OJ000121_09 . 0323 . C4 . ol . 

Start 6205 

GI none 

Exons 6205.. 6504,. 6206.. 6496, 



Seq. ID OJ000121_09.0323.C4 
Strand 

End 10094 
gs Method GENSCAN 

End 10094 

Score .58 
6915. .7192, 7322. .7435, 7466. .7603, 
' 9534. .9726, 9767. .10094 

Seq. ID OJ000121_09.0323.C4 
Strand 

End 10094 
tm Method TBLASTX : Maize 

End '■' 6665 
Score 390 
6208. .6507, 6606. .6665, 6610. .6663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45924 Seq. ID 

97261 Strand 

6178 End 

OJ000121_09 . 0323 . C4 . o2 . np Method 

6205 End 

2660676 Score 



OJ000121_09.0323.C4 

10094 
AAT/NAP 
7178 
953 



6205. .6495, 6606. .6812, 6915. .7178 

(AC002342) Dreg-2 like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



45924 
97261 



Seq. ID 
Strand 



OJ000121 09. 0323. C4 



47370 





Start 


6178 






End 


10094 




Nam© 


O.T0001 21 09 


0323 


C4 ol r<; 


Method 


TBLASTX: Soybean 




O Lai U 


fi34 fi ~~ 






End 


7196 




GI 


none 






Score 


120 




R von 


6346 6504 


6347 


6508 6606 


..6836, 6610.. 6813, '6884.. 7135 






6913 7143 


6915 

\J Z* -L -J 


7196 6916 


. .7173 






O " ^ • INU • 


45924 






Seq. ID 


OJ00O121_09.0323.C4 




Gpnp Wo 


97261 






Strand 






Start 


6178 






End 


10094 




Name 


OJ000121 09 


.0323, 


. C4 . o4 .gp 


Method 


AAT/GAP 




Start 


6596 ' 






End 


7608 






9573 1.R1084 




Score 


1132 




LAUl IS 


6596 6812 


691 5 


7192 7466 


. .7608 






Ul L/C O L< X J_ £j ■ 


f 2660676 2. 


Oe-67 


( AC00234 ? ) 


Dreg-2 like protein [Arabidops. 






thaliana] 1 












Cpn Mo 


. 4 5 924 






Seq. ID 


OJ000121_09.0323.C4 




Gene No. 


97261 






Strand 






Start 


6178 






End 


10094 




Name 


OJ000121 09 


. 0323 . 


P4 o3 -rm 


Method 


TBLASTX: Maize 






67 56 ~~ 






End 


7076 






none 






Score 


65 




R vnn <5 ■ 


6756. .6836, 


6757. 


fi84 fi fiQI 3 


..7068, 6915. .7076, 6916. .7068, 






6971 ■ 7069 














4 5 924 






Seq. ID 


OJ000121_09.0323.C4 




Gene No. 


97 261 






Strand 






Start 


6178 






End 


10094 


iy 


Name 


OJ0001 21 09 


0323 


,C4 .o3.np 


Method 


AAT/NAP 




o Lai L 


9497 






End 


10088 


a.; ; 


rij 


4835761 






Score 


293 


5 U 


UAUi I O 


9497 10088 












("^ T Dp qrrin 


fAC007202} ' 


I8K14 . 


,10 [Arabidopsis thaliana] 




Seq. No. 


4 5924 






Seq. ID 


OJ000121_09.0323.C4 




Gene- No. 


97261 






Strand 






Start 


61 78 






End 


10094 ■ 




IN dlLLC 


OJ000121 09 


.0323. 


, C4 ,o4 . tm 


Method 


TBLASTX: Maize 




O L, d -L L. 


9530 






End 


9769 


I'— 




none 






Score 


156 




R von 


9530. .9769, 


9535. 


.9768 








Seq. No. 


45924 






Seq. ID 


OJ000121_09.0323.C4 




Gene No. 


97261 






Strand 






Start 


6178 






End 


10094 




LNCIIILC 


OJ000121 09 


.0323. 


C4.o2.tc 


Method 


TBLASTX: Cress 




O Lai L 


9533 






End 


9769 




GI 


none 






Score 


42 




R von q 


9533. .9583, 


9535. 


.9768, 9608, 


. .9769 






Seq. No. 


45924 






Seq. ID 


OJ000121_09.0323.C4 




Gene No. 


97261 






Strand 






Start 


6178 






End 


10094 




Name 


OJ000121 09, 


.0323. 


C4.o4.ts 


Method 


TBLASTX : Soybean 




Start 


9533 






End 


9769 




GI 


none 






Score 


129 



47371 




Exons 9533.. 9769, 9535.. 9768 



Seq. No. 


45925 


Seq. ID 


OJ000121_ 


_09. 


0323, 


.C5 


Gene No. 


97262 


Strand 


+ 








Start 


11716 


End 


12333 








Name 


OJ000121 09.0323.C5.o2.np 


Method 


AAT/NAP 








9t^rt 

O Lai L. 


11716 


End • 


12333 








(IT 

\J X 


6721559 


Score 


441 








F! von ^ 


11716. .12170, 12199. .12333 












CZ T rip^rri n 

VJJ J. C O ^ ±. _L ■ 


(AP001073) hypothetical protein [Oryza 


sativa] 










ni 1 fifll S0R4 1 db-i IRAAQ"0^7D 1 1 


\ n u \j \j x \j o x j 


hypothetical 


protein 




[Oryza sativa] 












Sea No 


45925 


Seq. ID 


\JkJ U U \J X Z. X 


HQ 


n^9 ^ 


re 

i CO 




97263 


Strand 










Start 


700 


End 


9 DDI 








Name 


OJ000121 09.0323.C5.ol.gs 


Method 










Start 


700 


End 


onni 










none 


■Score 


• 7 








Exons 


700. .762, 1292. .1350, 1941. 


.2001 










JCU] • L^VJ • 


45925 


Seq. ID 


n.Tnnm 91 


n q 






(^anp No 


97264 


Strand 










O L-CIX U 


3919 


End 


0 D Z? fi 








N^TTl & 
IN dlllfe. 


OJ000121 09.0323. C5.o2.gs 


Method 


oEjJNoL.fl IN 








O L. a X L. 


3919 


End 


S9 ft Q 








\J X 


none 


Score 


. DO 










3919. .4371, 4392. .4503, 4586. .5289 










Seq. No. 


45925 


Seq. ID 


OJ000121_ 


09. 


0323. 


C5 


flp-np No 


97264 


Strand 










Start 


3919 


End 


5694 








Name 


OJ000121 09.0323.C5.ol.np 


Method 


AAT/NAP 








Start 


3936 


End 


5694 








GI 


4101570 


Score 


650 








RyAn o 
uAUUO 


3936. .4503, 4586. .5262, 5574. .5694 












(AF004843) stamina pistilloidia [Pisum 


sativum] 








Seq. No. 


45925 


Seq. ID 


OJ000121_ 


09. 








97265 


Strand 










Start 


8976 


End 


13883 








Name 


OJ000121 09.0323.C5.o3.gs 


Method 


GENSCAN 








Start 


8976 


End 


138-83 








GI 


none 


Score 


.73 










8 97 6. .907 4, 9569. .9692, 10130. .10169, 


11285. .11467, 








11517. .11582, 11662. .11826, 


12182. .12193, 13880. 


.13 


883 




Qpn No 


45925 


Seq. ID 


OJ000121_ 


09. 


0323. 


C5 




97266 


Strand 










Start 


14812 


End 


14985 








Name 


OJ000121 09.0323.C5.o4 . gs 


Method 


GENSCAN 








Start 


14812 


End 


14985 








GI 


none 


Score 


.75 








Exons 


14812.-14985 












Seq. No. 


45926 


Seq. ID 


OJ000121_ 


09. 


0323. 


C6 


Gene No. 


97267 


Strand 


+ 









47372 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



388 End 

OJ000121_09.0323.C6.ol.gs Method 

388 End 

none Score 
388. .708, 1985. .2089 

45926 Seq. ID 

97268 Strand 

7291 End 
OJ000121_09.0323.C6.o3.gs . Method 

7291 End 

none Score 
7291. .7480, 7516. .7799 



2089 
GEN SCAN 
2089 
.44 



OJ000121__09.0323.C6 
+ 

7799 
GENSCAN 
7799 
.63 



OJ000121 09. 0323. C6 



45926 Seq. ID 

97269 Strand 

2391 End 7397 

OJ000121_09 ..0323 . C6 . ol . gp Method AAT/GAP 

2391 End 2997 

50070_1.R1084 Score 897 
2391. .2839, 2947. .2997 

, 2827661/emb|CAA16615.1| 6.0e-13 (AL021637) hyuC-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



45926 
97269 
2391 

OJ000121_09.0323.C6.o2.gs 

2513 

none 

2513. .2839, 2947. .3072, 3176. 
4453. .4562, 5268. .5352, 5435. 

45926 
97269 
2391 

OJ000121_09. 0323.C6.ol.np 

2549 

7228243 

2549. .2839, 2947. .3072, 3176. 
4453. .4562, 5050. .5166, 5268. 
6467. .6599, 7316. .7397 
(AL021637) hyuC-like protein 



-Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000121 09. 0323. C6 



7397 
GENSCAN 
6561 
.44 

3415, 4085. .4171, 4262. .4367, 
5538, 6272.. 6354, 6471.. 6561 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3415, 
.5352, 



OJ000121 09. 0323. C6 



7397 
AAT/NAP 
7397 
1130 
4085. .4171, 
5435. .5538, 



4262. 
6272. 



4367, 
6378, 



gi | 7268802 | emb | CAB79007.il 
[Arabidopsis thaliana] 



[Arabidopsis thaliana] 



(AL161552) hyuC-like protein 



Seq.' No. 45926 

Gene No. ' 97269 
Start 2391 

Name OJ000121_09 . 0323 . C6 . o2 . gp 

Start 3291 
GI 48621_1.R1084 

Exons 3291.. 3415, 4085.. 4171, 4262. 

5268.. 5352, 5435.. 5538, 6272. 

GI Descrip. 



OJ000121 09. 0323. C6 



Seq. ID 
Strand 

End 7397 
Method AAT/GAP 
End 6619 
Score 1702 

4367, 4453. .4562, 5050. .5166, 
6354, 6471.. 6619 
'4062935/dbj I AB003495 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



47373 



Seq. No. 45926 
Gene No. 97270 
Start 8252 

Name OJ000121_09 . 0323 . C6 . ol . tm 

Start 2546 
GI none 

Exons 2546.. 2629, 2552.. 2740, 2553. 

2951. .3073, 3173. .3415, 3174. 
4074. .4172, 4082. .4171, 4083. 
4256. .4369, 4260. .4370, 4260. 
4455. .4583, 4455. .4583, 5044. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2771, 2735, 
.3416, 3250 
.4172, 4091 
.4370, 4445 
.5115, 5047 



OJ000121 09. 0323. C6 



14166 

TBLASTX: Maize 
5121 
109 

2842, 2947. 
3417, 3295. 
4174, 4255. 
4564, 4453. 
5121 



,3075, 
,3417, 
.4368, 
.4563, 



Seq. No. 45926 Seq. ID 

Gene No. 97270 Strand 

Start 8252 End 

Name OJ000121_09 . 0323 . C6 . ol . tc Method 

Start 2558 f End 

GI none Score 

Exons 2558.. 2725, 2577.. 2726 



OJ000121_09.0323.C6 
14166 

TBLASTX: Cress 

2726 

164 



Seq. No. 45926 

Gene No. 97270 

Start 8252 

Name OJ000121_09 . 0323 . C6 . ol . ts 

Start ' 2558 

GI none 

Exons 2558.. 2731, 2577.. 2732, 2947, 
3173.. 3244, 3230.. 3310 



OJ000121_09.0323.C6 
14166 

TBLASTX : Soybean 

3310 

175 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,3075, 2951. .3073, 3168. .3236, 



Seq.: No. 45926 Seq. ID 

Gene No. 97270 Strand 

Start 8252 End 

Name OJ000121_09 . 0323 . C6 . o2 . ts Method 

Start 3350 End 

GI none Score 

Exons 3350.. 3415, 3351.. 3416, 4082.. 4126, 

4127. .4171, 4256. .4357, 4260. .4370, 

4454. .4567, 5047. .5199, 5086. .5166, 

5263.. 5340, 5268.. 5351, 5435.. 5533, 



OJ000121_09.0323.C6 
14166 

TBLASTX: Soybean 
6325 
63 

4083. .4121, 4119. .4172, 
4450. .4563, 4452. .4565, 
5097. .5168, 5099. .5209, 
5443. .5547, 6269. .6325 



Seq. No. 


45926 








Seq. ID 


OJ000121 


J)9.0323.C6 


Gene No. 


97270. 








Strand 






Start 


8252 








End 


14166 




Name 


OJ000121 09. 


0323. 


.C6.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4085 








End 


5547 




GI 


none 








Score 


42 




Exons 


4085. .412.0, 


4098. 


. .4121, 


4124. 


.4174, 4148. .4171, 


4256. .4369, 




4260. .4370, 


4453. 


. .4563, 


4455. 


.4565, 50< 


17. .5199, 


5074. .5166, 




5090.. 5188, 


5268. 


. .5351, 


5275. 


.5358, 5432.. 5518, 


5443. .5547 


Seq. No. 


45926 








Seq. ID 


OJ000121 


_09.0323.C6 


Gene No. 


97270 








Strand 






Start 


8252 








End 


14166 




Name 


OJ000121 09. 


0323. 


.C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5134 








End 


6328 




GI 


none 








Score 


100 




Exons 


5134. .5196, 


5253. 


, .5351, 


5263. 


.5355, 5266.. 5343, 


5267. .5350, 



47374 



5268. .5351, 5408. .5539, 5432. .5539, 5434. .5541, 5443. .5547, 
6269.. 6325, 6272.. 6328 



Seq. No. 45926 

Gene No. 97270 

Start 8252 

Name OJ000121_09 . 0323 . C6 . o4 . gs 

Start 8252 

GI none 
Exons 



Seq. ID OJ000121_09.0323.C6 
Strand 

End 14166 

Method GEN SCAN 

End 14166 

Score .44 



8252. .8407, 12502 .. 12575, 1287 1 13074 , 13362 .. 13516, 
13611. .14002, 14116. .14166 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



45927 
97271 ■ 
9739 

OJ000121_09.0323.C7.o2.tm 

6964 

none 



Seq. ID OJ000121_09.0323.C7 
Strand 

End 18062 
Method TBLASTX: Maize 
End 10377 
Score 252 

6964.. 7170, 6985.. 7041, 6987.. 7178, 6987.. 7178, 10028 .. 10099, 
10033. .10185, 10035. . 10376, 10035 .. 10376, 10036. .10377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45927 
97271 
9739 

OJ000121_09.0323.C7.ol.tc 

6975 

none 



'Seq. ID OJ000121_09.0323.C7 
Strand 

End. 18062 

Method TBLASTX : Cress 

End 10517 

Score 95 

6975. .7178, 6987. .7178, 6988. .7179, 10015 .. 10266, 10023 .. 102 68 , 
10254. .10517, 10255. .10515 



Seq. No. 45927 
Gene No. 97271 
Start 9739 

Name OJ000121_09 . 0323 . C7 . ol . ts 

Start 6993 
GI none 
Exons 6.993.. 7178, 6994.. 7170, 10041 .. 10514 , 10042 .. 10512 , 

10398. .10514, 10601. .108 91, 10608. .108 68, 10998. .11105, 

11005. .11073 



Seq. ID OJ000121_09.0323.C7 
Strand 

End 18062 

Method TBLASTX : Soybean 

End 11105 

Score 178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45927 
97271 
9739 

OJ000121_09.0323.C7.o2.gs 

9739 

none 



Seq. ID OJ000121_09.0323.C7 
Strand 

End ' 18062 

Method GENSCAN 

End , 18062 

Score .7 



9739. .9895, 10084 .. 10511, 10610 .. 108 67 , 11007 .. 11207 , 
11408. .11661, 11735. .11750, 12421 .. 1274 6, 12918 .. 13014 , 
13856. .14470, 15743 .. 16030, 17871. .18062 



45927 
97271 
9739 

OJ000121 J)9 . 0323 . C7 . ol . np 

10038 

4760370 



Seq. ID OJ000121_09.0323.C7 
Strand 

End 18062 

Method AAT/NAP 

End 16057 

Score 3067 



10038. .10511, 10610. .108 67, 11007. .11207, 114 08 .. 11750, 



47375 




11840. .11897, 12421. .12746, 12918 13347, 13856 .. 14 470, 
: 15743. .16057 

GI Descrip. (AF082565) ATP dependent copper transporter [Arabidopsis 

thaliana] gi I 4760380 | gb | AAD29115 . 1 1 (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



cpn Mn 

JC^. LN {J . 


45927 




c prr t n 


UuUUUltl U7i UJ6J 






97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09.0323.C7.ol.tw' 


Method 


TBLASTX: Wheat 1 




O L. d J. L. 


10212 




End 


10747 






none 




Score 


70 




P v n c? 


10212. 


.10490, 10601.. 10747 










45927 




Seq. ID 


OJ000121_09.0323 


.Cl 


Q T-) Cl K7 /-\ 


97271 




Strand 






OLal L 


9739 




End 


18062 




Name 


OJ000121 09.0323.C7.ol.gp 


Method 


AAT/GAP 




Start 


10262 




End 


10769 




CT 


LIB34 33-055-P1-K1-C9 


Score 


762 




EjXorib 


10262. 


.10511, 10610. .10769 








ul UcbLXip. 


'2660670 6.0e-60 (AC002342) 


putative Cu2+-transporting ATPase 




[Arabidopsis thaliana] 1 








o (4 . IN (J . 


45927 




Seq. ID 


OJ000121_09.0323 


.Cl 




97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09.0323.C7.o3.tm 


Method 


TBLASTX: Maize 




O Lai L 


10398 




End 


10813 




riT 

O JL 


none 




Score 


148 




V f~\ T"i C 


10398. 


.10514, 10399. .10512, 


10441. .10524, 10598. . 10813, 






10601. 


.10813 








Con K\r\ 
octj. LN O . 


45927 




Seq. ID 


OJ000121_09.0323 


.Cl 


Gene No. 


97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09.0323.C7.o3.tc ' 


Method 


TBLASTX: Cress 




C +- a >--t- 

OtdlL 


10601 




End 


14359 




PT 


none 




Score 


146 




DAUUb 


10601. 


.10804, 10989. . 11063, 


11163. .1122 


8, 11471. .11644, 






11472. 


.11684, 12415. . 12531, 


14264. .14359 




Cart hi r\ 

oeq. LN O . 


45927 




Seq. ID 


OJ000121_09.0323 


.Cl 


Gene No. 


97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09.0323.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


10992 




End 


11217 




GI 


none 




Score 


221 




Exons 


10992. 


.11213, 10998. .11213, 


11005. .11217, 11006. . 11215 




Seq. No. 


45927 




Seq. ID 


OJ000121_09.0323 


Cl 


Gene No. 


97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09.0323.C7.o2.ts 


Method 


TBLASTX: Soybean 




Start 


11121 




End 


12630 








47376 







C T 


none 




Score 


80 




Exons 


i 1 1 Ol 1 i OOt 1 1 i /|£ 
111^1 . . 11140 


. . 1 LZ 1 / / 


11403. .11690, 11406. .11555, 






1 1 41 Uo . . 1 1 / 00 , LlOZQ 


1 1TCQ 

. .11/30, 


11842. .11910, 11871. .11909, 






1 Z 4 U y . . IZOjU/ 1Z41j 


. . LZ DZj 








beq . NO . 


4 o yz / 




Seq. ID 


OJ000121_09.0323 


. L / 


Gene No . 


y / z / 1 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121_09.0323.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Q -4- — y~ +- 

otart 


I 1 /] flO 

I I 4 U O 




End 


12652 






none 




Score 


452 




Exons 


iiyim i 1 Ten i i / n Q 
114UJ. . 11 / DU, 114Uo 


..11 / DO / 


11408. . 1174 9, 1168 9. .11751, 






iiojo . . iio / u, iiojy 


1 1 Q *7 1 
. . 1 lo / 1 , 


11871. .11909, 11872. .11910, 






iz 4 u y . . lz od 1 , iz4io 


1 0 £ c; 0 

. . LZODZ 








oeq. jno. 


4 o yz / 




Seq. ID 


OJ000121JD9.0323 


. C / 


Gene No. 


97271 




Strand 






Start 


9739 




• End 


18062 




Name 


uuuuuizi uy.uozj.b/ 


. oz . tc 


Method 


TBLASTX : Cress 




C4-n v4- 

btart 


1 0 c; *d 0 




End 


13018 




bl 


none 




Score 


222 




Exons 


LZDOO . . LZ f 4 0 , IzOoD 


1 O "7 A A 

. . 1Z / 4 4 , 


12536. .12745, 12597. .12758, 






1 OQI /; ITniT 10Q1T 

lzyio . . loui / , izyi / 


. . I0UI0 








beq. no. 


CQOT 

4 D yz 1 




Seq. ID 


OJ000L2.l_09.0323 


. c / 


Gene No . 


97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09. 0323. CI, 


. o2 . gp 


Method 


AAT/GAP 




OH 1 v+- 

ot art 


12684 




End 


13360 




bl 


uC-osroM202006b06bl 




Score 


976 




Exons 


12684. .12746, 12918, 


. .13360 








GI Descrip. 


•4062 935/dbj | AB0034 95 . 1 | AB0034 95 3 . Oe- 


•14 Oryza sativa DNA : 




dihydrof lavonol 4-reductase, 


complete 


cds 1 




Seq. No. 


45927 




Seq. ID 


OJ000121_09.0323, 


,C7 


Gene No.. 


97271 




Strand 






o tar r 


9739 




End 


18062 




Name 


OJ000121 09. 0323. C7. 


. o5 . tm 


Method 


TBLASTX: Maize 




otart 


12922 




End 


13124 




bl 


none 




Score 


272 




Exons 


12922. .13122, 12923. 


. .13123, 


13002. . 13124 




Seq. No. 


45927 




Seq. ID 


OJ000121_09.0323, 


.C7 


Gene No. 


97271 




Strand 






btart 


9739 




End 


18062 




Name 


OJ000121 09. 0323. C7, 


, o7 . tm 


Method 


TBLASTX: Maize 




btart . 


13188 




End 


13366 




bl 


none 




Score 


192 




Exons 


13188. .13355, 13189. 


, .13356, 


1318 9. . 13362, 13211. . 13366 




Dcq. LN O . 


45927 




Seq. ID 


OJ000121_09.0323. 


.C7 


Gene No. 


97271 




Strand 






Start 


9739 




End 


18062 




Name 


OJ000121 09. 0323. C7 . 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13976 




End 


14428 




GI 


none 




Score 


243 




Exons 


13976. .14110, 14153. 


, .14428, 


14154 . . 14402 





47377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• gp 



45928 Seq. ID OJ000121JD9 . 0323 . C9 

97272 
968. 

OJ00'0121_09.0323.C9.ol. 
968 

17481_1.R1084 
968.. 1014, 1131.. 1225, 

'3033396 8.0e-21 (AC004238) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
"* Score . 
1428. .1520 



OJ000121_ 
+ 

1828 
AAT/GAP 
1520 
351 



Seq. No. 


45928 


Seq. ID 


OJ000121_09.0323, 


.C9 


Gene No. 


97272 


Strand 


+ 




Start 


968 


End 


1828 




Name 


■OJ000121 09.0323.C9.ol.gs 


Method 


GEN SCAN 




Start 


970 


End 


1828 




GI 


none 


Score 


.55 




Exons 


970.. 1014, 1131.. 1225, 1729. 


.1828 






S£q. No. 


45928 


Seq. ID 


OJ000121_09.0323, 


■ C9 


Gene No. 


97272 


Strand 


+ 




Start 


968 


End 


1828 




Name 


OJ000121 09.0323.C9.o2.gp 


Method 


AAT/GAP 




Start 


1579 


End 


1693 




GI 


uC-osflcypl42d!0bl 


Score 


204 




Exons 


1579. .1693 








GI Descrip. 


'1420932/gb|U61383|OR.U61383 


7.0e-21 Oryza- rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45929 Seq. ID 

97273 Strand 

1745 End 
OJ000121_09. 0323. C10. ol.gs Method 

1745 End 

none Score 

1745. .4665, 4762. .7843 



OJ000121_09. 0323. C10 
+ 

7843 
GENSCAN 
7843 
. 9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000121_09. 0323. C10 
+ 

7843 
AAT/NAP 
7807 
6681 



.2819,- 2865.. 3429, 3472.. 3623, 



45929 
97273 
1745 

OJ000121_09. 0323. C10. ol.np 

1745 

5922631 ' 

1745. .1869, 2128. .2375, 2610. 
3750. .4673, 5280. .7807 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 60168 64 | dbj | BAA85207 . 1 | (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



45929 
97274 
1548 

OJ000121JD9. 0323. C10. ol.gp 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 1702 

Method AAT/GAP 



47378 



Start 1548 End 1702 

GI uC-osflcypl77g01al Score 254 

Exons 1548.. 1702 

GI Descrip. ' 4884864/gb | AAD3184 6 . 1 1 AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Can Mo 


A S Q9 Q 






Seq. ID, 


OJ000121_09. 0323. C10 


OCilC LN <w> . 


y f t +j 






Strand 




o tai l 


ftl 7 S 






End 


13103 


LN OlUtJ 


O.TOOni 91 DQ 

\JU \J \J \J -L C X w -7 


.0323. C10. o2 


.gs 


Method 


GENSCAN 


Of- y*4- 


R1 7S _ 






End 


13103 




none 






Score 


.49 


i — i *\ v^y 1 1 0 


8175 8455 


8494. .8622, 


8695. 


.8799, 8872. .8985, 9124. .9324, 




9399 9737 


9771. . 10074 


, 10161. .11307, 


12519. .12634, 




12666. . 1288 


5, 12982.. 13103 






OCv^i LN U • 


45929 






Seq. ID 


OJ000121_09. 0323. C10 


a n q M /-\ ■ 


97275 






Strand 




OLdlL 


8175 






End 


13103 ' 


Name 


OJ000121 09 


.0323. C10. o2 


.np 


Method 


AAT/NAP 


C +- -3 y- f- 


8178 






End 


11045 




6691716 






Score 


2332 


Exons 


8178. .8622, 


8695. .8807, 


8958. 


.9061, 9137. .9310, 9397. .9703, 




9785. .9963, 


10161. .11045 






w J. Ufc; o 1. -L^ « 


(AP000492) 


hypothetical 


protein [Oryza 


sativa J 




gi 16691717 1 


dbj | BAA89397 


.11 (AP000570) 


nypuL.net. i ca i protein 




[Oryza sativa] 








JCLJ. LN \ J • 


45929 






Seq. ID 


OJ000121_09. 0323. C10 




97276 






Strand 




Start 


16118 






End 


17732 


Name 


OJ000121 09 


.0323. C10. 08 


. tw 


Method 


TBLASTX; Wheat 


O-t- -a >-+- 
O Lai L 


1217 






End 


5971 




none 






Score 


55 




1217. .1324, 


568^9. .5766, 


5690. 


.5971, 58 


25. .5959 


Oppr Mn 


45929 






Seq. ID 


OJ0001,21_09. 0323. C10 


(?on q Mo 


97276 






Strand 




Start 


16118 






End 


17732 


Name 


OJ000121 09 


.0323. C10. o7 


.tw 


Method 


TBLASTX: Wheat 


O L. a L, L 


3034 






End 


3436 




none 






Score 


294 


17* V /^i Tl o 


3034. .3303, 


3035. .3436 








oeq . NO . 


45929 






Seq. ID 


OJ000121J39. 0323. C10 


Gene No. 


97276 






Strand 




Start 


16118 






End 


17732 


Name 


OJ000121 09 


.0323. C10. o6, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4013 






End 


4470 


GI 


none 






Score 


149 


Exons 


4013. .4189, 


4234 . .4470, 


4238. 


. 4468 




Seq. No. 


45929 






Seq. ID 


OJ000121_09. 0323. C10 


Gene No. 


97276 






Strand 




Start 


16118 






End 


17732 


Name 


OJ000121 09 


.0323. C10. ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


4690 






End 


5146 



47379 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

4690. .5145, 

45929 
97276 
16118 

OJ000121J39. 

4730 

none 

4730. .4954, 

45929 
97276 
16118 

OJ000121_09. 

4820 

none 

4820. .5176, 

45929 
97276 
16118 

OJ000121_09. 

5261 

none 

5261. .5680, 

45929 
97276 
16118 

OJ000121_09. 

5339 

none 

5339. .5740, 

45929 
97276 . 
16118 

OJ000121__09. 

5407 

none 

5407. .5661, 

45929 
97276 
16118 

OJ000121_09. 

5966 

none 

5966. .6070, 

45929 
97276 
16118 

.OJ000121_09. 
5975 
none 



Score 



497 



4691. .5146 

0323.C10.o3. ts 
4961. .5095 

0323. C10. o2.tm 
4861. .5166 

0323. C10. o2.tw 
5305. .5685 

0323. C10. ol. ts 
5356.. 5499, 5536. 

0323.C10.o3.tm 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 17732 

Method TBLASTX : Soybean ■ 

End 5095 

Score 138 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 17732 

Method TBLASTX : Mai ze 

End 5176 

Score 375 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 17732 

Method TBLASTX : Wheat 

End 5685 

Score 443 



Seq. ID OJ000121_09. 0323. C10 
Strand 

17732 

TBLASTX: Soybean 
5740 
314 



End 

Method 
End 
Score 
.5706 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 17732 

Method TBLASTX : Mai ze 

End 5851 

Score 276 
5408. .5662, 5683. .5814, 5684. .5827, 5825. .5851 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 17732 

Method TBLASTX : Soybean 

End . 6354 

Score 86 
.6354, 6110. .6352 



0323.C10..O2. ts 



5974.. 6060, 6106. 



0323. C10. o4 . tw 



Seq. ID OJ000121_09. 0323. C10 
Strand 

End 17732 

Method TBLASTX : Wheat 

End 6397 

Score 413 



47380 




Fvnn q 

Hi J\.\J l 1 O 


»J _7 / ,J . m \J *J Z/ t f 


J^O J 


6?ft 7 










Seq. No. 


45929 








Seq. ID 


OJ000121_09.0323 


.CIO 


Gene No. 


97276 








Strand 








-L O I ± O 










iff 




Name 


o.Tnnm 91 HQ 


0^9 ^ 


PI 0 r\ ^ 


. Lin 


irjeLnoa 


1 Dij/io 1 a : Ma 1 z e 




C4-3 


6997 ~~ 

OZ Z f 










64 ft 1 




r: T 


none 








Score 






Cj i\ W i 1 O 


\J £, C. 1 , ■ 0*101 














Seq. No. 


45929 








Seq. ID 


OJ000121_09.0323, 


.CIO 


Gene No. 


97276 








Strand 






O Lai L 


1611ft 

I U1IO 








CjI lvj. 






Name 


n.Tonoi 9i oq 


0^9 ^ 


.C10.ol0.tw 




1 Djj/io 1 a . wnea l 




OLdl L 


64 1^, ~~ 

U rj J. «J 










671 9 




C, T 


none 








Score 


1 ^7 




Cj AUiJo 


64 1^ 6S4 7 


6Sft 1 

U J O 1 i 


67 1 9 
, . D / L Z 










Seq. No. 


45929 








Seq. ID 


OJ000121_09.0323; 


.CIO 


Gene No. 


97276 








Strand 






O Ldl L 


1611ft 








End 


17732 




Name 


n Toon i 9 1 n q 


n^9 ^ 


.ClO.ol. 


, tm 


Method 


TBLASTX: Maize 




O Ldl L 


67 1 n ~ 








End 


7072 






- none 








Score 


446 




LiAUIlO 


6710 70^ 


67 ^n 


70^^ 


67 ^n 


/:7020, 7024.. 7071, 7025. .7072 


Seq. No. 


45929 








Seq. ID 


OJ000121_09."0323. 


.CIO 


Gene No. 


97276 








Strand 






O Lai L 


1 61 1 ft 

-L \J J. J. O 








End 


17732 




Name 


n.Tnnm 9 1 dq 


n^9 ^ 


,C10.o3. 


tw 


Method 


TBLASTX: Wheat 




OLalL 


67 1 R ~~ 








End 


7102 














Score 


419 






671 S 7096 


671 6 


t i n 9 

. . / 1 UZ / 


Di? 1 / . 


.7102 






Seq. No. 


45929 








Seq. ID 


OJ000121_09.0323. 


,C10 


Gene No. 


97276 








Strand 






•OLal L - 


1611ft 








End 


17732 




LN dlllC 


n.Tnnm 9 1 nQ 


n^9 ^ 


CIO.06. 


tm 


Method 


TBLASTX: Maize 




O LaL L 


7174 ~~ 








End 


7447 




(IT 


none 








Score 


95 




Hi AL>i lO 


7174 79R1 


7 1 7 R 


.7273, 


7264. 


.7338, 72 


68. .7351, 7361. .7447 


Seq. No. 


* 45929 








Seq. ID 


OJ000121_09.0323. 


CIO 


Gene No. 


97276 








Strand ■ 






O Lai L 


1611ft 








End 


17732 




Name 


n.Tnnm 9i nQ 


n °,9 ^ 


C10.O5. 


tw 


Method 


TBLASTX: Wheat 




Of -> -f--!- 
o Lai L 


7 917 








End 


7831 




\j ± 


none 








Score 


273 




Exons 


7917 74QR 


7 9 ? 7 
/ Z j / . 


.7326, 


7378. 


.7479, 7550. .7708, 7694. ,7£ 


131 


Sea No 


45929 








Seq. ID 


OJ000121_09.0323. 


CIO 


Gene No. 


97276 








Strand 






Start 


16118 








End . 


17732 




Name 


OJ000121 09. 


0323. 


C10.O4. 


tm 


Method 


TBLASTX: Maize 




Start 


7562 








End 


7792 




GI 


none 








Score 


145 




Exons 


7562. .7711, 


7651. 


.7710, 


7690. 


.7791, 7691. .7792 





47381 



Seq. No. 


45929 


Seq. ID 


OJ000121J39.0323. 


C10 


Gene No. 


97276 


Strand 






Start 


16118 


End 


17732 




Name 


OJ000121 09 . 0323 . CIO . o9 . tw 


Mpt hod 


TBLASTX * Wheat 




Start 


10635 ~ 


End 


10925 


- 


GI 


none 


Score 


221 




Exons 


10635 . . 10925 








Seq. No. 


45929 


Seq. ID 


OJ000121_09.0323. 


C10 


Gene No . 


97276 


Strand 






Start 


16118 


End 


17732 




Name 


OJ000121 09.0323.C10.o3.gs 


Met h od 


GENS CAN 




Start 


16118 ~ 


End 


17732 




GI 


none 


Score 


. 77 




Exons 


16118.. 162 30, 17720.. 177 32 








Seq. No. 


45930 


Seq. ID 


OJ000121_09.0323. 


Cll 


Gene No. 


97277 


Strand 


+ 




Start 


704 


End 


6661 




Name 


OJ000121 09.0323.C11 ol as 


Method 


GENSCAN 




Start 


704 ~~ 


End . 


6661 




GI 


none 


Score 


.59 




Exons 


704. .777. 2399. .2545, 2876 


3021, 4049 


..4230, 4354. .441C 


1 




4513. .4701, 5430. .5504. 5600 


. .5740, 6263. .6661 




Seq. No. 


45930 


Seq. ID 


OJ000121_09.0323. 


Cll 


Gene No. 


97277 


Strand 


+ 




Start 


704 


End 


6661 




Name 


OJ000121 09.0323.Cll.ol.np 


Method 


AAT/NAP 




Start 


2814 


End 


6658 




GI 


4982519 


Score 


483 




Exons 


2814. .3021, 5430. .5504, 5600 


..5740, 6263. .6329, 6357. .64 


8 6, 




6559. .6658 








GI Descrip. 


(AC000107) F17F8.25 [Arabidopsis thaliana] 




Seq. No. 


45930 


Seq. ID 


OJ000121_09.0323. 


Cll 


Gene No. 


97277 


Strand • 


+ 




Start 


704 


End 


6661 




Name 


OJ000121 09.0323.Cll.ol.gp 


Method 


AAT/GAP 




Start 


3870 


End 


4288 




GI 


94783 1.R1084 


Score 


815 




Exons 


3870. .4288 








GI Dpsrri r> . 

>-J J- 1— ' k_> V_*- J*. Js. k-/ * 


M176420/dbj |BAA37167| 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


45930 


Seq. ID 


OJ000121_09.0323. 


Cll 


Gene No . 


97278 


Strand 






Start 


6589 


End 


7029 ■ 




Name 


OJ000121 09.0323.Cll.o2.gp 


Method 


AAT/GAP 




Start 


6589 


End 


7029 




GI 


5004350 


Score 


867 




Exons 


6589. .7029 








Seq. No. 


45930 


Seq. ID 


OJ000121_09.0323. 


Cll 


Gene No. 


97279 


Strand 






Start 


8724 


End 


10171 





47382 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000121_09.0323.Cll-ol.ts 

2860 

none 

2860. .3024, 2862. .3002 

45930 
97279 
8724 

OJ000121_09.0323.Cll.o2.gs 

8724 

none 

8724. .9089, 10073.. 10171 

45931 
97280 
2776 

OJ000121_09.0323.C12.ol.gs 

2776 

none 

2776. .2948, 3519. .3648 



Method TBLASTX : Soybean 
End 3024- 
Score 214 



Seq. ID OJ000121_09.0323.C11 
Strand 

End 10171 

Method GENSCAN 

End 10171 

Score .66 



Seq. ID OJ000121_09.0323.C12 
Strand 

End 3648 

Method GENSCAN 

End 3648 

Score .76 



45932 
97281 
1 

OJ000121_09.0323.C13.ol.np 
1 

4432866 
1..84, 1539;. 2137 

(AC0.06300) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ000121_09.0323.C13 

Strand + 

End 2137 

Method AAT/NAP 

End 2137 

Score 240 



Seq. No. 45932 

Gene No. 97281 

Start 1 

Name OJ000121_09 . 0323 . C13 . ol . gs 

Start 318 

GI ' none 

Exons 318.. 527, 641.. 937 ' 

Seq. No. 45932 

Gene No. 97281 

Start 1 

Name OJ000121_09 . 0323 . C13 . ol . tm 

Start 1571 

GI none 
Exons 



Seq. ID OJ000121_09.0323.C13 

Strand + 

End 2137 

Method GENSCAN 

End 937 

Score .42 



Seq. ID OJ000121_09.0323.C13 

Strand + 

End 2137 

Method TBLASTX: Maize 

End 2136 

Score . 64 



1571. .1798, 1575. .1679, 1576. .1824, 1583. .2032, 1867. .2028, 
2035. .2136, 2049. .2123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



45932 
97281 
1 

OJ000121_09.0323.C13.ol.tw 

1678 

none 



Seq. ID OJ000121_09.0323.C13 

Strand + 

End 2137 

Method TBLASTX : Wheat 

End 2020 

Score 178 



1678. .1824, 1682. .1867, 1868. .2020, 1879. .2019 

45933 Seq. ID OJ000121_09 . 0323 . C14 



47383 



Gene No. 97282 Strand + 

Start 59 End 802 

Name OJ000121_09 . 0323 . C14 . ol . gs Method GENSCAN 

Start 59 End ' 802 

GI none Score . 5 

Exons 59.. 802 



Seq. No. 45933 Seq. ID 

Gene No. 97283 Strand 

Start 2248 End 

Name OJ000121_09 . 0323 . CI 4 . ol . tw Method 

Start 293 End 

GI none Score 

Exons 293.. 706 



OJ000121_09.0323.C14 
2595 

TBLASTX: Wheat 

706 

238 



Seq. No. 45933 Seq. ID 

Gene No. 97283 Strand 

Start 2248 End 

Name OJ000121_09 . 0323 . C14 . o2 . gs Method 

Start 2248 End 

GI none , Score 

Exons 2248.-2595 



OJ000121_09.0323.C14 

2595 
GENSCAN 
2595 
.69 



Seq. No. 45934 Seq. ID 

Gene No. 97284 - Strand 

Start 1844 " End 

Name 0 J000121_09 . 0323 . C15 . o2 . gs Method 

Start 1844 End 

GI none Score 

Exons 1844.. 1901, 2012.. 2145 



OJ000121_09.0323.C15 
+ 

2145 
GENSCAN 
2145 
.95 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45934 Seq. ID 

97285 Strand 

2574 End 

OJ000121_09. 0323. C15.ol.np Method 

2430 End 

7228450 . Score 



OJ000121_09.0323.C15 

3441 
AAT/NAP 
3441 
236 



2430.. 2543, 2646.. 2785, 2929.. 2989, 3384.. 3441 
(AP001366) hypothetical protein [Oryza sativa] 



45934 Seq. ID 

97285 Strand 
2574 • ' " End 
OJ000121_09 . 0323 . C15 . o3 . gs Method 

2574 - End 

none Score 
2574. .2708 



OJ000121_09.0323.C15 

3441 
GENSCAN 
2708 
.81 



Seq. No. 45935 Seq. ID 

Gene No. 97286 Strand 

Start 6258 End 

Name OJ000121_09 . 0323 . CI 6 . o2 . tw Method 

Start 5274 End 

GI none Score 

Exons 5274.. 5561 



OJ000121_09.0323.C16 
+ 

8320 

TBLASTX: Wheat 

5561 

188 



Seq. No. 



45935 



Seq. ID OJ000121_09.0323.C16 



47384 





Gene No. 


97286 




Strand 


+ 




Start 


6258 




End 


8320 




Name 


OJ000121 09 0323 


PI fi d? -f-m 




TOT nQTV • Ma i -7o 




Start 


5637 ~~ 






fiOft 3 




GI 


none 






3ft S 

JO J 




Exons 


5637 . . 6083, 5652 


5972 5807 


. 604 3 






Seq. No. 


45935 




Seq. ID 


OJ000121_09.0323;C16 




Gene No. 


97286 




Strand 


+ 




Start 


6258 




End 


8320 




Name 


OJ000121 09 0323 


PI fi n'\ tm 


Method 


TBLASTX: Maize 




Start 


6239 _ 




End 


6665 




GI 


none 




Score 


475 




P von s 

i__J V^/ 1 1 o 


6239 6391 6249 


fififi^ fi4 1 7 


.6620, 6467.. 6664 




Seq. No. 


45935 




Seq. ID 


OJ000121_09.0323.C16 




Gene No . 


97286 




Strand 


+ 




Start 


6258 




End *' • 


8320 




Name 


OJ000121 09.0323 


.C16.ol.np 


Method 


AAT/NAP 




Start 


6258 




End 


8320 




GI 


6069646 




Score 


951 




Exons 


6258.. 7057, 7339, 


. .8320 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 


fi 




tOryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 


==. 




Arabidopsis t ha liana chromosome II BAG 


F9013 genomic sequence, 






putative non- LTR 


ret roelement 


reverse 


transcriptase. (AC00624 8) 


[y 




[Oryza sativa] 










Seq. No. 


45935 




Seq. ID 


OJ000121_09.0323.C16 




Gene No. 


97286 




Strand 


+ 




Start 


6258 




End 


8320 


i y 


Name 


OJ000121 09.0323. 


,C16.o3. tw 


Method 


TBLASTX: Wheat 




Start 


6288 




End 


6494 




GI 


none 




Score 


177 


""'Vi 


Exons 


6288. . 6494 










Seq. No. 


45935 




Seq.. ID 


OJ000121_0 9.0323.C16 


. Sjj 


Gene No. 


97286 




Strand 


+ 




Start 


6258 




End 


8320 


S..-J 


Name 


OJ000121 09.0323. 


,C16.o3.tm 


Method 


TBLASTX: Maize 




Start 


6668 




End 


7278 




GI 


none 




Score 


140 




Exons 


6668.. 6787, 6669. 


.6848, 6826. 


.6867, 6853.. 7056, 6854.. 7090, 






7096. .7278 










Seq. No. 


45935 




Seq. ID 


OJ000121_09.0323.C16 




Gene No. 


97286 




Strand 


+ 




Start 


6258 




End 


8320 




Name 


OJ000121 09.0323. 


C16.ol. ts 


Method 


TBLASTX : Soybean 




Start 


6899 




End 


7415 




GI 


none 




Score 


80 




Exons 


6899. .7057, 7093. 


.7248, 7252. 


.7278, 7275. .7415, 7309. .7407 




Seq. No. 


45935 




Seq. ID 


OJ000121_09.0323.C16 




Gene No. 


97286 




Strand 


+ 




Start 


6258 




End 


8320 




Name 


OJ000121 09.0323. 


C16.ol.tw 


Method 


TBLASTX: Wheat 



47385 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6916 End 7359 

none Score "181 

6916. .7083, 6917. .7090, 7093. .7221, 7234. .7359, 7266. .7355 



45935 
97286 
6258 

OJ000121_09.0323.C16.o5. tm 

7335 - 

none 



Seq. ID OJ000121_09.0323.C16 

Strand + 

End - 8320 

Method TBLASTX : Maize 

End 7617 

Score 183 



7335.. 7514', 7336.. 7515, 7522. .7617 



45935 
97286 
6258 

OJ000121_09 . 0323 . C16 . o4 . tm 

7734 

none 

7734.. 8048, 7778.. 8008 



Seq. ID OJ000121_09.0323.C16 

Strand + 

End 8320 

Method TBLASTX : Mai ze 

End 8048 

Score 244 



45936 
97287 
68 

OJ000121_09 . 0323 . C19 . ol . gp 
68 

17481_1.R1084 
68. .214 

'3033396 8.0e-21 (AC004238) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ000121__09.0323.C19 

Strand + 

End 214 

Method AAT/GAP 

End 214 

Score 255 



Seq. No. 45936 

Gene No. 97288 

Start 71 

Name OJ000121JD9 . 0323 . C19 . ol . gs 

Start 71 

GI none 

Exons . 71. .248 



Seq. ID OJ000121_09.0323.C19 
Strand 

End 248 

Method GEN SCAN 

End 248 

Score .97 



Seq. No. 45937 
Gene No. 97289 
Start 312 

Name OJ000211_08 . 0323 . C2 . ol . np 

Start 312 
GI - 7523514 
Exons 312.. 499, 785.. 842, 926.. 2110 

GI Descrip. (AP001633) Similar to Arabidopsis thaliana chromosome II BAC 

F19I3 genomic sequence; putative RING 3 protein (AC004238) [Oryza 
sativa] 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 
Method AAT/NAP 
End ' 2110 

Score 2357 



Seq. No. 45937 

Gene No. 97289 

Start 312 

Name OJ000211_08 . 0323 . C2 . ol . gs 

Start 338 

GI none 

Exons 338.. 499, 785.. 842, 926.. 2000 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method GENSCAN 

End 2000 .vs* 

Score .94 



47386 



Seq. No. 45937 

Gene No. 97290 

Start 2021 

Name OJ000211_08 . 0323 . C2 . o3 . tm 

Start 329 

GI none 

Exons 329. .412, 335. .415, 339. .437, 
786. .824 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method TBLASTX: Maize 

End 824 

Score 129 

521. .664, 536!. 664, 588. .671, 



Seq. No. 45937 

Gene No. 97290 

Start 2021 

Name OJ0002 11_08 . 0323 . C2 . o2 . tm 

Start 1028 

GI none 

Exons 1028.. 1240, 1037.. 1240 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method TBLASTX : Mai ze 

End 1240 

Score 152 



Seq. No. 45937 

Gene No. 97290 

Start 2021 

Name OJ000211_08 . 0323 . C2 . ol . ts 

Start 1033 

GI none 

Exons 1033.. 1101, 1037.. 1321, 1039, 

Seq. No. 45937 

Gene No. 97290 

Start 2021* 

Name OJ000211_08 . 0323 . C2 . ol . tc 

Start 1100 

GI none 

Exons 1100.. 1348, 1115.. 1252 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method TBLASTX : Soybean 

End 1321 

Score 108 
.1218, 1080.. 1265 

Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method TBLASTX : Cress 

End 1348 

Score 78 



Seq. No. 45937 

Gene No. 97290 

Start 2021 

Name OJ000211_08 . 0323 . C2 . o2 . ts 

Start 1463 

GI none 

Exons 1463.. 1768, 1464.. 1769 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method ■ TBLASTX: Soybean 

End 1769 

Score 225 



Seq. No. 45937 

Gene No. 97290' 

Start 2021 

Name OJ000211_08 . 0323 . C2 . o2 . tc 

Start 1469 

GI none 

Exons 1469.. 1678, 1542.. 1679, 1688. 



Seq. ID OJ000211_08.0323.C2 
Strand 

End 2110 

Method TBLASTX : Cress 

End 1771 

Score 84 
. 1771, 1689. . 1763 



Seq. No. 45937 

Gene No. 97290 

Start 2021 

Name OJ000211_08 . 0323 . C2 . ol . tm 

Start 1522 

GI none 

Exons 1522.. 1614, 1523.. 1792, 1524, 



Seq. ID OJ000211_08 .0323.C2 
Strand 

End 2110 

Method TBLASTX: Maize 

End 1850 

Score 364 
.1790, 1770. .1850 



47387 




Seq. No. 


•45937 








Seq. ID 


OJ000211_08.0323.C2 


Gene No. 


97290 








Strand 




Start 


2021 








FnH 


9110 


Name 


n.70009 1 1 oft 


0^9? 


T9 r»1 


yp 




A AT /(^A P 




£, \J c. X 










9110 












Score 


1 61 

X \J X 


F vnn q 

Hi j*k\Jl lo 


• 9 0 9 1 9 1 1 0 

W Z. X • • X X VJ 














*a *J J J O 








Seq. ID 


OJ000211_08.0323.C3 


Gene No. 


97291 








Strand 


+ 


Start 


2372 








End 


2774 


Name 


OJ000211 08 


. 0323 


. C3 . ol . 


tm 


Method 


TBLASTX: Maize 


J tal L 


9^S4 ~~ 








End 


2729 


vj X 


n nn o 








Score 


39 


P von c: 


9^S4 9404 


*j *j *j 


■ . £^ J _7 \J / 


9^79 


.2470, 2377. .2466, 2535.-2588, 




9S36 9S80 

^ J Ju • • JO U / 


9S37 


9608 


9 S^R 

J JO • 


.2612, 2657. .2728, 2658.-2729 




4 sens 

4 0 .7 *J O 








Seq. ID 


OJ000211_08.0323.C3 


Gene No. 


97291 








Strand 


+ 


Start 


2372 








End 


2774 




D.T0009 1 1 Oft 


0^9^ 
■ w j z. j 






Method 


TBLASTX: Cress 


o Lai L 


9^6Q — 

^ O O .7 








End 


2774 


\j x 


n n Ti 








Score 


125 


XT v f~\Ti Q 


9^6Q 9470 

«J O _7 . • ^ 4 / U , 


9^71 


94 6Q 


9 R S9 


.2605, 2553. .2612, 2660. .2737, 




9661 911d 

C. \J\J X * • / / 4 












c Drf jj 0 
OcLji IN ■ 










Seq. ID 


OJ000211_08.0323.C3 


Gene No . 


97291 








Strand 


+ 


Start 


2372 








End 


2774 


LNCtlUC 


D.T0009 1 1 Oft 


0^9 ^ 


• O • <J X . 


L. O 


Method 


TBLASTX : Soybean 




9^71 ~ 








End 


2774 


O X 


none 








Score 


100 


DAUllO 


9^71 94 si 


9^79 


94 7 0 


9 S S9 


.2599, 2553. .2612, 2660. .2734, 




2661 9774 












Seq. No. 


45938 








Seq. ID 


OJ000211_08.0323.C3 


Gene No. 


97291 








Strand 


+ 


Start 


2372 








End 


2774 


in cuutr 


O.T0009 1 1 Oft 


0^9^ 


. . O J- . 


gs 


Method 


GENSCAN 


O Lai U 


9^79 _ 








End 


2708 


(IT 
\j x 


none 








Score 


.92 


uAUIl o 


9^7 9 9 4 70 


9 S 


970ft 








Sea No 


45938 








Seq. ID 


OJ000211_08.0323.C3 


Gene No. 


97291 








Strand 


+ 


Start 


2372 








End 


2774 


Name." 


OJ000211 08, 


.0323, 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


2372 








End 


2774 


GI 


7523515 








Score 


518 


Exons 


2372. .2470, 


2553, 


. .2774 









GI Descrip. (AP001633) ESTs AU083470 (E11568 ) , C20136 (E11568 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F16M14 genomic sequence; unknown protein 
(AC003028) [Oryza sativa] 

Seq. No. 45938 Seq. ID OJ00021 1_08 . 0323 . C3 

Gene No. 97291 Strand + 



47388 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2372 End 

OJ000211_08 . 0323 . C3 . ol . tw Method 

2372 End 

none Score 



2774 

TBLASTX: Wheat 

2771 

121 



2372. .2467, 2375. .2407, 2377. .2466, 2553. .2603, 2661. .2771 



Seq. ID OJ000211_08.0323.C4 

Strand + 

End 1465 

Method AAT/NAP 

End 1131 

Score 529 



45939 
97292 
1 

OJ000211_08.0323.C4 .ol .np 
1 

7523515 
1..39, 148. .322, 975. .1131 

(AP001633) ESTs AU0834 70 (E11568 ) , C20136 (E11568 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F16M14 genomic sequence; unknown protein 
(AC003028) [Oryza sativa] 



C d rv M/-v 
064 • viO • 


4 D J J .7 




. Seq. ID 


OJ000211 


_08.0323 


.C4 


Gene No . 


07 9 no 
z? / Z :?Z 




Strand 


+ 






CM 1 v~-f- 

btart 


1 




End 


1465 






Name 


UJUUUZll U O . U JZ J . k^H . 0 1 . 


gs 


Method 


GENSCAN 






0 tar l 


1 JJ 




End 


1134 






C T 
LjX 


none 




Score 


. 96 - 






HjXons 


ice -399 Q7 C 11^/1 












Seq. No. 


45939 




Seq. ID 


OJ000211_ 


_08.0323, 


.C4 


Gene No. 


97292 




Strand 


+ 






OLaiL 


1 




End 


1465 






Name 


UJUUUZll Uo.UoZj.L4 .Ol. 


gp 


Method 


AAT/GAP 






Pf 2 —4- 


zyj 




End 


1465 






HT 


none 




Score 


938 






Exons 














Seq. No. 


45939 




Seq. ID 


OJ000211_ 


_08.0323. 


.C4 


Gene No. 


97293 




Strand 








Start 


2837 




End 


7632 






Name 


OJ000211 08.0323.C4.o2. 


gs 


Method 


GENSCAN 






Start 


2837 




End • 


4478 






GI 


none 




Score 


.87 






Exons 


2837. .2905, 3189. .3440, 


3832. 


.3891, 4257. .4417, 


4442. . 4478 


Seq. No. 


45939 




Seq. ID 


OJ000211_ 


_08.0323. 


.C4 


Gene No. 


97293 ■ 




Strand 








Start 


2837 




End 


7632 






Name 


OJ000211 08.0323.C4.o2. 


np 


Method 


AAT/NAP 






Start 


2840 




End 


7632 






GI 


7523516 




Score 


1378 






Exons 


2840. .2905, 3189. .3440, 


4257. 


.4417, 48 


27. .4894, 


6731. . 6E 


379, 




7480.. 7632 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


45939 




Seq. ID 


OJ000211_ 


_08.0323, 


,C4 


Gene No. 


97293 




Strand 








Start 


2837 




End 


7632 






Name 


OJ000211 08.0323.C4 .o3. 


gs 


Method 


GENSCAN 






Start 


4966 




End 


5558 







47389 








Score 


i 
x 








4Qfifi S079 S^49 SSRR 










Seq. No. 


45939 


Seq. ID 


OJ000211_08 


.0323 


.C4 


Gene No. 


97293 


Strand 








Of a >-+- 
OLdl t 


9R^7 


ILi I 1H 


7 fi^9 






Name 


n.Tnnn9i i op, 0^9^ r4 n4 n-Q 


ftjl f K 








0+- a v-f- 




i-iIlCl 








oX 


none 


Score 


.88 






I? von Q 


S970 6122 7480 76^2 










Seq. No. 


45939 


Seq. ID 


OJ000211_08 


.0323, 


.C4 


Gene No. 


97294 


Strand 








Of a yf- 


P.7Q6 




13327 






Name 


n,Tnnn9ii 08 m?^ r4 ni t-m 


iYie tnou 


TBLASTX: Maize 




01- a r*+- 
o Lax L 


14ft ~ 
140 


ijiia 


350 






VaX 


none 


Score 


203 






Exons 


14ft "391 14Q "316 14Q 


i en r> cn 
X 3U . . jjU 








Con Mo 




Seq. ID 


OJ000211_08 


0 ^9 ~K 


C A 


i^onc KT o 
vjcIIc; In (_> . 


Q7 0 Q4 


Strand 








Start 


. 8796 


End 


13327 






Name 


OJ000211 08.0323.C4.o3.np 


Method 


AAT/NAP 






Of a r f 
O Ldl L 


8796 


End 


13327 






ox 


7523517 


Score 


1161 








8796..8'958, 9070.. 9188, 9610. 


.9673, 11663. .11738, 


1 OO A A 
X Z O 4 4 , 


1 OQQO 




13028. .13327 












(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45939 


Seq. ID 


OJ000211_08 




.C4 


Gene No. 


97294 


Strand 








Of a r f 
O Ldi L 


8796 


End 


13327 






Name 


OJ000211 08. 0323. C4 ,o5.gs 


Method 


GENSCAN 






OLdl L 


12956 


End 


13327 








none 


Score 


.96 








. 12956.. 13327 










Seq. No. 


45940 


Seq. ID 


OJ000211_08 


.0323. 


,C5' 


Gene No. 


97295 


Strand 


4- 






O Ldl L 


1163 


End 


3452 






Name 


OJ000211 08.0323.C5.ol.gs 


Method 


GENSCAN 






Of- a rt- 
OLdX L. 


1163 


End 


34 52 






r-T 
Vj X 


none 


Score 


.64 








1163. .1278, 1789. .1875, 2141. 


.2238, 3355.. 3452 






Seq. No. 


45940 


Seq. ID 


OJ000211_08 


.0323. 


C5 


Gene No. 


.97296 


Strand 


+ 






Of a r f 
O LclX L 


'4 418 


End 


5241 . 






Name 


OJ000211 08.0323.C5.o2.gs 


Method 


GENSCAN 






Of- a -r-t- 


4418 


End 


5195 






GI 


none 


Score 


.89 






Exons 


4418. .4429, 4639. .4664, 4997. 


.5195 








Seq. No. 


45940 


Seq. ID 


OJ000211_08 


.0323. 


C5 


Gene No. 


97296 


Strand 


+ 






Start 


4418 


End 


5241 






Name 


OJ000211 08.0323.C5.ol.gp 


Method 


AAT/GAP 







47390 




04- -i v4- 

otart 


A 1 "3 Q 

4 / 


T-1 _ _J 

End 


C A A 1 

oz 4 1 






none 


Score 


ATI 

y oi 




Exons 


4 / jy . . bz4 I 








beq. No. 


4 oy 4 1 


o y»» t ta 

Seq. ID 


/ATAAAA11 AO A "3 A O 

OJOUOzll 08.0323 


. Co 


Gene No. 


97297 


Strand 


+ 




Start 


1 


End 


100.6 




Name 


UJUUUzll Uo . Uj^j . Lb . oi . np 


Metnoa 


AA1 /NAr 




Start 


I 


End 


QQ A 

y y4 




GI 


o a a ^ion A 
oZQoZ 1 4 


Score 


ZOD 




Exons 


1 *3c;'7 /I 1 1 / cn A Qf\ QQ A 

■ i. .jo / , 411. .4ou, 4yu..yy4 








GI Descrip. 


(A£U/zio4) rcpj LArabiaopsis 


thaliana] 






Seq. No. 


45941 


Seq. ID 


OJ000211 08.0323 


.C6 


Gene No. 


97297 


Strand 


+ 




btart 


1 


bna 


i n d c 
1UU b 




Name 


✓^taaaoi i ao moo o/r «t ^ 

OJOOOzll Oo . Oozi . Co . ol . gs 


Method 


GENSCAN 




Start 


4 4 ... 


End 


T A A 

1006 






none 


Score 


. yb 




Exons 


4 4. . lOUo 








Seq. No. 


45941 


Seq. ID 


OJ000211_08.0323 


.C6 


Gene No. 


97298 


Strand . 


+ 




btart 


Iz OD 


End 


io4 y 




Name 


tA A A O 1 1 AO A O A O /■"»/"* _ i 

OJOUOzll Ob . 0 323 . C6 . ol . gp 


* Method 


AAT / GAP 




Start 


1 A *D 


End 


164 9 




GI 


O / OZ 96 / 


Score 


77 6 




Exons 


Iz ob . . 1 b4 y 








Seq. No. 


45941 


Seq. ID 


OJ000211_08.0323 


.C6 


Gene No. 


97299 


Strand 






btart 


1 4 z y 


End 


2733 




Name 


AkTAAAOT T AO A O A O O ~ A „ 

OJOUUzll Uo . Ooz J . Co . Oz . gs 


Method 


GENSCAN 




Start 


1 4 z y 


End 


2733 




bl 


none 


Score 


.75 




Exons 


1/lOn. 1 T 1 A A A A "7 A O 1 1 A E <C X 

14zy..l/l(J, zzU/..zJll, zoo4 . 


.2615, 2693.. 2733 




Seq. No. 


4 o 94 1 


Seq. ID 


OJ000211JD8.0323 


. C6 


Gene No. 


97300 


Strand 






Start 


2762 


End 


3021 




Name 


OJ000211 08.0323.C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


626 


End 


1077 




GI 


none 


' Score 


'65 




Exons 


626.. 670, 715.. 816, 716.. 823, 


824 . .853 


, 899. .9-46, 972..: 


1007, 




972. .1034, 996. .1052, 1033. .1077 






Seq. No. 


45941 


Seq. ID ' 


OJ000211_08.0323 


. C6 


Gene No. 


97300- 


Strand 






Start 


2762 


End 


3021 




Name 


OJ000211 08.0323.C6.o3.gp 


Method 


AAT /GAP 




Start 


2762 


End 


3021 




GI 


LIB34 31-010-P1-N1-F11 


Score 


453 




Exons 


2762. .3021 








GI Descrip. 


'287403/dbj | D10838 | RICSBE1 1. 


Oe-111 Rice gene for starch 




branching enzyme 1 








Seq. No. 


45942 


Seq. ID 


OJ000211_08.0323. 


.01 



47391 




Gene No. 


97301 






Strand 


+ 








Q4- a T--*- 








JLtTlCX 


i o o y 








Name 


n ~rnnno 1 1 no 

UUUUUZll Uo . 


Uj^j . U / . Ol . 


gs 


Method 










ot art. 


i a "3 n 

1 fl J u 






hno 


1 QQQ 

i o o y 










none 






Score 


Q 7 
. O / 








Exons 


i nn i 

l*! JU . . iJl J/ 


1 JO / . . ± o o y 














Seq. No. 


45942 






Seq. ID 


OJ000211 


_08 


.0323, 


.C7 


Gene No. 


97302 






Strand 


+ 








Of 3 -y--|- 


9 o o c 






End 


5572 








Name 


n Tnnno 1 1 no 
UUUUUZll uo . 


nio^ r*7 


gs 


Method 


GENSCAN 
















End 


5572 










none 






Score 


.4 








Exons 


ZjzD . . z^y / , 


9 £7 A 1 QO G. 
ZD/4. . ZyZK> , 


con/ 
OZU4 . 


.5321, 5412. .5572 








Q Q n Ma 
OcCj. IN O • 








Seq. ID 


OJ0002U 


u o 


fl "3 9 "3 


PR 


Gene No. 


97303 






Strand 


+ 








Start 


72 






End 


519 








Name 


OJ000211. 08. 


0323.C8.ol. 


gs 


Method 


GENSCAN 








Start 


72 






End 


519 








GI 


none 






Score 


.95 








Exons 


72. .130, 453 


. .519 















Seq. No. 45944 Seq. ID 

■Gene No. 97304 . Strand 

Start 102 . End 

Name '' OJ000211_08 . 0323 . C9 . ol . gs Method 

Start 102 End 

GI none Score 

Exons 102.. 701, 779.. 890, 913.. 1058 



OJ000211_08.0323.C9 
+ 

1058 
GENSCAN 
1058 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45944 Seq. ID 

97304 Strand 

102 End 

OJ000211_08 . 0323 . C9 . ol . gp Method 

209 End 

18284_1.R1084 Score 
209;. 701 

M16316/gb|U03445| PRS405 4.0e-20 Yeast integrative vector pRS405 
with LEU2 marker, complete sequence 1 



OJ000211_08.0323.C9 
+ 

1058 
AAT/GAP 
701 
700 



Seq. No. 45944 Seq. ID 

Gene No. 97305 Strand 

Start 3593 End 

Name OJ00021 1_08 . 0323 . C9 . o2 . gs Method 

Start 3593 End 

GI none Score 

Exons 3593.. 3865, 4124.. 4147 



OJ000211_08.0323.C9 
+ 

4147 
GENSCAN 
4147 
.71 



Seq. No. 45944 Seq. ID 

Gene No. 97306 Strand 

Start 7238 End 

Name OJ000211_08 . 0323 . C9 . o3 . gs Method 

Start 7238 End 

GI none Score 

Exons 7238.. 7342, 7372.. 7449 



OJ000211_08.0323.C9 

7449 
GENSCAN 
7449 
.54 



47392 



Seq. No. 45945 Seq. ID OJ0002 11_08 . 0323 . CIO 

Gene No. 97307 Strand 

Start 866 End 983 

Name OJ000211_08 . 0323 . CIO . ol . gp Method AAT/GAP 

Start 866 End 983 

GI LIB3477-003-P1-K1-E9 Score 160 

Exons 866. . 983 

GI Descrip. 1 24 98586/sp I Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 45946 Seq. ID 

Gene No. 97308 Strand 

Start 1122 End 

Name OJ000211JD8 . 0323 . Cll . ol . gp Method 

Start 1122 End 

GI 568791 Score 

Exons 1122. . 1329 



OJ000211_08. 0323. Cll 
+ 

3884 
AAT/GAP 
1329 
347 



Seq. No. 

Gene No. 

Start 

Name 
f3 Start 
~~ GI 
li Exons 



45946 
97308 
1122 

OJ000211_08. 0323. Cll. ol.gs 
1164 

none - * v - 

1164. .1339, 1384;. 1809, 2242, 
3014. .3156, 3852. .3884 



Seq. ID OJ000211_08. 0323. Cll 

Strand + 

End 3884 

Method GENSCAN 

End 3884 

Score .57 

.2438, 2672. .2783, 2865. .2998, 



Seq. No. 45946 

Gene No. 97309 

Start 12058 

Name OJ0002 11_08 . 0323 . Cll . o3 . gs 

Start 12058 

GI none 
Exons 



Seq. ID OJ000211_08. 0323. Cll 

Strand + 

End 12940 

Method GENSCAN 

End 12940 

Score .74 



12058. .12663, 12707 .. 12772, 12899. .12940 



Seq. No. 45946 Seq. ID 

Gene No. 97310 "~ . Strand 

Start 14960 ' End 

Name OJ000211_08 . 0323 .Cll .o4 . gs Method 

Start 14960 End 

GI none Score 

Exons 14960. .15655 



OJ000211_08. 0323. Cll 
+ 

15655 
GENSCAN 
15655 
.86 



Seq. No. 45946 Seq. ID 

Gene No. 97311 Strand 

Start 17652 End 

Name OJ000211_08 . 0323 . Cll . o2 . gp Method 

Start 17413 End 

GI . 700348 Score 

Exons 17413.. 17681 



OJ000211_08. 0323. Cll 
+ 

18152 
AAT/GAP 
17681 
490 



Seq. No. 45946 Seq. ID 

Gene No. 97311 ' Strand 

Start 17 652 End 

Name OJ000211 JD8 . 0323 .Cll . o5 . gs Method 

Start 17652 End 



OJ000211J)8. 0323. Cll 
+ 

18152 

GENSCAN 

18152 



47393 



GI none Score .42 

Exons 17652. . 18152 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45946 
97312 
25306 

OJ000211_08 .0323.Cll.ol.np 

25032 

6983857 



Seq. ID OJ000211 08.0323.C11 



Strand 
End 

Method 

End 

Score 



+ 

26736 
AAT/NAP 
26736 
1812 



25032. .25148, 25212 25771 , 2594 1 26399, 26429.. 26736 
(AP001168) hypothetical protein [Oryza sativa] 



Seq. No. 45946 Seq. ID 

Gene No. 97312 Strand 

Start 25306 End 

Name OJ000211_08 . 0323 . Cll . o7 . gs Method 

Start 25306 End 

GI none Score 

Exons 25306.. 25791 



OJ000211_08. 0323. Cll 
+ 

26736 
GENSCAN 
25791 
.98 



Seq. No. 45946 Seq. ID 

Gene No. 97313 Strand 

Start 7532 End 

Name OJ000211_08 . 0323 . Cll . o2 . gs.; Method 

Start 7532 End 

GI none Score 

•Exons 7532 . . 9346 



OJ000211_08. 0323. Cll 

9346 
GENSCAN 
9346 
.74 





Seq. No. 


45946 




Seq. ID 


OJ000211 


_08. 0323. Cll 




Gene No. 


97314 




Strand 








Start 


18761 




End 


21838 






Name 


OJ000211 08. 0323. Cll 


. 06 . gs 


Method 


GENSCAN 






Start 


18761 




End 


21838 






GI 


none 




Score 


.67 






Exons 


18761. .18802, 18848. 


.19196, 


19729. . 19780, 20340 


. .20371, 






20507. .20637, 20911. 


.20975, 


21287. .21488, 21797 


. .21838 




Seq. No/ 


45946 




Seq. ID 


OJ000211 : 


_08. 0323. Cll 




Gene No. 


'97315 




Strand 






Q 


Start 


23103 




End 


25605 




fi 


Name 


OJ000211 08. 0323. Cll 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1406 




End 


18088 






GI 


none 




Score 


59: 






Exons 


1406. .1471, 1430. .14 


77, 1540 


..1674, 1541. .1681, 


1553. .1681, 






12417. .12533, 12433. 


.12549, 


12439. .12540, 15383 


. .15523, 






15403. .15513, 15413. 


.15523, 


17981. .18088, 17982 


. .18077 



Seq. No. 45946 

Gene No. 97315 .. 

Start 23103 

Name OJ000211_08 . 0323 . Cll . ol . tw 

Start 1537 

GI none 

Exons 1537.. 1674, 1538.. 1678, 1553. 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000211_08. 0323. Cll 
25605 

TBLASTX: Wheat 

25605 

184 



,1678, 12417. .12533, 124 33 .. 12534 , 



15374. .15523, 15392, 
25525. .25605 



,15511, 15400. . 15513, 17982 .. 18077 , 



47394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45946 
97315 
23103 ■ 

OJ000211 08.0323.Cll.ol.ts 



OJ000211 08.0323.C11 



Seq. ID 
Strand 
End 

_ Method 
1541 End 
4298640 Score 
1541. .1678, 1543. .1674, 12417 12533, 
15307. .15513, 15308. .15529, 17982.. 18077 

3790575 3.0e-26 (AF078825) RING-H2 finger protein RHA3b 
[Arabidopsis thaliana] 



25605 

TBLASTX: Soybean 

18077 

162 

12436. .12546, 



Seq. No. 45946 Seq. ID OJ000211_08 . 0323 . CI 1 

Gene No. 97315 Strand 

Start - 23103 End 25605 

Name OJ000211_08 . 0323 . Cll . o3 . gp Method AAT/GAP 

Start 23103 End 23613 

GI 38782_1.R1084 Score .780 

Exons 23103.. 23613 

GI Descrip. ' 606964 3/dbj I AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45947 
97316 
665 

OJ000211_08 . 0323 . C12 . o2 . np 
665 

6069646 

665. .690, 4789. .5264, 6159. 



Seq. ID OJ000211_08.0323.C12 



Strand 
End 

Method 
End 
Score 
.6237 



+ 

6237 
AAT/NAP 
6237 
166 



(AC005315) 
Similar to 



(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



45947 Seq. ID 

97316 Strand 

665 End 
OJ000211_08.0323.C12.ol.gs Method 

1160 End 

none Score 
1160. .2146 



OJ000211_08.0323.C12 
+ 

6237 
GENS CAN 
2146 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45947 " Seq. ID OJ000211_08 . 0323 . C12 

97316 Strand + 

665 End 6237 

OJ000211_08 .0323.C12.ol.gp Method AAT/GAP 

1390 End 1797 

74967_1.R1084 Score 754 

1390. .1797 

•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] f 



45947 Seq. ID 

97316 • Strand 
665 End 
OJ000211_08.0323.C12.ol.np Method 
1545 End 



OJ000211_08.0323.C12 
+ 

6237^ 

AAT/NAP 

3552 



47395 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5091511 Score 134 

1545. .2052, 3518. .3552 

(AB023482) Similar to Arabidopsis thaliana RING-H2 finger 
protein RHXla mRNA, partial cds . (AF079184) [Oryza sativa] 



45947 Seq. ID 

97317 Strand 

7822 End 
OJ000211_08.0323.C12.ol. tc Method 

1805 End 

none Score 
1805.. 2020 



OJ000211_08.0323.C12 

■ + 

8586 

TBLASTX: Cress 

2020 

188 



Seq. No. 45947 

Gene No. 97317 

Start 7822 

Name OJ000211_08 . 0323 . C12 . ol . ts 
Start • 1805 

GI ' none 

Exons 180'5.. 2023, 1888.. 2022 



Seq. No. 45947 

Gene No. 97317 

Start 7822 

Name • OJ000211_08 . 0323 . C12 . o3 . tm 

Start 1880 

GI none 
Exons 



Seq. ID OJ000211_08.0323.C12 

Strand + 

End 8586 

Method TBLASTX : Soybean 

End -2023 

Score 209 



Seq. No. 45947 Seq.. ID 

Gene No. 97317 Strand 

Start 7822 End 

Name OJ000211_08 . 0323 . C12 . o2 . tw Method 

Start 1826 ' End 

GI 'none Score 

Exons 1826.. 2020, 1877.. 1981, 1888.. 2046 



OJ000211_08.0323.C12 
+ 

8586 

TBLASTX: Wheat 

2046 

179 



Seq. ID OJ000211_08.0323.C12 

Strand + 

End 8586 

Method TBLASTX : Maize 

End 2011 

Score 204 



1880. .2011, 1880. .1981, 1888. .2010 



Seq. No. 45947 Seq. ID 

Gene No. 97317 Strand 

Start 7822 End 

Name OJ0002 11_08 . 0323 . C12 . o2 . tm Method 

Start 4863. End 

GI none Score 
Exons 



OJ0002ll_08.0323.C12. 
+ 

8586 

TBLASTX: Maize 

5078 

210 



4863.. 5078, 4865.. 5056, 4866.. 5057 



Seq. No. 45947 Seq. ID 

Gene No. 97317 Strand 

Start 7822 End 

Name OJ000211_08 . 0323 . C12 . ol . tw Method 

Start 7765 End 

GI none Score 
Exons 



OJ000211_08.0323.C12 
+ 

8586 

TBLASTX: Wheat 

8112 

49 



7765.. 7809, 7769.. 7816, 7812.. 7976, 7813.. 7977,. 7957.. 8112, 
7959.. 8108 



Seq. No. 
Gene No. 
Start 



45947 
97317 
7822 



Seq. ID OJ000211_08.0323.C12 
Strand + 
End 8586 



47396 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000211JD8 . 0323 . C12 . o3 . np Method AAT/NAP 
7822 End 8586 

6539553 Score 1326 

7822. .8586' 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj IPAA88206 . 1 1 (AP000837) . 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



45947 Seq. ID 

97317 Strand 

7822 End 
OJ000211_08 . 0323 .C12 . ol . tm Method 

7951 End 

none Score 

7951. .8262, 7959.-8264 



OJ000211_08.0323.C12 
+ 

8586 

TBLASTX: Maize 

8264 

356 



Seq. No. 45948 
Gene No. 97318 
Start 1 

Name OJ000211_08 . 0323 . C13 . ol . np 

Start 1 
GI 6539553 
Exons 1. .2315 

GI Descrip. (AP0008 

(D85597 

Similar 

[Oryza 



Seq. ID OJ000211_08.0323.C13 

Strand + 

End 2315 

Method AAT/NAP 

End 2315 

Score 3313 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP'000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 





Seq. No. 


45948 - 


Seq. ID 


OJ000211 


_08.0323.C13 




Gene No. 


97319 


Strand 


+ 




\ -J 


Start 


3042 


End 


5809 






Name 


OJ000211 08.0323.C13.o2.gs 


Method 


GENSCAN 






Start 


3042 


End 


5809 




r ~- 


GI 


none 


Score 


.68 






Exons 


3042.. 3251, 3406.. 3677, 5806 


. .5809 






L.JL 


Seq. No. 


45948 


Seq. ID 


OJ000211 


_08.0323.C13 




Gene No. 


97320 


Strand 


+ 






Start 


6750 


End 


19087 






Name 


OJ000211 08.0323.C13.o3.gs 


Method 


GENSCAN 






Start 


6750 


End 


19087 






GI 


none 


Score 


.43 






Exons 


6750. .6987, 7146. .7318, 8150 


..8191, 9260. .9351, 


9376. .9635, 






11748. .11836, 12003. .12127, 


12168. .12297, 12374 


. .12539, 






12909. .13125, 13152. .13234, 


16241. .16311, 18316 


. .18457, 






.18957. .19087 . . 










Seq. No. 


45948 


.Seq. ID 


OJ000211_ 


_08.0323.C13 




Gene No. 


97320 


Strand 


+ 






Start 


6750 


End 


19087 






Name 


OJ000211 08.0323.C13.ol.gp 


Method 


AAT/GAP 






Start 


8716 


End 


8823 






GI 


4879971 


Score 


125 






Exons 


8716. .8823 









Seq. No. 



45948 



Seq. ID OJ000211_08.0323.C13 



47397 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97321 Strand + 

24333 End 26014 

OJ000211_08.0323.C13.o4 . gs Method GENSCAN 

24333 End 26014 

none Score . 95 

24333. .24740, 24838 .. 24 954 , 25078 .. 25229, 25635 25813, 

25908.. 26014 



Seq. No. 45948 

Gene No. 97321 

Start 24333 

Name OJ000211_08 . 0323 .C13 . o3 . gp 

Start 24828 

GI none 
Exons 



Seq. ID OJ000211_08.0323.C13 

Strand + 

End 26014 

Method AAT/GAP 

End 25819 

Score 904 



24828. .24954, 25036 25229, 25635. .25819 



Seq. No. 45948 Seq. ID 

Gene No. 97322 Strand 

Start 28857 * End 

Name OJ000211_08 . 0323 . C13 . o5 . gp Method 

Start 28857 End 

GI none Score 

Exons 28857. .28944 



OJ000211_08.0323.C13 
+ 

28944 
AAT/GAP 
28944 
137 



Seq. No. 45948 Seq. ID 

Gene No. 97323 Strand 

Start 11596 End 

Name OJ000211_08 . 0323 . C13 . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2. .307, 6. .308, 13. .306 



OJ000211_08.0323.C13 
31013 

TBLASTX: Maize 

308 

408 



Seq. No. 45948 Seq. ID 

Gene No. 97323 Strand 

Start 11596 End 

Name OJ000211_08 . 0323 . C13 . o5 . ts Method 

Start 333- End 

GI none Score- 

Exons 335.. 490, 473.. 721 



OJ000211_08.0323.C13 
31013 

TBLASTX: Soybean 

721 

88 



Seq. No. 45948 

Gene No. 97323 

Start 11596 

Name OJ000211_08 . 0323 . C13 . o5 . tm 

Start 509 

GI none 

Exons 509. .901, 718.. 870 

Seq. No. 45948 

Gene No. 97323 

Start 11596 

Name OJ000211_08 . 0323 . C13 . o3 . tw 

Start 587 

GI none 

Exons 587.. 835, 587.. 820, 797.. 907, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
809. . 901 



OJ000211_08.0323.C13 
31013 ' 

TBLASTX: Maize 

901 

268 



OJ000211_08.0323.C13 
31013 

TBLASTX: Wheat 

907 

344 



Seq. No. 



45948 



Seq. ID OJ000211 08.0323.C13 



47398 




Gene No. 


97323 






Strand 






Start ' 


11596 






End 


31013 




Name 


n.Tnnn'M i hp 

UUUUUt 11 uo 




.C13.o2.ts 


Method 


1 .Dli.rto 1 A . OOyDcall 




Cf a yf 


jii 






End 


liOJ 






JJU du 






Score 






Exons 


Q1 O 1 OO O 

yi^ . . i^oO/ 


Q9n 


988, 1037.. 1132, 1205. 


1 oc/ 
.1^04 




uJ. UcSCiip. 














Seq. No. 


45948 






oeq . i u 


OJ000211J38.0323 


.C13 


Gene No. 


97323 






Cf v- 2 nH 






CJf a y-f- 


11 J^O 






End 


^i m ^ 

O 1 U 1 o 




Name 


HTnnn9i i pip 

UUUUUZll uo 


n ^9 ^ 

. U jZ O 


.C13.o3.tc 


Method 


TRT BCTY • P c o 

I Dli/io 1 A . L«res s 




Cf- a yf 


jIZ 






r nr l 

HiIlU 


117 9 
1 1 / Z 




PT 

ol 


none 






Score 


9 P £ 




Exons 


Qi o 117 9 
31^ . • 11 / ^ , 


QI A 
j 1 4 . . 


QQ1 

_7 1 








Seq. No. 


45948 






oeq. iu 


OJ000211_08.0323 


.C13 


Gene No; 


97323 






o urana 








I 1 cqc 

II J"D 






End 


^i m 7 

JlUl J 




Name 


oTnnn9ii dp 

UUUUU/.11 uo 


n^9 7 


.C13.o3.tm 


Method 


1 d iiHo 1 a . L v ia 1 z e 




Of -a 


y j j 






End 


1410 
14 10 






none 






Score 


^£1 
OOl 




Exons 


yo j . .liJO/ 


y 0 4 . . 


ifiio, i u o y . . 


1271, 1205 


. . 1 3 1 0 




Seq: No. 


45948 






s"eq. ID 


OJ000211JD8.0323 


.C13 


Gene No. 


97323 






Strand 






Of arf 


1 1 0 y O 






End 


31013 




Name 


n Tnnn9i 1 dp 


n "3 9 7 

i U jZ J 


.C13.o2. tw 


Method 


TBLASTX: Wheat 




OLall 


y 3 4 






End 


1499 




P T 
ol 


none 






Score 


319 




Exon s 


1 9 QQ 
JJ4 . . 1 Z _7 O , 


1 1 m 

1 1 U 1 . 


197/1 1 OQ^ 

. iz i 4 t iz y o . 


.1499, 1367. .1489 




Seq. No. 


45948 






Seq. ID 


OJ000211_08.0323 


.C13 


Gene No. 


97323 






Strand 






Of -a r-f- 
o Lai U 


I 1 ^Q^i 

II J 3D 






End 


31013 




Name 


n innno 1 i dp 

UJ UU U<£ 1 1 uo 


n ^9 ^ 


.C13.o3.ts 


Method 


TBLASTX : Soybean 




oT_ari. 


1 ^ R 9 ~~ 
1 JOi 






End 


1697 




PT 


none 






Score 


305 




Exons 


1 ^R9 1 RR9 




1 £Q7 
. . 1 o y / 








Seq. No. 


45948 






Seq. ID 


OJ000211_08.0323 


.C13 


Gene No. 


97323 






Strand 






Qf a yf 


I 1 CQC 

I I J j O 






End 


31013 




Name 


pi Tfi n n 9 1 i np 

vJU UUUZ 11 Uo 


n^9 ^ 

. UoZ J 


.C13.o4 .tm 


Method 


TBLASTX: Maize 




Qf 3 yf 


101 J 






End 


1831 






none 






Score 


304 




Exons 


1 CI C 1 OOQ 

loio. . i o <c y , 


1 coo 

1 0 £ O 


. .1831- 








Seq. No. 


45948 






Seq. ID 


OJ000211_08.0323. 


.C13 


Gene No. 


97323 






Strand 






Start 


11596 






End 


31013 




Name 


OJ000211 08 


.0323 


-C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1703 






End 


2179 




GI 


none 






Score 


101 




Exons 


1703. .1774, 


1704 


..1778, 1793 


..2179, 1794. .2141, 1795. .2178 


Seq. No. 


45948 






Seq. ID 


OJ000211J58.0323. 


.C13 



47399 



Gene No. 


97323 


Strand 




Start 


11596 


End 


31013 


Name 


OJ000211 08.0323.C13.o4.ts 


Method 


TBLASTX : Soybean 


Start 


1710 


End 


2051 


GI 


none 


Score 


91 


Exons 


1710. .1823, 1736. .1816, 1842. .2051, 1847. .1972 


Spo* No 


45948 


Seq. ID 


OJ000211_08.0323.C13 


Gene No. 


97323 


Strand 




Start 


11596 


End 


31013 


Name 


OJ000211 08.0323.C13.o6.tm 


Method 


TBLASTX: Maize 


Start 


6672 


End 


7180 


GI 


none 


Score 


217 


Pvonq 

i-JJlV Ilk? 


6672. .6719, 6683. .7060, 6684 


I. .7061,. 6766. .7059, 6772. .7173, 




6792.. 7061, 7106. .7180, 7107 


'..7172, 7108. .7173 


Spa No 


45948 


Seq. ID 


OJ000211_08.0323.C13 


Gene No . 


97323 


Strand 




Start 


' 11596 


End 


31013 


Name 


OJ000211 08.0323.C13.o2.np 


Method 


AAT/NAP 


Start 


11596 


End 


16166 


GI 


6069646 


Score 


848 


Exons 


11596. .12590, 16139. .16166 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


45948 


Seq. ID 


OJ000211__08.0323.C13 


Gene No. 


97323 


Strand 




Start 


11596 


End 


31013 


Name 


OJ000211 08.0323.C13.o7.tm 


Method 


TBLASTX: Maize 


Start 


11715 


End 


12223 


GI 


none 


Score 


63 




11715. .11840, 11901. .12107, 


12074. .12223 


Spa No 


45948 


Seq. ID 


OJ000211_08.0323.C13 


f^prip No 


97323 


Strand 




Start 


11596 


End 


31013 


Name 


OJ000211 08.0323.C13.o4.np 


Method 


AAT/NAP 


Start 


14569 


End 


31013 


GI 


6691201 


Score 


286 


F.xnns 

J—J *\ W HQ 


14569. .14611, 26924 . .27145, 


27244 . .27472, 27649. .27974, 




28064. .28198, 28782 .. 28937 , 


30915.. 31013 


GI Descrip. 


(AC007508) F1K23.2 [Arabidopsis thaliana] 


Qpn Mo 


45948 


Seq. ID 


OJ000211_08.0323.C13 


Gene No. 


97323 


Strand 




Start 


11596 


End 


31013 


Name 


OJ000211 08.0323.C'13.ol.tc 


Method 


TBLASTX: Cress 


Start. 


26885 


End 


27929 


GI 


none 


Score 


157 


Exons 


26885. .27148, 26903 .. 27139, 


26964. .27155, 27241 .. 27510, 




27242. .27469, 2724 4 .. 27507 , 


27741. .27929, 27762. .27905 


Seq. No. 


45948 


Seq. ID 


OJ000211_08.0323.C13 



47400 



Gene No. 


97323 








Strand. 






Start 


11596 








End 


31013 




Name 


OJ000211 08.0323.C13 


.ol.ts 


Method 


TBLASTX : 


Soybean 


Q 4- -.4- 


26892 








End 


27965 


C T 


none 








Score 


129 




Exons 


26892. 


.27143, 


26897. 


0 *7 1 A Q 
. Z / 1 ft O , 


26898. .27155, 27238 


. . Z 1 DV 1 , 




27242. 


.27466, 


27274. 


Z I jU / , 


'27520. .27543, 27735 


. . z i y do , 




27735. 


.27962 












beq . iNO . 


45948 








Seq. ID 


OJ000211 


Uo . UoZ o 


Gene No . 


97323 








Strand 








11596 








End 


31013 




Name 


OJ000211 08.0323.C13 


1 +- 

ol . tm 


Method 


TBLASTX: 


Vlai ze 


btart 


26894 








End 


28958 






none 








Score 


305 




Exons 


26894. 


.27148, 


26897. 


27148, 


26898. .27155, 26941 


. .27156, 




27238. 


.27540, 


27238. 


27549, 


27242..27S47, 27702 


. .27749, 




27744. 


.27965, 


27744 . 


z / y oz f 


27745. .27966, 27745 


. . z 1 y / o , 




27914 . 


.27988, 


28041. 


Z O 10 H , 


28052. .281 


56, 28061 


. . Z O 1 D D , 




28149. 


.28199, 


28157. 


Z o Z U / , 


28159. .282 


15, 28302 


O Q A Q Q 

. . zo 4 y y , 




28304. 


.28486, 


28305. . 


0 Q A Q *7 
Z 0 ft O / , 


28312. .284 


94, 28740 


. . zo y 4 j , 




28750. 


.28944, 


28752. . 


z o y o o 








beq. no. 


45948 








Seq. ID 


OJ000211 


no nTO"3 
Uo . UoZ J 


ocllc LNO • 


97 323 








Strand 






Start 


. 11596 








End 


31013 




Name 


OJ0002 


11 08.0323.C13. 


o5 . gs 


Method 


GENSCAN ■ 




Start 


26897 








End 


28889 




GI 


none 








Score 


.92 




Exons 


26897. 


.27145, 


27244. . 


27546, 


27699. .279 


66, 28053 


. .28231, 




28305. 


.28486, 


28754. . 


28889 









Seq. No. 45948 

Gene No. 97323 

Start 11596 

Name OJ000211_08 . 0323 . C13 . o4 

Start -27089 

GI none 

Exons 27089. .27148, 27090.. 27 

Seq. No. 45948 

Gene No. 97323 

Start 11596 

Name OJ000211JD8 . 0323 . C13 . o2 

Start 28043 

GI none 

Exons 28043. .28207, 28122.. 28 
28805. .28942, 28806. .28 

Seq. No. 45949 

Gene No. 97324 

Start 1348 

Name OJ000211_08 . 0323 . CI 4 . o2 

Start 1348 

GI none 

Exons 1348.. 1354, 1936.. 2177 



Seq. ID OJ000211_08.0323.C13 
Strand 







End 


31013 




. tw 




Method 


TBLASTX: Wheat 








End . 


27510 








Score 


83 




155, 


27238. .27510, 27238. .27510 








Seq. ID 


OJ000211JD8.0323 


.C13 






Strand 










End 


31013 




.tc 




Method 


TBLASTX: Cress 








End 


28958 . 








Score 


104 




202, 


2\ 


3302.. 28499, 28303 .. 284 82 , 




943, 


2\ 


3809. .28958, 28813. .28947 








Seq. ID 


OJ000211__08.0323 


.C14 






Strand 


+ 








End 


2177 




.gs 




Method 


GENSCAN 








End 


2177 








Score 


.89 





47401 



Seq. No. 45949 Seq. ID 

Gene No. 97325 Strand 

Start 1 End 

Name OJ000211_08 . 0323 . C14 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .231 



OJ000211_08.0323.C14 
231 

AAT/GAP 

231 

446 



Seq. No. 45949 Seq. ID 

Gene No. 97325 Strand 

Start 1 . End 

Name OJ000211_08 . 0323 . C14 . ol . gs ' Method 

Start 8 End 

GI none Score 

Exons 8.. 228 



OJ000211_08.0323.C14 
231 

GENSCAN 

228 

.97 



Seq. No. 45949 Seq. ID 

Gene No. 97326 Strand 

Start 4 693 End 

Name 0 J000211_08 . 0323 . C14 . o3 . gs Method 

Start 4 693 End 

GI none Score 

Exons 4693.. 4953, 4972.. 5261, 5310.. 5430 



OJ000211_08.0323.C14 

5430 
GENSCAN 
5430 
.94 



Seq. No. 45950 ■ . Seq. ID 

Gene No. 97327 Strand 

Start 234 End 

Name OJ000211_08 . 0323 . C15 . ol . gs Method 

Start 234 End 

GI none Score 

Exons 234.. 313, 336.. 408 



OJ000211_08.0323.C15 
+ 

408 

GENSCAN 

408 

.48 



Seq. No. 45951 Seq. ID 

Gene No. 97328 Strand 

Start 322 End 

Name OJ000211_08 . 0323 . C16 . ol . gs Method 

Start 322 End 

GI none Score' 

Exons 322.. 388, 546.. 619 



OJ000211_08.0323.C16 
619 

GENSCAN 

619 

.88 



Seq. No. 45952 

Gene No. 97329 

Start 485 

Name OJ000221_08 . 0320 . C3 . ol . np 

Start 485 

GI 7489166 

Exons 485.. 1034, I860.. 2166, 
GI Descrip. membrane protein, 37K, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2354. .2506 

precursor, chloroplast inner envelope 
common tobacco gi I 14 19090 | emb | CAA64 422 . 1 | (X94968) 37kDa 
chloroplast inner envelope membrane polypeptide precursor 
[Nicotiana tabacum] 



OJ000221_08.0320.C3 
+ 

2509 
AAT/NAP 
2506 
1212 



Seq. No. 45952 Seq. ID OJ000221 

Gene No. 97329 Strand. + 

Start 485 End 2509 

Name OJ000221_08 . 0320 . C3 . ol . gs Method GENSCAN 

Start 772 End 2509 



08. 0320. C3 



47402 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97 



none Score 
772. .1034, 1860. .2166, 2354. .2509 

45952 Seq. ID 

97330 Strand 
.506 End 
OJ000221_08 . 0320 . C3 -. o3 . np Method 
506 End 
4758106 Score 
506. .539, 3459. .3716, 6208. .6448, 6622, 
7527. .7565, 7654. .7678, 7946. .8034, 8561. .8615, 8731. .8811 
Clk-associating RS-cyclophilin gi 11117968 (U40763) CARS-Cyp 
[Homo sapiens] gi | 1770526 | emb | CAA68053 | (X99717) SRcyp protein 
[Homo sapiens] 



OJ000221_08.0320.C3 

8829 
AAT/NAP 
8811 
425 

.6739, 7295.. 7412, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45952 
97330 

506 ... 
OJ000221_08 . 0320 . C3 . ol . tm 
536 
none 



OJ000221 08. 0320. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

536. .589, 541. .591, 632. .712, 674. .712, 691. .1023, 712. .1032, 
873. .1034, 1835. .2155, 1839. .2138, 1857. .2162, 1858. .2169, 
1858. .2184, 2353. .2505, 2357. .2512, 2539. .2565, 2566. .2613, 
2687. .2713, 2747. .2773 



8829 ... 

TBLASTX: Maize 

2773 

64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45952 
97330 
506 

OJ000221_08 .0320.C3.ol.tc 
581 
none 



Seq. ID OJ000221_08.0320.C3 
Strand 

8829 

TBLASTX: Cress 
2619 
109 



End 

Method 
End 
Score 

581. .712, 646. .711, 705. .764, 712. .1032, 712. .1029, 888. .1034, 
1832. .2020, 1841. .2074, 1857. .2075,. 1857. .2075, 1858. .2076, 
2068. .2118, 2073. .2108, 2106. .2162, 2110. .2169, 2353. .2388, 
2357. .2392, 2390. .2515, 2392. .2505, 2566. .2619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45952 
97330 
506 

OJ000221_08. 0320.C3.ol. ts 

629 

none 



OJ000221 08. 0320. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

629. .712, 634. .711, 692. .811, 694. .1020, 712. . 1032, 873. .1034, 
1857. .2165, 1857. .2168, 1858. .2169, 2345. .2509, 2349. .2504, 
2350. .2526, 2357. .2509, 2566. .2619 



8829 

TBLASTX: Soybean 

2619 

133 



Seq. No. 45952 

Gene No: 97330 

Start 506 

Name OJ000221_08 . 0320 . C3 . o2 . np 

Start 2352 

GI 7486628 

Exons 2352. .2449," 3379.. 3743, 4494. 

7507. .7590, 7946. .8034, 8561. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 08. 0320. C3 



8829 
AAT/NAP 
8808 
408 

4674, 5723. .6423, 6552. .6797, 
8615, 8731. .8808 



GI Descrip. hypothetical protein F8B4.120 - Arabidopsis thaliana 

gi|4049344 | emb | CAA22569 . 1 | (AL034567) putative protein 



47403 




[Arabidopsis thaliana] gi | 7270146 I emb I CAB79959 . 1 1 (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


45952 










Sea. ID OJ000221 


08 0320 C3 


Gene No . 


97330 










Strand — 




Start 


506 










End 882 9 




Name 


OJ000221 08 


. 0320 . 


C3.o2 . 


tm 


Method ' - TBLASTX* 


Maize * 


Start 


3348 










End 7566 




GI 


none 










Score 4 9 




Exons 


3348 . . 


, 3383, 


3352. 


.3420, 


3382. 


.3447, 3385. .3447, 


3406. .3498, 




3453. . 


,3503, 


3515. 


.3595, 


3520. 


.3588, 3637. .3693, 


3646. .3696, 




3693. . 


3719, 


4283. 


. 4366, 


4283. 


.4366. 4284 4367, 


4285 4368 

^ 4^, \J \J t * T \J \J f 




4437. . 


4649, 


4442 . 


.4642, 


4443 . 


4643 4483 4671 


4647 4697 




4650. . 


4700, 


4677 . 


.4751, 


4694 . 


4756. 5132 5215 


5139 5219 




5141. . 


5221, 


5218 . 


. 5325, 


5233 . 


5316. 5235 5366 


5966 6007 




5989. . 


6087, 


6005. 


. 6040, 


6169. 


. 6321, 6176. . 6322, 


6358 .6432. 




6404. . 


6505, 


6567 . 


. 6614, 


6578 . 


6613. 6601 6738 


6617 6739 




6620. . 


6739, 


6621 . 


. 6743, 


7294 . 


7413. 7295 7414 


7296 741S 




7304. . 


7414, 


7526. 


.7558, 


7531. 


.7566 




Seq. No. 


45952 










Sea ID OJ000221 


08 0320 03 


fipnp No 


97330 










Strand - 




Start 


506 










End RR?9 




Name 


OJ000221 08, 


. 0320 . 


C3 . o2 . 


as 


Method GENSCAN 




Start 


3356 










End RR2 9 




GI 


none 










flrorp 64 

4j W -1_ ^ • VJ " 




Exons 


3356. . 


3737, 


4285. 


.4365, 


4446. 


.4754, 5167.. 5311, 


5975. . 6087, 




6177. . 


6504, 


6585. 


. 6739, 


7295. 


.7412, 8561. .8615, 


8731. .8829 


Sea No 


45952 










Sea TD OJ000221 


08 0320 C3 


Gptip No 


97330 










Strand - 




Start 


506 










End 8829 




Name 


OJ000221 08, 


. 0320 . 


C3 .ol . 


ao 


Method AAT/GAP 




Start 


3469 










End 4 474 




GI 


287063 








Score 667 




Exons 


3469. . 


3716, 


4285. 


.4365, 


4446. 


.4474 




Sea ' No 


45952 










Sea TD OJ000221 


or 03?o 


npriP No 


97330 










Strand — 




Start 


506 










End 8829 




Name 


OJ000221 08. 


, 0320 . 


C3 . o3 . 


ts 


Method TBLASTX: 


Soybean 


Start 


4305 










End 4639 




GI 


none 










Score 70 




Exons 


4305. . 


4346, 


4457. 


.4639, 


4459. 


.4566, 4499. .4606 




Seq. No. 


45952 










Seq. ID OJ000221 


_08.0320.C3 


fipnp No 


97330 










Strand 




Start 


506 










End 8829 




Name 


OJ000221 08. 


0320. 


C3.o2. 


tc ' 


Method TBLASTX: Cress 


Start 


6619 










End 8787 




GI 


none 










Score 67 




Exons 


6619. . 


6660, 


6661. 


.6738, 


6662. 


.6739, 7294. .7413, 


7295. .7414, 




7531. . 


7581, 


7652. 


.7690, 


8556. 


.8600, 8728..8787 




Seq. No. 


45952 










Seq. ID OJ000221_ 


_08.0320.C3 


Gene No. 


97330 










Strand 




Start 


506 










End 8829 





47404 



Name 

Start 

GI 

Exons 



OJ000221_08 . 0320 . C3 . o2 . ts Method TBLASTX : Soybean 

6619 End 8615 

none Score 91 

6619. .6738,. 6620. .6739, 7294. .7413, 7295. .7414, 7315. .7419, 
7531. .7566, 7532. .7567, 7649. .7693, 7946. .8005, 8556. .8615 



Seq. No. 45953 Seq. ID 

Gene No. 97331 Strand' 

Start 3320 End 

Name OJ000221_08 . 0320 . C5 . ol . gp Method 

Start 3320 End 

GI none Score 

Exons 3320... 3411, 3500.. 3681 



OJ000221_08.0320.C5 

3681 
AAT/GAP 
3681 
359 



Seq. No. 45953 Seq. ID OJ000221_08 . 0320 . C5 

Gene No. 97332 Strand 

Start 5999 . End 8173 

Name - , OJ000221_08 . 0320 . C5 . ol . np Method- AAT/NAP 

Start 5999 ■ End 8173 

GI 7485937 Score 1535 

Exons 5999.. 8173 

GI Descrip. hypothetical protein F21C20.90 - Arabidopsis thaliana 
gi I 5262214 | emb | CAB45840.il (AL080254) putative protein 
[Arabidopsis thaliana] gi | 7268870 | emb | CAB79074 . 1 | (AL161553) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


45953 








Seq. ID 


OJ000221_08. 0320.C5 


Gene No. 


97332 








Strand 




Start 


5999 








End 


8173 


Name 


OJ000221 08 


.0320 


. CS.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6133 








End 


7521 


GI 


none 








Score 


156 


Exons 


6133. . 6333, 


6379 


. .6654, 


6790. 


.7410, 6820.. 7308, 6832.. 7197 




6859. .7512, 


6988 


. .7521, 


7264 . 


.7512, 7288. .7521 


Seq. No. 


45953 








Seq. ID 


OJ000221_08.0320.C5 


Gene No. 


97332 








Strand 




Start 


5999. 








End 


8173' 


Name 


OJ000221 08 


.0320 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6157 








End 


7518 


GI 


none 








Score 


222 


Exons 


6157. . 6309, 


6373 


. .6432, 


6376. 


.6567, 6799. .7341, 6847. .7518 


Seq. No. 


45953 








Seq. ID 


OJ000221_08.0320.C5 


Gene No. 


97332 








Strand 




Start 


5999 








End 


8173 


Name 


OJ000221 08 


.0320 


.CS.ol. 


tc 


Method. 


TBLASTX: Cress 


Start 


6382 








End 


7512 


GI 


. none 








Score 


200 


Exons 


6382. .6564, 


6916 


. . 7434, 


6961. 


.7512 




Seq. No. 


45953 








Seq. ID 


OJ000221_08.0320.C5 


Gene No. 


97332 








Strand 




Start 


5999 








End 


8173 


Name 


OJ000221 08 


.0320 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7615 








End 


8137 


GI 


none 








Score 


85 



47405 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



7615. .7746, 7616. .7756, 7792. .7902, 7844. .7867, 7975. .7995, 
8056. .8130, 8057. .8137 



45954 Seq. ID 

97333 Strand 

180 End 

OJ000221_08.0320.C6.ol .np Method 

180 ■ End 

7208771 Score 

180. .269, 416. .604, 1651. .1782, 1946. 



OJ000221_08.0320.C6 
+ 

8508 
AAT/NAP 
4764 
1729 

,2095, 2400.. 2555, 



3195. .3329, 3440. .3505, 3730. .3836, 3968. .4067, 4145. .4236, 
4456. .4525, 4678.-4764 

(AJ276264) putative Ruv DNA-helicase [Cicer arietinum] 



45954 Seq. ID 

97333 Strand 

180 End 

OJ000221_08 . 0320 .C6.ol.gs Method 

4 97 - End 

none Score 



OJ000221_08.0320.C6 
+ 

8508 
GENSCAN 
850ff 
.6 



497. .604, 1651. .1782, 1946. .2095, 2400. .2555, 3195. .3329, 
3440. .3505, 3730. .3831, 4145. .4236, 4741. .4826, 5335. .5465, 
5894. .5964, 8048. .8122, 8331. .8508 



45954 Seq. ID 

97333 • Strand 

180 End 
CCr000221_08.0320.C6.ol.gp Method 
1633 End 
uC-osflM202020b08bl Score 
1633. .1782, 1946. .2095 

'2497541/sp|Q40545|KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_4 82936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] ' 



OJ000221_08.0320.C6 

+ 

8508 
AAT/GAP 
2095 
464 



OJ000221_08.0320.C6 
+ 

11850 
AAT/GAP 
11850 
381 



45954 Seq. ID 

97334 Strand 
11610 End 
OJ000221_08. 0320.C6.o4 .gp Method 
11610 End 
uC-osflcypl06f09al Score 
11610. .11850 

'5042444/gb| AAD38281.il AC007789J7 7.0e-13 (AC007789) putative 
low molecular early light-inducible protein [Oryza sativa] ' 

45954 Seq. ID OJ000221_08 . 0320 . C6 

97335 Strand 

7108 . End 7322 

OJ000221_08 .0320.C6.o2.gp Method ' AAT/GAP 

7108 End 7322 

LIB3477-003-P1-K1-E9 Score 121 
7108. .7128, 7221. .7322 

' 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 



45954 



Seq. ID OJ000221_08.0320.C6 



47406 



Gene No. - 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97336 Strand 
9143 End 10124 

OJ000221_08 . 0320 . C6 . o3 . gp Method AAT/GAP 

9143 _ .End 10124 

777__1.R1084 ' Score 1575 

9143. .9811, 9907. .10124 

f 5042444/gb|AAD38281. 1 |AC007789_7 3.0e-41 (AC007789) putative 
low molecular early light-inducible protein [Oryza sativa] 1 



45954 Seq. ID 

97336 Strand 

9143 End 

OJ000221_08 . 0320 . C6 . o2 . gs Method 

9368 End 

none Score 

9368.. 9811, 9907.. 10026 



OJ000221_08.0320.C6 

10124 
GENSCAN 
10026 
.96 



45954 Seq. ID 

97336 Strand 

9143 End 

OJ000221_08.0320.C6.o2.np ' Method 

9371 End 

5042444 Score 
9371.. 9811, 9907.. 10041 

(AC007789) putative low . molecular early light-inducible protein 
[Oryza sativa] 



OJ000221_0'8.0320.C6 

10124 
AAT/NAP 
10041 
781 



45954 
97337 
11806 

OJ000221_08 . 0320 . C6 . o3 . gs 
11806 
none 

11806. .12255, 12336. .12493, 12592.. 12829 



Seq. ID OJ000221 08. 0320. C6 



Strand 
End 

Method 

End 

Score 



12829 
GENSCAN 
12829 
.86 



45954 
97337 
11806 

OJ000221_08.0320.C6.o6.gp 
12029 

777_5.R1084 

12029. .12255, 12336. . 12591 
'2407267 6.0e-18 (AF017356) 
protein [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_08.0320.C6 

12829 
AAT/GAP 
12591 
911 



low molecular early light-inducible 



Seq. No. 45954 

Gene No. 97338 . > . 

Start 13945 

Name OJ000221_08 . 0320 . C6 . o3 . tm 

Start 203 

GI none 
Exons 



OJ000221 08. 0320. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

203. .268, 204. .269, 416. .616, 496. .606, 1630. .1782, 1648. .1785, 
1944. .2081, 1945. .2097, 1946. .2122, 2397. .2555, 2397. .2555, 
2398.. 2556, 2399.. 2557, 2399.. 2557, 3188.. 3331, 3189.. 3332, 
3428. .3505, 3438. .3506, 3439. .3507, 3440. .3508, 3696. .3812, 
3727. .3813, 10618 .. 10677 , 10656. .10694 



16361 

TBLASTX: Maize 

10694 

108 



47407 



Seq. No. 45954 Seq. ID 

Gene No. 97338 " Strand 

Start 13945 End 

Name OJ000221_08 . 0320 . C6 . 06 . ts Method 

Start 203 End 

GI none Score 
Exons 



OJ000221_08.0320.C6 
16361 

TBLASTX : Soybean 

1719 

107 



203. .268, 204. .269, 413. .616, 496. .606, 1644. .1712, 1648. .1719 



Seq. No. 45954 

Gene No. 97338 

Start 13945 

Name OJ000221_08 . 0320 . C6 . o4 . tc 

Start 204 

GI none 
Exons 



Seq. ID OJ000221_08.0320.C6 
Strand 

End 16361 

Method TBLASTX : Cress 

End 616 

Score 102 



204. .269, 209. .268, 413. .616, 496. .606 



c 0 n Kfn 

OClJ . LN(J ■ 


A R QR4 

4 J " J4 








Seq. ID 


OJ000221 


UO . U JZ.U . LD 




Q7 








Strand 






Start 


13945 








End 


16361 




Name 


OJ000221 08 


.0320. 


C6.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Of- a v-H 
uLal L 


17 90 








End 


2122 




PT 


none 








Score 


112 




ILAUUo 


1790 1 7QP 


1 QA f, 


• X .7 D Zs , 




.2094, 1964. .2122, 


1 Q7 9 9 H QA 

iy/z , . t.vzj'i 


Can Mfi, 










Seq. ID 


OJ000221 


Ap 0^90 P £ 
UO . UjZU . 


belle 1NO . 










Strand 






OLai L. 










End 


16361 




Name 


n tooo 9 9 1 np 




Cfc* r\0 
0 . OZ . 


L S 


Method 


TBLASTX: 


Soybean 


Start 


3252 ~~ 








End 


4198 




GI 


none 








Score 


128 




Exons 


3252. .3332, 


3254. 


.3337, 


3257. 


.3337, 3^ 


128. .3505, 


3439. .3507, 




3440. .3508, 


3696. 


.3845, 


3727. 


.3843, 3944 . .4075, 


3965. .4069, 




3966. .4070, 


4141. 


.4197, 


4142. 


.4198 






Seq. No. 


45954 








Seq. ID 


OJ000221 


_08.0320.C6 


Gene No. 


97338 








Strand 






Start 


. 13945 








End 


16361 ' 




Name 


OJ000221 08. 


.0320. 


C6.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3735 








End 


4070 




GI 


none 








Score 


151 




Exons 


3735. .3845, 


3736. 


.3843, 


3965. 


.4063, 3966.. 4070 




Seq. No. 


' 45954 








Seq. ID 


OJ000221 


_08.'0320.C6 


Gene No. 


97338 ' 








Strand 






Start 


.13945 








End 


16361 




Name 


OJ000221 08. 


,0320. 


C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4010 








End 


4769 




GI 


none 








.Score 


79 




Exons 


4010. .4066, 


4011. 


.4070, 


4139. , 


.4255, 4142. .4234, 


4144. .4236, 




4444. .4548, 


4448 . 


.4537, 


4675. , 


.4767, 4675. .4737, 


4676. .4768, 




4677. .4769, 


4692. 


.4769 











Seq. No. 45954 Seq. ID 

Gene No. 97338 : Strand 

Start 13945 End 

Name OJ00022 1_08 . 0320 . C6 . o3 . ts Method 

Start 9256 End 



OJ000221_08.0320.C6 
16361 

TBLASTX: Soybean 
12148 



47408 





GI 


none 


Score 


129 






TT yrtn o 

1_J A V_/ I 1 O 


9256 9285 9377 9580 9575 


..9703, 9576.. 9710, 11815.. 


119 

X X Zs 






12046 12141 12056 12148 










O " • IN 1^ • 


4 5954 


Seq. ID 


OJ000221_08.0320 


P6 




Gene No." 


97338' 


Strand . 








Start 


13945 


End 


16361 






Name 


OJ000221 08 0320 C6 o2 tm 


Method 


TBLASTX: Maize 








9368 ~ 


End 


12120 








none 


Score 


311 






F vnn 


9368 9676 9384 9677 9575 


..9682, 11806. .11946, 11813 


1 

. . X . 






11869 11904. 12025 12120. 


12046. .12114 






Q f-y Mn 

O " 1^ • INU • 


45954 " 


Seq. ID 


OJ000221_08.0320 


T6 




Gene No. 


97338 


Strand 








Start 


13945 


End 


16361 






Name 


OJ000221 08 0320 C6 o2 tc 


Method 


TBLASTX : Cress 






Start 


9377 ~~ 


End 


12142 






GJ 

\j j- 


none ™" ' 


Score 


80 






Rynnq 

J— 1 A. UllO 


9377 9580 9390 9452. 9531 


..9704, 9575.. 9703, 11815.. 


119- 

X X ZJ * 






11816 11890 12046 12141 

X X tj X W • • X X O J \J , X ^ W T \J . • X X ^ X , 


12050.. 12142 






Seq. No. 


45954 


Seq. ID 


OJ000221_08.0320 


.C6 




Gene No. 


97338 


Strand 








Start 


13945 


End 


16361 






Ma vna 


0,7000221 OR 0320 P6 n7 nr> 


Method 


AAT/GAP 




iff 


u Lai L 


1 3592 _ 

X *J J J ^. 


End 


14203 




rl i 


\J X 


3766777 


Score 


1145 




: 5 

i-ar 


R von ^ 


13592 14203 










Seq. No. 


45954 


Seq. ID 


OJ000221_08.0320 


.C6 




Gene No. 


97338 


Strand 






: 


Start 


13945 


End 


16361 






Name 


OJ000221 08 0320 C6 o4 as 


Method 


GENS CAN 




r"l 


Start 


13945 ~~ 


End 


16263 






GI 


none 


Score 


1 




h re: 


J—J Vrf/ 1 1 J 


13945 14730 16054 16263 












4 5954 

*i «J ZJ ~J 1 


Seq. ID 


OJ000221_08.0320 




P' 


Gene No. 


97338 


Strand 








Start 


13945 


End , 


16361 






Name 


OJ000221 08 0320 C6 ol tm 


Method 


TBLASTX: Maize 






Start 


13960 ~~ " 


End 


14694 










Score 


229 








13960 14013 14071 14109 

1 J J U v i • X t W X ,J , X t W f X • ■ X *i X W J , 


14249. .14590, 14278 .. 14 610, 








1 4 593 1 4 694 










Seq. No. 


45954 


Seq. ID 


OJ000221J38.0320 


. C6 




Gene No.' 


97338 


Strand 








Start 


13945 


End 


16361 






Name 


OJ000221 08.0320.C6.o3.np 


Method 


AAT/NAP 






Start 


13963 


End 


16361 






GI 


7485001 


Score 


636 






Exons 


13963. .14169, 14218 . .14730, 


16054.. 16361 





GI Descrip. heat shock transcription factor homolog T19L18.4 - Arabidopsis 
thaliana gi | 34 13699 | gb | AAC31222 . 1 | (AC004747) putative heat 
shock transcription factor [Arabidopsis thaliana] 



47409 



Seq. No. 45954 

Gene No. 97338 

Start 13945 

Name OJ000221_08 . 0320 . C6 . ol . ts 

Start 14234 

GI none :. : . 

Exons 14234 . . 14599, 142 60-. . 14622 



Seq. ID OJ000221_08.0320.C6 
Strand 

End 16361 

Method TBLASTX : Soybean 

End 14622 

Score 232 



Seq. No. 45954 

Gene No. 97338 

Start 13945 

Name OJ000221_08 . 0320 . C6 . ol . tc 

Start 14308 

GI none 

Exons 14308. .14622, 14 483 .. 14 605, 
16053. .16094, 16054 .. 16236, 



Seq. ID OJ000221_08.0320.C6 
Strand 

End 16361 

Method TBLASTX : Cress 

End 16237 

Score 98 
14 602. . 147 30, 14 687. . 14734, 
16109. . 16237 



Seq. No. 45954 
Gene No. 97338 
Start 13945 

Name OJ000221_08 . 0320 . C6 . o4 . ts 

Start 14635 
GI none 

Exons ' 14635. . 14730, 14 687 14734 , 
16139.. 16273 



• Seq. ID OJ000221_08.0320.C6 
Strand 

End 16361 

Method TBLASTX : Soybean 

End 16273 

Score 66 
.16054. .16152, 16054. .16272, 



Seq. No. 45954 

Gene No. 97338 

Start 13945 

Name OJ000221_08 . 0320 . C6 . ol . tw 

Start 14647 

GI none 

Exons 14647. .14730, 14 681 .. 14 734 , 
16054. .16239, 16109.. 16252 



Seq. ID OJ000221_08.0320.C6 
Strand 

End 16361 

Method TBLASTX : Wheat 

End 16252 

Score 61 
16050. .16094, 16054. .16152, 



Seq. No. 45954 

Gene No. 97338 

Start 13945 

Name OJ000221_08 . 0320 . C6 . o4 . tm 

Start 14695 

GI- none 

Exons 14695. .14730, 16054 . .16152, 



Seq. ID OJ000221_08.0320.C6 
Strand 

End 16361 

Method TBLASTX : Mai ze 

End 16258 

Score 90 
16054. .16233, 16109. .16258 



Seq. No. 45955 

Gene No. 97339 

Start 1 

Name OJ000221_08 . 0320'. C7 . ol . gp 

Start 1 

GI none 

Exons 1..151 



Seq. ID OJ000221_08..0320.C7 
Strand 

End ... 151 

Method AAT/GAP 

End 151 

Score 242 



Seq. No. 45955 

Gene No. 97340 

Start 154 

Name OJ000221_08 . 0320 . C7 . ol . gs 

Start 154 



Seq. ID OJ000221_08.0320.C7 
Strand 

End 1096 

Method GENSCAN 

End 1096 



47410 





GI 


none 


Score 


73 






Exons 


154 338, 875 1096 










Seq. No. 


45956 


Seq. ID 


OJ000221_ 


_08.0320.C8 




Gene No. 


97341 


Strand 


+ 






Start 


4605 


End 


5404 






Name 


OJ000221 08 0320 CP, o2 nq ' 


Mo \~ h piH 


O Cj Vi O v^rlLN 






Start 


4 605 ~" 


End 


^4 04 






GI 


none 


Q o y o 


R4 






1_J *\. llu 


4605 4676 5345 5404 










Seq. No. 


45956 


Seq. ID 


OJ000221_ 


_08.0320.C8 




Gene No. 


97342 


Strand 








Start 


379 


End 


823 






Name 


OJ000221 08 0320 C8 ol as 


Mot* Vi nH 








Start 


37 9 ~ 


End 


ft 93 






GI 


none 


Score 


. 92 






1_J A w I 1 o 


379 551 745 823 










Sea No 


45956 


Seq. ID 


OJ000221_ 


OR 0^90 fft 






97343 


Strand 








Start 


4357 


End 


10321 






Name 


OJ000221 08.0320.C8.ol.np 


Method 


AAT/NAP 




-.— 
Vsr 


Start 


4357 


End 


9555 




l 3 


GI 


7340881 


Score 


687 




f 


PynnQ 

Hi A\J1 1 0 


.4357.. 4394, 5734.. 5838, 7008. 


.7038, 7144. ,7277, 


ft 7 07 ft Q7 1 






9017. .9118, 9211. .9334, 9481. 


.9555 






Ml 


C-tT Dp^rri n 

V J -1_ J_> %3 O V** J- -J- . 


(AP00I551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


45956 


Seq. ID 


OJ000221_ 


_08.0320.C8 




Gene No. 


97343 


Strand 






Vsr 


Start 


4357 


End 


10321 






Name 


OJ000221 08.0320.C8.o3.gs 


Method 


GENSCAN 






Start 


6009 


End 


10321 






GI 


none 


Score 


.45 




~"4 


P, von ^ 


6009.. 6239, 6671.. 6733, 8908. 


.8982-, 9028. .9118, 


1 09 R4 1 0*^91 

1UZ J4 . . IUj^I 


i. -J. 


Spa No 


45956' 


Seq. ID 


OJ000221_ 


or 0^90 r*ft 


^ jj 


Gene No . 


97343 


Strand 








Start 


4357 


End 


10321 




Ve? 


Name 


OJ000221 08.0320.C8.ol.gp 


Method 


AAT/GAP 






Start 


8349 


End 


8419 






GI 


1631463 


Score 


78 






Exons 


8349. .8419 










GI Descrip. 


4 680178/gb| AF111709. 1 | AF111709 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000221 08. 0320. C9 



45957 
97344 

1448 ' " ■ 

OJ000221_08. 0320.C9.ol.gp 
1153 

85464_1.R1084 
1153. .1668, 2073. .2169 

'3892057/gb|AAC78270.1|AAC78270 5.0e-36 (AC002330) 
protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8549 
AAT/GAP 
2169 
1158 



hypothetical 



47411 



Seq. No. 45957 

Gene No. 97344 

Start 1448 

Name OJ000221_08 . 0320 . C9 . o4 . tm 

Start 1401 

GI none - : - ; ■ 

Exons 1401.. 1442, 1405.. '1440, 1433, 

1508. .1672, 1520. .1672 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_08.0320.C9 
8549 

TBLASTX: Maize 

1672 

39 



,1513, 1436. .1519, 1447. .1551, 



Seq. No. 45957 

Gene No. 9734 4 

Start 1448 

Name OJ000221_08 . 0320 . C9 . ol . gs 

Start 1448 

GI none 

Exons 1448.. 1668, 2073.. 2382, 3297, 
5762. .6056, 8448. .8549 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_08.0320.C9 

8549 
GENSCAN 
8549 
. 94 



,3588, 3691. .5403, 5531. .5714, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



45957 Seq. ID OJ000221__08 . 0320 . C9 

97344 Strand 
1448 End 8549 

0 J00022 1_08 . 0320 . C9 . ol. np Method AAT/NAP 

1451 End 5652 

7452456 * .. Score 2977 

1451. .1668, 2073. .2382, 3297. .3588, 3691. .5409, 5531. .5652 
hypothetical protein T10P11.3.2 - Arabidopsis thaliana 
gi I 3892057 | gb| AAC78270.il AAC78270 (AC002330) hypothetical 
protein [Arabidopsis thaliana] gi | 7269753 | emb TCAB77753 . 1 | 
(AL161495) hypothetical protein [Arabidopsis thaliana] 



45957 
97344 ■ 
1448 

OJ000221_08.0320.C9.ol.tc 

1493 

none 

1493. .1663, 3483. .3590/ 3484. 
3670.. 3846, 3688.. 4092, 3690. 
5145. .5279 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 08. 0320. C9 



8549 

TBLASTX: Cress 
5279 
141 

,359Tf.- 3486. .3608, 3550. .3606, 
,4118, 3695. .3847, 3705. .4130, 



Seq. No. 


45957 








Seq. ID 


OJ000221_08.0320.C9 


Gene No. 


97344 








Strand 




Start 


1448 








End ■ 


8549 


Name 


OJ000221 08 


.0320, 


.C9.o2. 


ts. 


Method 


TBLASTX: Soybean 


Start 


1568 








End 


4385 


GI 


none 








Score 


227 


Exons 


1568. .1672, 


2074 , 


. .2394, 


2075. 


.2383, 3984 . .4385 


Seq. No. 


45957 








Seq. ID' 


OJ000221_08.0320.C9 


Gene No. 


97344 








Strand 




Start 


1448 








End 


8549 


Name 


OJ000221 08 


.0320. 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2059 








End 


5279 


GI 


none 








.Score 


298 


Exons 


2059. .2175, 


3323, 


. .3589, 


3324 . 


.3590, 3325. .3603, 3649. .4176 




3688. .4092, 


3690. 


. .4178, 


3705. 


.4178, 5145. .5279 



47412 



Seq. No. 


45957 ' 




Seq. ID 


OJ000221_08.0320.C9 


f!pnp Mo 
VJC11C LNU • 






Strand 






JL *i *i O 




End 


8549 


Name 


0,7000991 oft 0^90 n9 


L. \_ 


Method 


TBLASTX: Cress 


O Lai L 


990Q ~" 




End 


4512 


GI 


none 




Score 


56 


Exons 


990Q 9^1 41R9 499^ 


4 1 R^ 

4 1 J J . 


.4200, 4197. .4511, 4198. .4512 


Seq. No. 


45957 




Seq. ID 


OJ000221_08.0320.C9 


(?pnp No 
wCHC LNU • 


9734 4 




Strand 




O Lai L 


14 4ft 




End 


8549 


Name 


0,70009 91 Oft 0^90 PQ 


LIU 


Method 


TBLASTX: Maize 


u Ldi L 


9910 ~~ 




End 


2385 








Score 


135 


r von q 


9910 9?ft^ 9919 9^ftR 


9919 

^1 ^ -L j£ . 


.2385 




Seq. No. 


45957 




Seq. ID 


OJ000221JD8.0320.C9 


Gene No. 


97344 




Strand 




Cf art" 


14 4ft 

X M t O 




End 


8549 


Name 


O.T000991 Oft 0^90 PQ n1 


U 5 


Method 


TBLASTX : Soybean 


O t. cl-L L 






End 


5279 


O T 

O JL 






Score 


330 


Exons 


^^1 R "3RQ0 ^^1 ^RQI 


ODOO . 


.3849, 3694. .3846, 3705. .3848, 




R 1 4 R R 9 7 Q : 








Seq. No. 


45957 




Seq. ID 


OJ000221_08.0320.C9 


Gene No. 


97344 




Strand 




Start 


1448 




End 


8549 


Name 


OJ000221 08.0320.C9.o2. 


gp 


Method 


AAT/GAP 


Start 


4000 




End 


4473 


GI 


uC-osflM202050f05bl 




Score 


890 


Exons 


4000. .4473 








GI Descrip. 


' 4 680178/gb| AF111709. 1 | 


AF111709 5.0e-£ 


!1 Oryza sativa subsp. 



•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposoh, complete sequences; and unknown genes' 



45957 
97344 
1448 

OJ000221_08 . 0320 . C9 . o3 . tm 

4224 

none 



Seq. ID OJ000221_08.0320.C9 
Strand 
End 

Method 
End. 
Score 



8549 

TBLASTX: Maize 
4471 

189 ' ' 



4224. .4469, 4224. .4469, 4225. .4470, 4289. .4471, 4307. .4471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



45957 Seq. ID OJ000221_08 . 0320 . C9 

97344 Strand 

1448 End 8549 

OJ000221_08.0320.C9.o3.gp .. Method AAT/GAP 

4487 End 4954 

572439 Score 914 

4487. .4954 

3892057/gb|AAC78270.1|AAC78270 4 . Oe-38 (AC002330) hypothetical 
protein [Arabidopsis thaliana] 



45957 
97344 



Seq. ID 
Strand 



OJ000221 08. 0320. C9 



47413 



ill 



O Ldl L 


1448 


End 


8549 






Name 


OJ000221 08.0320.C9.o3.tc 


Method 


TBLASTX: 


Cress 




O L. dirt. 


4515 


End 


5097 








none 


Score 


58 








4515. .4988, 4516. .4620, 4738. .4992, 5050. .5097 






Seq. No. 


45957 


Seq. ID 


OJ000221 


JD8.0320 


.C9 


Gene No. 


97344 


• Strand 


- 






C+- -a y- f 


1448 


End 


8549 






Name 


OJ000221 08.0320.C9.o3.ts 


Method 


TBLASTX: 


Soybean 




o L-alT L. 


4575 


End 


5000 






none 


Score 


78 






Hi A Vj 1 1 O 


4575. .4679, 4575. .5000, 4576. .4989 








Seq. No. 


45957 


Seq. ID 


OJ000221 


_08.0320 


.C9 


Gene No. 


97344 


Strand 








OLal L 


1448 


End 


8549 






Name " 


OJ000221 08.0320.C9.o2.tm 


Method 


TBLASTX: 


ixiai ze 




Of ar f 


4 605 -~ 


End 


5122 








none 


Score 


438 






Exons 


4605. .5108, 4605. .5111, 4610. .5122, 4612. .5112 






Seq. No. 


45958 


Seq. ID 


OJ000221 


_08.0320 


.C10 


Gene No. 


97345 


Strand 


+ 






q-h^ rt - 
jLal L 


2592 


End 


7257 






Name 


OJ000221 08.0320.C10.ol.gs 


Method 


GEN SCAN 






Q f- +- 


2592 


- End 


7257 






O -L 


none 


Score 


.46 






T* 1 vnn q 


2592. .2800, 5874. .5962, 7127. .7257 








Q orf K\r\ 
Octj. LN U . 


45958 


Seq. ID 


OJ000221 


HQ fl "3 0 n 


. LIU 


Gene No. 


97346 


Strand 


+ 






Start 


8089 


End 


11654 






Name 


OJ000221 08.0320.C10.o2.gs 


Method 


GEN SCAN 






OLal L 


8089 


End 


11654 








none 


Score 


.77 








808 9. .8551, 9013. . 905-9, ' -9163 . .9337, 9453. . 9728, 


1 nn £.1 
1 uu 0 / . . 


1 




10382. .10470, 10536. .10591, 


11064. .11654 








45958 


Seq. ID 


OJ000221 


no mo n 


r*1 Pi 


Gene No. 


97346 


Strand 


+ 






Start 


8089 


End 


11654 






Name 


OJ000221 08.0320.C10.ol.np ' 


Method 


AAT/NAP 






OldlL 


9717 ■ 


End 


11571 








4510376 . 


Score 


269 






Exons 


9717. .97 98, 1038 6. .10618, 1104 7. .11571 








o± uescrip . 


(AC007017) unknown protein 


[Arabidopsis thaliana] 




0 e q . in 0 . 


45958 


Seq. ID 


OJ000221 


_08.0320 


. tl U 




97347 


Strand 


+ 






Start 


17479 


End 


26675 






Name 


OJ000221 08.0320.C10.o4.gs 


Method 


GEN SCAN 






Start 


17479 


End 


24915 






GI 


none 


Score 


. 66 






Exons 


1747 9. .17 635, 18418 .. 184 90, 


19088. . 19584, 20017 


. .20186, 






20238. .20389, 20432 .. 20585, 


20753. .208 


73, 21343 


. .21456, 






22549. .22706, 22802 .. 22954 , 


22993. .23086, 23405 


. .23836, 





47414 



24377. .24537, 24709. .24915 



Seq. No. 


45958 




Seq. ID 


OJ000221_08 . 0320 . CIO 




Q7 ^4 7 




Strand 


+ 


jtai L 


1 74 7 Q 




End 


26675 


Name 


0,7000991 Ofi 0^90 PI 0 


- 

. oZ . np 


Method 


AAT/NAP 


3 Let J. L 


906^** ~~ 




End 


23005 








Score 


781 


Exons 


90fi^^ 90R7^ 91^4^ 


9 1 A R £ 
. Z 1 fi D D / 


22549. .22706, 22802.. 23005 


w J. UCOLI • 


^nLljODiO j pUldLlVc 


\ V* +- /™1 "I T~l 

piOLcin 


[Arabidopsis thaliana] 


Seq. No. 


45958 




Seq. ID 


OJ000221 08. 0320. CIO 


Gene No. 


97347 




Strand 


+ 


Start 


17479 




End 


26675 


Name 


OJ000221 08. 0320. CIO 


.ol.gp 


Method 


AAT/GAP 


Start 


22585 




End 


23323 


GI ' 


1681 1.R1084 




Score 


1201 


.Exons 


22585. .22706, 22802. 


.23323 






GI Descrip. 


M587571/gb|AAD25802 


. 1 |AC006550_10 7.0e 


i-41 (AC006550) Belongs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



the PF_01027 Uncharacterized protein family UPF0005 with 7 
transmembrane domains. [Arabidopsis thaliana] 1 



45958 Seq. . ID 

97347 Strand 
174 7 9 End 

OJ000221_08. 0320. C10. o4.np ' Method 
23529 End 
7485070 Score 



OJ000221_08. 0320. C10 
+ 

26675 
AAT/NAP 
26675 
206 



23529. .24103, 24262 .. 24537 , 24709 .. 24765, 26609.. 26675 
hypothetical protein - Arabidopsis thaliana 
gi | 2244904 | emb | CAB10325 . 1| (Z97339) hypothetical protein 
[Arabidopsis thaliana] gi I 7268294 | emb | CAB78589. 1 1 (AL161541) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


45958 




Seq. ID 


OJ000221_08. 0320 


.C10 




Gene No. 


97347 




Strand 


+ 






Start 


17479 




End 


26675 k ^ ;- 






Name 


OJ000221 08. 0320. C10 


.o3.np 


Method 


AAT/NAP'' " 






Start 


23588 




End 


24912 






GI 


7523413 




Score 


538 




Q 


Exons 


23588. .23836, 23970. 


.24080, 


24377. .24537, 24709. .24912 






GI Descrip. 


(AL138648) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


45958 




Seq. ID 


OJ000221_08.0320 


.C10 




Gene No. 


97348 




Strand 








Start 


12318 




End 


16304 






Name 


OJ000221 .08. 0320. C10 


. o3 . gs 


Method 


GENSCAN 






Start 


12318 . 




End 


16304 






GI 


none 




Score 


.4 






Exons 


12318. .12329, 12461. 


.12544, 


12661. .12919, 16258. .16304 






Seq. No. 


45958 




Seq. ID 


OJ000221_08.0320 


.C10 




Gene No. 


97349 




Strand 








Start 


25327 




End ■ 


28187 






Name 


OJ000221 08. 0320. C10 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


10395 




End 


11472 






GI 


none 




Score 


62 





47415 



Exons 


10395. 


.10475, 


10476. 


i r\CTi 
. IUj / / , 


11059. . 11187, 11109 


1 1 1 CQ 




11203. 


. 11472, 


11256. 


1 1 A C £. 
. X 1 4 JO 








beq. no. 


45958 








Seq. ID 


OJ000221 


AO noon 


Gene No . 


97349 








Strand 






Of v4- 

btart 


25327 








End. 


28187 




Name 


OJ000221 08. 0320. CIO 


. o2 . tm 


Method ■ 


TBLASTX : 1 


Maize 




20615 








End 


24909 




GI 


none 








Score 


69 




Exons 


20615. 


.20668, 


20615. 


.20662, 


20630. .20872, 20707 


. .20814, 




21341. 


.21460, 


21342. 


.21446, 


21383. .21457, 21393 


. .21461, 




22532. 


.22702, 


22535. 


.22702, 


22536. .22709, 22548 


. .22709, 




22796. 


.23005, 


22799. 


.22846, 


22801. .23001, 23647 


. .23775, 




23969. 


.24085, 


24370. 


.24546, 


24691. .24909, 24706 


. .24897 



Seq. No. 
Gene No, 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45958 
97349 
25327 

OJ000221_08. 0320. C10. o2 . tw 
20657 
none 

20657. .20845, 20659 .. 20829, 23647. .23781 



Seq. ID OJ000221 08. 0320. C10 



Strand 
End 

Method 

End 

Score 



28187 

TBLASTX: Wheat 
23781 
186 



45958 
97349 
25327 

OJ000221_08. 0320. C10. ol.ts 

20663 

none 

20663. .20893, 2 1302 .. 214 54 , 
22536. .22709, 22796 .. 23002, 
23972. .24070, 24387 .. 24470, 
24694 . .24897, 24717. .24908 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 08. 0320. C10 



28187 

TBLASTX : Soybean 
24921 
176 

21345. .21446, 22535 .. 22708 , 
22804. .23001, 2364 7 .. 23823, 
24388.-24546, 24691 .. 24921, 



Seq. No. 45958 

Gene No. 97349 

Start 25327 

Name OJ000221 J)8 . 0320 . C10 . ol . tw 

Start 22853 

GI none 
Exons 



Seq. ID OJ000221_08 .0320. C10 
Strand 
End 

Method 
End 
Score 



28187 

.TBLASTX: Wheat 
24954 
189 



22853. .23002, 22861 22971, 24759 248 96, 24760. .24954 



Seq. No. 


45958 






Seq. ID 


OJ000221_08.0320, 


.C10 


Gene No. 


97349 






Strand 






Start 


25327 






End 


28187 




Name 


OJ0002 


21_08. 0320. C10 


. o5 . gs 


Method 


GENSCAN 




Start 


25327 






End 


28160 




GI 


- none 






Score 


.53 




Exons 


25327. 


.25437, 25605. 


.25626, 


25908. .25987, 2634 5 .. 26425, . 






26529. 


.26605, 26725. 


.26836, 


26973. .27048, 27493. .28160 




Seq. No. 


45958 






Seq. ID 


OJ000221_08.0320, 


.C10 


Gene No. 


97349 






Strand 






Start 


25327 






End 


28187 ' 




Name 


OJ0002 


21_08. 0320. C10 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


25746 






End 


26838 




GI 


none 






Score 


38 





47416 



Exons 25746.-25778, 2574 8 25777 , 25907 .. 25960, 25908 .. 25982, 

26339.-26437, 2634 3 26426, 26526 26606, 26527 .. 26607 , 
26720. .26836, 26724 .. 26837 , 26725.. 26838 



Can Mn 


4 SQSR 


Seq. ID 


OJ000221_08.0320 


PI 0 
. LIU 




Q7 ^4 Q 


Strand 






Of- a y~-j- 


*9 c i^97 


End 


28187 




Name 


0.1000991 OR 0^90 riO n1 -Km 


Method 


TBLASTX: Maize 




Of- -s v-f- 


974Q0 ~~ 


End 


28187 








Score 


382 




Exons 


27490. .27636, 274 92 .. 27842 , 


27493. .27861, 27518 27862, 






27521. .27856, 27681 .. 27866, 


27883. .27945, 27885.-27947, 






97RRS 97Q74 97Q49 9R1 R7 


27948. .28187 




o e q . in u . 




Seq. ID 


OJ000221_08.0320 




ucuc 1NO . 


Q7 ^ RO 


Strand 


+ 






4 R9 

fi O Z 


End 


655 




Name 


H TO 00991 OR 0^90 P1 P r^l rr<3 


Method 


GENSCAN 




q-*- -a v-4- 

O LaLL 


452 "' 


End 


655 




GI 


none 


Score 


.8 




Exons 


452. .655 








O 6 CJ . IN O . 


45960 


Seq. ID 


OJ000221_08.0320 


PTC 

. L-Z 0 


bene l\o . 


97351 


Strand 






O Lai L 


3 


End 


633 




N3IU6 


OJ000221 08.0320.C25.ol.tm 


Method 


TBLASTX: Maize 




C -l- -3 v--t- 


3 


End 


633 




PT 

bl 


none 


Score 


214 




rvnn c: 


3. .242, 6. .209, 7. .237, 8. .244, 107..: 


241, 236.. 271, 250 


97 ^ 




537. .632, 5S6..633 








O c! q - L\ V . 


45961 


Seq. ID 


OJ000211_05.0323 


P"3 




97352 


Strand 


+ 






1 


End 


4073 




Name 


OJ000211 05.0323.C3.ol.gp 


Method 


AAT/GAP 




otdi t 


1 


End 


647 




PT 


905 1.R1084 


Score 


1271 




IT 1 v o 
JLXOllO 


. 1. . 647 








GI Descrip. 


'3777602 1.0e-114 (AF095709) 


SOS ribosomal protein L10 


[Oryza 




sativa] ' 








Cqj-t Ma 

oeq. in o . 


45961 


Seq. ID 


OJ000211_05.0323 


p q 
. bo 


bene ino . 


97352 


Strand 


+' 






1 


End 


4073 




Name 


OJ000211 05.0323.C3.ol.np 


Method 


AAT/NAP 




Of 3 y~4- 

O L.O.ITL 


1 


End 


529 




GI 


3777602 


Score 


895 




Exons 


1..529 


< 






GI Descrip. 


(AF095709) 50S ribosomal protein L10 


[Oryza sativa] 




Seq. No. 


45961 


Seq. ID 


OJ000211J)5.0323 


.C3 


Gene No. 


97352 


Strand 


+ 




Start 


1 


End 


4073 




Name 


OJ000211 05.0323.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


25 


End 


454 




GI 


none 


Score 


711 




Exons 


25. .453, 26. .454 









47417 



Seq. No. 45961 

Gene No. 97352 

Start 1 

Name OJ000211_05 . 0323 . C3 . ol . tc 

Start 29 

GI none ' • 

Exons 29. .124, 31. .123, 131. .289, 133. .258 



Seq. ID OJ000211_05.0323.C3 



Strand 
End 

Method 
End 
• Score 



+ 

4073 

TBLASTX: Cress 

289 

83 



Seq. No. 


45961 


Seq. ID 


OJ000211 05. 


0323 


.C3 


Gene No . 


97352 


Strand 


+ 






Start 


1 


End 


4073 






Maine 


OJ000211 05.0323.C3.ol.gs 


Method 


GENSCAN 






Start 


77 ~ 


End 


4073 






GI 


none 


Score 


.66 






Exons 


77. .517, 3539. .3785, 4015 


. .4073 








Seq. No. 


45961 


Seq. ID 


OJ000211_05. 


0323 


.C3 


Gene No. 


97352 


Strand 


+ - 






Start 


1 


End 


4073 






Name 


OJ000211 05.0323.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


107 


End 


493 






GI 


none 


Score 


625 






Exons 


107. .259, 109. .492, 110.. 


493 








Seq. No. 


45962 


Seq. ID 


OJ000211_05. 


0323 


.C5 


Gene No. 


97353 


Strand 


+ 






Start 


1823 


End 


5885 






Name 


OJ000211 05.0323.C5.ol.np 


Method 


AAT/NAP 






Start 


1823 


End 


3657 






GI 


5852093 


Score 


57 






Exons 


1823.. 1910, 3621.. 3657 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 









Seq. No. 45962 

Gene No. 97353 

Start 1823 

Name OJ000211_05 . 0323 . €5 . ol . gs 

Start 2075 

GI none 
Exons 



Seq. ID OJ000211_05.0323.C5 

Strand + 

End 5885 

Method GENSCAN 

End 5093 

Score .49 



2075. .2396, 2603. .2690, 3453. .3796, 4984. .5093 



Seq. No. 45962 

Gene No. 97353 

Start 1823 

Name OJ000211_05 . 0323 . C5 . ol . gp 

Start 2549 
GI " none 
Exons 



Seq. ID OJ000211_05.0323.C5 

Strand + 

End 5885 

Method AAT/GAP 

End 3337 

Score 913 



2549.. 2704, 2808.. 2932, 3034.. 3109, 3190.. 3337 



Seq. No. 45962 

Gene No. 97353 

Start 1823 

Name OJ000211_05 . 0323 . C5 . ol . tm 

Start 3556 

GI none 
Exons 



Seq. ID OJ000211_05.0323.C5 
Strand 
End 

Method 
End 
Score 



+ 

5885 

TBLASTX: Maize 

3828 

56 



3556.. 3663, 3557.. 3637, 3580.. 3693, 3651.. 3818, 3652.. 3813, 



47418 



3718. .3828, 3746. .3817 

Seq. No. 45962 Seq. ID OJ000211_05 . 0323 . C5 

Gene No. 97353 Strand + 

Start 1823 End 5885 

Name OJ000211_05 . 0323 . C5 . o2 .np Method AAT/NAP 

Start 3638 End " . 5885 

GI 7485762 Score 106 

Exons 3638.. 3814, 5850.. 5885 

GI Descrip. hypothetical protein F19D11.7 - Arabidopsis thaliana 

gi I 3510253 | gb | AAC33497.il (AC005310) hypothetical protein 
[Arabidopsis thaliana] 



Crt/t NT 

o e q . no. 


fi D J O J 




oeq . x u 


C\ TDOn 9 11 fi El 


n ^ o "5 

UOZO 


r- q 


oene wo. 


5 / JJi 




o t. r arici 


x 

i 








1 
1 




n»nci 








Name 


UUUUUZll uj.UjZj.LO 


. ol . gp 




7\ 7\ T /C Ta. D 
fltt. 1 / orir 






Start 


1 




End 


360 






GI 


none 




Score 


666 






Exons 


1 . . jDU 












beq . no . 


yl c; q fr o 




Seq. ID 


OJ000211_05. 


n o t 
U JZ J 


r'Q 

. 


Liene no . 


y 1 jj ft 




Strand 


+ 






OLalt 


i 
1 




End 


1096 






Name 


UJUUUZll Uj. UjZj.Lo 


. oz . gp 


Method 


AAT/GAP 






Start 


1 




End 


1096 






GI 


none 




Score 


1346 






HjAUIIo 


1 . .Ol/ . .113/ J/X, 


• . 1UUD 






- 




o e q . no. 


41 o yoO 




Seq. ID 


OJ000211_05. 




r*Q 
. Lo 


bene no . 






Strand 


+ 






OLall 


1 
1 




End 


1096 






Name 


UuUUUZll Uj . UOZO . , 


.ol . np 


Method 


AAT/NAP 






Start 


1 




End 


482 






GI 


7413556 




Score 


60 






Exons 


1 *5 9 "3 91 /1QO 












GI Descrip. 


(AiiXb^y/jj putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


45963 




Seq. ID 


OJ000211_05. 


0323 


.C8 


Gene No. 


97354 




Strand 


+ 






Start 


1 




End 


1096 






Name 


OJ000211 05. 0323. C8 , 


- ol . gs 


Method 


GENSCAN 






Start 


371 




End 


481 






GI 


none 




Score 


.91 






Exons 


371. .481 












Seq. No. 


45963 




Seq. ID 


OJ000211_.05. 


0323 


.C8 


Gene No. 


97355 




Strand 








Start 


928 




End 


2521 






Name 


OJ000211 05. 0323. C8. 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


340 




End 


482 






GI 


none 




Score 


192 






Exons 


340. .447, 342. .482, 


344. .481 










Seq. No. 


45963 




Seq. ID 


OJ000211_05. 


0323 


.C8 


Gene No. 


97355 




Strand 








Start 


928 




End 


2521 







47419 



Name 

Start 

GI 

Exons 



OJ000211_05 . 0323 . C8 . o2 . gs Method GENSCAN 

928 End 2135 

none Score .8 

928. .1242, 1689. .1835, 1927. .2135 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 



45963 
97355 
928 

OJ000211_05.0323.C8.ol.tm 

1432 

none 



Seq. ID OJ000211_05.0323.C8 
Strand 
End 

Method 
End 
Score 



2521 

TBLASTX: Maize 

2156 

194 



1432. .1551, 1433. .1558, 1434. .1559, 1686. .1904, 1687. .1905, 
1927. .2115, 1928. .2155, 1929. .2156 



Seq. No. 45963 Seq. ID OJ000211_05 . 0323 . C8 

Gene No. 97355 Strand 

Start 928 End 2521. 

Name OJ000211_05". 0323 .C8 .o2 .np Method AAT/.NAP 

Start 1651 End 2521 

GI 7486308 Score 202 

Exons 1651. .1835, 1927. .2104, 2136. .2297, 2478. .2521 

GI Descrip. hypothetical protein F28M11.10 - Arabidopsis thaliana 

gi|4538973|emb|CAB39761.1| (AL049487) hypothetical protein 
[Arabidopsis thaliana] gi | 7267705 | emb | CAB78132 . 1 1 (AL161516) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


45963 




Seq. ID 


OJ000211_05.0323 


.C8 


Gene No. 


97355 




Strand 






Start 


928 




End 


2521 




Name 


OJ000211 05.0323.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1686 




End 


2031 




GI 


none 




Score 


58 




Exons 


1686. .1832, 1690. .1752, 


1922. 


.2026, 1930.. 2031 




Seq. No. 


45964 




Seq. ID 


OJ000211_05.0323, 


,C9 


Gene No. 


97356 




Strand 


+ 




Start 


1 




End 


3480 




Name 


OJ000211 05.0323.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3480 




GI 


5430769 




Score 


97 




Exons 


1..159, 759.-897, 3355. 


.3480 








GI Descrip. 


(AC007504) Similar to somatic, 


embryogenesis receptor-like kinase 




[Arabidopsis thaliana] 










Seq. No. 


45964 




Seq. ID 


OJ000211_05.0323. 


.C9 


Gene No. 


97356 




Strand 


+ 




Start 


1 




End 


3480 




Name 


OJ000211 05.0323.C9.o2.' 


gs 


Method 


GENSCAN 




Start 


1577 


End 


3467 




GI 


none 




Score 


.92 




Exons 


1577.. 1616, 2174. .2287, 


3310. , 


.3467 






Seq. No. 


45965 




Seq. ID 


OJ000211_05.0323. 


■ C10 


Gene No. 


97357 




Strand 


-f 




Start 


1 




End 


2030 




Name 


OJ000211 05. 0323. C10. ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2030 





47420 



C T 


6642658 




Score 


626 




Exons 


1..69, .549. .7.35, 845... 1253, 1706.. 2030 






GI Descrip. 


(AC012395) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


45965 




Seq. ID 


OJ000211_05.0323 


.C10 


Gene No. 


97357 




Strand 


+ 




btalt 


1 




End 


2030 




Name ~ 


' OJ000211 05. 0323. CIO. ol. 


gs 


Method 


GENSCAN 




otart 


170 




End 


1991 






none 




Score 


.86 




Exons 


1/U..ZOZ, 040. . / JO, o40. 




1692.. 1991 




beq . no . 


45965 




Seq. ID 


OJ000211_05.0323 


.cio - 


Gene No. 


97358 




Strand 






Start 


3028 




End 


3110 




Name 


OJ000211 05. 0323. CIO. ol. 


tm 


Method 


TBLASTX: Maize 




otart 


533 




End 


1865 




Lri 


none 




Score 


227 




Exons 


. 04 U / o4 , D4 U . 


. / 04 , 


837. .1235, 844. .1251, 844 


. . lzoo, 




1707. .1865, 1721. .1855 










Seq. No. 


45965 




Seq. ID 


OJ000211__05.0323 


.C10 


Gene No. 


97358 




Strand 






otart 


3028 




End 


3110 




Name 


OJ000211 05. 0323. C10. ol. 


tc 


Method 


TBLASTX: Cress - 




b tart 


540 




End " 


1236 




bl 


none 




Score 


179 




Exons 


c /in tti otc m n ri/io 

D4U../J1, oJo..yoU, y4o. 


i o o o 


949. .1236 




beq . no . 


45965 




Seq. ID 


OJ000211_05.0323 


.CIO 


Gene No. 


97358 




Strand 






Start 


3028 




End 


3110 




Name 


OJ000211 05. 0323. C10. ol. 


ts 


Method 


TBLASTX: Soybean 




otart 


543 




End 


1859 




r 1 t 
bl 


none 




Score 


221 




Exons 


C/4 o n a f\ C/IQ 71 Q cqo 

3 4 J . . / 4 U , 04 o . . / 1 o , DoZ. 


.734, 


728. .107* 


3, 839. .907, 843. 


. 1Z Jo, 




844. .1251, 1707. .1859 










Seq. No. 


45965 




Seq. ID 


OJ000211_05.0323 


.C10 


Gene No. 


97358 




Strand 






otarc 


3028 




End 


3110 




Name 


OJ000211 05. 0323. C10. ol. 


tw 


Method 


TBLASTX: Wheat 




bt art 


■868 




End 


1236 






none 




Score 


75 




Exons 


86.8.. 930, 949.. 1236, 975 


. . 1235 






Seq. No. 


45965 




Seq. ID 


OJ000211_05...0323, 


.C10 


Gene No. 


• 97358 




Strand 






Of v- 4- 

otart 


3028 




End 


3110 




Name 


OJ000211 05. 0323. C10. ol. 


gp 


Method 


AAT/GAP 




Start 


3028 




End 


3110 




GI 


5667177 




Score 


146 




Exons 


3028. .3110 










Seq. No. 


45966 




Seq. ID 


OJ000211_05.0323 


.Cll 


Gene No. 


97359 




Strand 






Start 


163 




End 


2848 





47421 



Name 

Start 

GI 

Exons 



OJ000211_05 . 0323 . Cll . ol . gs Method GENSCAN 

163 End 2699 

none Score .94 

163. .277, 706. .836, 899. .1039, 1395. .1464, 1922. .1983, 

2281.. 2699 





45966 Seq. ID 


OJ000211_05. 0323. Cll 




97359 ' Strand 




Start 


163 End 


2848 


in diiic 


OJ000211 05.0323.Cll.ol.np Method 


AAT/NAP 


O L. d J. L. 


163 End 


2848 


GI 


7329632 Score 


708 


Exons 


163. .255, 717. .836, 938. .1039, 1121. .1201, 1395. .1464, 




1922. .1968, 2281. .2699, 2810. .2848 






(AL132970) putative protein [Arabidops 


is thaliana] 


JC^i ViKJ . 


45966 Seq. ID 


OJ000211_05. 0323. Cll 




97359 Strand 




Of a v-t- 

O Lai L 


163 End 


2848 


IN ail It; 


OJ000211 05.0323.Cll.o2.tm Method 


TBLASTX: Maize 


Start 


726 End 


1461 


P T 


none Score 


110 


Exons 


726. .857, 745. .840, 936. .1043, 937. .10 


92, 938.. 1045, 1115.. 1207, 




1117. .1227, 1118. .1204, 1372. .1461, 13 


92. .1460 


Seq. No. 


45966 Seq. ID 


OJ000211_05. 0323. Cll 


Gene No. 


97359 Strand 




Start 


163 End 


2848 


Name 


OJ000211 05.0323.Cll.ol.gp Method 


AAT/GAP 


Start 


1951 End 


2848 


GI 


2800402 Score 


829 


Exons 


1951. .1983, 2281. .2711, 2825. .2848 




GI Descrip. 


4056483 6.0e-22 (AC005896) hypothetical protein [Arabidopsis 




thaliana] 





Seq. No. 


45966 








Seq. ID 


OJ000211_05. 0323. Cll 


Gene No. 


97359 








Strand 




Start 


163 








End 


2848 


Name 


OJ000211 05. 


0323, 


.Cll.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


2380 








End 


2847 


GI 


none 








Score 


■57 


Exons 


2380. .2436, 


2381. 


. .2434, 


2432. 


.2701, 24 


37. .2700, 2808. .2846, 




2809. .2847 












Seq. No. 


45966 








Seq. ID 


OJ0.00211_05. 0323. Cll 


Gene No. 


97359 








Strand 




Start 


163 








End 


2848 


Name 


OJ000211 05. 


0323. 


.Cll.ol 


. tw 


Method 


TBLASTX ^Whe at . 


Start 


2432 








End 


2798 


GI 


none 








Score 


362 


Exons 


2432. .2728, 


2437, 


, ,2727, 


2760. 


.2798 





Seq. No. 45966 Seq. ID 

Gene No. 97359' Strand 

Start 163 End 

Name OJ000211_05 . 0323 . Cll . ol . ts Method 

Start 2502 End 



OJ000211_05. 0323. Cll 
2848 

TBLASTX: Soybean 
2743 



47422 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



none Score 

2502.. 2696, 2503. .2742, ,2504. .2743 

45967 Seq. ID 

97360 Strand 
6677 End 
OJ000211_05 . 0323 .C12 . o2 . gs Method 
6677 *■ End 

none Score 

6677. .6789, 7000. .7171, 7196. .7246 



105 



OJ000211_05.0323.C12 
+ 

7246 

GENSCAN - 

7246 

.7. 



45967 
97361 
9537 

OJ000211_05.0323.C1 

9537 

7484841 

9537. .9728, 9841. .9 
12269. .12319, 12464 
13584. .13679 
CDP-diacylglycerol 
3-phosphat idyl trans 
thaliana gi | 3402692 
CDP-diacylglycerol- 
3-phosphat idyl trans 



Seq. ID OJ000211_05.0323.C12 



2.o2.np 



Strand 
End 

Method 

End 

Score 



+ 

21836 
AAT/NAP 
13679 
575 



953, 10286. .10349, 12074 12171, 
..12577, 13239. .13295, 13375 .. 13473, 

-glycerol-3-phosphate 

ferase homolog T16B24.7 - Arabidopsis 
|gb|AAC28995.1| (AC004697) putative 
-glycerol- 3-phosphat e 
ferase [Arabidopsis thaliana] 



Seq. No. 


45967 




Seq. ID 


OJ000211_05;0323 


,C12 


Gene No. 


97361 




Strand 


+ 




Start 


9537 




End 


21836 




Name 


OJ000211 05.0323.C12 


. o5 . gs 


Method 


GENSCAN 




Start 


12082 




End 


21836 




GI 


none 




Score 


.49 




Exons 


12082. .12171, 12464. 


.12577, 


13375. .134 60, 14447. .16077, 






19086. . 19201, 19852. 


.20042, 


20192. .20321, 20427 .. 20654 , 






20670. .20806, 21410. 


.21836 








Seq. No. 


45967 




Seq. ID 


OJ000211JD5.0323, 


.C12 


Gene No. 


97361 




Strand 


+ 




Start 


9537 




End 


21836 




Name 


OJ000211 05.0323.C12 


.o3.np 


Method 


AAT/NAP 




Start 


14379 




End 


16342 




GI 


4056485 




Score 


1335 




Exons 


14379. .16342 










GI Descrip. 


(AC005896) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


45967 




Seq. ID 


OJ000211_05.0323. 


.C12 


Gene No. 


97361 




Strand 


+ 




Start 


9537- 




End 


21836 




Name 


OJ000211 05.0323.C12 


. o3 . gp 


Method 


AAT/GAP 




Start 


20415 




End 


20816 




GI 


2427950 




Score 


738 




Exons 


20415. .20816 










Seq. No. 


45967' 




Seq. ID 


OJ000211_05.0323. 


,C12 


Gene No. 


97362 . 




Strand 


+ 




Start 


27491 




End 


29752 




Name 


OJ000211 05.0323.C12 


. o5 . gp 


Method 


AAT/GAP 





47423 



Start 27439 End 28316 

GI 2312724 Score 682 

Exons 27439. .27516, 27640 .. 27713, 27822 27882 , 27998 . . 28084 , 

28192. .28316 

GI Descrip. 13524 60/sp I P4 924 8 i IN21_MAIZE 5.0e-39 IN2-1 PROTEIN 

>gi_100896_pir S17743 In2-1 protein - maize 

>gi_22347_emb_CAA41447_ (X58573) In2-1 [Zea mays] - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45967 
97362 
27491 

OJ000211_05.0323.C12.o4 .np 

27491 

1352460 



Seq. ID OJ000211_05.0323.C12 

Strand + 

End 29752 

Method AAT/NAP 

End 29713 

Score 793 



27491. .27516, 27 639 .. 27713, 27822 .. 27882 , 27998 .. 28084 , 
28192. .28290, 28453 .. 28561, 28861 .. 28937 , 29519. .29713 



GI Descrip. IN2-1 PROTEIN gi | 100896 | pir | | S17743 In2-1 protein - maize 
gi|22347|emb|CAA41447.1| (X58573) In2-1 [Zea mays] 



Seq. No. 
Gene No. 
Start 
Name 
[;3 Start 

1% Exons 



45967 Seq. ID OJ000211_05 . 0323 . C12 

97362 Strand + 

27491 End 29752 

OJ000211_05 . 0323 . C12 . o7 . gs Method GENSCAN 

27491 End 29752 

none Score .-^91. 

27491. .27512, 27567 27718 , 27998.-28084^, 28192 .. 28290, 

28453. .28561, 28861 .. 28937 , 29519. .29752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



45967 
97363 
31510 

OJ000211_05.0323.C12.o8.gs 
31510 
none 
31510. 
33152. 



.31562, 32483. 
.33238, 33652. 
34254 . .34377, 35050. 



32620, 
33750, 
35125, 



45967 
97363 
31510 

OJ000211_05.0323.C12.o6.np 

32700 

7489703 

32700. .32800, 32932 .. 32992, 
33843. .33951, 34063 .. 34 139, 
saf ener-induce^d In2.1-like 
gi | 3393062 | emb] CAA7 67 58 . 1 1 
[Triticum aestivum] 



Seq. ID OJ000211_05.0323.C12 

Strand + 

End 36477 

Method GENSCAN 

End 36477 

Score .69 
32726. .32800, 32932 .. 32992 , 
33843. .33951, 34063 .. 34 139, 
35369.-35398, 36246.-36477 



Seq. ID OJ000211_05.0323.C12 

Strand + 

End 36477 

Method AAT/NAP 
■ ■ End 34647 

Score 637 
33152. .33238, 33652 .. 33750, 
34254. .34361, 34561. .34647 
protein - wheat 

(Y17386) putative In2 . 1 protein 



Seq. No. 45967 

Gene No. 97363 

Start 31510 

Name OJ000211_05 . 0323 . C12 . 06 . gp 

Start 32716 

GI 35891_1.R1084 
Exons 



Seq. ID OJ000211_05.0323.C12 



Strand 
End 

Method 

End 

Score 



+ 

36477 
AAT/GAP 
34300 
959 



32716. .32800, 32932 .. 32992, 33152 .. 33238, 33652 .. 33750, 



47424 



3384 3. .33951, .34063. .34139, 34254 . .34300 
GI Descrip. • 3393062/emb | CAA76758 . 1 | 9.0e-67 (Y17386) putative In2.1 protein 
[Triticum aestivum] 1 





beq . jno . 


4 o y o / 




Seq. ID 


OJ000211_ 


05.0323 


. LIZ 




Gene No. 


y / o o4i 




Strand 


+ 








btart 


Joy / y 




End 


38671 








Name 


n innnoi 1 n^oQ pi o 
UJUUUZll Uj, Uj/j.LIZ 


. olu .np 


Method 


AAT/NAP 








bt art 


Joy / y 




End 


38550 










/ jz y b 




Score 


435 








Exons 


O/TOTQ 0*700/1 OTOTS 


in a on 


37536. .37619, 37696. 


.37794, 








"3"7Q"7"7 oonoo 


. jo 1 0 / , 


'38246. .38 


353, 38453. 


.38550 






GI Descrip. 


^ALiijzy/u) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


45967 




Seq. ID 


OJ000211_ 


05.0323 


.C12 




Gene No. 


97364 




Strand 


+ 








btart 


36979 




End 


38671 








Name 


OJ000211 05.0323.C12 


. o 9 . np 


Method 


AAT/NAP 








0+- -i v- -f- 

btart 


37124 




End 


38539 








bl 


7489703 




Score 


434 








Exons 


37124. .37224, 37373. 


.37432, 


37536. .37619, 37696. 


.37794, 








37874 . .37982, 38081. 


.38157, 


38246. .38 


353, 38453. 


.38539 






GI Descrip. 


saf ener- induced In2. 


1-like ] 


protein - 


wheat 










gi | 3393062 | emb | CAA76758 . 1 | 


(Y17386) putative In2 


: . 1 protein 






[Triticum aestivum] 












f : \ \ 


beq • wo . 






Seq. ID 


OJ000211_ 


05.0323. 






Gene No . 


97364 




Strand 


-f 








Start 


36979 




End 


38671 








Name 


OJ000211 05.0323.C12 


. o7 . np 


Method 


AAT/NAP 








Start 


37136 




End 


38533 










7413554 




Score 


393 






i y 


Exons 


37136. .37241, 37389. 


.37432, 


37536. .37619, 37696. 


.37794, 




Sr. 




37874. .37976, 38081. 


.38157, 


38246..383S3, 38453. 


.38533 




H 


GI Descrip. 


(AL162973) putative 


protein 


[Arabidop 


sis thaliana] 




""■4 
f = 


beq . wo . 


45967 




Seq. ID 


OJ000211_ 


05.0323, 


.C12 


as. 


Gene No . 


97364 




Strand 


+ 








Start 


36979 




End 


38671 








Name 


OJ000211 05.0323.C12 


. o9 . gs 


Method 


GEN SCAN 








b tart 
GI 


37411 * 
none 




. End 
Score 


38671 
.98 








. Exons 


37411. .37432, 37489. 


.37619/ 


37696. .37794, 38246. 


.38353, 








38453. .38541, 38620. 


.38671 












Seq. No. 


45967 




Seq. ID 


OJ000211_ 


05.0323. 


.C12 






97365 




Strand 


+ 








Start 


44066 




End 


46582 








Name 


. OJ000211 05.0323.C12 


. oil . gs 


Method 


GENSCAN 








Start 


44066 




End 


46582 








GI 


none 




Score 


.97 








Exons 


44066. .44147, 45685. 


.45860, 


45952. .46138, 46353. 


.46582 






Seq. No. 


45967 




Seq. ID 


OJ000211_ 


05.0323, 


,C12 




Gene No. 


97365 




Strand 


+ 








Start 


44066 




End 


46582 








Name 


OJ000211 05.0323.C12 


. ol3 . np 


Method 


AAT/NAP 







47425 




Start 


45606 


End 


46579 






GI 


6729500 


Score 


511 






Rxon s 


45606 45860 45952 46135 


46353. .46579 






GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


45967 


Seq. ID 


OJ000211_05. 


0323. 


,C12 


Gene No. 


97366 


Strand 


+ 






Start 


50286 


End 


51123 






Name 


OJ000211 05 0323 C12 ol3 as 


Method 


GENSCAN 






Start 


50286 ~ 


End 


51123 






GI 


none 


Score 


.8 






Py on ^ 

J_J jtY \*s 1 1 O 


50286 50370 50573 50627 


51003.. 51123 






Sea No 


45967 


Seq. ID 


OJ000211_05. 


0323. 


C12 


Gene No . 


97367 


Strand 








Start 


1 


End 


4216 






Name 


■ OJ000211 05.0323.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3289 






GI 


7329632 


Score 


613 








1 129 198 264 401 459 


1060. .1173, 


1287. .1460, 


1550. . 1894, 




1994 2175, 2383 2455 2565 


..2637, 3210.. 3289 






GI DpsrriD 

-L !_/ O J_ ^ k_/ « 


(AL132970) Dutative nrotein 


[Arabidopsis thaliana] 








45967 


Seq. ID 


OJ000211_05. 


0323. 


C12 


Gene No. 


97367 : 


Strand 








Start 


1 


End 


4216 






Name 


OJ000211 05 0323 C12 ol as 


Method 


GENSCAN 






Start 


34 _ 


End *" 


4216 






GI 


none 


Score 


.83 






E von ^ 


34 129. 198 264 401 459 


1060. .1173, 1287. .1460 


i, 1550. .2455, 




2565.. 2708, 3368 3500, 3816 


..3941, 4026. .4216 






Seq. No. 


45967 


Seq. ID 


OJ000211_05. 


0323. 


C12 


Gene No. 


97368 


Strand 








Start 


7745 


End 


8302 






Name 


OJ000211 05 0323 C12 o3 as 


Method 


GENSCAN 






Start 


7745 ™ 


End 


8302 






GI ■ - 


•none 


Score 


.99 






Exons 


7745. .8302 










Seq. No. 


45967 


Seq. ID 


OJ000211_05. 


0323. 


C12 


Gene No. 


97369 


■ Strand 








Start 


9283 


End 


11083 






Name 


OJ000211 05.0323.C12.o4.gs 


Method ■ 


GENSCAN 






Start 


9283 


End 


11083 






GI 


none 


Score 


.76 






l—t d\ y^j 1 1 o 


9283.. 9487, 10040 .. 10196, 10312 .. 10490, 


11067. .11083 




Seq. No. 


45967 


Seq. ID 


OJ000211_05. 


0323. 


C12 


Gene No. 


97370 


Strand 








Start 


13552 


End 


14088 






Name 


OJ000211 05.0323.C12.ol.gp 


Method 


AAT/GAP 






Start 


13552 


End- 


14088 






GI 


none 


Score 


1010 






Exons 


13552. .14088 










Seq. No. 


45967 


Seq. ID 


OJ000211_05. 


0323. 


C12 



47426 



Gene No . 


97371 


Strand 






Start 


16396 


End 


16820 




Name 


OJ000211 05.0323.C12.o2.gp 


Method 


AAT/GAP 




Start 


16396 ■ 


End 


16820 




GI 


uC-osrocyp026h07al 


Score 


781 




Exons 


16396.. 16820 








GI DescriD. 


'1352460/sp|P49248|IN21 MAIZE 5.0e-39 


IN2-1 PROTETN 






>gi 100896 pir S17743 In2- 


1 protein 


— ma i 7Q 






>gi_2234 7_emb_CAA414 47_ (X58573) In2- 


x l ^jcci iuci y o j 




Seq. No. 


45967 


Seq. ID 


OJ000211JD5.0323 


.C12 


Gene No. 


97372 


Strand 






Start 


22681 


End 


25552 




Name 


OJ000211 05.0323.C12.o4.gp 


Method 


AAT/GAP 




Start 


22508 


End 


23219 




GI 


1632338 


Score 


843 




Exons 


22508. .22719, 22807 .. 228 68 , 


22947. .23004, 23095.. 23219 




Sea. No 


45967 


Seq. ID 


OJ000211_05.0323 


pi ? 


Gene No. 




Strand 






Start 


22681 


End 


25552 




Name 


OJ000211 05.0323.C12.o6.gs 


Method 


GENSCAN 




Start 


22681 


End . 


25552 




GI 


none 


Score 


.87 




Exons 


22681. .22719, 22947 .. 23004 , 


23095. .23217, 23317 .. 23379, 






25068. .25351, 25379.. 25552 








Sea No 


45967 


Seq. ID 


OJ000211_05.0323 


• \-r X 


Gene No. 


97373 


Strand 






Start 


40443 


End 


48161 




Name 


OJ000211 05.0323.C12.ol0.gs 


Method 


GENSCAN 




Start 


40443 


End 


43516 




GI 


none 


Score 


.5 




Exons 


40443. .40575, 4 0780 40880, 


41640. .41687, 42739.-42887, 






43321. .43516 








Seq. No. 


. 45967 


Seq. ID 


OJ000211_05.0323 


C12 


Gene No. 


97373 


Strand 






Start 


40443 


End 


48161 




Name 


OJ000211 05.0323.C12.oll.np 


Method 


AAT/NAP 




Start 


40446 


End 


41881 




GI 


7413549 


Score 


109 




Exons 


40446. .40575, 40780'. .40880, 


41640. .41687, 41777.. 41881 




GI Dpqrr i n 


(AL162973) putative protein 


[Arabidopsis thaliana] 




Sea No 


45967 


Seq. ID 


OJ000211_05.0323, 


PI 0 


Gene No. 


97373 


Strand 






Start - 


40443 


End" 


48161 




Name 


OJ000211 05.0323.C12.o7.gp 


Method 


AAT/GAP 




Start 


41222 


End 


4-1321 




GI 


69953 1.R1084 


Score 


128 




Exons 


41222. .41321 









GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



Seq. No. 
Gene No. 



45967 
97373 



Seq. ID 
Strand 



OJ000211 05.0323.C12 



47427 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40443 End 48161 

OJ000211_05.0323.C12.ol2.np Method AAT/NAP 

42310 End 47872 

4507911 Score 80 

42310. ,42427, 43267 .. 4 34 81 , 43523 .. 43711, '43950 .. 4 4085 , 

47394. .47872 

Wiskott-Aldrich syndrome protein interacting protein gi 12906006 
(AF031588) WASP interacting protein [Homo sapiens] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211 05.0323.C12 



48161 
AAT/NAP 
48094 
229 



45967 
97373 
40443 

OJ000211_05.0323.C12.ol4.np 
45195 
2500543 
45195. .45230, 47178. .48094 

PUTATIVE PRE-MRNA SPLICING FACTOR ATP- DEPENDENT RNA HELICASE 
EEED8.5 gi | 733602 (U23484) similar to S. cerevisiae pre-mRNA 
splicing factor RNA helicase PRP22 { SP : PR22_YEAST, P24384) and 
other DEAH subfamily members of the DEAD box family helicases 
[Caenorhabditis elegans] 



Seq. No. 
Gene No. 
Start 



t.sr 

rr= Name 



Start 
GI 

Exons 



45967 Seq. ID 

97373 Strand 
40443 . End 
OJ000211_05.0323.C12.ol2.gs" Method 

4 6947 End 

none Score 
46947. .48161 



OJ000211_05.0323.C12 

48161 
GENSCAN 
48161 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45967 
97374 
48512 

OJ000211_05.0323.C12.ol5.np 
48512 
7523517 
48512. .48537, 50305.. 50602 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000211_05.0323.C12 
Strand 

End 50602 

Method AAT/NAP 

End 50602 

Score 256 



45967 
97375 
57058 

OJ000211JJ5.0323.C12.o6.tm 

1029 

none 

1029. .1187, 1044. .1187, 1049. 
1276.. 1311, 1284.. 1316 



Seq. ID 
Strand 
End 

Method 
End 

Score - 
.1189, 



OJ000211 05.0323.C12 



57179 

TBLASTX: Maize 
1317 
140 

1054. .1188, 1276. .1317, 



Seq. No. 45967 
Gene No. 97375 
Start 57058 

Name OJ000211__05 . 0323 . C12 . o4 . tm 

Start 10115 
GI none 

Exons 10115. .10159, 10232 .. 10258, 

12075. .12170, 12261. .12317, 
12457. .12576, 124 61 .. 12580, 



Seq. ID 
Strand 
End 

Method , 
End 
Score 

10313 

12266 



OJ000211 05.0323.C12 



57179 

TBLASTX : Maize 
14048 
44 

10351, 12061 
12319, 12266 



12461. .12577, 12463. 



12234, 
12319, 
12591, 



47428 






1 "397£ 
1 jZ jD < 


1 ^9QP 
> . 1 OZ z> 0 / 


1 O Z O / . , 


i 9 ^ n 9 


13238. .13312, 13239 


1-3007 






13372, 


. .13455, 


13374. . 


1 94 Gl a 

. 1 04 04 , 


13553. .13726, 13560 


1 

. . ijoyi, 






13995, 


. .14048 














D q . IN O . 


45967 








Seq. ID 


OJ000211 


nc n 9 9 *5 
UO . UjZj 


.Liz 


Gene No. 


97375 








Strand 








Start 


57058 








End 


57179 






Name 


OJ000211 05.0323.C12. 


. OZ • LL 


Method 


TBLASTX: 


Cress 




OLai t 


12457 








End 


13679 






CT 


none 








Score 


139 






Hi Av_Hlo 


12457. 


, . 12576, 


124 61. , 


i 9 n 

. 1 Z O 0 U , 


13238. .13312, 13239 


i 9 9 1 9 






13366. 


, . 13476, 


13374. . 


i ^n 


13575. .13637, 13638 


1 9 £7 Q 




C ^ rr Ma 
IMO . 


45967 








Seq. ID 


OJ000211 


n c H 9 9 9 
U 0 . U jZ j 


i 9 
.Liz 


P t-\ rt \T rt 

ucilc LNO . 


97375 








Strand 








Start 


57058 








End 


57179 






Name 


OJ000211 05.0323.C12. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Of a r-f- 
uLdl L 


12533 








End 


13681 








none 








Score 


80 






HjXOIIo 


12533. 


.12580, 


13238. . 


1 991 9 


13239. .13307, 13365 


1 "5 A A Q 
. . 1 04 4 O , 






13366. 


. 13455, 


13372. . 


1 0 4 00 , 


13374 . .13463, 13581 


. . loo / y, 






13583. 


. 13681 














Q rt rty VTrt 

Ocvj. IN U . 


45967 








Seq. ID 


OJ000211 


U J . UjZj 


.Liz 


oclltr INO . 


97375 








Strand 








oLdl C 


57058 








End 


57179 






Name 


OJ000211 05.0323.C12. 


rt O f m 
OZ . LUl 


Method 


' TBLASTX : 1 


Maize 




Start 


14427 








End 


16193 






GI 


none 








Score 


141 






Exons 


14427. 


.14663, 


14463. . 


±4 D DO , 


14472. . 14i 


578, 14811 


i c; n 9 q 
. . i o uz y , 






14814 . 


.15017, 


14825. . 


10UI 0, 


14864 .. 14959, 14985 


T C O A A 

. .10 0 4 4, 






15041. 


.15358, 


15045. . 


1 C O (TO 


15056. .15364, 15057 


..100 Oz , 






15279. 


.15443, 


15369. . 


i c 7 c c 
1 0 / O O , 


15438. .16193, 15453 


. . 1 0 / O o , 






15633. 


.15848, 


15728. . 


i cqq/ 


16070. .16186 






Crtrt- KTrt 
OcCj. IN O • 


45967 








Seq. ID 


OJ000211_ 


nc n 9 9 9 
UO . U Oz 0 


.LIZ 


a r\ a NT /"^ 
OCllc INO • 


97375 








Strand 








Q+- -a r-f- 
olai L 


57058 








End 


57179 






Name 


OJ000211 05.0323.C12. 


ol. tc 


Method 


TBLASTX : ( 


"ress 




Start 


14439 








End 


15971 






CT 

K3 J. 


none 








Score 


101 








14439. 


.14705, 


•14502. . 


1 4 DO X , 


14550. . 14681, 14811 


. . 14 y oy , 






14814. 


.15074, 


14837. . 


IjU / o , 


14844 . .15020, 15050 


1 c 9 9 9 






15051. 


.15344, 


15075. . 


1 CT/IO 

10 /4 j, 


15417. .15743, 15618 


. .15836, 






157.50. 


.15866, 


158 67... 


1 ^ Q7 1 
1 O y / 1 










Seq. No. 


45967 








Seq. ID 


OJ000211_ 


_05.0323, 


.C12 


Gene No. 


97375 








' Strand 








uLdl t 


57058 








End 


57179 






Name 


OJ000211 05.0323.C12. 


rt 1 f ti 

Ol . tw 


Method 


TBLASTX: Wheat 






15057 








End 


15890 






GI 


none 








Score 


169 






Exons 


15057. 


.15395, 


15420. . 


15887, 


15588. .15890, 15720 


. .15812 




Seq. No. 


45967 








Seq. ID 


OJ000211_ 


_05.0323, 


,C12 


Gene No. 


97375 








Strand 








Start 


57058 








End 


57179 







47429 



Name 

Start 

GI 

Exons 



OJ000211_05 . 0323 . C12 . ol . ts Method 

15750 End 

none Score 
15750. .16193 



TBLASTX: Soybean 

16193 

305 



Seq. No. 45967 Seq. ID 

Gene No. 97375 Strand 

Start 57058 End 

Name OJ000211_05 . 0323 . C12 . o7 . tm Method 

Start 22821 End 

GI none Score 

Exons 22821, 

22946. 

23087. 

23173. 



OJ000211 05.0323.C12 



,22862, 22822. .22863, 22822. 

,22978, 22947. .22979, 22982. 

,23182, 23091. .23201, 23091. 

,23235, 23303. .23350, 23315. 



57179 

TBLASTX: Maize 
23382 
44 

22866, 22946. .22984, 
23008, 22983. .23009, 
23219, 23101. .23202, 
23350, 23316. .23381, 



23335. .23382, 23338. .23382 



Seq. No. 45967 Seq. ID 

Gene No. 97375 Strand 

Start 57058 End 

Name OJ000211_05 . 0323 . C12 . o2 . tw Method 

Start 23090 End 

GI none Score 
Exons 



OJ000211_05.0323.C12 
57179 

TBLASTX : Wheat 

25161 

94 



23090. .23200, 23091 .. 23201, 23091 23207 , 23095 .. 23202 , 
23303. .23380, 23314 .. 23382 , 23316 .. 2338 1 , 23316. . 23381, 
25065. .25157, 25066 .. 25161 , 2510.3 .. 25156 



V? Seo i* No - 

^ Gene No. 

Id Start 

^3 Name 

m Start 

f Exons 



45967 

97375 

57058 

OJ0002 

27592 

none 

27592. 

27997. 

28865. 

32735. 

33146. 

34068. 

34555. 

37535. 

37874. 

38245. 



11 05.0323.C12.o2.ts 



27714, 
28086, 
28939, 
32800, 
33250, 
34142, 
34635, 
37600, 
37951, 
38343, 



27667. 
28191. 
28866. 
32782. 
33151. 
34101. 
37385. 
37693. 
38086. 
384 50. 



,27714, 
,28304, 
,28940, 
,32802, 
,33240, 
,34142, 
,37447, 
,37791, 
,38160, 
38527, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27826 

28192 

29519 



OJ000211 05.0323.C12 



57179 

TBLASTX : Soybean 
38527 
65 

27882, 27995. .28087, 
28287, 28453. .28530, 
29713, 29584 . .29688, 
32929. .33003, 32930 .. 32998 , 
33651. .33746, 33655 3374 7 , 
34254. .34367, 34254 .. 34379, 
37388. .37459, 37530 .. 37601 , 
37693. .37770, 37695 .. 37790, 
38117. .38158-, 38225 .. 38350 , 
38452.. 38523 



Seq. No. 45967 
Gene No. ' 97375 
Start 57058 

Name . OJ000211_05 . 0323.. C12 . ol . tm 

Start 27637 
GI none 

Exons 27637. .27714, 27637 .. 27714 , 

27996. .28085, 27997 .. 28086, 

28450. .28557, 28452 .. 28556, 

28860. .28946, 29518 .. 29694 , 

32723. .32800, 32930 32998, 

33146. .33250, 33151 3324 0, 

33655. .33750, 33838 33942 , 



•Seq. ID 
Strand 
End 

Method 

End 

Score 
27826 
28191 

28857. .28940, 28859 
29519. .29704, 32723 
32934. .32993, 
33650. .33745, 
33840. .33950, 



OJ000211 05.0323.C12 



57179 

TBLASTX: Maize 
38562 
94 

27882, 27995 
28292, 28192 



33126. 
33651. 
33882. 



28087, 
28290, 
28939, 
32800, 
33239, 
33752, 
33944, 



47430 



34059. .34142, 34061 34141, 34062 34 14 2 , 34253.-34363, 

34254. .34367, 34254 34 382 , 34255.-34383, 34530 34 640, 

34555. .34644, 34558 34 650, 37079 .. 37240, 3738 1 . . 374 34 , 

37390. .37440, 37391 .. 374 47 , 37530 .. 37 601, 37530 37601, 

37534. .37602, 37693 .. 377 94 , 37 695.-377 96, 37874 .. 37 981, 

38077. .38160, 38082 .. 38174 , 38237 .. 38350, 38242 .. 38364 , 

38244. .38318, 38245 38334 , 3824 6 .. 38383, 38450 .. 38536, 
38452. .38562 



beq. jno . 


45967 






Seq. ID 


OJ000211_05.0323 




kjQTIQ NO . 


97375 






Strand 






Start 


57058 






End 


57179 




Name 


OJ000211 05.0323.C12 


.o9.tm 


Method 


TBLASTX : Maize 






30757 






End 


30976 




P T 


none 






Score 


104 




Exons 


30757. 


.30975, 30758. 










oeq • no • 


45967 






Seq. ID 


OJ000211_05.0323 


PI 9 
* LIZ 


Gene No . 


97375 






Strand 






Start 


57058 






End 


57179 




Name 


OJ000211 05.0323.C12 


.08. tm 


Method 


TBLASTX: Maize 






40443 






End 


42889 






none 






Score 


126 




Exons 


40443. 


.40577, 40443. 


a n^n 

. IUj / / , 


4 04 4-4 . .4 0578, 404 44 .. 40581, 






40779. 


.40880,. 40780. 


A fl Q H Q 
. 4 U 0 / O , 


4 0784. .4 0882, 40785. .40880, 






41637. 


.41690., 41638. 


ai 1 n n 

. 4 X / U U , 


4177 4. .418 66, 4 1780 .. 4 18 66, 






42715. 


.42879, 42730. 


A OQQQ 
. 4 Z 0 0 O , 


42818. .426 


J8 9 




oeq . no . 


45967 






Seq. ID 


OJ000211_05.0323 


PI 0 
. LIZ 


i?ene no . 


97375 






Strand 






Start 


57058 






End 


57179 




Name 


OJ000211 05.0323.C12 


.o3 . ts 


Method 


TBLASTX : Soybean 






45675 






End 


46023 




P T 


none 






Score 


167 




Exons 


45675. 


.45860, 45719. 


. 4 0 0 0 y , 


4 5945. .4 6010, 4 594 6. .4 6023 




oeq . no . 


• 45967 






Seq. ID 


OJ000211_05.,0323 


PI 0 
. LIZ 


Gene No . 


97375 






Strand 






Start 


57058 






End 


57179 




Name 


OJ000211 05.0323.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




DLGIL 


45683 






End 


46440 






none 






Score 


92 




Exons 


45683. 


.45754, 45684. 


.45770, 


45721. .45861, 45755. .45859, 






45756. 


.45875, 45955. 


.46023, 


4 5958. .4 6023, 4 5959. .4 6024, 






46000. 


.46140, 46018. 


.46131, 


46019. .46132, 4 6065 .. 4 6139, 






46363. 


.46440 










Seq. No. 


45967 






' Seq. ID 


OJ000211_05.0323 


.C12 


Gene No. 


97375 






, Strand 






Start 


57058 






End 


57179 




Name 


OJ000211 05.0323.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


54388 






End 


54714 




GI 


none 






Score 


73 




Exons 


54388. 


.54498, 54405. 


.54515, 


54 533. .54 595, 54 613. .54714 




Seq. No. 


45967 






Seq. ID 


OJ000211_05.0323 


.C12 


Gene No. 


97375 






Strand 







47431 



Start 
Name 
Start 
GI 

Exons 



57058 End 

OJ000211_05 . 0323 . C12 . o5 . tm Method 

54447 End 

none Score 



57179 

TBLASTX: Maize 

54850 

52 



54447. .54515, 54472. 
54596. . 54850, 54601. 



.54528, 54545. .54595, 54552 .. 54584 , 
,54849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45967 Seq. ID 

97375 Strand 
57058 End 
OJ000211_05 . 0323 . C12 . ol6 . np Method 
57058 End 
7339719 Score 
57058. .57179 

(AP001539) hypothetical protein [Oryza sativa] 



OJ000211_05.0323.C12 

57179 
AAT/NAP 
57179 
86 



45968 
97376 
198 

OJ000211_05.0323.C13.ol.gs 

198 

none 



Seq. ID OJ000211_05.0323.C13 

Strand . + 

End 10114 

Method GEN SCAN 

End 10114 

Score .54 



198. .294, 1183. .1245, 1589. .2359, 2494. .3664, 3788. .3989, 
4141. .4598, 4893. .5187, 5858. .5870, 6186. .6263, 6472. .6696, 
8164-, .8202, 8947,. 8967, 9754.. 9936, 9989.. 10114 



Seq. No. .45968 
Gene No. • 97376 

Start 198 

Name OJ000211_05 . 0323 . C13 . o2 . tm 

Start 3635 

GI none 
Exons 



Seq. ID OJ000211_05.0323.C13 



Strand 
End 

Method 

End 

Score 



+ 

10114 

TBLASTX: Maize 

3845 

186 



3635. .3844, 3643. .3837, 3656. .3841, 3663. .3845 



Seq. No. 45968 
Gene No. 97376 
Start 198 

Name OJ000211_05 . 0323 . C13 . ol . tm 

Start 4134 
GI none 
Exons 4134, 

4638. 

4804. 



,4313, 4150. 

,4709, 4645. 

,4833, 4805. 

5004. .5051, 5048. 



,4311, 4329. 

,4719, 4646. 

,4834, 4850. 

,5104, 5102. 



OJ000211_05.0323.C13 
+ 

10114' 

TBLASTX: Maize 

5353 

174 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.•4388, 4403. .4636, 4455. .4625, 
.4711, 4701. .4772, 4706. .4765, 
.4948, 4862. .4948, 4997. .5050, 
.5257, 5294.. 5353 



Seq. No. 45969 Seq. ID 

Gene No. 97377 Strand 

Start 2426 End 

Name OJ000221_07 . 0323 . CI . o2 . gs Method 

Start 2426 End 

GI none Score 

Exons 2426.. 2433, 2610.. 2793 



OJ000221_07.0323.C1 
+ 

2793 
GENSCAN 
2793 
.77 



Seq. No. 45969 Seq. ID 
Gene No. 97378 Strand 
Start 11232 End- 
Name OJ000221_07 . 0323 . CI . o4 . np Method 



OJ000221_07.0323.C1 
+ 

19476 
AAT/NAP 



47432 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11232 End 19476 

5852093 Score 86 

11232. .11262, 14689. .14796, 15647 15691, 19398.. 19476 

(AL117264) zwhl6.1 [Oryza sativa] 



45969 Seq. ID 

97378 " Strand 

11232 End 19476 

OJ000221_07 . 0323 . CI . 06 . gs Method GENSCAN 

14130 End 19040 

none Score .88 

14130. .14330, 15896. .16003, 16102 .. 16188 , 16858 

17499. .17590, 17 696 .. 177 60 , 17848 .. 17936, 18195 

18535. .18598, 18724 .. 187 64 , 



OJ000221_07.0323.C1 
+ 



16945, 
18283, 



18849. . 19040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i% GI Descrip. 



Q Seq. No. 
[j Gene No. 
^ Start 

Name 
iy Start 

[3 Exons 

j 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221_07.0323.C1 
+ 



45969 
97378 
11232 

OJ000221_07 .0323.Cl.o3.gp 
15589 

11471_1.R1084 
15589. . 15691, 
17499. . 17590, 
18195. .18288, 
18849. .19332 

1 3927825 1.0e-172 (AC005727) putative dTDP-glucose 
4-6-dehydratase [Arabidopsis thaliana] 1 



19476 
AAT/GAP 
19332 
2590 

15896. .16003, 16102 16188 , 16858. 
17696. .17760, 1784 8 17 936, 18030. 
18373. .18439, 18535 18598 , 18724. 



16945, 
18107, 
18764, 



45969 
97378 
11232 

OJ000221_07.0323.Cl.o5.np 

15920 

3927825 

15920. .16003, 16102. .16188, 
17696. .17760, 17848 .. 17936, 
18373 . .18439,- 18535 .. 18598 , 



Seq. ID OJ000221_07.0323.C1 

Strand + 

End 19476 

Method AAT/NAP 

End 19028 

Score 1275 
16858. .16945, 17499. 
18030. .18107, 18195. 



17590, 
18288, 
19028 



187.24 . .18764, 18849. 
(AC005727) putative nucleotide-sugar dehydratase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45969 Seq. ID 

97379 Strand 

641 End 

OJ000221__07. 0323.Cl.ol.gs Method 

641 End 

none Score 

641. .1094, 1189. .1532 



OJ000221_07.0323.C1 

1532 
GENSCAN 
1532 
.94 



OJ000221 07. 0323. CI 



45969 Seq. ID _ 

97379 Strand 
641 End 1532 

OJ000221__07 . 0323 . CI . ol . np Method AAT/NAP 

647 End 1532 >. * 

3643271 Score 737 

647.. 1094, 1189.. 1532 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 

(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 



47433 



(AF097724)' 33 kDa secretory protein [Oryza sativa] 





beq. no. 


A R Q C Q 


beq. id 


UJ UUUZZ 1 u / 


moi pi 




Gene No. 


y /Jou 


bt rana 








Start 


43 /U 


End 


CKC 
3 4 3D 






Nanie 


ujuuuz^i u / . ujz j . b± . Oo . gs 


Metnoa 


bhNbbAN 






Start 


4 3 / U 


End 


c a c cr 
34 3 3 






GI 


none 


Score 








Exons 












o e q . in o . 




Seq. ID 


OJ000221_07 






Gene No. 


97380 


Strand 








Start 


4570 


End 


5455 






Name 


pi Tnnno9i m r*i r\0 
ujuuuzzi u / . u j . li , o-t . np 


Method 


AAT/NAP 






C -1 1 -v4- 

btart 




End 


5451 






bl 




Score 


715 






Exons 


4 3 / O . . jUZU; DlUy. .3431 










GI Descrip. 


(Aruyuo/zj jj KDa secretory 


protein [Oryza sativa] 


gi | ooolbyU 






(Atuyjo/U; jj Kua secretory 


protein [Oryza sativa] 


gi | 4^4 y bo l 






(Aruy//Z4j jj KDa secretory 


protein [Oryza sativa] 






Seq. No. 


45969 


Seq. ID 


OJ000221_07 


.0323. CI 




Gene No. 


97381 


Strand 








Start 


5805 


End 


5947 




33. 


Name 


OJ000221 07..0323.Cl.ol.gp 


Method 


AAT/GAP 






Start 


5805 


End 


5947 




?"! S 


• GI 


LIB3474-009-P1-K1-F11 


Score 


223 




-,=5. 


Exons 


5805. .5947 










GI Descrip. 


l 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 






[Arabidopsis thaliana] ' 








e: = 
; : s 


beq. no. 


45969 


Seq. ID 


OJ000221_07 


.0323. CI 


i s~ 


Gene No. 


97382 


Strand 






=.■ 


Start 


7790 


End 


10838 




f 1 


Name 


OJ000221 -07.0323.Cl.o4.gs 


Method 


GENSCAN 






Start 


7790 


End 


10838 




i.j. 


GI , - 


none 


Score 


.81 ■ 






Exons 


7790. .8014, 8052. .8438, 8811 


. .8915, 10737. .10838 




f i 


beq. no. 


45969 


Seq. ID 


OJ000221_07 


.0323. CI 


f i 


Gene No. 


97382 


Strand 








Start 


7790 


End 


10838 






Name 


OJ000221 07.0323.Cl.o3.np 


Method 


AAT/NAP 






Start 


8267 


End 


8552 






bl 


121631 


Score 


133 






Exons 


8267. .8552 










GI Descrip. 


GLYCINE-RIOH CELL WALL STRUCTURAL PROTEIN 2 PRECURSOR 






gi I 72323 |pir| IKNNT2S glycine 


-rich protein 2 - wood 


tobacco 






gi|19743|emb|CAA42622|. (X60007) nsGRP- 


2 [Nicotiana 


sylvestris 




Seq. No. 


45969 


Seq. ID 


OJ000221_07 


.0323. CI 




Gene No. 


97383 


Strand 








Start 


11796 


End 


13190 






Name 


OJ000221 07.0323.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


761 


End 


5462 






GI 


none 


Score 


115 






Exons 


761. .877, 1191. .1316, 1192.. 


1317, 1305 


..1517, 1306 


. .1524, 



47434 



4687. .4803, 5111. .5293, 5112. .5237, 5225:. 5461, 5226. .5462 



Seq. No. 45969 

Gene No. 97383 

Start 11796 

Name OJ000221_07 . 0323 . CI . o2 . ts . 

Start 959 

GI none 
Exons 



Seq. ID OJ000221_07.0323.C1 
Strand 
End 

Method 
End 
Score 



13190 

TBLASTX: Soybean 

5383 • 

183 



959. .1093, 1185. .1307, 4642. .4803, 4870. .5019, 5096. .5383 



o e q . in o . 


H D zf O J 








Seq. ID 


OJ000221_07.0323.C1 


bene ino . 


" / JO J 








Strand 




C -)- 

OtfllL 










End 


13190 


Name 


UJ UU UZZ 1 u / 


. UjZj 


.Ll . o J . 


tm 


Method 


TBLASTX: Maize 


Q •(- 

olall. 










End 


8546 


C T 


none 








Score 


65 




6448. .6531, 


8276, 


. .8401, 


8283. 


.8417, 8283. .8546, 8434. .8544 


Seq. No. 


45969 








■ Seq. ID 


OJ000221JD7.0323.C1 


Gene No. 


97383 








Strand 




Start 


11796 








End 


13190 


Name 


OJ000221 07. 


.0323, 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8286 








End 


8546 


GI 


none 








Score 


89 


Exons 


8286. .8546, 


8287. 


.-.8388, 


8304. 


.8417, 8437. .8535 


Seq. No. 


45969 








Seq. ID 


OJ000221_07.0323.C1 


Gene No. 


97383 








Strand 




Start 


11796 








End 


13190 


Name 


OJ000221 07. 


.0323. 


.Cl.o5. 


gs 


Method 


GENSCAN 


Start 


11796 








End 


13190 


GI 


none 








Score 


. 67 


Exons 


11796. .11853, 12613. .13190 







Seq. No. 


45969 








Seq. 


ID OJ000221 


07.0323 


Gene No. 


97384 








Strand 






Start 


15894 








End. 


19307- 




Name 


OJ000221 07. 0323. CI. 


.ol. tw 


Method 'TBLASTX : Wheat 


Start 


15894 








End 


19145 




GI 


none 








Score 


53 






Exons 


15894 . 


.15941, 


15895. 


, .15942, 


15980. . 


16003, 


15982. 


.16008, 




16086. 


.16190, 


16099. 


, .16191, 


16099. . 


16149, 


16101. 


.16190, 




16841. 


.16948, 


16855. 


, .16950, 


i6857. . 


16973, 


17480. 


.17590, 




17497. 


.17589, 


17651. 


. .17767, 


17681. . 


17758, 


17689. 


.17769, 




17694 . 


.17789, 


17845. 


. .17937, 


17846. . 


17938, 


17852. 


.17938, 




18028. 


.18111, 


18029. 


, .18106, 


18191. . 


18289, 


18194. 


. 18283, 




18372. 


.18440, 


18373. 


, .18441, 


18373. . 


18441, 


18374. 


. 18442, 




18533. 


. 18607, 


18534. 


, .18608, 


18534. . 


18620, 


18535. 


.18609, 




18721. 


.18762, 


18722. 


, . 18763, 


18723. . 


18767, 


18819. 


.19073, 




18846. 


.19004, 


18952. 


, . 19062, 


19079. . 


19144, 


19125. 


.19145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45969 

97384 

15894 

OJ000221 

15908 

none 



07.0323.Cl.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_07.0323.C1 
19307 

TBLASTX: Soybean 

19031 

50 



47435 



Exons 



15908. 
16855. 
17651. 
17846. 
18191. 
18374. 
18534. 
18846. 



16003, 
16944, 
17767, 
17938, 
18289, 
18442, 
18608, 
19031, 



16099. 
16857. 
17653. 
17846, 
18193. 
18399. 
18535. 
18846. 



.16191, 
,16973, 
.17760, 
. 17938, 
.18288, 
.18446, 
, 18609, 
, 19001 



Seq. No. 45969 

Gene No. 97384 

Start 15894 

Name OJ000221_07 . 0323 . CI . ol . tc 

Start 16099 

GI none 

Exons 16099. .16191 
17480. .17590 



1784:5. 
18029. 
18373. 
18722. 
18848. 



,17937, 
,18106, 

18441, 
,18769, 

19027 



16104. 
17497. 
17846, 
18191. 
18374 . 
18723. 



.16190, 
.17586, 
.17938, 
.18289, 
.18442, 
.18767, 



16110. 
17480. 
17681. 
18028. 
18200. 
18399. 
18722. 



,16190, 
,17590, 
. 17770, 
.18111, 
.18289, 
,18449, 
,18769, 



16855. 
17497. 
17845. 
18029. 
18373. 
18534. 
18723. 



.16950, 
.17586, 
.17937, 
. 18106, 
. 18441, 
.18608, 
.18767., 



Seq. ID OJ000221_07.0323.C1 
Strand 

End 19307 

Method TBLASTX : Cress 

End • 19027 

Score 140 
16855. .16950, 16857 .. 1 694 3, 
17651. . 17767, 17653 .. 17760, 
17846. .17938, 18028 .. 18111, 
18193. .18288, 18197 .. 18289, 
18534. .18608, 18535 18609, 
18846. .19025, 1884 6 .. 19001 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45969 
97384 
15894 

OJ000221_07, 
16132 
none 
16132. 
17490. 
17689. 
18028. 
18368. 
18529. 
18722. 
19074. 



0323.Cl.ol.tm 



,16191, 
,17540, 
,17769, 
18111, 
18451, 
18609, 
18769, 
19208, 



16134; 
17498. 
17830. 
18029. 
18370. 
18531. 
18819. 
19086. 



.16190, 
.17590, 
.17937, 
.18106, 
. 18450, 
.18620, 
.19109, 
.19208, 



45970 
97385 
245 

OJ000221_07.0323.C2.ol.gs 

245 

none 

245. .449, 698. .819 



Seq. ID OJ000221_07.0323.C1 
Strand 

End 19307 

Method TBLASTX : Mai ze 

End 19307 

Score 104 
16855. .16917, 16857. .16916, 
17499. .17588, 17651 .. 17770, 
17837. .17938, 17837 .. 17938 , 
18191. .18358, 18193. .18324, 
18525. .18 608, 18526 .. 18 609, 
18721. .18762, 18722 .. 18763, 
1884 6. .19004, 18 952. .19044, 
19221. .19307, 19225.. 19305 

Seq. ID OJ000221_07.0323.C2 

Strand 

End 819 

Method GENSCAN 

End 819 

Score .43 



45971 , Seq. ID 

97386 . Strand 

841 End 
OJ000221_07 . 0323. C4 . ol . gp Method 
841 End 
699870 Score 
841. .1044 

4836876/gb|AAD30579.1|AC007260_10 9.0e-12 (AC007260) Similar to 
dTDP-D-glucose 4 , 6-dehydratase [Arabidopsis thaliana] 



OJ000221_07.0323.C4 
+ 

3287 
AAT/GAP 
1044 
351 



Seq. No. 



45971 



Seq. ID OJ000221_07.0323.C4 



47436 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97386 
841 

OJ000221_07.0323.C4 .ol.gs 

847 

none 

847. .2421, 2517. .2969 

45971 
97386 
841 

OJ000221JD7 . 0323 . C4 . ol . np 
847 

4836876 

847. .2421, 2517. .2957 
(AC007260) Similar to dTDP- 
[Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

3287 
GENSCAN 
2969 
.97 



Seq. ID OJ000221_07.0323.C4 
Strand + 



End 

Method 

End 

Score 



3287 
AAT/NAF 
2957 
2980 



D-glucose 4, 6-dehydratase 



Seq. No. 45971 

Gene No. 97386 

Start 841 

Name OJ000221_07 . 0323 . C4 . o2 . gp 

Start 1288 

GI 48708_1.R1084 

Exons 1288.. 1903 

GI Descrip. ' ' 4836876/gb | AAD30579 . 1 | AC007260 10 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221_07.0323.C4 
+ 

3287 
AAT/GAP 
1903 
1135 



4 . Oe-55 (AC007260) Similar -to 



dTDP-D-glucose 4 , 6-dehydratase [Arabidopsis thaliana] 1 

Seq. No. 45971 Seq. ID OJ000221_07 . 0323 . C4 

Gene No. 97386 Strand + 

Start 841 End 3287 

Name OJ000221_07 . 0323 . C4 . o3 . gp Method AAT/GAP 

Start 2577 End 3287 

GI 21236_1.R1084 .Score 1295 

Exons 2577.. 3287 

GI Descrip. '2982303 7.0e-43 (AF051236) hypothetical protein [Picea 
mariana] 1 



Seq. No. 45971 •* Seq. ID 

Gene No. 97387 Strand 

Start 10045 End 

Name OJ000221_07 . 0323 . C4 . o3 . gs Method 

Start 10045 End 

GI none Score 

Exons 10045.. 10368 



OJ000221_07.0323.C4 
+ 

10368 
GENSCAN 
10368 
1 



Seq. No. 45971 

Gene No. 97388 

Start 15936 

Name OJ000221_07 . 0323 . C4 . o5 .gs 

Start 15936 

GI none 

Exons 15936. .16173, 17170 17288, 
18029. .18135 



Seq. ID OJ000221JD7.0323.C4 

Strand +■ 

. End 18259 

Method GENSCAN 

End 18135 

Score .92 
17371. . 17564, 17 659 .. 17 915 , 



Seq. No. 
Gene No. 
Start 



45971 
97388 
15936 



Seq. ID OJ000221_07.0323.C4 
Strand + 
End 18259 



47437 



Name 


OJ000221 07.0323.C4.o3.np 


Method 


AAT/NAP 


Start 


15945 


End 


18259 


b 1 


4 4 1 S Q1 1 


Score 


644 


Exons 


1^04^ 1 CI 7"3 17170 1 70QQ 


17371. .17568, 17 663. .17 915, 




1RH9Q Iftl^E. 1R9HH 1 QORQ 

louzy . . 10 loo , ioiUU . . lozoy 






bi uescrip. 


^ZiPnn^9Q9\ nnfaf itro r^r\~\ \r ( Ti \ 

\/ibuuozoz; puracive poiyiHj 


-binding protein [Arabidopsis 




rnanana j 






oec] . no . 


4 Q7 1 

4 o y / i 


Seq. ID 


OJ000221_07.0323.C4 




Z> f J o o 


Strand 


+ 


Start 


15936 


End 


18259 


Name 


OJ000221 07.0323.C4.o8.gp 


Method 


AAT/GAP 


Of art- 
OLall 


17512 


End 


18259 




uC-osflM202035el2bl 


Score 


862 


TT* T^r /"\ 


17512. .17564, 17 659 .. 17915, 


18029. .18135, 18200. .18259 


bl UcSClip, 


'4415911/gb|AAD20142| 9.0e- 


36 (AC006282) putative polyA bin 




protein [Arabidopsis thaliana] ' 




beq . no . 


45971 


Seq. ID 


OJ000221_07.0323.C4 


Gene No. 


97389 


Strand 




Start 


4794 


End 


7092 


Name 


OJ000221 07.0323.C4.o4.gp 


Method 


AAT/GAP 


Q+- -> -y-4- 


4794 


End 


7092 




7293 1.R1084 


Score 


213.3 


Exons *. 


4794. .4935, 5046. .5649, 6119. .6297, 6387. .6455, 6937. .7092 


bi uescrip. 


'1916290 8.0e-24 (U89876) ALY [Mus musculus] ' 


Seq. No. 


45971 


Seq. ID 


OJ000221_07.0323.C4 


Gene No. 


97390 


Strand 






10680 


End 


13505 


Name 


OJ000221 07.0323.C4.o4.gs 


Method 


GENSCAN 


Cf 3 r f 

or arc 


10680 


End 


13419 


C* T 
bl 


none 


Score 


.64 


Exons 


10680. . 11225, 11648. .11737, 


12628. .13419 


beq . iNo . 


45971 


Seq. ID 


OJ000221 _07.0323.C4 


ucllc LN(J . 


97390 


Strand 




Cf avf 


10680 


End 


13505 


Name 


OJ000221 07.0323.C4.o2.np 


Method 


AAT/NAP 


q+- a r f 


10683 


End 


13413 


GI 


7485439 


Score 


1190 


Exons 


10683. .11159, 11648. .11737, 


12628. .13413 


bi uescrip . 


hypothetical protein F13M22 


.5 - Arabidopsis thaliana 




gi| 3236238 |gb| AAC23626-.il (AC004684) putative ADP^ribosylat. 




factor 1. GTPase activating protein [Arabidopsis thaliana] 




gi| 45197 92 |dbj |BAA7574 4 . 1| 


(AB017876) 


Aspl [Arabidopsis 




thaliana] 






beq . no . 


45971 


Seq. ID 


OJ000221_07.0323.C4 


Genp No 


97390 


Strand 




Start 


10680 


-End 


13505 


Name 


OJ000221 07.0323.C4.o5.gp 


Method 


AAT/GAP 


Start 


10761 


End 


11132 


GI 


LIB3433-014-Q6-K1-E2 


Score 


707 


Exons 


10761. .11132 






GI Descrip. 


•3236238 4.0e-21 (AC004684) 


putative ARF1 GTPase activating 



protein [Arabidopsis thaliana] >gi_45197 92_dbj_BAA7574 4 . 1_ 



47438 



(AB017876) Aspl [Arabidopsis thaliana] 1 

Seq. No. 45971 Seq. ID OJ000221_07 . 0323 . C4 

Gene No. 97390 Strand 

Start 10680 End 13505 

Name OJ000221_07 . 0323 . C4 . 06 . gp Method AAT/GAP 

Start 13017 ■ End 13505 

GI 33851_1.R1084 Score 944 

Exons 13017. .13505 

GI Descrip. '3236238 3.0e-45 (AC004684) putative ARF1 GTPase activating 
protein [Arabidopsis thaliana] >gi_4 5197 92_dbj_BAA7574 4 . 1_ 
(AB017876) Aspl [Arabidopsis thaliana] 1 



Seq. No. 45971 

Gene No. 97391 

Start 15733 

Name 0 J000221_07 . 0323 . C4 . o7 . ts 

Start 812 

GI none 
Exons 



Seq. ID OJ000221_07.0323.C4 
Strand 
End 

Method 
End 
Score 



15926 

TBLASTX: Soybean 

1017 

211 



812. .1012, 826. .978, 835. .1017, 861. .1016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45971 
97391 
15733 

OJ000221_07 .0323.C4 .o3. tw 
826 
none 

826. .1101, 839. .1093, 844. .1101 



Seq. ID OJ000221__07.0323.C4 
Strand 

End 15926 

Method TBLASTX : Wheat 

End 1101 

Score 347 



Seq. No. 45971 Seq. ID 

Gene No. 97391 Strand 

Start 15733 End 

Name OJ000221_07 . 0323 . C4 . ol . tm Method 

Start 833 End 

GI none Score 

Exons 833.. 1060, 833.. 1315, 838.. 1314, 1314. 



1315. .1938, 1317. 
2008.. 2424, 2509* 
2517.*. 2978, 2521. 



.1940, 1319. 
,2691, 2516. 
,2979 



,1984, 1946 
.2977, 2516 



OJ000221 07. 0323. C4 



15926 

TBLASTX: Maize 

2979 

142 

1532, 1315.. 1938, 
222,4;.: 1998. .2423, 
2977, 2517.. 2978, 



Seq. No. 45971 

Gene No. 97391 

Start 15733 

Name OJ000221_07 . 0323 . C4 . o2 . tc 

Start 837 

GI none 

Exons 837.. 1244, 847.. 1458, 847. 



Seq. ID OJ000221_07 .0323.C4 



Strand 
End 

Method 
End 
Score 
1458 . 



15926 '" 

TBLASTX: Cress 

1458 

306 



Seq. No. 45971 
Gene No. 97391 
Start 15733 

Name OJ000221_07 . 0323 . C4 . ol . ts 

Start 1019 
GI none 

Exons 1019.. 1876, 1026.. 1871, 1026, 

1991. .2224, 1998. .2423, 2011. 
2517. .2954 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000221 07. 0323. C4 



15926 

TBLASTX: Soybean 
2954 
649 

1883, 1036. .1878, 1990. .2421, 
2424, 2492. .2953, 2516. .2953, 



47439 






Seq. No. 


45971 








Seq. ID 


OJ000221_07.0323.C4 




kJCllC INtJ • 


y / j y ± 








Of- -r^nH 






C 4- -> >-+- 

OtdiL 


1 ^777 








EjiiQl 


1 5 Q9 6 




Name 


o.tooo99i 07 


079 7 


P4 n1 
. k^4 . OJ. . 


L W 


Mo V^i /~\ ^ 


TRT A CITY • Whoaf 






174 9 ~~ 








imici 


1 74 Q 




PT 


none 








Score 


^6^ 

J 0 J 




Exons 


1-340 1 7 4 Q 


174 4 
J. j 4 4 < 


. .1/40 










Seq. No. 


45971 








Seq. ID 


OJ000221_07.0323.C4 




i?ano NT o 
belle 1NU . 


Q7 7Q1 








Strand 








1 S777 








End 


15926 




Name 


o.tooo99i 07 


079 7 

. U Jt j 1 


P4 o4 

. k>4 . U4 . 


L c_- 


Method 


TBLASTX: Cress 




O Lcii L. 


1 4 _ 








End 


1836 






none 








Score 


591 




Exons 


1 4 S Q 1 QTfi 

J. 4 J .7 . • IO JO/ 


1 4 67 

14DJi 


1 6^7 


14 64 

X 4 O 4 . 


.1832, 1682. .1834 




Seq. No. 


45971 








Seq. ID 


OJ000221_07.0323.C4 




Gene No. 


. 97391 ■ 








Strand .. 






oldl t 


1 J / J J 








End 


15926 




Name 


mooo99i 07 


0 79 7 
. U Jc j i 


P4 a1 
, U4 . O-L . 


l c 


Method 


TBLASTX: Cress 




O Lai L 


ZUU4 








End 


2972 




C T 


none 








Score 


611 




- Exons 


-9004 9 4 9 7 


900ft 
Z UUO . 


9,4 9 4 
, . 4# Z 4 , 


9097 


.2424, 2516.. 2965, 2517.. 2954, 






oqi 7 9Q79- 
z j J_ 1 . . Z :? / Z 












- 


Seq. No. 


45971 








Seq. ID 


OJ000221_07.0323.C4 




Gene No. 


97391 








Strand 




?1 


OLdlL 


1 R7 77 
1j / j j 








End 


15926 


W 


Name 


H T000991 07 


0 79 7 
. U JZ J . 


P4 o>9 


L W 


Method 


TBLASTX: Wheat 




O La.IT t. 


91 7 R _ 








End 


2582 


w 




none 








Score 


109 




Exons 


91 7^ 9994 

Z J. J J . . Z Z Z 4 , 


9176 


9 74 9 

• Z J 4 Z / 


91 76 

Zl JO ( 


.2423, 2137. .2424, 2516. .2581, 






9R1 7 9 c >ft9 


9 R1 7 


9 Rft 9 
. Z JOd 










Seq. No. 


. 45971 








Seq. ID 


OJ000221_07.0323.C4 






Q7 -3Q1 








Strand 






o LalTL 


1 ^7 7 7 
J. j / j j 








End 


15926 


• 1 


Name 


DT000991 07 


0 79 7 

. UJ6J . 


L/4 . OD . 


L 5 


Method 


TBLASTX : Soybean 


n 


o L.CLL L 


61 Q6 _ 








End 


6470 






none 








Score 


121 




Exons 


£1 Q£ 6700 


61 Q7 


6 701 


67ft 6 
O j 0 0 . 


.6460, 6387. .6470 




o e q . in o . 


4 R Q7 1 








Seq. ID 


OJ000221_07.0323.C4 




Gene No. . 


. 97391 








Strand 






Start 


15733 








End 


15926 




Name 


OT000991 07 


079 7 
, U JZ j . 


HA r^A 


LIU 


Method 


TBLASTX: Maize 




OLaiC 


67ft7 " ~ 
D JO / 








End 


7463 






none 








Score 


81 




Exons 


cooi 64 61 
Djo / . . 0 4 O J. , 


67R7 


&A 61 


6Q7R 
D y J J . 


.7012, 6937. .7017, 6937. .7014, 






7045. .7107, 


7046. 


.7096, 


7229. 


.7300, 7245. .7301, 7386. .7463, 






7427. .7453 














Seq. No. 


45971 








Seq. ID 


OJ000221_07.0323.C4 




Gene No. 


97391 








Strand 






Start 


15733 








End 


15926 




Name 


OJ000221 07. 


.0323. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 



47440 






Cf art- 


1 0447 




End 


13437 








GI 


none 




Score 


88 








Exons 


10447. .10485, 10557. 


. .10682, 


10557. .10655, 10622 


. .10762, 








1 06SS 1 091 9 10703 

X L* L> J -.J • • X U ^ X ^ , X W / W « 


. 10918 , 


10707. .10940, 10878 


11012 

• . X X VJ X Z. , 








1091*3 1 1 00R 1 0927 

1U!71 J • t ilUU J; JL\J Z> 1 * 


> • iiWi J / 


10990. .11109, 11001 


11162 

. . X X X U Z , 








11010 1 1 1 62 1 1 64 S 

11U1U • • lliUL; X X U 1 w> « 


11740 

. • i i / 1 U / 


12624 . .12713, 12626 


1 27 60 

■ . X Z / UU/ 








1 2628 1 2834 1 2628 

1 Z, vJ Z. U • . X Z. (J J *i , X Z. vj Z U . 


1 2930 


12632. .12952, 12985. 


1 "34 *37 








12989 13423 

X Z. _/ <J • • 1 J T t, J 














Qoo Mo 
O c L| • IN vj • 


4 S 97 1 




Seq. ID 


OJ000221 


07 0?2*3 


P4 

Lr H 




Gene No. 


97391 




Strand 










Start 


15733 




End 


15926 








LN alt It. 


0,7000221 07 0323 CA 


oR -he; 

UJ i LO 


Method 


TBLASTX: 


ouyucctii 






O Lai L 


1 0677 ~~ 

X \J \J f f 




End 


11162 








(IT 

O X 


n on ^ 




Score 


146 










1 0677 1 0904 1 0701 

X U U / / • • X \J Zt \J *i , X L* / V X • 


1 08 S9 


10719. .10913, 10869 


11162 

• • 1 X X U Z , 








10966 11100 10982 


. 11125 , 


11052. .11162 








Con Mo 

O C Lj • IN (J . 


4 R 97 1 




Seq. ID 


OJ000221 


07 0^2? 






lac lie IN (J . 


Q7 "391 




Strand 










Start 


15733 




End 


15926 








Name 


OJ000221 07. 0323. C4. 


o3 . tc 


Method 


TBLASTX : 


Cress 






O Lai. L 


10686 

1UDOU 




End 


13426 








ol 


none 




Score 


121 








Exons 


10686 1 OffOR 1 0788 

1UDOO . .XUOUsJj XU'OO. 


'11162 

. 1 X 1 UZ. , 


11014. .11109, 11024 


11122 








i i 0S9 11171 1 2628 

llUJL. • 111 (I; 1 Z U Z O . 


1 28 S8 


12632. .12754, 12847 


1 2921 

. . 1 Z. -7Z 1 , 




IT; s 
I Li 




1 2878 1 2922 1 29^1 

l^O / O . . X Z J? Z. Z , i^.^7Ji ■ 


1 29R4 


13015. .13407, 13016 


1^426 




Jt.=S. 

u 


Seq. No. 


45971 




Seq. ID 


OJ000221 


_07.0323. 


C4 




Gene No. 


97391 




Strand 










O Lai L 


1 S7?*3 

X *J f -J .J 




End 


15926 








LN alLlt: 


O.70002 21 07 0?2? P4 


o 4 t~ c 

L/4 • Lo 


Method 


TBLASTX: 


ouyucai 1 




: La 


OLai L 


1 2661 ~~ 




End 


12870 






= 


(1 T 
\j x 


n on o 

1 1L>1 1C 




Score 


156 






f ~: 


Hi A.L*1 1 O 


12661 12870 12673 

1L.UU1 • . X Z (J / U , X Z V / -J • 


12834 

* X Z U J *i 










1 ; 


Seq. No. 


.45971 




Seq. ID 


OJ000221 


_07.0323. 


C4 




Gene No. 


97391 




Strand 










Start 


1 S7 33 




End 


15926 








ln dint; 


O.7000221 07 0*32? Cd 


o2 *h <5 

L>Z, • Lo 


Method 


TBLASTX:, 


O L> y XJC all 






Jtal L 


1 "30*3*3 ~~ 
i JU J J 




End 


13426 








rir 

\J X 


nunc 




Score 


338 








Exons 


*' 1 ?0*3"3 1 342S 1 *30?7 


1 ?4 2 6 

. 104^0 












OcLj • . LNvJ . 


4 R 97 1 




Seq. ID 


OJ000221 


07 0^2? 


C 4 




f^pno Mo 


97391 




Strand 










Start 


15733 




End 


15926 








Name 


OJ000221 07. 0323. C4. 


o7.gp 


. Method 


AAT/GAP 








Cf 3 V-f 

O Lai L 


15733 




End 


15926 








PT 
O X 


uC-osflM202083c05bl 




Score 


267 








IT 1 v /"\r" , i o 
tLiXCJilo 


15733. .15926 














GI Descrip. 


' 556559/dbj | D17788 | RICHTNP1 


4.0e-16 Rice mRNA for homologue 






Tat binding protein, 


complet 


e cds 1 










Seq. No. 


45971 




Seq. ID 


OJ000221_ 


_07.0323. 


C4 




Gene No. 


97392 




Strand 










Start 


16014 




End 


.18259 







47441 



Name 


OJ000221 07. 0323. C4 


. o3 . ts 


Method 


TBLASTX : 


Soybean 


Start 


16014 






End 


18256 




(IT 


none 






Score 


132 




LiAUUD 


16014 . 


.16172, 16017 


. .16115, 


17169. .17288, 17365 


1 7 RR ^ 




17365. 


.17571, 17370 


1 7 SI ^ 


17678. .17905, 17720 


1 7 R 




17834. 


.17938, 18170 


18256 








OC^ . 1 NL> • 


45971 






Seq. ID 


OJ000221 


07 0^9^ 


f^ono Mrs 


97392 






Strand 






OLai i. 


16014 






End 


18259 




Name 


OJ000221 07. 0323. C4 


.o5. tc 


Method 


TBLASTX: 


Cress 


Start 


16014 






End 


17938 




GI 


none 






Score 


144 




HjAUIIO 


16014 

X \J \J X 1 . 


16172 16017 


1 61 1 R 

. . XUXXvJ, 


16022. .16150, 17169 


1 7 9R R 
. . 1 / zoo, 




17169 . 


1731R 17365 


1758 3 


17365. . 17571, 17370 


1 7 R70 




17678. 


.17905, 17692 


. . X / _7 U *i , 


17717. .17935, 17720 


1 7 Q^R 




17722. 


.17928, 17834 


17938 








Cnrr Ma 


. 45971 






Seq: ID 


OJ000221 


07 D 7 9 7 


VJCUC lnvj. 


97392 






Strand 






O Lai L 


16014 






End 


18259 




Name 


OJ0002 


:21_07.0323.C4 


. o3 . tm 


Method 


TBLASTX : 1 


Maize 


Start 


16017 






End 


18259 




ox 


none 






Score 


82 






" 16017. 


.16118, 17364 


1 7 R 1 ^ 


17365. . 17571, 17365 


1 7 R7 1 

. .X/.J/X, 




17386. 


.17583, 17388 


1 7 R 1 ^ 


17678. .17935, 17710 


1 7 Q9R 




17713. 


.17925, 17717 


1 7 R 


17723. .17935, 18022 


. .18129, 




18022. 


.18111, 18194 




18203. .18259 






45971 






Seq. ID 


OJ000221 


_07.0323 


Gene No. 


97392 






Strand 






Start 


16014 






End 


18259 




Name 


OJ000221 07. 0323. C4 




Method 


TBLASTX: Wheat 


C+- a rr 

O LCII L 


16037 






End 


17920 




o x 


none 






Score 


110 






16037. 


.16150, 16041 


1 61 7 9 

• ■ X U X 1 £ f 


17168. . 17248, 17169 


. .17288, 




17365. 


.17475, 17473 


1 7 R 


17837. .17920 






45972 






Seq. ID 


OJ000221_ 


JD7.0323 


Gene No. 


97393 






Strand 


+ 




Start 


1 






End 


3008 




Name 


OJ0002 


21_07.0323.C5, 


. o2 . np 


Method 


AAT/NAP 




uLai. L 


1 






End 


3008 




\J X 


468018 


3 




Score 


129 




J_j a ui 10 


. 1. .83, 


2226. .2317, 2919. .3008 






O X J-ZCOL-X X^J • 


(AF111 


709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


45972 






Seq. ID 


OJ000221_ 


_07.0323, 


Gene No. 


97393 






Strand 


+ 




Qf 3r f 

oiai l 


1 






End 


3008 




Name 


OJ0002 


21__07.0323.C5. 


. ol . gs 


Method 


GENSCAN 




Start 


316 






End 


769 




GI 


none 






Score 


.81 




Exons 


316. .4 


59, 566.. 769 










Seq. No. 


45972 






Seq. ID 


OJ000221_ 


_07.0323. 


Gene No. 


97393 






Strand 







47442 



Start 1 End 3008 

Name OJ000221_07 . 0323.C5.ol .np Method AAT/NAP 

Start 382 End 721 

GI 7439963 . Score . 125 

Exons 382.. 453, 560.. 721 

GI Descrip. polyadenylate-binding protein RB47 precursor, chloroplast - 

Chlamydomonas reinhardtii gi | 2935338 | gb | AAC39368 . 1 | (AF043297) 
poly (A) binding protein RB47 [Chlamydomonas reinhardtii] 



o e q . in o . 


45972 Seq. ID 


OJ000221_07.0323.C5 


Gene No. 


97394 Strand 




Start 


572 End 


1021 


Name 


OJ000221 07.0323.C5.ol.gp Method 


AAT/GAP 


o tar t 


572 End 


1021 




uC-osflM202065b09al Score 


868 


U 1 v /*\ o 


572. . 1021 




ol UcSCiip. 


1 4836876/gb|AAD30579. 1 |AC007260_10 9 . Oe-12 . (AC007260 ) Similar 




dTDP-D-glucose 4 , 6-dehydratase [Arabidopsis thaliana] 1 


Seq. No. 


45972 Seq. ID 


OJ000221_07.0323.C5 


bene no . 


97395 Strand 




b tar l 


2167 End 


2886 


Name 


OJ000221 07.0323.C5.ol.tm Method 


TBLASTX: Maize 


btari 


27 6 End 


745 




none Score 


233 


Exons 


276. .458, 277. .456, 297. .464, 563. .745 


, S65..744 


O C q . IN U • 


45972 Seq. ID 


OJ000221_07.0323.C5' 


UCllC LNU • 


97395 Strand 




Start 


2167 End 


2886 


Name 


OJ000221 07.0323.C5.o2.gs Method 


GENSCAN 


Start 


2167 End 


2886 


GI 


none Score 


.86 


Exons 


2167. .2312, 2724. .2886 




Seq. No. 


45973. Seq. ID 


OJ000221_07.0323.C6 


Gene No. 


97396 Strand 


+ 


Start 


1 End 


562 


Name 


OJ000221 07.0323.C6.ol.np Method 


AAT/NAP 


Start 


1 End 


562 


GI 


5295955 Score 


321 


Exons 


1. .562 




GI Descrip. 


(AB026295)' Similar to Epstein-Barr ' virus (EBV) genome. (V01555) 




[Oryza sativa] 





Seq. No. 45973 Seq. ID 

Gene No. 97396 Strand 

Start 1 ■ - End 

Name OJ000221_07 . 0323 . C6 .ol . gs Method . 

Start 341 End 

GI none Score 

Exons 341.. 420 



OJ000221_07.0323.C6 
+ 

562 

GENSCAN 

420 

.77 



Seq. No.;- 45974 Seq. ID OJ000221_07 . 0323 . C12 

Gene No. 97397 Strand + 

Start 219 End 3904 

Name OJ000221 07 . 0323 . C12 . ol . gs Method GENSCAN 



47443 



Start 
GI 

Exons 



219 
none 

219. .324, 2213. .2264, 2398. 
3614 . .3904 



End 3904 
Score .72 
.2541, 2655. .2944, 3263.-3423, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45974 
97398 
4954 

OJ000221_07 . 0323 . C12 . o2 . gs 

4954 

none 

4954. .5111, 5217. .5307 
45974 



97399 
7008 

OJ000221_07 . 0323 . C12 . o3 . gs 

7008 

none 



Seq. ID OJ000221_07.0323.C12 

Strand + 

End 5307 

Method GENSCAN 

End 5307 

Score .84 



Seq. ID OJ000221 07.0323.C12 



Strand + 
End 11673 
Method GENSCAN 
End 11548 
Score .88 

7008. .7175, 7281. .7404, 7672. .7745, 7841. .7885, 7986. .8036, 
8117. .8185, 8777. .8863, 9179. .9301, 9820. .9897, 10004 1014 9, 
10261. . 10331, 11472. .11548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



45974 Seq. ID 

97399 Strand, 

7008 End 
OJ000221_07 . 0323 . C12 . ol . np Method 

7326 End 

4056500 Score 
7326. .7404, 
8286. .8344, 
9560. . 9622, 



OJ000221_07.0323.C12 
+ 

11673 
AAT/NAP 
11673 
975 



7672. .7745, 
8436. .8505, 
9820. . 9897, 



.7885, 7986. .8036, 
.8676, 8777. .8863, 



8117. .8185, 
9179. .9301, 



7841. 
8596. 
10004 

(AC005896) putative glutamate/ornithine acetyltransf erase 
[Arabidopsis thaliana] 



,10149, 10261. . 10371, 11505. .11673 



Seq. No. 45974 Seq. ID 

Gene No. 97399 Strand 

Start 7008 : .. End 

Name OJ000221JD7 . 0323 . C12 . ol . gp Method 

Start 8289 End 

GI LIB3475-001-P1-K2-E4 Score 

Exons 8289.. 8344, 8436.. 8505, 8596.. 8676, 8777.. 8863, 9179.. 9298 

GI Descrip. 1 4056500 7.0e-43 (AC005896) putative acetyltransf erase 
[Arabidopsis thaliana]' 



OJ000221_07.0323.C12 
+ 

11673 
AAT/GAP 
9298 
727 



Seq. No. 45974 
Gene No. 97399 
Start 7008 

Name OJ000221_07 . 0323 . C12 . o2 . np 

Start 11442 
GI 5922634 
Exons 11442. .11542 

GI Descrip. (AP000492) hypothetical 

gil 6016867 | dbj IBAA85210 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_ 
+ 

11673 
AAT/NAP 
11542 
76 



07.0323.C12 



protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



Seq. No. 



45974 



Seq. ID OJ000221 07-.0323.C12 



47444 




Gene No. 


97400 




Strand 


+ 




Start 


14602 




End 


14886 




Name 


O.T000991 07 0^9*3 C1 9 r»4 


np 


Method 


AAT /MAP 




OLCll L 


i 4 fin? — 




End 


1 A QQ f. 
14 O O D 




(IT 


7 ^9 ^ S 1 9 




Score 


90 ^ 




Fyon c 

DAUl lO 














fAP0016??l h vr>ri-t"ho1- i n^i 1 


protein [Oryza 


oaLlvaJ 






45974 




Seq. ID 


O.T000991 07 0^9^ 


PI 9 
LIZ 


Gene No . 


97401 




Strand 


+ ~ 




Start 


18105 




End 


18858 




Name 


OJ000221 07.0323.C12.o2. 


gp 


Method 


AAT /GAP 




Start 


18023 




End 


18858 




GI 


5333 1.R1084 




Score 


1391 




Exons 


18023. .18329, 18431.. 18858 








GI Descrip. 


'6009909/dbj | BAA85117.il 


2. 


0e-37 (AB018242) histone H2A- 


■like 



protein [Solanum melongena] ' 



Seq. No. 


45974 




Seq. ID 


OJ000221_07.0323, 


.C12 


Gene No. 


97401 




Strand 


+ 




Start 


18105 




End 


18858 




Name 


OJ000221 07.0323.C12. 


o6.gs 


Method 


GENSCAN 




Start 


18105 




End 


18685 




GI 


none 




Score 


1 




Exons 


18105. .18329, 18431..' 


18685 








Seq., No. 


45974 




Seq. ID 


OJ000221_07.0323. 


.C12 


Gene No. 


97401 




Strand 


+ 




Start 


18105 




End 


18858 




Name 


OJ000221 07.0323.C12. 


06 . np 


Method 


AAT /NAP 




Start 


18105 




End 


18682 




GI 


729671 




Score 


666 




Exons 


18105. .18329, 18431. . 


18682 








GI Descrip. 


HISTONE H2A gi 1473603 


(U08225) histone 


H2A [Zea mays] 




Seq. No. 


45974 




Seq. ID 


OJ000221_07.0323, 


.C12 


Gene No. 


97402 




Strand 


+ 




Start 


24306 




End 


24514 




Name 


OJ000221 07.0323.C12. 


oS.gp 


Method 


AAT /GAP 




Start 


24306 




End 


24514 




GI 


uC-osrocyp025b04al 




Score 


418 




Exons 


24306. .24514 










GI Descrip. 


' 629864/pir | | S48838 7 


.Oe-33 


histone H2B - garden asparagus 



>gi_563329_emb_CAA57778_ (X82362) histone 2B [Asparagus 
officinalis] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45974 
97403 
13399 
OJ0002 
7019 
none 
7019. . 
7273. . 
7841. . 
7985. . 
8275. . 



21 07.0323.C12.ol.tm 



7051, 7112, 

7398, 7278. 

7882, 7843. 

8038, 8102. 

8352, 8284. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7177, 7113. .717 
7406, 7668.. 7745, 7670 
7884, 7843. .7884, 7936 
8170, 8114. .8185, 8116 
8343, 8430.. 8501, 8431 



OJ000221 07.0323.C12 



24251 

TBLASTX: Maize 
8872 
104 

7121.. 7180, 7254.. 7397, 

7744, 7701.. 7751, 

8034, 7974. .8057, 

8187, 8116. .8199, 

8511, 8437. .8508, 



47445 





pcpp Q an n 
OjOO . .00/ / , 


O 0 y U 


ft £7 £ 


0 0 yo 


. .8678, 8596. .8679, 


q aon q ann 
o oz / . .00/ / / 




0771 ftp. 

0/ / X. .0000/ 


ft 7 7 C\ 
O / / O 


Rft ^ ^ 


ft 7 ft Q 
0 / 0 y 


ftft 79 
. . 0 0 / Z 






Seq. No. 


45974 








Seq. ID 


OJ000221 


_07.0323.C12 


Gene No. 


97403 








Strand 






Of a yf 










End 


24251 




Name 


P1T000991 07 


0 ^9 ^ 


PI 9 ^/l 
. LIZ . OH 


f I.T 


Method 


TBLASTX: 


wnea l 


Of a y>f 


/ U X y 








End 


7406 




P T 
LX 


none 








Score 


105 




IT" v /™\ t"» o 


701 Q 70^7 


711^ 

/ X X -3 . 


717ft 
. • / X / 0 / 


711ft 
/ X XO 


..7177, 7254. .7406, 


7 9 7yion 
/ z 0 J . . / H uu 


Seq. No. 


45974 








Seq. ID 


OJ000221 


_07.0323.C12 


Gene No. 


97403 








Strand 






Of 3 yf 

Ol-ciX L. 


X O O -? -7 








End 


24251 




Name 


Pi TOOO 9 91 07 
UJUUU^^l u/. 


0^9^ 


PI 9 
. LIZ . OH 


f 


Method 


TBLASTX : 


Cress 


Of 3 r-f 
OT.ar t 


710^ 
/ 1 U J 








End 


7745 




P T 
L X 


none 








Score 


63 




HiXOIlo 


710^ IMA 
/ 1U J . . / X / H , 


71 1 Q 

/ X X y < 


7 1 7 ft 
. . / X / 0 , 


7 97ft 
f Z / 0 


..7406/ 7668. .7745/ 


7 £7 O 77/1/1 
/O/U. . / / H H 


oeq . emo . 


A R Q7 A 
H D y / H 








Seq. ID 


OJ000221 


n 7 moo. pio 
U / . Uozo . Liz 


Gene No. 


97403 








Strand 






Start 


13399 








End 


24251 




Name 


Pi T0009 9 1 07 
UJ UUUzz X U / . 


O "3 9 ^ 


PI 9 ^9 
,LlZ. OZ 


f ^ 


Method 


TBLASTX: 


Cress 


C f 3 vf 


O H Z 1 








End 


9306 




P T 


none 








Score 


64 




Exons 


QA Ol ft /l ft £ 
OH Z f . . O 4 O 0 , 


ft A "3 "3 
O 4 J -J . 


, . O H y 0 , 




..8508/ 8584.. 8679, 


QCQ7 q an a. 
ODO 1 . .OO/O/ 




0771 ftft 

0 / / X. , OOOD, 


Ql 7 ft 
y X 7 0 . 


Q99P 


yz dj 


. .9306 






oeq . iNo . 


A R Q7 A 
H D y 1 H 








Seq. ID 


OJ000221 


c\n moi pio 
U / . U z>Z3 . Liz 


Lene emo . 


Q7 A O 1 








Strand 






Of 2 rf 


1 j jyy 








End 


24251 




Name 


Pi T00099 1 07 
UJ UUUZz X U/. 


0323. 


.C12.01 


.tw 


Method 


TBLASTX: 


i/vneat 


Start 


8811 








End 


10842 




GI 


none 








Score 


66 




Exons 


0011 00 co 
0011 . .0000/ 


8813. 


, .8866, 


8813 


..8875, 917 


8. .9306, 


Qi on Q9QQ 

y XoU . . yZyy, 




Ql Q 1 Qonn 


9550. 


, .9627, 


9560 


..9625, 9817. .9903, 


y ozU . . yo y / , 




y y y 0 . . XUX41 0 , 


10001. .10150, -10003. .10152 


:, 10007. 


1 n 1 7 a 

. XUl / H , 




1 OHO Q 1 0 1 R 9 
XUUUy. .1UX0Z 


:, 10246. .10332/ 


10247. . 1033 


16, 10259 


. . xUooo, 




1 07 4 7 1 Oft d 9 


z 10748. .10831, 


10767. . 10835 




oeq. ln o . 


4 R Q7 A 
H Dy / H 








Seq. ID 


OJ000221 


m moo pio 
U/.Uozo.Lxz 


bene lno . 


Ql A 0 "3 

y / «i U J 








Strand 






Start 


' ' 13399 








End 


2425l' 




Name 


OJ000221 07. 


0323. 


C12.o5 


. tm 


Method 


TBLASTX : : 


Maize 


Of a y-f 


9178 








. End 


10094 




P T 


none 








Score 


150 




Exons 


9178. .9354, 


9181. 


. 9300, 


9182 


. .9304, 9560. .9625, 


yoou . . y ozo, 




9561. .9626, 


9806. 


. 9886, 


9817 


. .9903, 9820. . 9897, 


yy y 1 . . iuu / / , 




10001. .10093, 10003. .10092, : 


10005.. 10094 




O GIJ ■ LN U • 


45974 








Seq. ID 


OJ000221 


07 0^9^ P1 9 


Gene No. 


97403 








Strand 






Start 


13399 








End 


24251 




Name 


OJ000221 07. 


0323. 


C12.ol 


. tc 


Method 


TBLASTX : i 


Cress 


Start 


9568 








End 


10830 




GI 


none 








Score 


100 




Exons 


9568. .9627, 


9569. 


.9625, 


9819 


. .9896, 9820. .9897, 


10001. .10150 



47446 



10003. .10152, 10019. .10168, 10258 .. 10332 , 10259 .. 10333, 
10747.. 10830 



Seq. No. - 45974 

Gene No. 97403 

Start 13399 

Name OJ000221JD7 . 0323 . C12 . o3 . ts 

Start 9853 

GI none 
Exons 



Seq. ID OJ000221_07.0323.C12 
Strand 
End 

Method 
End 
Score 



24251 

TBLASTX: Soybean 

10830 

62 



9853.-9897, 9867. .9893, 10001 .. 10150 , 10002 10151 , 
10003. .10146, 10259. .10327, 10264 10326, 10720.. 10830 





o e q . in o . 


A C Q7 A 

L ± D J f f± 




Seq. ID 


OJ000221_07.0323 


. LI Z 




bene ino . 






Strand 










1 ^^QQ 
1 j 




End 


24251 






Name 


r»Tnnn99i n7 n o 


. o4 . gs 


Method 


GENSCAN 






otar l. 


1 O -3 QQ 
1 J j"" 




End 


14843 








none 




Score 


.74 






Exons 


13399. .13445, 13705. 


.13876, 


14278. .14320, 14761.. 14843 






oeq . ino . 


45974 




Seq. ID 


OJ000221_07.0323, 






Gene No . 


97403 




Strand 








otart 


13399 




End 


24251 






Name 


■ OJ000221 07.0323.C12 


.o3.np 


Method 


AAT/NAP 








13823 




End 


22564 




ff? 


P T 


5042454 




Score 


182 




i * • 

Mi 




13823. .13883, 14284. 


.14452, 


22534.. 22564 




: =r 


GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




a a? 


Seq. No. 


45974 




Seq. ID 


OJ000221_07.0323, 


.C12 




Gene No. 


97403 




Strand 








Start 


13399 




End 


24251 






Name 


OJ000221 07.0323.C12 


. o5 . np 


Method 


AAT/NAP 






Start 


15152 




End 


16434 






GI 


4585884 




Score 


531 




"''iwj 


Exons 


15152. .15607, 15693. 


.16434 










GI Descrip. 


(AC005850) Hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


45974 




Seq. ID 


OJ000221_07.0323. 


;'ci2 




Gene No; 


97403 




Strand 








Start 


13399 




End 


24251 






Name 


OJ000221 07.0323.C12 


. o5 . gs 


Method 


GENSCAN 






Start 


15165 




End 


16944 






GI 


none 




Score 


.91 






Exons 


15165... 15607,. .16347.. 


.16458, 


16.894 . . 16944 . 





Seq. No. 


45974 


Seq. ID 


OJ000221_07. 0323. 


.C12 


Gene No. 


97403 


Strand 






Start 


13399 


End 


24251 




Name 


OJ000221 07.0323.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


15405 


End 


15937 




GI 


none 


Score 


93 




Exons 


15405. .15617, 15409. .15597, 


15724. .15936, 15734. .15937 




Seq. No. 


45974 


Seq. ID 


OJ000221_07.0323, 


,C12 


Gene No. 


97403 


Strand 






Start 


13399 


End 


24251 





47447 




Name 


OJ000221 07.0323.C12 


* \S£- . L. O 


Method 


TBLASTX: Soybean 




O Lai L 


15459 






End 


15945 




GT 

\J -L 


none 






Score 


56 






15459. 


.15503, 15516. 


• 1JUUU j 


15520. .15609, 15685 .. 15 94 5 , 






15725. 


.15829, 15890. 










Q r=i rr Mo 


45974 






Seq. ID 


OJ000221_07.0323. 




Gene No. 


97403 






Strand 






Start 


13399 






End 


24251 




Name 


OJ000221 07.0323.C12 


O *3 t" U7 
. L/ -J ■ L. W 


Method 


TBLASTX: Wheat 






15691 






End 


16056 






none 






Score 


69 




I_j A. L> 1 1 o 


15691. 


.15945, 15710. 


. 1 JO J J , 


15899. .15937, 15903 .. 1 6055, 






15973. 


.16056, 15974. 


. 15997 








Seq. No. 


45974 






Seq. ID 


OJ000221_07.0323. 


C12 


Gene No. 


97403 






Strand 






OL.Cl.LL. 


13399 






End 


24251 






OJ.000221 07.0323.C12 


— 

. O O i uITl 


Method- 


TBLASTX: Maize 




Of- a r 4- 


16693 






End 


16959 




GI 


none 






Score 


149 






16693. 


.16959, 16694. 


. -L u o y *± f 


16717. ,16959 




Seq. No. 


45974 






Seq. .ID 


OJ000221_07.0323. 


C12 


Gene No ; 


97*03 






Strand 






o u a j- u 


13399 






End 


24251 




Name 


OJ000221 07.0323.C12 


Ol "f - Q 


Method 


TBLASTX : Soybean 




O Lai L 


■18189 






End 


18595 






none 






Score 


172 






18189. 


.18290, 18422. 


. X \J ~J Z? -J / 


18431. .18595 




Seq. No. 


45974 






Seq. ID 


OJ000221_07.0323. 


C12 


Gene No. 


97403 






Strand 






Start 


13399 






End 


24251 




Name 


OJ000221 07.0323.C12 


. U *i . LIU 


Method 


TBLASTX: Maize 




Start 


18189 






End 


18595 




GI " 


none 






Score 


165 




V von q 


18189. 


.18290, 18431. 


1 ft S QS 


18479. .18595 




Seq. No. 


45974 






Seq. ID 


OJ000221_07.0323. 


C12 


Gene No. 


97403 






Strand 






Start 


13399 






End 


24251 




•Name 


OJ000221 07.0323.C12 




Method 


TBLASTX: Wheat 




J LCti. L 


18189 






End- 


18595 




(IT 


none 






Score 


157 




Fv on <=; 


18189. 


.18290, 18428. 


1 ft 


18429. .18566, 18431.. 18595 




Seq. No. 


45974 






Seq. ID 


OJ000221_07.0323. 


C12- 


Gene No. 


97403 






Strand 






u Lai L 


13399 






End 


24251 




Ma TTl 

IN diitc 


OJ000221 07.0323.C12, 


o ^ r n 


Method 


TBLASTX: Cress 




Start 


18189 






End 


18595 




GI 


none 






Score 


146 




Exons 


18189. 


.18290, 18431., 


.18595 








Seq. No. 


45974 






Seq. ID 


OJ000221_07.0323. 


C12 


Gene No. 


97403 






Strand 







47448 



Start 
Name 
Start 
GI 

Exons 



13399 End 24251 

OJ000221_07 . 0323 . C12 . o7 . gs Method GENSCAN 

20588 End 24251 

none Score . 8 

20588. .21445, 21919 21958 , 231 62 .. 23252 , 23439 23507 , 

24167. .24251 



Seq. No. 4 5974 

Gene No. 97403 

Start 13399 

Name OJ000221_07 . 0323 . C12 . o3 . gp 

Start 21712 

GI none 

Exons 21712. .22205, 22302.. 22368 

Seq. No. 45974 

Gene No. 97403 

Start 13399 

Name OJ000221_07 .0323 . C12 . o4 . gp 

Start 21712 

GI none 

Exons 21712. .22205, 22302.. 22367 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000221_07.0323.C12 

24251 
AAT/GAP 
22368 
934 



OJ000221_07.0323.C12 

24251' 
AAT/GAP 
22367 
936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45974 Seq. ID OJ000221_07 . 0323 . C12 

97403 * "Strand 

13399 End 24251 

OJ000221_07.0323.C12.o7.np Method AAT/NAP 

23172 End 23545 

7506500 Score 76 

23172. .23322, 23439. .23545 

hypothetical protein R09B3.2 - Caenorhabditis elegans 
gi I 3879015 | emb | CAB03236.il (Z81108) similar to RNA recognition 
motif, {aka RRM, RBD, or RNP domain); cDNA EST EMBL:D73942 comes 
from this gene; cDNA EST yk257fl0.5 comes from this gene; cDNA 
EST EMBL:D70930 comes from this gene; cDNA EST EMBL:D7347 6 comes 
from this gene; cDNA ES> . - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI . Descrip, 



45975 
97404 
799 

OJ000221_07.0323.C13.ol.np 



Seq. ID OJ000221_07.0323.C13 

Strand + 

End 1434 

Method AAT/NAP 

End 1431 

Score 543 



757 

461595 
757.. 1431 

ATP SYNTHASE B 1 CHAIN PRECURSOR (SUBUNIT II) 

gi| 479533|pir| IS34473 H+-transporting ATP synthase (EC 3.6.1.34) 
chain 9 - spinach gi | 394755 | emb ICAA50520 . 1 | (X71397) CF(o)II ATP 
synthase subunit 9 [Spinacia oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



45975 Seq. ID 

97404 Strand 

799 End 
OJ000221_07 . 0323 . C13 . o2 . gs Method 

799 . End 

none Score 
799. .1434 



OJ000221_07 .0323.C13 
+ 

1434 
GENSCAN 
1434 
.86 



47449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45975 Seq. ID 

97405 Strand 

2377 End 

OJ000221_07 . 0323 . C13 . o3 . gp Method 

2317 End 

48724 1.R1084 Score 



OJ000221_07.0323.C13 
+ 

3810 
AAT/GAP 
3696 
1517 



2317. .2593, 3066. .3134, 3243. .3696 

f 4056507 8.0e-40 (AC005896) putative RNA binding protein 
[Arabidopsis thaliana] 1 



Seq. No. 


45975 


Seq. ID 


OJ000221JD7 


.0323 


.C13 




97405 


Strand 


+ 






o L, a. JL L 


2377 


End 


3810 






Name 


OJ000221 07.0323.C13.o3.gs 


Method 


GENSCAN 






OL.Cli.L- 


2377 


End 


3810 






CI T 
\J J. 


none 


Score 


.74 








2377. .2593, 3066. .3134, 3243 


..3468, 3798. .3810 






Q&rr Kin 


45975 


Seq. ID 


, OJ000221_07 


.0323 


.C13 


(^pne No 


97405 


Strand 


+ 






Start 


2377 


End 


3810 






Name 


OJ000221 07.0323.C13.o3.np 


Method 


AAT/NAP 






uLdi L 


2377 


End 


3475 






C T 

L3 _L 


6598438 


Score 


328 






Exons 


2377.. 2448, 2548.. 2593, 3066 


.3134, 3243.. 3475 








(AC004 684) putative RNA-binding protein [Arabidopsis thaliana] 


O t; L^ . LN (J . 


45975 


Seq. ID 


OJ000221_07 


.0323 


C13 


Gene No. 


97406 


Strand 








Start 


1 


End 


371 








OJ000221 07.0323.C13.ol.gp 


Method 


AAT/GAP 








1 


End 


371 








705 6.R1084 


Score 


573 








1. .371 












'1362184/pir | IS56685 2.0e-39 


histone H2B-8 - wheat 








>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 




aestivum] 










Seq. No. 


45975 


Seq. ID 


OJ000221_07 


.0323. 


C13 


Gene No. 


97406 


Strand 








Start 


1 


End 


371 






Name 


OJ000221 07 .0323.C13.ol.gs 


Method 


GENSCAN 






Start 


15 


End 


227 






GI 


none 


Score 


1 






Exons 


15. .227 










Seq. No. 


45975 


Seq. ID 


OJ000221_07 


.0323. 


C13 


Gene No. 


'97407 


Strand 








Start 


641 


End 


1622" ' 






Name 


OJ000221 07.0323.C13.o2.gp 


Method 


AAT/GAP 






Start 


641 


End 


1622 






GI 


1204 1.R1084 


Score 


1934 






Exons 


-641. . 1622 











GI Descrip. 1 4 61595/sp | P31853 | ATPX_SPIOL 4.0e-35 ATP SYNTHASE B 1 1 CHAIN 

PRECURSOR (SUBUNIT II) >gi_47 9533_pir S34473 H+-transporting 

ATP synthase (EC 3.6.1.34) chain 9 - spinach 

>gi_394755_emb_CAA50520_ (X71397) CF(o)II ATP synthase subunit 9 



47450 



[Spinacia oleracea] ' 



C pi rr Mo 


45975 


Seq. ID 


OJ000221_07.0323.C13 




97408 


Strand 






2316 


End 


3790 


Name 


OJ000221 07.0323.C13.o2.np 


Method 


AAT/NAP 


Start 


2316 


End 


3790 


bl 


112994 


Score 


83 


Exons 


2316. .2528, 3769. .3790 






bi uescrip. 


GLYCINE-RICH RNA-BINDING, ABSCISIC ACID-INDUCIBLE PROTEIN 




gi I 82685 | pir | | S04536 embryonic abundant protein, glycine-rii 




maize gi | 22313 | emb | CAA31077 . 


1| (X12564) 


ABA-inducible gene ■ 




protein [Zea mays] gi | 226091 | prf | | 14 10284A abscisic acid 




inducible gene [Zea mays] 






Q q r*t M 

oeq. in o . 


45975 


Seq. ID 


UJUUUZzl U / . UjiO.blJ 


bene ino. 


97409 


Strand 






4511 


End 


4 o oU 


Name 


OJ000221 07.0323.C13.ol.tw 


Method 


TBLASTX: Wheat 




801 


End 


1148 




none 


Score 


/ O 


Exons 


801. .848, 994. .1146, 1020. .1148 




beq. wo. 


45975 


Seq. ID 


OuVUVZZL U/.UoZO.Clo 


Gene No . 


97 4 09 


Strand 






A R 1 1 
4 O 1 1 


End 


a 0 a a 
4 0 o(J 


Name 


OJ000221 07.0323.C13.ol.tc 


Method- 


TBLASTX: Cress 


DLalU 


991 


End 


1428 


bl 


none 


Score 




Exons 


991. .1428, 1020. .1157, 1042. 


.1161, 135C 


) . . 14 Z I 


oeq. in o . 


45975 


Seq. ID 


OJ0U0z21 0/.UJ23.C1J 


Gene No . 


97409 


Strand 






4511 


End 


a 0 r a 


Name 


OJ000221 07.0323.C13.ol.ts 


Method 


TBLASTX: Soybean 




991 


End 


1437 


C T 


none 


Score 


256 


Exons 


991.. 1182, 1020.^1145, 1051. 


.1164, 1243 


I. .1437, 1350. .1430 


oeq . ino . 


45975 


Seq. ID 


OJ000221_07.0323.C13 


bene ino . 


97409 


Strand 




otart 


4511 


End 


4860 


Name 


OJ000221 07.0323.C13.ol.tm 


Method 


TBLASTX: Maize 




991 


End 


1460 


bl 


none 


Score 


480 


Exons 


991. .1434, 1020. .1157, 1347. 


.1436, 1413 


. .1460 


oeq . ino ■ 


45975 


Seq. ID 


OJ000221_07.0323.C13 


Gene No . 


97409 


Strand 




Start 


4511 


End 


4860 


Name 


OJ000221 07.0323.C13.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1264 


End 


1590 


GI 


none 


Score 


164 


Exons 


1264.. 1524, 1347.. 1433, 1519 


. .1590,- 1521. .1589 


Seq. No. 


45975 


Seq. ID 


OJ000221_07.0323.C13 


Gene No. 


97409 


Strand 





47451 



Start 


4511 








End 


4860 * 




Name . 


UO UUUzzl u / , 




PIT ^ o 
.LI j . OZ 




Method 


TBLASTX: 


Mai ze 


otart 


O/l CO 

Z 4 Do 








End 


3358 




bl 


none 








Score 


36 




Exons 


O/i CO 0/1TQ 
^4 JO . . Z 4 / O , 


_4 OU 


. . Z4 oj, 


Z 0 1 1 . 


.2600, 2527.. 2607, 


■"3 n "3 1 Tii/i 
oUol . . o!14 , 








. . jIj j/ 


jUdd . 


.3140, 3235.-3357, 


no AO OOCQ 
oz^Z . . ooOo 


Seq. No. 


45975 








Seq. ID 


OJ000221 


_07.0323.C13 


Gene No. 


97409 








Strand 








A c. i i 
4 0 1 1 








_na 


4 O OU 




Name 


UJUUUZZ 1 u / . 


UJz d 


. Llj . OZ 


. tc 


Method 


TBLASTX: 


Cress 


btart 


*3 n ao 








End 


3457 






none 








Score ' 


63 




Exons 




J-i JO 


. . jj^y, 


10 AO 
oZ 4 Z . 


.3457 






Seq. No. 


45975 








Seq. ID 


OJ000221 


_07.0323.C13 


Gene No. 


97409 








Strand • 






btart 


-1 CI 1 

4 0 1 1 








End'. . 


4860 




Name 


UJUUUZZl u / . 


n io *3 


p i "5 

. bio . oz 


. L S 


Method 


TBLASTX: 


Soybean 


btart 










End 


3400 




p x 

bl 


none 








Score 


73 




Exons 




JZJO 




OZ 4 D . 


.3400 






beq. No. . 


4 oy / o 








Seq. ID 


OJ000221 


U / . Uoz j . Clp 


Gene No. 


97409 








Strand 






Start * 


4511 








End 


4860 




Name 


UJUUUZ_1 U / . 


U DV D 


.Li j . Oj 


4- — 

. tin 


Method 


TBLASTX: 


Mai ze 


Start 


4 jUj 








End 


4860 




P T 

bl 


none 








Score 


96 




Exons 


4 0 UO . . 4 Dot), 


4 DUO 


/I C Q Q 
. . 4 Ooo , 


a c. n-7 
4 0U / . 


.4575, 4511. .4588, 


4 / 1 / . .4 o oU , 




4/Zl..4oDo 














Seq. No. 


45975 








Seq. ID 


OJ000221 


_07.0323.C13 


Gene No. 


97409 








Strand 






btart 


4 011 








End 


4860 




Name 


PtTnnnooi m 
UJ UUuzz 1 U / . 


UjZ J 


.L1j. 04 


. gs 


Method 


GENSCAN 




P4. — 4- 

btart 


A C. 1 1 

4 0 1 1 








End 


4857 




P T 

bl 


none 








Score 


.69 




Exons 


/ C11 ^ CQC 
4011. . 4jOJ; 


A "7 T T 
4 / 1 / 


A Q c. 7 
. . 4 o 0. / 










Seq. No. 


45976 








Seq. ID 


OJ000221 


_07.0323.C14 


Gene No. 


97410 








Strand 






otart 


108 








End 


8'22 ' 




Name 


OJ000221 07. 


0323 


.C14 .ol 


.gs 


Method 


GENSCAN 




Start 


108.. 








End 


822 




p T ■ 

bl 


• none 








Score 


.92 




Exons 


108. .167, 291. .349, 472 


. . DO 1 , 


769. .822 






Seq. No. 


45977 








Seq. ID 


OJ000221 


_07.0323.C16 


Gene No. 


97411 








Strand 






Start 


14 








End 


207 




Name 


OJ000221 07. 


0323, 


.C16.ol, 


.gs 


Method 


GENSCAN 




Start 


14 








End 


207 




GI 


none - 








Score 


.55 




Exons 


14. .207 














Seq. No. 


45978 








Seq. ID 


OJ000221 


_07.0323.C17 



47452 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97412 Strand + 

8095 End 13819 

OJ000221_07.0323.C17.o4 . gs Method GENSCAN 
8095 t End 12288 

none Score .74 

8095. .8229,, 8436. .8516, 8651. .8997, 9228. .98,28, 10089 .. 10287, 

10397. .10460, 10792. .11208, 11814 .. 11926,. 12269 12288 



Seq. No. 45978 Seq. ID 

Gene No. 97412 Strand 

Start 8095 End 

Name OJ00022 1_07 . 0323 . C17 . o2 . np Method 

Start 9718 End 

GI 7485433 Score 

Exons 9718.. 9828, 9914.. 9988, 10089 .. 10358 , 

GI Descrip. hypothetical protein F13M22.2 - Arabidopsis thaliana 

gi|3236235|gb|AAC23623.1| (AC004684) unknown protein 

[Arabidopsis thaliana] 



OJ000221_07.0323.C17 
+ 

13819 
AAT/NAP 
11489 
99 

1067 6. .10906, 11317. .114 89 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45978 
97412 
8095 

OJ000221_07.0323.C17.o3.np 

9764 

6729519 



Seq. ID OJ000221_07.0323.C17 

Strand + 

End 13819 

Method AAT/NAP 

End 13819 

Score ■ 213 



9764. .9834, 9920. .9988, 10089 .. 102 94 , 107 92 .. 108 96, 
11077. .11167, 11209. .11281, 11322 .. 114 12, 11509 .. 11565 , 
11668. .11714, 11814. .11884, 13791. .13819 
(AL132966) putative protein [Arabidopsis thaliana] 



45978 Seq. ID 

97413 Strand 

241 End 
OJ000221_07 . 0323 . C17 . ol . gs Method 

241 End 

none Score 
241. .495 



OJ000221_07.0323.C17 
495 

GENSCAN 

495 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



45978 
97414 
4404 

OJ000221_07.0323.C17.ol.np 
2916 
6815103 



8913 
AAT/NAP 
8913' 
339 

2916. .2959, 6061. .6240, 6636. .7024, 8767. .8913 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ000221 07.0323.C17 



45978 
97414 
4404 

OJ000221_07.0323.C17.o3.gs 
4404 
none 



8913 
GENSCAN 
6997 
.96 

4404. .4489, 4639. .4760, 6024. .6098, 68.64 .. 6997 



,Seq. ID OJ000221_07.0323.C17 
Strand 
End 

Method 
End 
Score 



45978 
97415 



Seq. ID 
Strand 



OJ000221 07.0323.C17 



47453 



Start 
Name 
Start 
GI 

Exons 



13610 End 

OJ000221_07 . 0323 . C17 . ol . tm Method 

10811 End 

none Score 



13742 

TBLASTX: Maize 

11185 

135 



10811. . 10990, 10813. 
10973. .11185, 10990. 



10989, 10815. . 10991, 10825 10992, 
11184 



Seq. No. 45978 Seq. ID 

Gene No. 97415 Strand 

Start 13610 End 

Name OJ000221_07 . 0323 . CI' 7 . o5 . gs . Method 

Start 13610 End 

GI none Score 

Exons 13610. . 13742 



OJ000221_07.0323.C17 

13742 
GENSCAN 
13742 
.84 



Seq. No. 45979 Seq. ID 

Gene No. . 97416 Strand 

Start 473 End 

Name . v ' OJ000301_09 . 0327 . CI . ol . gp Method 

Start 473 End 

GI uC-osflM202064b07al Score 
Exons 473.. 857 

GI Descrip. ■ 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
' [Arabidopsis thaliana] 1 



OJ000301_09.0327.C1 
+ 

857 

AAT/GAP 
857 
754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45979 
97417 
484 

OJ000301_09.0327.Cl.ol.gs 

484 

none 



Seq. ID OJ000301_09.0327.C1 



. Strand 
End 

Method 

End 

Score 



4325 
GENSCAN 
4325 
.51 



484. .606, 1123. .2137, 3483.-3692, 4265. .4325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45979 
97417 
484 

OJ000301_09. 

10i4 

none 

1014. .1118, 
1122. .1388, 



0327.Cl-.o2.tm 



1017. 
1202. 



.1121, 
.1393 



1018. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1119, 



OJ000301 09. 0327. CI 



4325 

TBLASTX: Maize 
1393 ■ 
67 

1036. .1155, 1087. .1389, 



Seq. No." 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45979 
97417 
484 

OJ000301_09.0327 .Cl.ol.np 
1032 

6554175 • 
1032.. 2137, 3483.. 3710 

(AC006072) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000301__09.0327.C1 
Strand 

4325 
AAT/NAP 
3710 
639 



End 

Method 

End 

Score 



45979 Seq. ID 

97417 Strand 

484 End 

OJ000301_09 . 0327 . CI . ol . tc Method 

1050 End 

none Score 



OJ000301_09.0327.C1 
4325 

TBLASTX: Cress 

2045 

118 



47454 



Exons 



1050. .1334, 1054. .1317, 1353. .1445, 1473. .1610, 1650. .1754, 
1827. .2045 



Seq. No. 45979 

Gene No. 97417 

Start 484 

Name OJ000301_09 . 0327 . CI . ol . ts 

Start 1050 

GI none 

Exons 1050. .1346, 1205.. 1318 



Seq. ID OJ000301_09.0327.C1 
Strand 

End 4325 

Method TBLASTX : Soybean 

End 1346 

Score 77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45979 
97417 
484 

OJ000301_09.0327.Cl.ol.tm 

1488 

none 



Seq. ID OJ000301_09.0327.C1 
Strand 

End 4325 

Method TBLASTX: Maize 

End 3634 

Score 82 



1488. .1739, 1488. .1832, 1570. .1752, 1854. .2057, 1855. .2049, 
2067.. 2126, 2068.. 2127, 3494.. 3634, 3499.. 3633 



Seq. No. 45979 

Gene No. 97417 

Start 484 

Name OJ000301_09 . 0327 . CI . o2 . ts 

Start 1653 

GI none 
Exons 



Seq. ID OJ000301_09.0327.C1 
Strand 

End 4325 

Method TBLASTX : Soybean 

End 2120 

Score 53 



1653. .1757, 1851. .2030, 2064. .2120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45980 
97418 
1 

OJ000301_09.0327 .C2.ol.np 
1 

6554175 



Seq. ID OJ000301_09.0327.C2 
Strand 

End 9735 

Method AAT/NAP 

End 5629 

Score 625 



1..23, 795. .1512, 1950. .2064, 2173. .2252, 2485. .2915, 

3051. .3253, 4346. .4837, 5481. .5629 

(AC006072) unknown protein [Arabidopsis thaliana] 



45980 
97418 
1 

OJ000301_09.0327.C2.o2.np 

1 ' 
6554175 



Seq. ID OJ000301_09.0327.C2 
Strand 

End 9735 

Method . AAT/NAP 

End 9735 

Score 732 



1..23, 795. .1512, 1950. .2064, 2173 .. 2252, 2485 .. 2915, 
3051. .3253, 4346. .4827, 9256. .9325, 9443. .9735 
(AC006072) unknown protein [Arabidopsis thaliana] 



45980 
97418 
1 

OJ000301_09.0327.C2.ol.tm 

883 

none 



Seq. ID OJ000301_09.0327.C2 
Strand 

End 9735 

Method TBLASTX : Mai ze 

End 1435 

Score 99 



883. .1047, 884. .1048, 1039. .1257, 1041. .1190, 1042. .1197, 
1228. .1425, 1307. .1435 



47455 



Seq. No. 45980 

Gene No. 97418 

Start 1 

Name OJ000301_09 . 0327 . C2 . ol . gs 

Start 1079 

GI none 

Exons 1079.. 1117, 1630.. 1788, 1950. 

3196.. 3366, 3631.. 3633 



Seq. ID OJ000301_09.0327.C2 

Strand - - 

.End 9735 

Method GENSCAN 

End 3633 

Score .72 

.2064, 2173. .2368, 2505. .2787, 



Seq. No. 45980 

Gene No. 97 418 

Start 1 

Name OJ000301_09 . 0327 . C2 . ol . ts 

Start 1120 

GI none 

Exons 1120. .1203, 1267. .1317, 1336. 

1947. .2066, 1950. .2066, 1954. 



Seq. ID OJ000301_09.0327.C2 
Strand 

End 9735 

Method TBLASTX : Soybean 

End " 2067 

Score 78 

.1434, 1462. .1512, 1627. .1725, 
,2067 



Seq. No. 45980 

Gene No. • 97 418 

Start 1 

Name OJ000301_09 . 0327 . C2 . o2 . tm 

Start 2560 

GI none 

Exons 2560.. 2640, 2678.. 2773, 2680. 
2863. .2955 



Seq. ID OJ000301_09.0327.C2 
Strand 

End 9735 

Method TBLASTX: Maize 

End 2955 

Score 80 

.2772, 2839. .2952, 2847. .2954, 



Seq. No. 45981 

Gene No. 97419 

Start 247 

Name OJ000301_09 . 0327 . C3 . ol . gs 

Start 247 

GI none 

Exons 247. .466, 675. .751 



Seq. ID OJ000301_09.0327.C3 

Strand + 

End 751. 

Method GENSCAN 

End 751 

Score .49 



Seq. No. 45981 

Gene No. ' 97420 

Start . 1404 

Name OJ000301_09 . 0327 . C3 . o2 . gs 

Start 1404 

GI none 

Exons 1404.. 1625, 2564.. 2624, 358? 
5381. .5906 



Seq. ID OJ000301_09.0327.C3 

Strand - - 

End 5906 

Method GENSCAN 

End 5906 

Score .59 

.3850, 4009. .4250, 4423,. .4590,. 



Seq. No. 45981 Seq. ID OJ000301_09 .0327 . C3 

Gene No. 97420 Strand 

Start 1404 End 5906 

'Name'.-- OJ000301_09 . 0327 . C3 . ol . np Method AAT/NAP 

Start 5379 End 5812 

GI 6539553 Score 665 

Exons 5379.. 5812 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597). --[Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 



45981 



Seq. ID OJ000301 09. 0327. C3 



47456 



Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97420 Strand 
1404 - End 

OJ000301_09.0327.C3.ol. tw Method 
5515 End 
none Score 
5515. .5811, 5516. .5770, 5553. .5810 



5906 

TBLASTX: Wheat 

5811 

261 



45982 
97421 
1 

OJ000301J39. 0327 .C4 .ol.np 
1 

6539553 
1..45, 644. .4117 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza^ sativa] 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method AAT/NAP 

End 4117 

Score 5552 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons • 



45982 
97421 
1 

OJ000301_09.0327.C4 .ol.gs 

605 

none 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method GENSCAN 

End 6240 

Score .58 



605. .929, 1-127. .1941, 3011. .3154, 3340. .3359, 3526. .4026, ■ 
4075. .4257, 4353. .4551, 4671. .4895, 5578. .5654, 6222. .6240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45982 
97421 
1 

OJ000301_09.0327.C4.o5.tw 

644 

none 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Wheat 

End 811 

Score 101 



644 . .739, 644. .739, 645. .749, 645. .740, 755. .811, 762. .809 



45982 
97421 
1 

OJ000301J)9.0327 .C4 .o4 . tm 
686 
none 

686. .1018/ 687. .914, 701. .1024 

45982 
97421 
1 

OJ000301_09.0327.C4 .o3.tw 
812 
none 

812. .883, 1129. .1218, 1234. .1563, 1258. .1431 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 64 58 

Method TBLASTX : Mai ze 

End 1024 

Score .168 



Seq. ID OJ000301_09.0327.C4 
Strand 

End . 6458 

Method TBLASTX : Wheat 

End 1563 

Score 90 



45982 
97421 
1 

OJ000301_09.0327 .C4 .o2. ts 
836 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Soybean 

End 1180 



47457 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none Score 68 

836. .1135, 981. .1124, 1138. .1179, 1139. .1180 



45982 
97421 
1 

OJ000301_09 . 0327 . C4 . o3 . tm 
1147 
none 

1147. .1572, 1217. .1327, 1261, 

45982 
97421 
1 

OJ000301_09.0327 .C4 .ol. ts 
1249 
5509260 

124 9. .1713, ,1268. .1327, 1400. .14 95 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Mai ze 

End* 1572 

Score 56 
.1443, 1397. .1564 

Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Soybean 

End 1713 

Score 58 



45982 
97421 
1 

OJ000301_09. 

1360 

none 

1360. .1620, 

45982 
97421 
1 

OJ000301_09. 

1633 

none 

1633. .1881, 
2174 . .2266, 

45982 
97421 
1 

OJ000301_09. 

2038 

hone 

2038. .2178, 

45982 
97421 
1 

OJ000301_09. 

2038 

none 

2038. .2178, 

45982 
97421 
1 

OJ000301 09. 



0327.C4.ol.tc 



1448 . . 1618 



0327.C4.ol.tw 



1633. .1872, 1650. 
2175. .2264, 2261. 



0327.C4.o3.ts 
2175. .2222, 2264, 

0327.C4 .o5. tm 
2264. .2545, 2292, 

0327.C4.o4.tw 



Seq. ID OJ000301_09.0327.C4 

Strand ' - 

End 6458 

Method TBLASTX: Cress 

End 1620 

Score 66 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Wheat 

End 2386 

Score 163 
.1880, 1901. .2167, 1939. .2175, 
.2386, 2262. .2378 

Seq. ID OJ000301_09.0327.C4 

Strand - 

End 6458 

Method TBLASTX : Soybean 

End . 2434 

Score 73 
.2419, 2264. .'2434, 2268.. 2426 

Seq. ' ID OJ000301_09. 0327 .C4 
Strand 

End 64 58 

Method TBLASTX : Mai ze 

End 2601 

Score 73 
.2447, 2491. .2601 

Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX: Wheat 



47458 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2387 End 2724 

none Score 60 

2387. .2530, 2414. .2512, 2524. .2724 



45982 
97421 
1 

OJ000301_09.0327.C4.ol.tm 

2854 

none 



Seq. ID OJ000301__09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Maize 

End 3176 . 

Score 384 



2854. .3156, 2855. .3169, 2859. .3149, 2922. .3176 



45982 
97421 
1 

OJ000301_09.0327.C4.o2.tm 

3675 

none 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX : Mai ze 

End. 3988 

Score 272 



3675. .3980, 3677. .3988, 3680. .3982 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45982 
97421 
1 

OJ000301__09.0327.C4.o2.tw 

3737 

none 

3737. .4123, 3738. .4109 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method TBLASTX: Wheat 

End 4123 

Score 217 " 



45982 
97421 
1 

OJ000301_09.0327.C4.ol.gp 
5795 

LIB34 32-059-P1-K1-D8 
5795. .6258 

'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ000301_09.0327.C4 
Strand 

End 6458 

Method AAT/GAP 

End 6258 

Score 725 



45982 
97421 
1 

OJ000301_09.0327.C4..o2.gp. 
6144 

LIB34 32-059-P1-K1-D8 
6144. .6170, 6261. .6458 

, 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. ID OJ000301JD9. 0327 .04 
Strand 

End 6458 

Method . AAT/GAP 

End 6458 

Score 340 



45983 
97422 
4737 

OJ000301_09.0327.C5.ol.np 

4696 

6721561 



Seq. ID OJ000301_09.0327.C5 

Strand + 

End * 6878 

Method AAT/NAP 

End 6878 

Score 1165 



4696. .4735, 5699. .5919, 5990. .6048, 6114. .6878 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



47459 



gi | 68150861 dbj | BAA90372 . 1 | 
corresponds to a region of 
protein [Oryza sativa] 

Seq. No. 45983 

Gene No. 97422 

Start 4737 

Name OJ000301_09 0327".C5. o4 . gs 

Start 4737 

GI none 

Exons 4737.. 5370, 
6357. .6476 



(AP001081) EST AU082058 (C12976) 
the predicted gene.; hypothetical 



Seq. ID OJ000301_09.0327 ,C5 

Strand + 

End 6878 

Method GENSCAN 

End 6476 

Score .84 



5536. .5660, 5728. .5919, 5990. .6048, 6114. .6297, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45983 
97423 
14071 

OJ000301_09.0327.C5.o3.np 

14 071 

5852180 

14071. .14141, 15121. .15239, 



Seq. ID OJ000301_09.0327 .C5 

Strand + 

End 15672 

Method AAT/NAP 

End 15672 

Score 554 
15291. .15672 



(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000301 09. 0327. C5 



45983 Seq. ID 

97424 Strand 
1 End 387 

OJ000301_09. -0327.C5.ol.gp Method AAT/GAP 

1 End 387 

LIB3432-059-P1-K1-D8 Score 738 

1. .387 

'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45983 Seq. ID 

97425-.. Strand 

3027 End 

OJ000301_09 . 0327 . C5 . o3 . gs Method 

3027 *. • End 

none Score 



OJ000301_09.0327.C5 

4483 
GENSCAN 
4483 
.74 



3027.. 3038, 3275.. 3404, 3610.. 3655, 4336.. 4483 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000301 09. 0327. C5 



45983 
97426 
6501 

OJ000301_09.0327.C5.o5.gs 
6501 
none 

6501.. 6943, 7079.. 7453, 7474 
8753.. 8925, 8962.. 9201, 9301 
11659. .11970, 12100. .12225, 12388. .12 667, 1274 9. .12962, 
12971. .13199, 14203. .14298, 15203 .. 1524 9, 15284. .15377 



15377 
GENSCAN 
15377 
.42 

7699, 7704.. 7811, 8380.. 8707, 
9703, 9944-. . 10401, 104 65 . . 1 14 90 , 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 



45983 Seq. ID 

97426 Strand 

6501 End 

OJ000301__09. 0327.C5.o2.np Method 

8362 ' End 

7228457 Score 



OJ000301_09.0327.C5 

15377 
AAT/NAP 
13225 
3095 



47460 



Exons - 8362.. 9900, 9967.. 11627, 11682.. 13225 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 45983 

Gene No. 97426 

Start 6501 

Name OJ000301_09 . 0327 . C5 . o3 . tw 

Start 8371 

GI none 
Exons 



Seq. ID OJ000301_09.0327.C5 
Strand 
End 

Method 
End 
Score 



15377 

TBLASTX: Wheat 

8979 

65 



8371. .8502, 8372. .8497, 8527. .8979, 8723. .8830, 8876. .8947 



Seq. No. 45983 Seq. ID 

Gene No. 97426 Strand 

Start 6501 End 

Name OJ000301_09 . 0327 . C5 . o4 . tm Method 

Start 8494 End . 

GI none Score 

Exons 8494. .8757 



OJ000301_09.0327.C5 
15377 

TBLASTX: Maize 

8757 

201 



Seq. No. 45983 

Gene No. 97426 

Start 6501 

Name OJ000301_09 . 0327 . C5 .o5 . tw 

Start 9103 

GI none 

Exons 9103.. 9486, 9104.. 9253, 9112. 



Seq. ID 

Strand 

End 

Method 
End " 
Score 



OJ000301_09.0327.C5 
15377 

TBLASTX: Wheat 
9486 '■ . 

91 



.9360, 9290.. 9478 



Seq. No. 45983 Seq. ID 

Gene No. 97426 Strand 

Start 6501 End 

Name OJ000301JD9 . 0327 . C5 . o3 . tm Method 

Start 9181 End 

GI none Score 

Exons 9181.. 9486, 9182.. 9469 



OJ000301_09.0327.C5 
15377 

TBLASTX: Maize 

9486 

150 



Seq. No. 45983 Seq. ID 

;!? Gene No. 97 426 Strand 

[ : 5 Start 6501 End 

U Name OJ000301_09 . 0327 . C5 . 08 . tw Method 

Start 9628 End 

GI none Score 

Exons 9628.. 9927, 9695.. 9949 



OJ000301_09.0327.C5 
15377 

TBLASTX: Wheat 
9949 ' 



Seq. No. 


45983 






Seq. ID 


OJ000301_09.0327 


.C5 


Gene No. 


97426 ■:. 






Strand ' 






Start 


6501 * 






End 


15377 




Name 


OJ000301 09. 


0327, 


.C5.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9988 






End 


10396 




GI 


none 






Score 


40 




Exons 


9988. .10053, 


998? 


3. .10161, 


10169. .10396, 


10171. .10395 




Seq. No. 


45983 






Seq: ID 


OJ000301JD9.0327, 


.C5 


Gene No. 


97426 






Strand 






Start 


6501 






End 


15377 




Name 


OJ000301 09. 


0327, 


•C5.ol.ts 


Method 


TBLASTX: Soybean 





47461 



Start 
GI 

Exons 



10486 
none 

10486. .10911, 10727. 



10852 



End 
Score 



10911 
81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45983 
97426 
6501 

OJ000301_09.0327.C5.o2.tw 
10541 
none 

10541. . 10855, 10543. .10965, 10561 10962 , 10809. .10964 



Seq. ID OJ000301_09.0327.C5 
Strand 

15377 

TBLASTX : Wheat 
10965 
252 



End 

Method 

End 

Score 



45983 
97426 
6501 

OJ000301_09.0327.C5.o2.tm 
10639 
none 

10639. .11022, 10640. .10855, 10893. .10973 



Seq. ID OJ000301_09.0327.C5 
Strand 

End 15377 

Method TBLASTX : Mai ze 

End 11022 

Score 109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



45983 
97426 
6501 

OJ000301_09.0327.C5.ol.tm 

11050 

none 

11050. .11406, 11051. .11344 

45983 
97426 
6501 

OJ000301_09.0327.C5.ol.tw 

11080 

none 

11080. .11535, 11081. .11536 



Seq. ID OJ000301_09.0327.C5 
Strand 

End 15377 

Method TBLASTX: Maize 

End 11406 

Score 211 



Seq. ID OJ000301_09.0327.C5 
Strand 

End 15377 

Method TBLASTX : Wheat 

End 11536 

Score 366 



45983 
97426 
6501 

OJ000301_09.0327.C5.o4 . tw 
11728 
none 

11728. . 11964, 11743. . 11952, 1184 6 .. 11953, 12001 .. 12183 , 
12074. .12175 



Seq. ID OJ000301_09.0'327.C5 
Strand 

End 15377 

Method TBLASTX : Wheat 

End 12183 

Score 99 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



45983 
97426 
6501 

OJ000301_09.0327.C5.o7.tw 

12814 

none 

12814 . . 12 990, 12863. . 12994, 
13101. .13151, 13163. .13213 

45983 
97426 
6501 



Seq. ID OJ000301_09.0327.C5 
Strand 

End 15377 

Method TBLASTX: Wheat 

End 13213 

Score 61 
12989. .13090, 1304 9. .13162, 



Seq. ID OJ000301_09.0327.C5 
Strand 

End 15377 



47462 



Name 


OJ000301 09.0327.C5.o3.gp 


Method 


AAT/GAP 


o Lair L 


13990 


End 


1 4 O 1 1 




uC-osflcyp033a04bl 


Score 


0 / y 


Exons 


13990. .14371 








* 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


Dy (jryza 




DNA, chromosome 1, clone : P0711E10 1 




C a rr Ma 
o e CJ > IN U • 


45984 


Seq. ID 


n *rnnn 1 

\JO UUU JU 1 


Gene No. 


97427 


Strand 




Start 


1 


End 


2283 


Naine 


OJ000301 09.0327.C6.ol.np 


Method 


7A Z\ T / M Z\ P 


OLalt 


1 


End 


Z Z O J 




7523517 


Score 


111 


TP y\ r^i o 


1..162, 1790. .1840, 1985. .2283 




T c"j o (~~* "v* n t™\ 

ul UcbCXlp. 


(AP001633) hypothetical protein [Oryza 


s at 1 va J 


Seq. No. 


45984 


Seq. ID 


OJ000301 


Gene No. 


97427 


Strand 






1 


End 


99R^ 


M -*i Tin A 

Name 


OJ000301 09.0327.C6.ol.gs 


Method 




OlaLt 


340 


End 


zzz y 




none 


Score 


. OO 


tjXons 


340. .1840, 1985. .2229 






oeq . INO . 


45985 


Seq. ID 


UJUUUjUI 


Gene No. 


97428 


Strand 




Start 


1439 


End 


1587 


Name 


OJ000301 09-0327. C7.ol.np 


Method 


TV 7\ T / M 7A D 




1439 


End 


130/ 




5852084 


Score 


0 1 


£jXons 


1439. .1587 






ojl uesenp. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




OC4 . LNO . 


45985 


Seq. ID 


UJUUUJUI 


Gene No. 


97429 


Strand 




Start 


2456 


End 


2782 


Name 


OJ000301 09.0327.C7.o2.np. 


Method 




otal L 


2456 


End 


97 fl 9 
Z / O Z 


lal 


6539588 


Score 


9 /1 n 
z 4 U 


Exons 


2456. .2782 






bi uescrip. 


(AP000837) hypothetical protein [Oryza 


sat 1 va J 


0 e q . IN 0 . 


45986 


Seq. ID 


UJ UUUjUI 


Gene No. 


97430 


Strand 


+ 


Start 


. 2281 


End 


5718 


Name 


OJ000301 09.0327.C8.o2.np 


Method 




0 car l 


2281 


End 


0 DO X 




71065:16 


Score 


1 y 0 


Exons 


2281.. 2335, 3074.. 3241, 5312 


. .5631 




1 T~\ /~\ t t~\ 

bi uescirip. 


(AP001278) hypothetical protein [Oryza 


sat i va ] 


Seq. No. 


45986 


Seq. ID 


OJ000301_ 


Gene No . 


97430 


Strand 


+ 


Start 


2281 


End 


5718 ' 


Name 


OJ000301 09.0327.C8.o3.gs 


Method 


GENSCAN 


Start 


4960 


End 


5718 


GI 


none 


Score 


.47 



47463 



Exons 



4960. .5718 



Seq. No. 


45986 


Seq. ID 


OJ000301 09. 0327. C8 


f^onp Mo 


97 4 ^0 


Strand 


+ 


OLal U 


999. 1 


End 


5718 


Name 


n.Tnnn^m no 0^97 pa o^ no 


Method 


AAT/NAP 




sm 7 


End 


5715 






Score 


192 ' 


Exons 


7 ^71 r 








fZ\T1'39QR7\ nnfaf i 170 or*o+-oin 

/ ) puicitivc proiein 


[Arabidopsis thaliana] 


O C ^ • IN \J • 


45986 


Seq. ID 


OJ000301_09.0327.C8 


VJCJ1C LNVJ* 


97431 


Strand 




Start 


1 


End 


2178 


Name 


OJ000301 09.0327.C8.ol.np 


Method 


AAT/NAP 


OLdXl. 


1 


End 


2178 


P T 


6539553 


Score 


1666 


Exons 


1..28, 1032. .2178 






o± uesciip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






O c q . WO. 


a c n 0 f 

45986 


: Seq. ID 


OJ000301J09.0327.C8 


bene lno . 


y / 4 32. 


Strand 






O A A C\ ' 

2409 


End 


4011 


Name 


/~\ T A A A O A 1 AO A O A *"1 /"» O _ <-) 

OJ000301 09 . 0327 . Co . o2 . gs 


Method 


GENSCAN 


OLdi L 


2409 


End 


4011 


PT 


none 


Score 


. 63 


Exons 


Z *i U .3 • . Z J Jl, Jl?Z • . OZO.7, o*k/x 


..3674, 3867. .3934, 4003. .4011 




45986 


Seq. ID 


OJ000301_09.0327.C8 


(~\ g~\ n VT 


97433 


Strand 




OLdl L 


6348 


End 


8256 


Name 


OJ000301 09.0327.C8.o3.tm 


Method 


TBLASTX: Maize 


Of a >-+- 
O LCli. U 


1023 


End 


1241 


PT 


none 


Score 


221 


Exons 


1023. .1208, 1037. .1234, 1057 


..1233, 1059.. 1241 


Otrq . LNO • 


45986 


Seq. ID 


OJ000301_09.0327.C8 


uene lno . 


97433 


Strand 




3 r*fr- 
O L. Cil. L. 


6348 


End 


.8256 


Name 


OJ000301 09.0327.C8.ol.tm 


Method 


TBLASTX: Maize 


OLdlt 


1736 


End 


2043 


P T 


none 


Score 


267 


Exons 


1736.. 2026, 1738.. 2043, 1741 


. .2043 




Seq. No. 


45986' • 


Seq. ID 


OJ000301_09.0327.C8 


Gene No . 


97433 " 


Strand 




Start 


6348 


End 


8256 


Name 


OJ000301 09.0327.C8.ol. tw 


Method 


TBLASTX: Wheat 


Start 


1888 


End 


2247 


GI • 


none 


Score 


118 


Exons 


1888.. 2025, 1892. .2020, 1894 


..2022, 1982.. 2026, 2003.. 2182, 




2045.. 2179, 2053.. 2181, 2191 


..2247, 2193. .2231 


Seq. No. 


45986 


Seq. ID 


OJ000301_09.0327.C8 



47464 



Gene No. 97433 

Start 6348 

Name OJ000301_09 . 0327 . C8 . o2 . 

Start 6231 

GI none 

Exons 6231.. 6287, 6333.. 6518, 
7358.. 7396, 7501.. 7650, 

Seq. No. 45986 

Gene No. 97433 

Start 6348 

Name OJ000301_09 . 0327 . C8 . o4 . 

Start 6348 

GI none 

Exons 6348.. 6511, 6757.. 6775, 




Strand 

End 8256 
tm Method TBLASTX : Maize 

End 8255 

Score 138 
6350. .6511, 6351. .6512, 7331. .7432, 
7508.. 76.51, 8179.. 8253/ 8184.. 8255 

Seq. ID OJ000301_09.0327.C8 
Strand 

End 8256 

gs Method GENSCAN 

End 8249 

Score .89 
7292. .7328, 8194. .8249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45986 
97433 
6348 

OJ000301_09.0327.C8.o4.np 
6351 
7486733 

6351.. 6511, 7354 



.7423, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7507. .7648, 



OJ000301_09.0327.C8 

8256 
AAT/NAP 
8256 
313 
8194. .8256 



hypothetical protein F9D16.100 - Arabidopsis thaliana 
gi|4454032|emb|CAA23029.1| (AL035394) putative protein 
[Arabidopsis thaliana] gi | 7269211 | emb | CAB79318 . 1 | (AL161559) 
putative protein [Arabidopsis thaliana] 



45986 
97433 
6348 

OJ000301_09.0327.C8.o2.tw 

6450 

none 

6450.. 6512, 6450.. 6518, 7331 
7500.. 7640, 7501.. 7650, 7502 
8185. .8256 



Seq. ID OJ000301_09.0327.C8 
Strand 

End 8256 

Method TBLASTX : Wheat 

End 8256 

Score 88 
.7399, 7331. .7432, 7357. .7425, 
.7651, 8184. .8255, 8184. .8252, 



W Seq. No. 


45987 




Seq. ID 


OJ000301_09.0327 


.C9 


(3 Gene No. 


97434 




Strand 


+ 




[i Start 


9808 




End 


11817 




Name 


OJ000301 09. 0327. C9 


. o2 . np 


Method 


AAT/NAP 




Start 


' 9808 


• End 


11817 




GI 


3283026 




Score 


652 




Exons 


9808.. 10266, 10334. 


.11616, 


11716. .11817 




GI Descrip. 


(AF051562) putative 


transposase [Arabidopsis thaliana] 




Seq. No.' 


45987 




Seq. ID 


OJ000301_09.0327, 


.C9 


Gene No. 


97435 




Strand 


+ 




Start 


24512 




End 


29481 




Name 


OJ000301 09. 0327. C9 


. 06 . gs 


Method 


GENSCAN 




Start 


24512 


End 


29481 




GI 


none 




Score 


.43 




Exons 


24512. .24583, 24765 


. .24920, 


25003. .25116, 26519 .. 26538 , • 






27166. .27195, 27445 


. .27653, 


27661. .27786, 27959 .. 28100,' 






28838. .29035, 29129 


. .29190, 


29240. .29481 





47465 



Seq. No. 45987 Seq. ID OJ000301JD9 . 0327 . C9 

Gene No. 97436 Strand + 

Start 30869 End 31316 

Name OJ000301_09 . 0327 . C9 . 08 . np Method AAT/NAP 

Start 30869 End 31316 

GI 2129478 Score 88 

Exons 30869.. 31316 

GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb I CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 I 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



45987 . Seq. ID OJ000301_09 . 0327 . C9 

97437 Strand 

340 End 2920 

OJ000301_09.0327.C9.ol.gp Method AAT/GAP 

340 End 860 

45800_1.R1084 Score 533 

340. .548, 758. .860 

, 5596468/embrCAB51406.1| 1.0e-12 (AL096882). putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 45987 

Gene No. 97437 

Start 340 

Name OJ000301_09 . 0327 . C9 . ol . gs. 

Start 340 

GI none 
Exons 



Seq. ID OJ000301_09.0327.C9 
Strand 

End 2920 

Method GENSCAN 

End 2920 

Score .7 



340. .548, 920. .941, 1373. .1480, 2335. .2920 



Seq. No. 45987 Seq. ID OJ000301JD9 . 0327 . C9 

Gene No. 97 4 37 Strand 

Start 340 End 2920 

Name OJ000301_09 . 0327 . C9 . ol . np Method AAT/NAP 

Start 2323 End 2906 

GI 1168782 Score 251 

Exons 2323.. 2906 

GI Descrip. CALCIUM-BINDING. PROTEIN CAST gi | 744 6013 | pir | | T07365 probable 
calcium-binding protein - potato (fragment) 
gi 1 169481 1 gb | AAA33811.il (L02830) calcium-binding protein 
[Solanum tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



45987 Seq. ID 

97438 ' Strand 

12376 End 16629 

OJ000301_09.0327.C9.o4 .np Method AAT/NAP 

12376 End 16629 

6815052 Score 1624 

1237 6. .124 98, 12780. . 12853, ,^L-2935 . .13628, 13677 
14597. . 14689., 15522 .. 15621 , 15918 .. 16038 , 16320 
16472. .16629 

(AP001080) hypothetical protein [Oryza sativa] 



OJ000301 09. 0327. C9 



.13820, 
,16390, 



45987 Seq. ID 

97439 Strand 

17607 End 

OJ000301_09.0327.C9.o5.np Method 

17607 End 



OJ000301_09.0327.C9 

19144 

AAT/NAP 

19144 



47466 




\D± 


5852093 


Score 


01 






17607. .17768, 19084. .19144 










(AL117264) zwhl6.1 [Oryza sativa] 






O C . IN (J . 


45987 


Seq. ID 


ujuuujui uy . ujz / 


. 


UCIJC u • 


97440 


Strand 






Start 


28359 


End 


28981 




Name 


OJ000301 09.0327.C9.o6.np 


Method 


AAT/NAP - 




Start 


28359 


End 


28981 




(IT 


6721559 


Score 


343 




Exons 


28359. .28424, 28452. .28981 










(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815084 |dbj IBAA90370. 1 | 


(AP001081) 


hypothetical protein 




turyza sanvaj 








Seq. No. 


4 o y 0 / 


oeq. ID 


ojuuujui uy.uj^v 


. C9 


Gene No. 


Q "7 A A 1 

y / 4 4 1 


btrana 








JiUZo 




J4 yUo 






ujuuujUI u y,. u jz / . uy . 01 . tm 


Method 


TBLASTX: Maize 




u Lai L 


2342 


End 


2518 




o ± 


none 


Score 


1 1 Q 
1 1 O 






9^/10 OmQ 01AO 9M 0 
£ J 4 Z . . ZjIu , Z. J 4 Z . . ZjIO 








Seq. No. 


/I c Q Q "7 

4 D yy / 


beq. ID 


ojuuujui uy.ujz/ 


. C9 


Gene No. 


G"7 A A 1 

y / 4 4 1 


Strand 






C4- o v-f- 
Olai I 




hjna 


J4 yub 




Name 


ujuuujui u y . voz 1 . cy . 01 . ts 


Method 


TBLASTX : Soybean 




C •(- -a >-+- 


10375 


End 


10648 




r: t 


none 


Score 


226 






lUj / J . . ± U OU O , IUjo D . . J.U o4 0 








Seq. No. 


4 0 y 0 / 


Seq. ID 


OJ000301_09.0327 


. C9 


Gene No. 


QH A A 1 

y / 4 4 1 


Strand 






O lai t 


jIU^O ■ 


End 


34906 ■ 




Name 


a TAnnorn n ci noon /-< a _t +_ _ 

ujuuujui u y . ujz / . cy . 01 . tc 


Method 


TBLASTX: Cress 




Of- -a Y-f- 


10382 


End 


11814 






none 


Score 


517 




LiAUllO 


1U00/ . . iiJifi/ 1 1 jz 0 . . 1 1 4 y y , 


11716. . 118 


14 




Seq. No. 


45987 


Seq. ID 


OJ000301_09.0327 


.C9 


Gene No. 


97441 


Strand 






O Ldl L 


31028 


End 


34906 




Name 


OJ000301 09.0327.C9.o2.tw 


Method 


TBLASTX: Wheat 




OLdl L 


13890 


End 


14371 






none 


Score 


61. 






13890. .14117, 13900. .14109, 


14192. .14350, 14192. .14371 




Seq. No. 


45987 


Seq. ID 


OJ000301_09.0327 


.C9 


Gene No. 


97441 


Strand 








31028 


End 


34906 




Name 


OJ000301 09.0327.C9.ol. tw 


Method 


TBLASTX: Wheat 




Start 


22620 


End 


22929 




GI 


none 


Score 


214 




Exons 


22620. .22925, 22621.. 22929 








Seq. No. 


45987 


Seq. ID 


OJ000301_09.0327 


.C9 


Gene No. 


97441 


Strand 







47467 



Start 
Name 
Start 
GT 

Exons 



31028 End 

OJ000301_09.0327.C9.o2.tm Method 

22818 End 

none Score 



34906 

TBLASTX: Maize 

23107 

130 



22818. .22928, 22819 22971, 22952 23107 , 22954 .. 23106 , 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



45987 Seq. ID 

97441 Strand 

31028 End 

OJ000301_09.0327.C9.o7.np Method 

30074 End 

4680183 ' Score 



OJ000301_09.0327.C9 

34906 
AAT/NAP 
34906 
173 



30074. .30163, 30773 .. 30843, 34882. .34906 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 45987 Seq. ID 

Gene No. -97441 Strand 

Start 31028 End 

Name OJ000301JD9 . 0327 . C9 . o7 . gs' Method 

Start 31028 End 

GI none Score 

Exons 31028. .31305, 33964.. 34009 



OJ000301_09.0327.C9 

34906 
GENSCAN 
34009 
.47 



Seq. No. 45987 Seq. ID OJ000301_09 . 0327 . C9 

Gene No. 97441 Strand 

Start 31028 End 34906 

Name OJ000301_09 . 0327 . C9 . o9 . np Method AAT/NAP 

Start 34727 End 34906 

GI 6907106 Score 164 

Exons 34727.. 34906 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



^ Seq. No. 


45988 






Seq. ID 


OJ000301J39. 0327. C10 


ij Gene No . . 


97442 






Strand 


+ 


'-4, Start 


92 






End 


6511 


i.i Name 


OJ000301 


_09. 0327. C10. ol, 


.gs 


Method 


GENSCAN 


U Start 


92 






End 


6511 




none 






Score 


.59 


y Exons 


92. .471, 


1226. .1299, 18E 


30. . 


1965, 2772. 


.2978, 3274. .3693, 




3780. .40 


69, 4361.. 4506, 


458 


4. .4662, 48 


17. .5034, 5106. .5210, 




5284. .54 


27, 5630.. 5816, 


5860.. 6033, 62 


23. . 6347, 6453. . 6511 


Seq. No. 


45988 






Seq. ID 


OJ000301_09. 0327. C10 


Gene No. 


97443 






Strand 


+ 


Start 


11805 






End 


18944 


Name 


OJ000301 


__09. 0327. C10. o4. 


.gs 


Method 


GENSCAN 


Start 


11805 






End . 


18884 


GL. 


none 






Score 


.56 


Exons 


11805. .1 


1873, 12140. .12272, 


14021. . 141 


96, 14203. .14372, 




16868. .1 


6903, 17887. .18145, 


18741. .188 


84 


Seq. No. 


45988 






Seq. ID 


OJ000301_09. 0327. C10 


Gene No. 


97443 






Strand 


4 


Start 


11805 






End 


18944 


Name 


OJ000301 


_09. 0327. C10. o2. 


np 


Method 


AAT/NAP . 


Start 


14018 






End 


18944 



47468 



GI 

Exons 

GI Descrip. 



Seq. * No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



7416819 Score 383 

14018. .14090, 14132. .14372, 15399 15507,- 17697 .. 17788, 

17887. . 18145, 18741. .18944 

(AB034704) similar to Qor (quinone oxidoreductase } [Rubrivivax 
gelatinosus] 



45.988 Seq. ID 

97443 Strand 

11805 End 

OJ000301_09. 0327. C10. ol.gp Method 

14060 End 

uC-osrocyp015d08bl Score 



OJ000301_09. 0327. C10' 
+ 

18944 
AAT/GAP 
17788 
1008 



14060. .14372, 15399 .. 15507 , 17697. .17788 

1 416966/sp|Q03132 |ERY2_SACER 4.0e-15 ERYTHRONOLIDE SYNTHASE, 
MODULES 3 AND 4 (ORF 2) ( 6-DEOXYERYTHRONOLIDE B SYNTHASE II) 
(DEBS 2) .>gi__152694 (M63677) eryA ORF2 encoding modules 3 & 4 
for 6-deoxyerythronolide B f ormation6-deoxyerythronolide B 
formation; putative [Saccharopolyspora erythraea] 1 



45988 Seq. ID 

97443 Strand 
11805 End 
OJ000301_09. 0327. C10. o2.gp Method 
18033 End 
15854_1.R1084 Score 
18033. .1814 5, 18741. .18884 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000301_09. 0327. C10 
+ 

18944 
AAT/GAP 
18884 
449 



Seq. No. 45988 Seq. ID 

Gene No. 97444 Strand 

Start 4624 End 

Name OJ000301_09 . 0327 . C10 . olO . tw Method 

Start 2931 End 

GI none Score 

Exons 2931.. 3185 



OJ000301_09. 0327 .C10 
11262 

TBLASTX: Wheat 

3185 

204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



45988 
97444 
4624 

OJ000301 
4624 
5922631 
4624 . .4787, 



_09. 0327. C10. ol.np 



5341. .7704, 8311. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9236, 



OJ000301 09.-0327.C10 



11262 
AAT/NAP 
11262 
6284 
9363. . 9513, 



9556. .10131, 



10177. .10376, .10635. .10879, 11138 .. 11262 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



45988 
97444 
4624 

OJ000301 09. 0327. C10. o7, 



tw 



Seq. ID 

Strand 

End 

Method 



OJ000301_09. 0327. C10 
11262 

TBLASTX: Wheat 



47469 






5^5^ 

J J *J _) 








CjIIlI 


57 66 






n on o 








Score 


84 




U AUl JO 


5353 5766 


5504 


561 1 


5660 


574 6 






Seq. No. 


45988 








Seq. ID 


OJ000301_09.0327 


.C10 


Gene No. 


97444 








Strand 






O Lai L 


4 624 








' End 


11262 




LN Gil LLC; 


UUU Jul \J z? 


0^27 


pi n o4 


. LW 


Method 


TBLASTX: Wheat 




O Lai L 


5880 ~~ 








End 


6268 






n on o 








Score 


46 




III I o 


5880 5927 


5882 


6268 


5900 


..6067, 5958. .6245 




Seq. No. 


45988 








Seq. ID 


OJ000301_09.0327 


.C10 


Gene No. 


97444 








Strand 






Start 


i \j ** 








End 


11262 




IN 0.11 It. 


o.Tfinn^ni 09 


0^27 


PI 0 o2 

i LIU • 


■ Llll 


Method 


TBLASTX: Maize 




U Lai L 


5Q1 2 








End 


6274 




PT 


n on o 








Score 


63 




F* von q 


5 9 12 5.959 




5960 


5Q51 • 
j ^ ji 


..6274, 5964.. 6251 




Seq. No. 


45988 








Seq. ID 


OJ000301__09.0327 


.CIO 


Gene No. 


97444 








Strand 






O Lai u 










End 


11262 




Name 




0^97 


n n 08 


. LW 


Method 


TBLASTX: Wheat 




Of- -a -rt 

O Lax L, 


64 "37 — 








End 


6727 




pT 


nono 








Score 


136 






64^7 6727 


64 56 


671 Q 

i . D / ± Z> 










Seq. No. 


45988 








Seq. ID 


OJ000301_09.0327 


.C10 


Gene No. 


97444 








Strand 






O L a J_ L 


4 624 








End 


11262 




LN a. Hit: 




i U O f , 


pin o^ 




Method 


TBLASTX: Soybean 




O L a. i_ L 


66^n ~~ 








End 


7018 




PT 


n on o 








Score 


75 




P von q 


66^0 6749 


66^9 


687 4 


67Q8 


..6869, 6914. .7018, 6924. .7010 


Seq. No. 


45988 








Seq. ID 


OJ0003 ; 01_09.0327 


.C10 


Gene No. 


97444 








Strand 






Start 


4 624 








End 


11262 




lm aiut; 




n ^27 


pi n 06 


. LIU 


Method 


TBLASTX: Maize 




J Lai L 


668^ — 








End 


6955 






n on & 
nunc 








Score 


129 






668 3 67 81 


678 5 


6Q55 










Seq. No. 


45988 








Seq. ID . 


OJ00030.1_09.0327 


.CIO 


Gene No. 


97444 








Strand 






O L Cl -L L 


4 624 








End 


11262 




iNaiuc 


WUUUU jUI U z? . 


n ^27 


pi n o^ 


. LW 


Method 


TBLASTX: Wheat 




O Lai. l 


6728 ~ 








End 


7136 




PT 

o J. 


none 








Score 


110 




Exons 


6728 6R74 
D / ^.O . . DO / 4 f 


67 9 Q 


6fl 6Q 


0 z? Uj . 


.7135, 691 


,8. .7136 




Seq. No. 


45988 








Seq. ID 


OJ000301_09.0327 


.C10 


Gene No. 


97444 








' Strand 






Start 


4624 








End 


11262 




Name 


OJ000301 09. 


0327. 


C10.o2< 


.gs 


Method 


GENSCAN 




Start 


7208 








End 


8239 





47470 



GI 

Exons 



none 
7208. 



.8239 



Score 



.71 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45988 
97444 
4624 

OJ000301_09, 

7277 

none 

7277. .7675, 

45988 
97444 
4624 

OJ000301_09, 

7299 

none 

7299. .7679, 

45988 
97444 
4624 

OJ000301_09. 

7397 

none 

7397. .7780, 

45988 
97444 
4624 

OJ000301_09. 

7808 

none 

7808. .8164, 



0327. C10. o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_09. 0327 .C10 
11262 

TBLASTX: Soybean 

7675 

41 



7278. .7448, 7484. .7606, 7503. .7628 



0327. C10. o2. tw 



7299. .7676, 7304, 



0327. C10. o4 .tm 



7398. .7676 



0327 .C10. o3. tm 



7818. .8123 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7723 • 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_09. 0327. C10 
11262 

TBLASTX: Wheat 

7723 

274 



OJ000301_09. 0327. C10 
11262 

TBLASTX: Maize 

7780 

145 



OJ000301_09. 0327 .C10 
11262 

TBLASTX: Maize 

8164 

191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45988 
97444 
4624 

OJ000301_09, 

7838 

none 

7838. .8293, 

45988 
.97444 
4624 

OJ000301_09. 

7889 

none 

7889. .8020, 



0327. C10. ol.tw 



7839. .8294 



0327. C10. o4.ts 



8030. .8254 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_09. 0327. C10 
11262 

TBLASTX: Wheat 

8294 

271 



OJ000301_09. 0327. C10 
11262 

TBLASTX : Soybean 

8254 

138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45988 
97444 
4624 

OJ000301_09, 

8359 

none 



0327. C10. o3.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000301_09. 0327. C10 

11262 
GENSCAN 
11262 
. 65 



47471 



Exons 



8359. .9242, 9363. .10578, 10615. .11262 



Seq. No. . 45988 Seq. ID 

Gene No. 97444 Strand 

Start 4624 End 

Name. OJ000301_09 . 0327 . CIO . o7 . tm Method 

Start 84 85 • End 

GI none " Score 

Exons 8485.. 8661, 8516.. 8662 



OJ000301_09. 0327. CIO 
11262 

TBLASTX: Maize 

8662 

118 



Seq. No. 45988 Seq. ID 

Gene No. 97444 Strand 

Start 4624 End 

Name OJ000301_09 . 0327 . C10 . o5 . tw Method 

Start 8513 End 

GI none Score 

Exons 8513.. 8749, 8515.. 8745, 8794.. 8970 



OJ000301_09. 0327. C10 
11262 

TBLASTX: Wheat 

8970 

155 



Seq. No. 45988 Seq. ID 

Gene No. 1 97444 Strand 

Start 4624 End 

Name OJ000301_09 . 0327 . C10 . o9 . tw Method 

Start 9550 End 

GI none Score - 

Exons 9550.. 9951, 9683.. 9952 



OJ000301_09. 0327. C10 
11262 

TBLASTX: Wheat 

9952 

98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45988 
97445 
13981 
OJ000301 
13981 
none 
13981 
17693 
18732 



09.0327.C10.ol.tc 



14373, 14115. .14360, 
17788, 17747. . 17788, 
18890, 18740.. 18874 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15399. .15509, 
17884 . . 18144, 



OJ000301 09. 0327. C10 



18890 

TBLASTX: Cress 
18890 
379 

15400. .15510, 
17885. .18145, 



Seq. No. 45988 

Gene No. 97445 

Start 13981 

Name OJ000301__09 . 0327 . C10 . ol . ts 

Start 14020 

GI none 

Exons 14020. . 14070, 14110 . .14373, 14115 .. 14363 



Seq. ID OJ000301_09. 0327. C10 
Strand 

End 18890 

Method TBLASTX : Soybean 

End 14373 

Score 58 



Seq. No. 45988 
Gene No. 97445 
Start 13981 

Name OJ000301 J)9 . 0327 . C10 . ol . tm 

Start 14022 
GI none 

Exons 14022. .14375, 14 026 .. 14373, 

15400. .15510, 17667. .17810, 
17885. .18118 



Seq. ID 
Strand 
End 

Method- 
End 
Score 
15399. . 15509, 
17696. .17788, 



OJ000301 .09. 0327. C10 



18890 

TBLASTX: Maize 
18120 
487 

15400. .15510, 
17884. .18120, 



Seq. No. 
Gene No. 
Start 



45988 
97445 
13981 



Seq. ID 

Strand 

End 



OJ000301 09. 0327. C10 



18890 



47472 




Name 


d.toooioi oq o?97 pi n ofi i-lj 


Method . 


TBLASTX: Wheat 




C+- 3r f ~ ' 
DLdI L 


i 409^ ~~ 


End 


14316 




nj 


none 


Score 


340 




T7" v /"\ t - * o 


1409? 149RQ 14091 140Q9 


14025. .14258, 14173. .14259, 






14990 1471S 14991 14716 

X*i^^.U..X*i.JXs«J, 14^^1i a l t iJlQ 








Seq. No. 


45988 


Seq. • ID 


OJ000301^_09.0327 


.CI' 


Gene No". 


97445 


Strand 








1 7QR1 


End 


18890 




Name 


OT000701 0Q 0797 PI 0 -hm 


Method 


TBLASTX: Maize 




o t ar t. 


1Q700 — 


End 


18887 




V3X 


none 


Score 


154 




IT v An c 


1R79ft IRftfifi 1 ft7?9 1fifffl7 


18732. .18884, 18740. .18886 




Seq. No. 


45989 


Seq. ID 


OJ000251_03.0322 


.C3 


Gene No. 


97446 


Strand 


+ 




Of- r 4- 
OLdl L 


1 09 


End 


133 




Name 


OT0009 c i1 0? 0799 P? r»1 rrc 


Method 


GENSCAN 






109 — 

X U 4L 


End 


133 




PT 


none 


Score 


.76 






1 09 1 n 








Odor KTrt 

oeq . LNO . 


fi D 17 :?U 


Seq. ID 


OJ000251_03.0322 


P D 


UC11C in u • 


97447 . 


Strand 


+ 




OLai 1. 




End 


27 6 




Name 


OJ000251 "03.0322.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End' 


276 




PT 
*aX 


6721559 


Score 


209 




H V /~> T~\ o 


1..111, 146. .276 








bl UcoCxXp. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815084 | dbj | BAA90370 . 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 








o c q • in o . 


45990 


Seq. ID 


OJ000251_03.0322 


.C8 


Gene No. 


97.44 8 


Strand 






Start 


• 548 , , ' .,- - 


End 


18576 






^I : ^^25|^03 . 0322 . C^;o2 \ 'np. . 


.'; ' : .Method - * 


r AAT/N&P- ... *. • ." 




start: 


^■6§^i7.9 - ' ., ' 


V'EhdV".':" ' • 


■1-7.0 16^ : ; * • > - 








Score 


6417 




IT 1 V /""i i"! o 


548. .4234, 1384 6. .14187, 16930. .17016 






oX UtroOX. Xp • 


(AF111709) polyprotein [Ory 


za sativa subsp. indica] 




Seq. No. 


45990 ' 


Seq.' ID 


OJ000251_03.0322. 


.C8 


Gene No . 


97448 


Strand 






O Lai L 


. 548 . 


End 


18576 




Name 


OJ000251 03.0322.C8.o9.tm 


Method 


TBLASTX: Maize 






572 


End 


769 




PT 
IjX 


none 


Score 


187 




L ' v T"^ c 


572.. 769 








O C ^ . LN . 


45990 


Seq. ID 


OJ000251_03.0322. 


,C8 


Gene- No. 


97448 


Strand 






Start 


548 


End 


18576 




Name 


OJ000251 03.0322.C8.o6.tw 


Method 


TBLASTX: Wheat 




Start 


593 


End 


928 




GI 


none 


Score 


46 




Exons 


593. .784, 770. .928, 792. .836, 821. .901 







47473 



Seq. No. 45990 

Gene No. 97448 
Start . 548 

Name OJ000251_03 . 0322 . C8 . ol . tm 

Start 776 

GI none 
Exons 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Mai ze 

End 1375 

Score 160 



776. .1216, 777. .1217, 792. .1049, 1119. .1217, 1214. .1375, 
1221. .1373 



Seq. No. 45990 

Gene No. ' 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . ol . tw 

Start 929 

GI none 
Exons 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Wheat 

End 12743 

Score 364 



92 9. .1555, 930. .1553, 12324. .1274 3 



Seq. No. 45990 

Gene No. 97 4 48 

Start 548 

Name OJ000251_03 . 0322 . C8 . o4 . tm 

Start 1424 

GI none 

Exons 1424.. 1714, 1428.. 1715 



Seq. I'D OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Maize 

End 1715 

Score 254 



Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o3 . ts 

Start 1514 

GI none 

Exons 1514.. 1774, 1515.. 1769 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX: Soybean 

End 1774 

Score 172 



Seq. No. 45990 

Gene No. 97448 

Start . ■ ^, 548 . - . . . 

Name • Ojfl00251_03 . 0322 . G8 : 6i . tc 

Start 1538 

GI none 
Exons 



Seq. ID OJ000251_03. 0322 .C8 
Strand 

End . • 185.7 6\ : '. 
Method ;TlLASTX:'Cress : 

End 1855 

Score 91 



1538. .1681, 1539. .1679, 1682. .1855 



Seq. No. ■ 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o4 . tw 

Start 1562 

GI* - none 

Exons 1562.. 2041, 1563.. 1817, 1595. 



Seq. ID ' OJ000251_03 . 0322 . C8 
Strand 

End 18576 

Method TBLASTX : Wheat 

End 2041 

Score 257 
.2008 



Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o2 . tw 

Start 2045 

GI. none 
Exons 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

•Method TBLASTX : Wheat 

End 11027 

Score 233 



2045. .2554, 2144. .2476, 2190. .2522, 10899. .11027 



47474 



Seq. No. 45990 

Gene No. 974 4 8 

Start 548 

Name OJ000251_03 . 0322 . C8 . o3 . tm 

Start 2124 .. 

GI none 

Exons 2124.. 2480, 2129.. 2482, 2166. 

Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . 06 . ts 

Start 2303 

GI none 

Exons 2303.. 2548 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Mai ze 

End 11024 . 

Score 233 
.2480, 10791. .11024 

Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Soybean 

End 2548 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45990 
'97448 
548 

OJ000251_03.0322. 

2555 

none 

2555. .2815, 2556. 



C8 .o5. tw 
.2837, 10342 



Seq. ID OJ000251_03.0322.C8 
Strand 

18576 

TBLASTX: Wheat 
10578 
195 



End 

Method 
End 
Score 
. .10578 



45990 
97448 
548 

OJ000251_03.0322.C8.o2.tm 
2561 
none 

2561. .2800, 2688. .2801, 2882. .3013, 10183 .. 10641, 10185 10247, 
10332. .10640 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Maize 

End 10641 

Score 63 



Seq. No. 45990 
Gene No. ' 97448 
Start. 548 

Name * ■ ■ OJ000251'_03 . 0322 .'C8-. bl . ts' : 
Start ■ 2570 
GI none 

Exons 2570. .2815, 2571. .2621, 2682. .2825, 2876. .2929, 2933. .2965, 

10285.. 10611 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Soybean 

End 10611 

Score 43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



45990 
97448 
548 

OJ000251_03.0322. 

2897 

none 

2897.. 3019, 3032. 



C8 ,o3. tw 
.3211, 9907. 



45990 
97448 
548 

OJ000251_03.0322.C8.o5.tm 

3032 

none 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Wheat 

End ' 10316 

Score - 575 

.10314, 9915. .10316, 9927. .10247 

Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Mai ze 

End 10182 

Score 291 



47475 



Exons 



3032. .3211, 9967. .10182, 9969. .10181, 10036. .10182 



Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o4 . ts 

Start 3077 

GI none 

Exons 3077.. 3211, 9745.. 9963, 9982. 

Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o7 . tw 

Start 3551 

GI none 

Exons 3551.. 3736, 3552.. 3707, 3758. 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method ■. TBLASTX: Soybean 

End 10113 

Score 142 
.10113 

Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Wheat 

End 3967 

Score 94 
.3967, 3819. .3917 



Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . 06 . tm 

Start 7397 

GI none 
Exons ' 



Seq. ID OJ000251_03.0322.C8 
Strand 

End 18576 

Method TBLASTX : Mai ze 

End 77 65 

Score 153 



7397. .7522, 7414. .7521, 7547. .7765, 7552. .7668 



Seq. No. 45990 

Gene No. 97448 

Start . 548 

Name OJ000251_03 . 0322 . C8 . o2 . ts 

Start 10949 

GI none 
Exons 



Seq. ID OJ000251_03.0322-.C8 
Strand 

End 18576 

Method TBLASTX : Soybean 

End 11369 

Score 175 



10949. .11083, 10950. .11087, 10950 .. 11087 , 11 123 11209, 
11124. .11369, 11249.. 11368 



Seq. No. 45990 

Gene No. 974 4 8 . 

Start ■ 548 ■ 

Name OJ000251_03 . 0322 . C8 . o7 . tm 

Start 11893 

GI none 

Exons 11893. . 12246 



Seq. ID OJ000251_03.0322.C8 
Strand 

End - 18576 

Method TBLASTX : Mai ze 

End 12246 

Score 206 



Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o5 . ts 

Start 1*2013 

GI none . rv . 

Exons 12013.. 12294 



Seq. ID OJ000251_03. 0322.C8 

Strand - 

End 18576 

Method TBLASTX : Soybean 

End' 12294 

Score 196 



Seq. No. 45990 

Gene No. 97448 

Start 548 

Name OJ000251_03 . 0322 . C8 . o7 . ts 

Start 12873 

GI none 



Seq. ID OJ000251_03. 0322.C8 
Strand 

End 18576 

Method TBLASTX : Soybean 

End 13079 

Score 189 



47476 



TT v O Tl Q 


12873. 


.13079, 12878 


1 0 Qfi4 
• • d. £ y u h / 


13040. .13075 




Seq. No. 


45990 






Seq. ID 


OJ000251J33.0322 


,C8 


Gene No. 


97448 






Strand 


- 




O L. CI X. C 


548 






End 


18576 




LN CllLltJ 


OJ000251 03.0322X8, 


■ OO . Liu 


Method . 


TBLASTX: Maize 






13921 






End 


14187 






none 






Score 


86 




P von c; 


13921. 


.14187, 14030, 


• . J- *i X / D 








Seq. No. 


45990 






Seq. ID 


OJ000251_03.0322 


.C8 


Gene No. 


97448 






Strand 


- 




o Lai u 


548 






End 


18576 




LN dlLlC 


OJ000251 03. 0322. C8 , 


.uo .tw 


Method 


TBLASTX: Wheat 




olqi l 


13921 






End 


14184 




O X 


none 






Score 


139 




IjAUllO 


13921. 


.14184, 14009, 


1 A 1 R 0 


14014. .1411 


34 






45990 






C o rr T n 


mnnno^i moo 

UJUUUZDl U j . UjZZ 




Gene No. 


97448 






Strand 






Start 


548 






End 


18576 






OJ000251 03. 0322. C8 . 


. Oj . gs 


Method 


GENSCAN 




jLdl L, 


13978 






End 


18576 




riT 
\j X 


none 






Score 


.55 




Hi lO 


13978. 


.14099, 14949. 


1 RfiO "3 

. • J-JOiJ; 


16334 . . 171* 


31, 18051. .18090, 






18471. , 


.18576 










oeq . no . 


45990 






Seq. ID 


OJ000251_03.0322 


r* o 

. Co 


Gene No. 


97448 






Strand 






Start 


548 






End 


18576 




Name 


OJ000251 03. 0322. C8 . 


o 3 . np 


Method 


AAT/NAP 




Start 


16234 






End 


17102 




GI 


504244? 


3 




Score 


1313 




Exons 


16234. , 


.17102 











GI Descrip. 



Seiq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



45991 
'97449 
534 

OJ000251_03.0322 .C9.ol.np 
534 

4680183 
534.. 609, 1217.. 1306 

(AF111709). gag-pol .protein [Oryza sativa subsp. indi.ca] 



Seq. ID OJ000251_03'.0322.C9 

Strand + 

End 1306 

Method AAT/NAP 

End . 1306 

Score 206 



45991 
97450 
6644 . 

OJ000251_03.0322.C9.o2.gs 

6644 

none 



Seq. ID OJ000251_03.0322.C9 
Strand + 
End 12707 
Method GENSCAN 
End 12544 
Score .45 

6644. .7292, 7497. .7634, 7639. .7734, 7848. .9113, 9267. .9503, 
9621. .10418-, 11192. .11810, 11931 122 66, 12362 .. 12544 



45991 
97450 



Seq. ID OJ000251_03.0322.C9 
Strand + 



47477 



,7706, 7752.. 8329, 8372.-8522, 



Start 6644 End 12707 

Name - OJ000251JD3 . 0322 . C9 . o2 . np Method AAT/NAP 

Start 6644 End 12707 

GI 5922631 Score 6534 

Exons 6644.. 6768, 7027.. 7253, 7512. 

. . .... ' 8.649,'. 9575,. '. 10182 127,07. ...... " ■ 

GP Descrip-.-"' :(APOO0'492) ESTs C2634T("C12145 ) ,'AU078074' : '(C12145 j"~ correspond to a 
region of the predicted gene.; similar toprpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 









prpol; Zea 


mays retrotransposon 






Cinful-1. (AF049110) [Oryza 


sativ ■ 






Seq. No. 


45991 


Seq. ID 


OJ000251_03.0322.C9 




OC i 1 C IN W « 


97451 


Strand 








1 94 2 


End 


3503 




Name 


OJ000251 03 0322 C9 ol as 


Method 


GENSCAN 




^t- a rt 

J Lai L 


194 2 _ 


End 


3503 




(IT 


nunc 


Score 


.76 




DAUilO 


194? 21^2 ?1^7 9^1 R 


..2447, 2538.. .2712, 2952.. 3006, 






3432. .3503 






i Ji 


Seq. No. 


45991 


Seq. ID 


OJ000251_Q3.0322.C9 






97452 


Strand 




*.3 


rt 


6186 


End' 


9592 




Name 


OJ000251 03.0322.C9.o6.tw 


Method 


TBLASTX: Wheat 


rii 


Start 


1155 


End 


9592 




GI 


none 


Score 


62 


H 

iy 


J_j A no 


1155.. 1250, 8915.. 9091, 9136 


..9339, 9140. .9370, 9419. .9592 




Seq. No. 


45991 


Seq. ID 


OJ000251_03.0322.C9 




VJwllv Li v ■ 


97452 


Strand 






Start 


6186 


End 


9592 




Name 


OJ000251 03.0322.C9.ol.gp 


Method 


AAT/GAP 




-Start 


6186 


End 


6943 




GI 


5816562 


Score 


616 




' FvnnQ'' 


6186. . 6597, 6918. .6943 






.=% 


GI Desrrio 


6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 






Seq. No. 


45991 


Seq. ID 


OJ000251_03.0322.C9 




Gene No. 


97452 ' ■ 


Strand 






Start 


6186 


End 


9592 




Name 


OJ000251 03.0322.C9.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7933 


End 


8335 




GI 


none 


Score 


288 




Exons 


7933. .82#2', ' 7934. .8335 








Seq. No. 


45991 


Seq. ID 


OJ000251_03.0322.C9 




Gene No. 


97453 


Strand 






Start 


9592 


End 


10078 




Name 


OJ000251 03.0322.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9592 


End 


10048 




GI 


none 


Score 


481 




Exons 


9592. . 10047, 9593. .10048 







47478 



Seq. No. 45991 Seq. ID 

Gene No. 97 4 53 Strand 

Start 9592 End 

Name OJ000251_03 . 0322 . C9 . o3 . ts Method 

Start 9632 End 

GI none ...... * Score. 

Exons ' 9632. .9856, 9866. . 9997. „ 



OJ000251_03.0322.C9 
10078 

TBLASTX : Soybean 

9997 

133 . 



Seq. No. 45991 Seq. ID 

Gene No. 97453 Strand 

Start 9592 End 

Name OJ000251_03 . 0322 . C9 . o2 . tm Method 

Start 9722 End 

GI none Score 

Exons 9722.. 10078, 9763.. 10068 



OJ000251_03.0322.C9 
10078 

TBLASTX: Maize 

10078 

360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



45991 
97454 
10106 

OJ000251_03. 0322. C9.o3. tin 
10106 
none 

10.106- .10489, 10258.. 10488 

45991 
97454 
10106 

OJ000251_03.0322.C9.o2.tw 
10163 
none 

10163. .10582, 10210. .10584, 10261.. 10581 



OJ000251_03.0322.C9 
10642 

TBLASTX: Maize 
10489 
323 



Seq. ID OJ000251_03,0322.C9 
Strand 
End 

Method 
End 
Score 



10642 

TBLASTX: Wheat 
10584 
431 



45991 Seq. ID 

97454 Strand 
10106 End 
OJ000251_03.0322.C9.ol.ts Method 
10241 End 

none - v - , Score 



OJ000251_03.0322.C9 
10642 

TBLASTX : Soybean 

10642 

312 



10241. .10642, 10258. .10401, 10274 10555, 10438. .10614 



Seq. No. 45991 

Gene No. 97455 
Start ' 10592 

Name OJ0 0025 1_03 . 0322 . C9 . 08 . tw 

Start , 10592 

GI none 

Exons 10592. .10873, 10601 .. 10699, 10784. .10876 



Seq. ID OJ000251_03.0322.C9 
Strand 

End 10876 

Method TBLASTX : Wheat 

End . 10876 . 

Score 261 



Seq. No. 45991 

Gene No. 97456 

Start 10868 

Name OJ000251_03 . 0322 . C9 . o2 . ts 

Start 10868 

GI none 

Exons 10868. .10972, 10876 10962, 
11017. . 11085, 11115. .11255, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11008. .11082, 11012 
11131. .11253 



OJ000251_03.0322.C9 
11298 

TBLASTX: Soybean 

11255 

87 

11083, 



47479 



Seq. No. 


45991 




Seq. ID 


OJ000251_03.0322, 


,C9 


Gene No. 


97456 




Strand. 






Start 


10868 




End 


11298 




in all it; 


p.Tnnn^si n^ n^99 pq 


■ 04 • tw 


Method 


TBLASTX: Wheat 




Start 


1 OR 77 _ 

1 \J O / / 




End 


11298 




GI 


n on a 




Score 


.205 




P v on c; 

J—J l lO 


1 0R7-7 " *- 1 1 08 ^ 10Rft9 


' 1 1 n ft 9 


11082. .11222, 11083. . 11298-'" 




Seq. No. 


45991 




Seq. ID 


OJ000251_03.0322. 


.C9 


Gene No. 


97456 




Strand 






Start 


108 68 




End 


11298 




Name 


n.Tnnn^^i n** n^9 9 pq 


■ Oj . tm 


Method 


TBLASTX: Maize 




Start 


i ocnn ~~ 

1 \J Z> — J \J 




End 


11202 




GI 


none 




Score 


113 




F 1 von ^ 


1 U v J U . . 1 1 1 / O , 1 ^ J .J> 1 


1 1 Oft ^ 

• • 11UO J/ 


11104 . .11202 




Seq. No. 


45991 




Seq. ID 


OJ000251_03.0322. 


C9 


Gene No. 


97457 




Strand 






Cf a rt 

J Lai L, 


11^14 




End 


11655 






o.Tnnn^si n^t fR9 9 pq 


O Q +- T.T 


Method 


TBLASTX: Wheat 




Of- o r h 


11^14 — 

1 1 O 1 H 




End 


11655 




(11 

yj i 


none 




Score 


131 




P von q 


11^14 1144ft 11 SD9 

llJl 1 ! . • 11140/ 11 JUl 


1 1 Sfi ft 

• . llJOOf 


11515. .11655 




Seq. No. 


4 599?" 




Seq. ID 


OJ000251_03.0322. 


C9 


Gene No. 


97458 




Strand 






Start 


I 1 61 1 

I I \j 1 1 




End 


12131 




In dilltr 


o.Tnnn^Ri n^99 pq 


- 

. o l • tm 


Method 


TBLASTX: Maize 




^t,q rt 

O Lai L 


11611 _ 
1 1 \j 1 1 




End 


11916 




PT 


n on o 




Score 


397 




F von q 


1 1 61 1 1 1 Q1 6 11 6^4 

llOll. • 1 1 7 1 U / llUJl 


1 1 Q1 s 
. . ii jij/ 


11647. .11916 




Seq. No. 


45991 




Seq. ID 


OJ000251_03.0322. 


C9 


Gene No. 


97458 




Strand 






Start 


I 1 61 1 

I I \j 1 1 




End 


12131 








• Oj . tW 


Method 


TBLASTX: Wheat 




O Lai L 


1 1 7 4 Q "~ 

1 1 / *i _7 




End 


12131 




GI 


n on ^ 
nunc 




,- • Score 


373 




F. v o n c 


1 1 74 Q 1919Q 1174Q 

1 1 / *i _7 . < 1^. 1 li/'iJ 


1 9 0 D 

• • l^UU J/ 


11754. .12131 




Q prT Mo 


4 SQQ1 




Seq. ID 


OJ000251_03.0322. 


PQ 


Gene No. 


97459 




Strand 






Start 


12133 




End 


12731 




Name 


ojon ri9 si m99 pq 




Method 


TBLASTX: Wheat 




O Lai L 


1 91 ~~ 




End 


12731 




GI 


none 




Score 


224 




V von q 


191^ 1 1 91 Tp 


1 999 4 


1227 9. .12374, 12444 .. 12608, 






i 96nn i 97?i 










Seq. No. 


45991 




Seq. ID 


OJ000251_03.0322. 


C9 


Gene No. 


97459 




Strand 






Start 


12133 




End 


12731 




Name 


OJ000251, 03. 0322. C9. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12438 




End 


12692 




GI 


none 




Score 


154 




Exons 


12438. .12611, 12458. 


. . 12610, 


12590. .12 691, 12591. .12 692 





47480 





Seq . No . 


45992 






Seq. ID 


OJ000251_03. 0322. C10 




(ipnp No 


97460 






Strand 






Start 


34 






End 


3573 




Name 


OJ000251 03.0322 


•ClO.ol 


.np 


Method 


AAT/NAP 




Start 


34 






End 


1826 




GI 


6691716 






Score 


1100 




■ Pynn s 


■ 34 . .472, 546. .659, 809. 


.911, 


986. .1173, 1251. .1430, 1509. .16 






1686. .1826 














(AP0004 92) hypothetical 


protein [Oryza 


sativa] 






gil 6691717 | dbj IBAA89397 




AP000570) 


hypothetical protein 






[Oryza sativa] 












Seq. No. 


45992 






Seq. ID 


OJ000251JD3. 0322. C10 




Gene No. 


97460 






Strand 






Start 


34 






End 


3573 




Name 


OJ000251 03.0322, 


.ClO.ol 


. gs 


Method 


GENSCAN 






62 ; 






• End 


3573 




GI 


none 






Score 


.72 




TT von 


62. .472, 722. .911, 986. 


1 1 ft 7 


, 1251.. 1609, 1872.. 1942, 3379.. 




Cpn Mo 


45993 






Seq. ID 


OJ000251_03.0322.C13 




Hpnp No 


97461 






Strand 


+ 




Start 


2725 






End 


14022 




Name 


OJ000251 03.0322. 


,C13.ol 


. gs 


Method 


GENSCAN " 




Start 


2725 






End . 


10474 






none 






Score 


.7 


V- - 


Hi A. 1 1 o 


2725. .2772, 3495. 


. .3582, 


3587 


..3742, 4172. .4266, 4575. .4608, 


?:[ | 




5479. .5658, 5767, 


. .5834, 


6029 


..6182, 7389. .7772, 7817. .8088, 


M 




8545. .8632, 8906. 


. . 9613, 


9834 


. .10474 








45993 






Seq. ID 


OJ000251_03.0322.C13 


w 


Gene No. 


97461 






Strand 


+ 


: ==■ 


Start 


2725 






End 


14022 




Name 


OJ000251 03.0322. 


,C13.ol 


.np 


Method 


AAT/NAP 




Start 


6376 






End 


7935 




GI 


7248393 






Score 


725 




P 1 von q 


6376. .6450, 7385. 


, .7935 










vj jl- i-'C; o J_ -L. k-/ ■ 


(AP00138 9) hypothetical 


protein [Oryza 


sativa] 




Q^f-i No 


45993 






Seq. ID 


OJ000251_03.0322.C13 


ri 


Gene No . 


97461 






Strand 


+ 




Start 


2725 






. End 


14022 




Name 


OJ000251 03.0322. 


C13.o2, 


.np 


Method 


AAT/NAP 




Start 


10037 




End 


13724 




GI 


.7248394 






Score 


1793 




Exons 


10037. .10959, 11227. .12300, 


13692.. 13724 




GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 



correspond to a region of the predicted gene . -Similar to • 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 45993 . Seq. ID 

Gene No. 974 61 - Strand 

Start 2725 End 

Name OJ000251_03 . 0322 . C13 . o2 . gs Method 

Start 10689 End 



OJ000251_03.0322.C13 
+ 

14022 

GENSCAN 

13719 



47481 



C T 


none 




Score 


.5 




Exons 


i acqq 117^^ mo 

1U OO !7 . . 11 /JJ; ii/b^.. 


. 1 1 y u i , 


12079. . 13719 




Cart M r\ 

oeq. wo. 


fl O " _? J 




Seq. ID 


OJ000251JD3.0322 




Gene No. 


97461 




Strand 


+ 




Start 


2725 . . 




End 


14022 




Name 




. o3 .Tip - 


Method 


AAT/NAP . .-' 




o t.a JT t 


I 1 R S Q _ 

II j 




End 


13971 




oi 


4 ^pn i on 




Score 


902 




Exons 


1 1 qc.Q 1 Q Q7 1 
llJJ 7. i 1j3 /I 










oi uescrip . 


\H.c ill / j poi ypr o l e 


in [Oryza sativa 


subsp. indica] 




oeq. in o . 






Seq. ID 


OJ000251_03.0322 


. LI J 




974 61 




Strand 


+ 




Start 


2725 




End 


14022 




Name 


OJ000251 03.0322.C13 


. o5 . np 


Method 


AAT/NAP 




OLdlL 


12863 




End 


14022 




o 1 


629693 




Score 


538 




IT 1 v*\ £*i 


12863.. 14022 










oi uescrip. 


probable integrase - 


common 


tobacco ( 


fragment ) 






gi | 530742 | emb | CAA56791 | (X80830) integrase [Nicotiana tabacum] 


Seq. No. 


45993 




Seq. ID 


OJ000251JD3.0322 


.C13 


Gene No. 


97462 




Strand 






o l ar u 


13987 • 




End 


14471 




Name 


OJ000251 03.0322.C13 


. o5 . ts 


Method 


TBLASTX: Soybean 




Cf -i yf 


10929 




End 


11294 




ol 


none 




Score 


120 




XT v /**\ ^ 


10929. .11147, 11160. 


.11294 








oeq. in o . 


45993 




Seq. ID 


OJ000251_03.0322 


.C13 


Gene No. 


97462 




Strand 






Start 


13987 




End 


14471 




Name 


OJ000251 03.0322.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




OldiL 


11091 




End 


11495 




ol 


none 




Score 


87 




T* 1 V /~\ T~l C* 


11091. .11147, 11096. 


.11137, 


.11142. . 114 95, 1114 9. . 11256, 






11153. .11452, 11160. 


. 11489 








Seq. No. 


45993 




Seq. ID 


OJ000251_03.0322 


.C13 


Gene No. 


97462 




Strand 






OudlL 


13987. 




End 


14471 




Name 


OJ000251 03.0322.C13 


. o2.tm 


Method 


TBLASTX: Maize 






11145 




End 


11363 






none 




Score 


274 




Exons 


11145. .11363, 11145. , 


.11345, 


11153. .11362 




Qf^pr Kip, 


45993 




Seq. ID 


OJ000251__03.0322, 


.C13 


Gene No. 


97462 




Strand 






Start 


13987 




End 


14471 




Name 


OJ000251 03.0322.C13, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11364 




End 


11823 




GI 


none 




Score 


425 




Exons 


11364. .11723, 11364. . 


. 11720, 


11722. .11823, 11739. .11822 





Seq. No. 
Gene No. 



45993 
97462 



Seq. ID OJ000251_03.0322.C13 
Strand 



47482 



Start 
Name 
Start 
GI 

Exons 



13987 End 

OJ000251_03.0322.C13.o4 . tw Method 

11496 End 

none Score 
114 96. .11723, 11794. .118 95 



14471 

TBLASTX: Wheat 

11895 

145 



Seq. No. - 45993 ■ 
Gene No. 97462 
Start 13987 

Name OJ000251_03 . 0322 . C13 . o2 . ts 

Start 11511 
GI none 

Exons 11511. . 11723, 11549. . 11617, 11722 117 93 , 1 1794 .. 11982 , 

11838. .11969 



Seq.. ID OJ000251_03.0322.C13 
Strand 

End 14471 

Method TBLASTX : Soybean 

End 11982 

Score 145 



Seq. No. 45993 
Gene No. 974 62 

Start . 13987 

Name OJ000251_03 . 0322 . C13 . ol . ts 

Start 12133 
GI none 

Exons 12133. . 12270, 12133 .. 12270, 12285 12368 , 12286 .. 1254 3 , 

12303. . 12545 



Seq. ID OJ000251_03.0322.C13 
Strand 

End ' 14471 

Method TBLASTX : Soybean 
End 12545 
Score 144 



..Seq. No. 45993 

Gene No. 974 62 

Start 13987 

Name OJ000251_03 . 0322 . C13 . 

Start 12178 

GI none 

Exons 12178. . 12267, 12307., 



o3 . tw 



Seq. ID OJ000251_03.0322.C13 

Strand - 

End 14471 

Method TBLASTX: Wheat 

End 12576 

Score 77 



12576, 12318. .12554 



Seq. No. 45993 

Gene No. 97462 

Start 13987 

Name OJ000251_03 . 0322 . C13 . o5 . tw 

Start 12976 

GI none 

Exons 12976. .13140, 13165. .13269 



Seq. ID OJ000251_03.0322.C13 
Strand 

End 14471 

Method TBLASTX : Wheat 

End 13269, 

Score 140 



Seq. No. 45993 

Gene No. 974 62 

Start 13987 

Name OJ000251_03 . 0322 . C13 . o3 . tm 

Start 12994 

GI none 

Exons . . 12994. .13152, 13150. .13374 



Seq. ID OJ000251_03.0322.C13 
Strand 

End 14471 

Method TBLASTX : Mai ze 

End 13374 

Score 89 



Seq. No. 45993 

Gene No. 97462 

Start 13987 

Name OJ000251_03 . 0322 . C13 . o4 . ts 

Start 13027 

GI none 

Exons 13027. . 13305, 13101.. 13217 



Seq. ID OJ000251_03.0322.C13 
Strand 

End 14471 

Method TBLASTX : Soybean 

End 13305 

Score 221 



Seq. No. 



45993 



Seq. ID OJ000251_03.0322.C13 



47483 



Gene No. 


97462 




Strand 




Start 


13987 




End 


14471 


Name 


OJOOOPSl 03 0322 m 






TRT.A9TY • 


Start 


13540 ~~ 




End 


1 3QSfi 

X _) Z> *J \J 


GI 


none 






£. C J. 


L-i \*s 1 1 O 


13540 13956 13779 


. 13922 






O C • liU • 


45993 




Seq. ID 


OJ000251 


Gene No. 


97462 




' Strand 




Start 


13987 




End 


14471 


Name 


OJ000251 03 0322 C13 


, o3 . ts 


Method 


TBLASTX : 


Start 


13732 _ 




End 


13977 


GI 


none 




Score 


231 


i—t *\ \s X X O 


13732 13977. 13732 


. 13899, 


13734. .13904, 13942 




13944 . . 13973 








Seq. No. 


45993 




Seq. ID 


OJ0002 51 


Gene No. 


97462 




Strand 




Start 


13987 




End " 


14471 


Name 


OJ000251 03 0322 C13 


r\ 3 rr c 


Method 


GENSCAN 


Start 


13987 — 




End 


14471 . 


GI 


none 




Score 


1 


P, v n n q 


13987 14142 14409 


14471 






Cpn Ma 


45994- 




Seq. ID 


OJ000251 


Gene No. 


97463 




Strand 


+ 


Start 


1 




End 


O O -/ 


Name 


OJ000251 03.0322.C22. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


889 


GI 


7340881 




Score 


124 




1..203, 309. .357, 855. .889 






J- l—' V-* O J- ^ k-/ • 


(AP001551) hypothetical protein [Oryza 


o a i — L v a J 


Seq. No. 


45994 




Seq. ID 


OJ000251 


Gene No. 


97463 




Strand 




Start 


1 




End 


ft R Q 

O O J 


Name 


OJ000251 03.0322.C22. 


ol . gs 


Method . 


GENSCAN 


Start 


596 




End 


-667 


GI 


none 




Score 


.45 


Exons 


596. . 667 








Seq. No. 


45995 




Seq. ID 


OJ000251_ 


Gene No. 


97464 




Strand 


+ 


Start 


■ 401 




End 


1325 


Name 


OJ000251 03.0322.C23. 


ol . gs 


Method 


GENSCAN 


Start 


401 




End 


1325 


GI 


none 




Score 


. 6 


Ex on a 


401. .762, 1202. . 1325 








UC^> LN {J ■ 


45996 




Seq. ID 


OJ000251_ 


Gene No. 


97465 




Strand 


+ 


Start 


630 




End 


970 


Name 


OJ000251 03.0322.C24. 


ol . gs 


Method 


GENSCAN 


Start 


630 




End 


970 


GI 


none 




Score 


.79 


Exons 


630. . 970 









03.0322.C13 



13971, 



47484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45996 Seq. ID 

974 6.6 Strand 
1552 End 
OJ000251_03 . 0322 . C24 . ol . gp Method 
1552 End 
uC-osf Icypl58c04al Score t v 

1552.. 1616 • ; ,vts- : ^^[, :: '$: 

M581164/gb|AAD24647. 1 |AC006220_:T I'.'Oe' 
polyprotein [Arabidopsis thaliana] 1 



OJ000251_03.0322.C24 
+ 

1616 

AAT/GAP 

1616 

-17 (AC006220) -putative 



45996 
97467 
3082 

OJ000251_03.0322.C24.o3.gs 

3082 

none 

3082. .3171, 6392. .6449, 6599. 
8345. .8614, 8643. .9083, 9147. 



Seq. ID OJ000251_03.0322.C24 

Strand + 

End. 14811 

Method GEN SCAN 

End 14784 

Score .57 

.6775, 7829. .7959, 7992. .8027, 
.10155, 10236. .10440, 10504. .11439 



11801. .12240, 12322. .12545, 13018. .14162, 14283. .14784 





Seq. No. 


45996 


Seq. ID 


OJ000251 




Gene No. 


97467 


Strand 


+ 




Start 


3082 


End 


14811 




Name 


OJ000251 03.0322.C24.ol 


. np Method 


AAT/NAP 




Start 


8147 


End 


8792 




GI 


7248393 


Score 


920 




Exons 


8147. .8792 








GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


45996 


Seq. ID 


OJ000251 




Gene No. 


97467 


Strand 


+ 




Start 


3082 


End 


14811 




Name 


OJ000251 03.0322.C24.o3 


np Method 


AAT/NAP 




Start 


10913 


End 


14495 




GI 


7248394 


Score 


1646 



Exons 10913. .11802, 12070 .. 13068 , 14471.. 14495 

|I GI Descrip. . (AP001389) ESTs C97394 (C60113 ) , AU075824 (R01 65 ) , D38 985 (R0165 ) 
=% correspond to a region of the predicted gene . -Similar to 

Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
□ (AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



45996 ' - Seq. ID 

97467 Strand 
3082 End 
OJ000251_03.0322.C24 .o5.np Method 
12666 End 
629693 . Score 

12666. .12687, 13715. .14811 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ000251_03.0322.C24 
+ 

14811 
AAT/NAP 
14811 
524 



45996 Seq. ID 

97468 Strand 

2312 End 

OJ000251_03.0322.C24 .o2.gs Method 

2312 End 



OJ000251_03.0322.C24 

2653 

GENSCAN 

2653 



47485 




yj X 


none 




Score 


. yy 




Exons 












Seq. No. 


45996 




Seq. ID 


OJ000251_03.0322 


.C24 


Gene No. 


97469 




Strand 






OLdl l 






ZiTiO. 


x i j y d 




Name 


; KJO U.U UtJl ,Uj.UjZZ.^^4 


. o 4 . -t S - ^ 


: ■ .Method " 


■ ■{ BLAb lx : boyoean 




' Of- -a 

O tail 


IIUO / 






one 

1 1 j y d . 




C T 


none 




Score 


ZUU 




Hi AC! lO 


1 1 DR7 1 1 ^QR 

11UJ / • • X X O -7 D 










Seq. No. 


45996 




Seq. ID 


OJ000251_03.0322 


.C24 


Gene No. 


97470 




Strand 








1 1 Q^A 

X X .7 O ft 




End 


12803 




Name 


UJUUUi Jl Uj . U jZ^ . L-Z 4 


. ol . tw 


Method 


TBLASTX: Wheat 










End 


12318 






no.ne 




Score 


90 




Exons 


i i i i q'qc i i qpt 


1 9 97 9 
. XZZ / Z / 


12008. .12274, 12271. .12318 




Seq. No. 


45996 




Seq. ID 


OJ000251_03.0322 


.C24 


Gene No. 


97470 




Strand 








X X y .3 fi 




End 


12803 




Name 


UJUUUZdx Uo.UozZ.Lz4 


. oz . tm 


Method 


TBLASTX: Maize 






± i y o o 




End 


12206 




P T 


none 




Score 


. 283 




Exons 


i i qoo i oorif; lonoQ 
iiyoo . . X Z Z U O , xzuuo. 


1 9 9 Pi R 
. X Z Z Uj 








oeq . iNO * 






Seq. ID 


OJ000251_03.0322 


. C24 


Gene No . 


97470 




Strand 






Start 


11934 




End 


12803 




Name 


UUUUUZjl UO.UOZZ.^Z4 


. ol . tm 


Method 


TBLASTX: Maize 






X Z Z U / 




End 


12647 






none 




Score 


97 






19907 1 9979 199HQ 

xzzu / . . x z z / z , xzzuy. 


19 9 7/1 
. 1 Z Z / 4 / 


12271. .124 65, 12351. .12647, 






XZODO. . X Z O 4 O 










Seq. No. 


45996 




Seq. ID 


OJ000251_03.0322 


.C24 


Gene No. 


97470 




Strand 






OLal t 


1 1 Q^A 




End 


12803 




Name 


UJUUUZDX UJ.UJZZ.UZ4 


. o4 . tw 


Method 


TBLASTX: Wheat 




o l air u 


1 9 "3 A ft 

x z j fi o 




End 


12716 






none 




Score 


185 




Exons 


1 OT/io 19£tr*3 " 1 9 ^ Q 9 " 

xzjfio. . izdjj, xzjyz. 


. iz4 by, 


12527. .12649, 12615.. 12716 




Seq. No. 


45996 




Seq. ID 


OJ000251_03.0322, 


.C24 


Gene No. 


97470 




Strand 






uLal L 


X X _7 J ft 




End 


12803 




Name 


UJUUUZDX UJ.UJZZ.CZ4 


. ol . t s 


Method 


TBLASTX : Soybean 










End 


12803 




O J. 


none 




Score 


188 




Exons 


XZJOO..XZ40J, 1Z jby . 


. iZ OX 4 , 


12615. .128 


03, 12659. .12790 




Seq. No. 


45996 




Seq. ID 


OJ0-00251JD3.0322. 


X24 


Gene No. 


97471 




Strand 






Start 


12954 




End 


13458 




Name 


OJ000251 03.0322.C24 


.02. ts 


Method 


TBLASTX : Soybean 




Start 


12954 




End 


13334 





47486 






O X 


i iLuit: 




Score 


73 






F vr\n c 
JjAUIIO 


19QS4 11017 I^QSfi 

I Z .7 J 4 • • I ,J U O f , Xi. J J u . 


i innQ 


13011. .1-3073, 13021. .13059, 








i ioso i 1114 i 1081 


1 1119 










Seq. No. 


45996 




Seq. ID 


OJ000251 03 019 9 


.C24 




Gene No. 


97471 




OLi al in 










1 9QS4 




FnH 


1 14 S8 

IJ4JO 






Name 


otooo9si oi 0199 P94 


■ OO ■ tw 


Li" L 1 ID LI 


1 D Xj/t.*-) x /\ • vv 1 1 ti d L 








1 1084 ~~ 

X J \J O 4 




End 


114 








n rtn o 




OLUIC 


1 7 Q 

X / J 






F vnn Q 


1 1084 13458 13206 

I J U O 4 • * I J 4 J U , 1 Ji.U U • 


1 114 Q 

• 1 JJ4 J 










Seq. ' No. 


45996 






O.T0009S1 01 019 9 


.C24 




Gene No. 


97472 




OLI a 1 1LI 








O Ldl L 


I O / O O 




FnH 

HjI ILL 


1 4 1D7 
X 4 0 u / 






Name 


n.T0009M oi 0199 r94 


.00. tm 


Mo f- hnH 


TRT.A9TX • Ms i 70 
J. 0 x>no ± /\ . i*Jax z.c 






C +- y-+- 


1 1781 ~ 




Cjl 1H 


14 161 
X 4 X OO 






r*T 
ol 


none 




Q /-~> /-\ y- O 

O L>L? I t; 


8 n 

0 u 






Exons 


11781 1 1Q44 1 1Q1Q 
x o f 0 o • • x o y 4 4 / x o .? o .7 . 


14161 
• X 4 X D O 










Seq. No. 


45996 




JCLj • XL/ 


0.700 0 9^1 01 019 9 


.C24 




Gene No. 


97472 




OLI d.1 lLl 










1 1781 




FnH 


1 4 107 

I 4 O U / 






Name 


0 10009^1 01 0199 P94 
UUUUUZ Jl 


. OO . t. S 


Ma +■ h ^H 

L v ltr LI 1L>U 


1 DXii-iO 1 A . ooyjjcdii 




\3 


o Lai U. 


1 17 8 ~~ 

Ij / DO 




FnH 

J_il J. LI 


14184 

14104 




f 'fl 


r t 

ox 


none 




Score 


911 

Z O X 






TT" v" ^ t^i c: 


11786 14184 1 17Q7 

X O ' O O • • I 4 I O 4 , 1 j / j / . 


1 40Q6 
. X 4 U ,? D 








n 


Seq. No. 


45996 




OCL| • X U 


O.T0009 c i1 01 0199 


.C24 




Gene No. 


97472 




Oil dl lLl 






1 3 


Of a -v-4- 
O Lai L 


11781 

X J f 0 o 




FnH 

Hi I lLl 


14107 

14 JU / 




r li 


Name 


nTnnn9m ni 0199 r*94 


. 00 . tw 


l it; L 1 IL'Ll 


1 DlirtO 1 A . IffllcaL 






Of o r-h 
OLal L 


1 1 Q4 4 ~~ 




FnH 


1 4107 
X 4 0 u / 




_ 


Kj I 


none 




O L>L>I <3 


X ^ 0 






IjAUIIo 


11Q4 4 14111 11Q4R 


1 4 107 

• X 4 O U / 










Seq. No. 


45996 






f),T00n9M 01 0199 
UUUUUt Jl uo.uozz 


.C24 


. ^ 


Gene No. 


97473 




0 l x a 1 in 






W 


Olai L 


1414 4 

14 044 




FnH 

Hi 1 1 Li 


1 4800 
X 4 0 u u 






Name 


OT0009S1 HI 0199 P94 
WUUUUZ3X UO.UOZZ.UZ4 


r\ 9 -h tat 
* OZ . LW 


Mo t~ h r^H 

LuC L 1 IL/Ll 


1 DLirtO 1A . WllfcJCLL 




i — : 


O Ldl l 


14 14 4 _ 

X 4 O 4 4 




FnH 

CjL lLl 


1 4 7 1Q 

X 4 / O 






I 


none 




Score 


91 1 
Z X 0 






Exons 


1 414 4 1 4 71Q 1 4R90 
X4044 . .±4 / O :? , JL43ZU. 


14 717 












4 SQQfi 

4 




Seq. ID 


OJ000251_03.0322 


. UZ 4 




Gene No. 


97473 




Strand 








Start 


14344 




... End 


14800 






Name 


O.70009R1 fl^ 0^99 P94 
UuUUUZOX UO.UOZZ.UZ4 


. o5 . t s 


Method 


TBLASTX: Soybean 






OLdlL 






End 


14800 






ol 


none 




Score 


190 






Exons 


14527 . . 14760, 14527 . , 


. 14694, 


14529. . 14699, 14 7 39 14759, 








14771. .14800 












Seq. No. 


45997 




Seq. ID 


OJ000251 03.0322, 


.C25 




Gene No. 


97474 




Strand 


+ ' 






Start 


228 




End 


293 






Name 


OJ000251 03.0322.C25, 


. ol . gs 


Method 


GENSCAN 





47487 





Z/C 0 


bna 






none 


Score 




Exons 


TOO O Q "D 

ZZo . . 






Seq. No. 


45998 


Seq. ID 


OJ000251_03.0322.C26 


Gene No. 


97475 . 


Strand 


+ 




114 


End ; . 




Name 


OJ000251 03.6322. C26.ol.gs 


Method 


GENSCAN 


btart 


114 


End 


iy 14 




none 


Score 




Exons 


114. .272, 744. .908, 1760. .1914 




Seq. No. 


45999 


Seq. ID 


OJ000251_03.0322.C29 


Gene No. 


97476 


Strand 


+ 


OLalL 


2245 


End 


5680 


Name 


OJ000251 03.0322.C29.ol.gs 


Method 


GENSCAN 


btdrt 


2245 


End 


5680 


bl 


none 


Score 


.7- 


Exons 


2245.. 2502, 2550.. 2663, 2735.. 


3722, 4153.. 4255, 5389.. 568*0" 


beq . no . 


45999 


Seq. ID 


OJ000251_03.0322.C29 


Gene No . 


97477 


Strand 




Start 


4314 


End 


7255 


Q Name 


OJ000251 03.0322.C29.ol.np 


Method 


AAT/NAP 


Start 


4314 


End 


7255 




6063554 


Score 


485 


Exons 


4314. .4488,- 5422. .5678, 5796.. 


6073, 7232.. 7255 


1? GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 


45999 


Seq. ID 


OJ000251 


Gene No. 


97477 


Strand 




Start 


4314 


End 


7255 


Name 


OJ000251 03.0322.C29.o2.gp 


Method 


. AAT/GAP 


Start 


5537 


End 


5997 


GI 


LIB34 34-015-P1-K1-G2 


Score 


841 


Exons 


5537.'. 5997 






GI Descrip. 


' 6063530/dbj | AP000615 . 1 1 AP000615 2 . Oe- 


4 6 Oryza 




DNA, chromosome 3, clone : P004 3E01 ' 




Seq. No. 


46000 


Seq. ID 


OJ000251 


Gene No. 


97478 


Strand 


+ 


Start 


714 


End 


4984 


Name 


OJ000251 03.0322.C30.ol.np 


Method 


AAT/NAP 


Start 


714 


End 


4984 


GI 


5803259 


Score 


1434 


Exons 


714.. 1925, 2044.. 3033, 4958. 


.4984 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46000 


Seq. ID 


OJ000251 


Gene No. 


97478 


Strand 


+ 


Start 


714 


End 


4984 


Name 


OJ000251 03.0322.C30.ol.g,s 


Method 


GENSCAN 


Start 


723 


End 


3117 


GI 


none 


Score 


.89 


Exons 


723. .1927, 2028. .3117 







47488 



Seq. No. 
Gene No. 
Start 
Name 
Start 
"'GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ■ Descrip. 



46000 Seq. ID 

97479 Strand 

13401 End 

OJ000251_03.0322.C30.o3.gs Method 

13401 End 

hone v - Score 

134 01. .13553, * 14528. .14 628, 
15587. .15644, 15970. .16066 



OJ000251_03.0322.C30 
+ 

16153 
GENSCAN 
16066 
.95 

15253. .15322, 15477 .. 15504 , " 



46000 
97479 
13401 

OJ000251_03. 0322.C30.o2.gp 
13469 

90811_1.R1084 

13469. .13553, 14528 .. 14 628 , 
15587. .15644, 15970. .16153 
'•2388999/emb|CAB11732| 8.0e-10 
[Schizosaccharomyces pombe] 1 



Seq. ID OJ000251_03.0322.C30 

Strand + 

End 16153 

Method AAT/GAP 

End 16153 

Score 944 



15253. .15322, 15477 .. 15504 , 

(Z98981) hypothetical protein 



Seq. No. 


46000 










Seq. ID 


OJ000251 


Gene No. 


97480 










Strand 


+ 


Start 


16155 










End 


16402 


Name 


OJ000251 03. 


0322 


.C30.o3. 


gp 


Method 


AAT/GAP 


Start 


16155 










End- 


16402 


GI 


none 










Score 


431 


Exons 


16155. 


. 16402 










Seq. No. 


46000 










Seq. ID 


OJ000251 


Gene No. 


97481 










Strand 




Start 


3804 










End 


9741 


Name 


OJ000251 03. 


0322 


.C30.O2. 


gs 


Method 


GENSCAN 


Start 


3804 










End 


9741 


GI 


none 










Score 


. 67 


Exons 


. 3804.. 


5072, 


5111 


. .6563, 


6608. 


.6768, 698 


18. .7299, 




8100. . 


8309, 


8375 


. .8653, 


8867. 


, .9052, 9129. .9741 


Seq. No. 


46000 










Seq. ID 


OJ000251 


Gene No. 


97481 










Strand 




Start 


3804 










End 


9741 


Name 


OJ000251 03. 


0322 


.C30.o2. 


np 


Method 


AAT/NAP 


Start 


3807 










End 


9726 


GI 


7228457 








Score 


6386 


Exons 


3807.. 


5083, 


5125 


. .5397, 


5464. 


.7299, 7363. .9213, 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



,8018, 



03.0322.C30 



9285. .9726 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] * " 



46000 
97482 
12394 

OJ000251_03 . 0322 . C30 . ol . gp 
12394 

23880_4 .R1084 
12394. .12454, 12485. .12527 
'5777619/emb|CAB53480.1| 4.0e-17 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_03.0322.C30 

12527 
AAT/GAP 
12527 
112 



(AJ245900) CAA30377.1 protein 



47489 




[Oryza sativa] ' 



Cppr Ma 


4 finnn 

4 OU U U 








Seq. ID 


OJ000251_03.0322 


.C30 


Hon d "NT a 
bfcillfci IN (J. 


/ 4 O O 








Strand 






Of ar f 


1 7 1 1 ft 
J. / J. ± 0 








End 


22097 




Nam© 


n.Tnnn9Ri 




p^n a £ 

. LOU . OD 


f Uf 

. LW 


Method 


TBLASTX: Wheat 




Q 1- a y t- 
O L dl L 


JOID 








End - ■ 


4415 




bi 


none 








Score 


116 ir: 




Exons 


3816. .3941, 


3972 


. .4010, 


4126. 


.4275, 4128. .4415, 4327. .4413 


Cprf KT a 










Seq. ID 


OJ000251_03.0322 


.C30 


Pono Ma 
UCllC IN (J. 


Q7 4 ft ? 








Strand 


- 




Of a v-f 


1711ft 








End 


22097 




Name 


n.Tnnn^si rn 

buUUUiJJ. UJ 


n^99 


p^n a^ 


. L W 


Method 


TBLASTX: Wheat 






4 4 1 Q ~ ~ 








End 


4800 




bl 


none 








Score 


228 




Exons 


4419. .4799, 


4 450 


. .4800 










O C (-J . LN U • 


4DUUU 








Seq. ID 


OJ000251 03.0322 


.C30 


bene ino . 


Q7 400 
/ 40 J 








Strand 


- 




Of a r-f 


1/110 








End 


22097 




Name 


pi innno r 1 n ^ 

UUUUU^ Jl Uj 


n ^99 


• b jU • OO . 


f m 

. T_m 


Method 


TBLASTX: Maize 




Q4- 3 v-f 


4 £1 4 
4 014 








End 


4937 




PT 
bl 


none 








Score 


227 




Exons 


4614 . .4937, 


4624 


. .4920 










Qq/-i Ma 
Oc(j. LN(_> . 


4DUUU 








Seq. ID 


ninnn^m n.^99 

UUUUUZjI Uj . Uj^,^ 


p^ 0 


bene ino * 


Q7 A O T 








Strand 








17 11ft 
1/110 








' End 


22097 




Name 


UJUUU^ Jl Uj 


n ^9 9 


p-3f) oft 


. LW 


Method 


TBLASTX: Wheat 




Of -J f 


0 1 0 u 








End 


5431 




bl 


none 








Score 


184 




Exons 


m on ^4^1 

JlOU • . J4 jl 














Seq. No. 


46000 








Seq. ID 


OJ000251_03.0322, 


.C30 


UCllC LNL> • 


97483 








Strand 






Of yf 


.17118 








End . 


22097 




Name 


OJ000251 03, 


.0322 


.C30.O4 . 


. ts 


Method 


TBLASTX :.Soybean 




Of a r f 


5249 








End 


5812 




PT 

b-L 


5*666795 








Score 


62 




LAUI lo 


5249. .5431, 


5486 


. .5623, 


5714. 


.5812 






GI Descrip. 


4206306 2.0e-10 


(AF04 9110") prpol [Zea 


mays] 




Q a a- Mn 
OcLJ . IN vj • 


46000 








Seq. ID 


OJ000251_03.0322, 


.C30 


bene ino . 


97483 








Strand 






Of -a y f 


17118 








End 


22097 




Name 


OJ000251 03. 


.0322, 


.C30.O5. 


tw 


Method 


TBLASTX: Wheat 




Of -j r f 


5486 








End 


5935 




PT 
bl 


none 








.Score 


107 




Exons 


5486. .5638, 


5487, 


. .5627, 


5705. 


.5842, 5711. .5935, 5712. .5867 


Seq. No. 


46000 








Seq. ID 


OJ000251_03.0322. 


■ C30 


Gene No. 


97483 








Strand 






Start 


17118 








End 


22097 




Name 


OJ000251 03. 


.0322, 


.C30.O4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6297 








End 


6720 




GI 


none 








Score 


112 





47490 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 



6297. .6482, 
6500. . 6715, 

46000 
97483 
17118 

OJ000251_03, 

6422 

none 

6422. .6505, 

46000 
97483 
17118 

OJ000251_03. 

6508 

none 

6508. .6744, 

46000 
97483 
17118 

OJ000251_03. 

6805 

none 

6805. .7161, 



6302.. 6376, 6419. 
6649. .6717 



0322. C30.O4. tin 
6493. .6777, 6494, 

0322.C30.o2. ts 
6530. . 6625 

0322.C30.o2. tm 
6815. .7120 



,6508, 6499. .6621, 6499. .6720, 



46000 
97483 
17118 

OJ000251_03.0322.C30.ol.tw 

6829 

none 

6829. .7290, 6830. .7291 



46000 
97483 
17118 

OJ000251_03, 

6886 

none 

6886. .7020, 



46000 
97483 
17118 

OJ000251__03. 
7 399 - 
none 

7399. .7929, 

46000 
97483 
17118 

OJ000251_03. 

8664 

none 



0322.C30.o3.ts 



7036. .7251 



0322.C30.o2. tw 



Seq. ID OJ000251_03.0322.C30 
Strand 

22097 

TBLASTX: Maize 
6778 
154 



End 

Method 
End 
Score 
.6778 



Seq. ID OJ000251_03.0322.C30 
Strand 

End 22097 

Method TBLASTX : Soybean 

End 6744 

Score 73 



Seq. ID OJ000251_03.0322.C30 
Strand 

End 22097 

Method TBLASTX : Mai ze 

End 7161 ' 

Score 179 



Seq. ID OJ000251_03.0322.C30 
Strand 

End 22097 

Method TBLASTX : Wheat 

End 7291 

Score 306 



Seq. ID OJ000251_03.0322.C30 
Strand, 

End 22097 

Method TBLASTX : Soybean 

End 7251 

Score 110 



Seq. ID OJ000251_03.0322.C30 
Strand 

End 22097 

Method TBLASTX: Wheat 

End 7930 

Score 147 



7418. .7735, 7501. .7917, 7757. .7930 



0322.C30.o7.tw 



Seq. ID OJ000251_03.0322.C30 
Strand 

End 22097 

Method TBLASTX : Wheat 

End 9053 

Score 108 



47491- 




Exons 8664.-8936, 8698.. 8937, 8896.. 9006, 8904.. 9002, 8932.. 9006, 

9009.. 9053 



O C ^ ■ LNU • 






Seq. ID 


OJ000251_ 


\J »J • U J <L Z. . 


i LOU 




Q74ft^ 




Strand 








OLdl L 


1711ft 

X / X J. o 




End 


22097 






Ma TTl O 


UU UvU^ Jl U J * \J c. . O _) U « 




■.^Method 


GENSCAN.,. 






Q-l-a-rt- 


1711ft ~~ 
1 / no 




v "End 


■22097 






r*T 






Score 


-.91 






CjAUI lo 


1711ft 17171 1 ft ^01 


1 ft4 


18792. .18867, 18955 


1 QDftft 






1 201 1 8 2022S 


> £- \J J O £. f 


20819. .20970, 21818 


• ■ Z. U _7 / 




Seq. No. 


46000 




Seq. ID 


OJ000251_ 


_03.0322. 


C30 




97483 




Strand 








OLdl L 


17118 




End 


22097 






Name 


OJ000251 03.0322.C30. 


o4 . gp 


Method 


AAT/GAP 








17538 




End 


19277 






fIT 

ui 


97 1.R1084 




Score-.. ' 


2017 








1753.8. . 17977, 18058.. 


18192, 


18301-. .18450, 18536. 


. .18569, 






18651. . 18727, 18792.. 


1-88 67, 


18955. .19088, 19184. 


. .19277 




kjX UcoOIip. 


'1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] 1 




Seq. No. 


46000 




Seq. ID 


OJ000251_ 


_03.0322. 


C30 


Gene No. 


97483 




Strand 








O Lai L 


17118 




' End 


22097 






Name 


OJ000251 03.0322.C30. 


o5.gp 


Method 


AAT/GAP 






OLdl L 


17663 




End 


19767 






\j±. 


'97 1.R1084 




Score 


1772 






Exons 


17663. . 17977, 18058.. 


18192, 


18301. .18^ 


450, 18536. 


. .18569, 






18651. . 18727, 18792.. 


18867, 


18955. .19088, 19184. 


. .19301, 






19709. .19767 












(~1 T riocpyi n 


'1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] ? 




Seq. No. 


46000 




Seq. ID 


OJ000251_ 


_03.0322. 


C30 


Hono NT o 


97483 




Strand 








O Lai l, 


17118 




End 


22097 






Name 


OJ000251 03.0322.C30. 


o6.gp 


Method 


AAT/GAP 






Of a 


17829 


End 


19295 






w J. 


97 1.R1084 




Score 


1468 






Exons 


17829. .17977, 18058. . 


18192, 


18301. .18450, 18536. 


, . 18569, 






18651. .18727, 18792. . 


18867, 


18955. .19088, 19184. 


, . 19295 




V3X UCOLI lp • 


'1399510 ,0.0e+00 (050064) type A-like 


cyclin [Zea mays] 1 




Seq. No. 


46000 




Seq. ID 


OJ000251_ 


_03.0322. 


C30 


Gene No. 


97483 




Strand 








OLdl L 


17118 




End 


22097 






Name 


OJ000251 03.0322.C30. 


ol . tm 


Method 


TBLASTX: Maize 




O UalL 


17833 




End 


18676 






GI 


none 




Score 


102 






Exons 


17833. .17892, 17898. . 


17978, 


17900. .17980, 17923. 


.17979, 






18048. .18206, 18058. . 


18192, 


18059... 18220, 18059. 


.18220, 






18300. .18452, 18302. . 


18451, 


18303. .18452, 18531. 


.18587, 






18535. .18570, 18650. . 


18676 










Seq. No. 


46000 




Seq. ID 


OJ000251^ 


03.0322. 


C30 


Gene No. 


97483 




Strand 








Start 


17.118 




End 


22097 







47492 



Name 

Start 

GI 

Exons 



OJ000251_03.0322.C30.o7.gp 
17893 

97_1.R1084 

17893. .17977, 18058 18192, 
18651. .18727, 18792. .18867, 



Method AAT/GAP 
End 19276 
Score 1362 
18301. . 18450, 18536. 
18955. .19088, 19184, 



18569, 
, 19276 



GI Descrip. f 1399510 O.Oe+0.0 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46000" ' Seq. ID 

97483 Strand 
17118 End 
OJ000251_03 . 0322 .C30.o3.np Method 
17909 End 
6331695 Score 

17909. .17977, 18058 .. 18192, 18301 

18651. . 18727, 18792 188 67 , 18955 



OJ000251 03.0322.C30 



22097 
AAT/NAP 
21979 
1961 

18450, 18536. . 18569, 
19088, 19184. .19276, 



19985. .20118, 20225. .20374, 207 12 .. 20970, 21800. .21979 



GI Descrip. (AB024986) cyclin [Oryza sativa] 



Seq. No. - " : - ' 4 6000 
Gene No. 97483 
Start 17118 
Name OJ000251_03 . 0322 , 

Start 17913 
GI none 
Exons 17913. 

18059. 

18639: 

18787. 

18948. 

19178. 

20289. 



C30.ol. ts 



.17978, 17 
.18193, 18 
.18728, 18 
.18864, 18 
.19097,.. 18 
.19279, "-19 
.20378 



918. 
301. 
650. 
788. 
954. 
182. 



, 17980, 
, 18447, 
, 18730, 
, 18865, 
,19139, 
19271, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17925. .17978, 



OJ000251 03.0322.C30 



18305. 
18651. 
18789. 
18958. 
19981. 



22097 

TBLASTX : Soybean 
20378 
65 

18058. .18192, 
. 18451, 18533. . 18571, 
. 18728, 18656. .18751, 
.18866, 18789. .18866, 
.19101, 19178. .19255, 
,20064, 19985; .20077, 



Seq. No. 


46000 




Seq. ID 


OJ000251_03.0322 


.C30 


Gene No. 


97483 




Strand 






Start 


17118 




End 


22097 




Name 


OJ000251 03.0322.C30, 


. 08 . gp 


Method 


AAT/GAP 




Start 


18051 




End 


20084 




GI 


97 1.R1084 




Score 


1371 




Exons 


18051. .18192, 18301.. 


.18450, 


18536. . 18 569, 18 651. . 18727, 






18792. .18867, 18955.. 


.19088, 


19184. .19276, 19985. .20084 




GI Descrip. 


'1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] 


i 


Seq. No. 


46000 




Seq. ID 


OJ000251_03.0322 


.C30 


Gene No. 


97483 




Strand 






Start 


17118 




End 


22097 




Name 


OJ000251 03.0322.C30. 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


18058 




End 


20116 . 




GI 


none 




Score 


70 




Exons 


18058. .18192, 18301. . 


. 18447, 


18 650. .18730, 18789. . 188 66, 






18790. . 18867, 18952. . 


,19101, 


18 954 . . 19094, 19178 .. 1927 9, 






19184 . . 19255, 19982. . 


,20116 









Seq. No. 46000 Seq. ID 

Gene No. 97483 Strand 

Start 17118 End 

Name OJ000251_03 . 0322 . C30 . o9 . gp Method 

Start 18075 End 



OJ000251_03.0322.C30 

22097 

AAT/GAP 

20124 



47493 




C T 


97 1.R1084 


Score 


1409 




Exons 


18075. .18192, 18301. .18450, 


18536. .18569, 18651 .. 18727 , 






18792. .18867, 18955 .. 1 9088 , 


19184. .19276, 19985. .20124 




GI Descrip . 


■1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] 1 




O /-\ KTr^ 

beq . wo . 


46000 


Seq. ID 


OJ000251_03.0322. 


cjU 


Gene No . 


97483 


Strand 






Start 


17118 


End 


22097 




Name 


OJ000251 03.0322.C30.o5.tm 


Method 


TBLASTX: Maize 




Of 2 rf 


18686 


End 


20071 




C T 


none 


Score 


39 




Exons 


1868 6. .18736, 18804. .188 66, 


18804. .18866, 18805. .188 67, 






18948. .19097, 18952 19101, 


18954. .19094, 19178 .. 19270, 






19182. .19217, 19187. .19264, 


19979. .20071 




beq . vio * 


46000 


Seq. ID 


OJ000251J33.0322. 


LOU 


bene ino . 


97483 


Strand 






Start 


17118 


End 


22097 




Name 


OJ000251 03.0322".C30.ol0.gp 


Method 


AAT/GAP 




Of -1 v-f 

otart 


18783 


End 


20887 






97 1.R1084 


Score 


1330 




Exons 


18783. .18867, 18955 .. 19088 , 


19184. .19276, 19985. .20118, 






20225. .20374, 20712.. 20887 








GI Descrip. 


'1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] ' 




beq. no. 


46000 


Seq. ID 


OJ000251JD3.0322. 




Gene No. 


97483 


Strand 






Start 


17118 


End 


22097 




Name 


OJ000251 03.0322.C30.oll.gp 


Method 


AAT/GAP 




b cam 


18889 


End 


20993 




H T 


97 1.R1084 


Score 


1308 




Exons 


18889. .19088, 19184 .. 1927 6, 


19985. .20118, 20225. .20374, 






20712. .20993 








GI Descrip. 


•1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] 1 




beq. no. 


46000 ' 


Seq. ID 


OJ000251_03.0322. 






97483 


Strand 






Start 


" 17118 


End 


22097 




Name 


OJ000251 03.0322.C30.ol2.gp 


Method 


AAT/GAP 




Otait 


20384 


End 


20643 




C T 


LIB34 31-010-P1-N1-F11 


Score 


453 




Exons 


20384. .20643 








bi uescrxp. 


, 287403/dbj | D10838 | RICSBE1 1 


.0e-lll Rice gene for starch 




branching enzyme ' 








Seq. No. 


46001 


Seq. ID 


OJ000211_02.0327. 


C4 


Gene No. 


97485 ■ 


Strand 


+ 




Start 


1 


End 


174 




Name 


OJ000211 02.0327.C4.ol.gp"? 


Method 


AAT/GAP 




Start 


1 


End 


174 




GI 


uC-osflM2020114f04al 


Score 


336 




Exons 


1. .174 









GI Descrip. '3850573 5.0e-ll (AC005278) Similar to gi_1652733 glycogen 

operon protein GlgX from Synechocystis sp. genome gb_D90908. 
ESTs gb_H36690, gb_AA7124 62, gb_AA651230 and gb_N95932 come from 
this gene. [Arabidopsis thaliana] 1 



47494 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons v 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000211_02.0327.C4 
Strand 

End 1431 

Method AAT/NAP 

End 1431 

Score 1394 



46001 
97486 
1 

OJ0002 1 1_02 . 0327 . C4 . ol . np 
1 

3850573 
1. .1431 

(AC005278) Similar to gi 11652733 glycogen operon protein GlgX 
from Synechocystis sp. genome gb|D90908. ESTs .gb | H36690, 
gb|AA712462, gb|AA651230 and gb|N95932 come from this gene. 
[Arabidopsis thaliana] - 



46001 
97486 
1 

OJ000211_02.0327 ,C4 .ol.tc 
1 

none 



Seq. ID OJ000211_02.0327.C4 
Strand 

End 1431 

Method TBLASTX : Cress 

End 1417 

Score 73 



1..129, 2. .136, 140. .652, 154. .651, 410. .652, 655. .1032, 
659. .1081, 1063. .1095, 1120. .1416, 1121. .1216, 1235. .1417 



Seq. No. 46001 

Gene No. 97486 

Start 1 

Name _ OJ000211_02 . 0327 . C4 . o2 . tm 

Start 811 

GI none 

Exons 811.. 1029, 812.. 1027, 814. 



Seq. ID OJ000211_02.0327.C4 
Strand 

1431 

TBLASTX: Maize 
1029 
311 



End 

Method 
. End 
Score 
,1029 



Seq. No. 46001 

Gene No. 97486 

Start 1 

Name OJ0002 11_02 . 0327 . C4 . ol . ts 

Start 823 

GI none 

Exons - 823.. 1026, 824.. 1030 



Seq. ID OJ000211_02.0327.C4 
Strand 

End 1431 

Method TBLASTX : Soybean 

End 1030 

Score 131 



Seq. No. 46001 

Gene No. 97486 

Start 1 

Name OJ0002 11_02 . 0327 . C4 . ol . tm 

Start 1030 

GI none 

Exons 1030.. 1344, 1031.. 1345 



Seq. ID OJ000211_02.0327.C4 
Strand 

End 1431 

Method . TBLASTX : Maize 

End 1345 

Score 421 



Seq. No. 46002 

Gene No. 97487 

Start 359 

Name OJ000211_02 .0327 .C5.ol.gs 

Start. 359 

GI none 
Exons 



Seq. ID OJ000211_02.0327.C5 

Strand + 

End 1458 

Method GENSCAN 

End 1458 

Score .42 



359. .444, 545. .608, 837. .963, 1152. .1359, 1401. .1458 



Seq. No. 46003 

Gene No. 97488 

Start 553 

Name OJ000211 02 . 0327 . C6 . ol . tc 



Seq. ID OJ000211_02.0327.C6 

Strand + 

End 2908 

Method TBLASTX : Cress 



47495 



Start 538 End 1113 

GI none Score 42 9 

Exons S38..867, 544.. 867, 1012.. 1113 





Sea No 


46003 


Seq. ID 


n.T00091 1 09 0^97 Pfi 




Gf*nfa No 


97488 


Strand 


-j. 




Start 


553 


End 


Z> \J O 




Name 


OJ000211 02.0327.C6.bl.ts 


Method 






Start 


541 


End 


867 




GI 


none 


Score 


63 




Exon s 


541. .750, 552. .701, 553. .771, 766. .867 


768 ftfifi 




Qpn Mo 


46003 


Seq. ID 


0.1000911 09 0^97 






97488 


Strand 


-j. 




Start 


553 


End 


9Q0P 




Name 


OJ000211 02.0327.C6.ol.gs 


Method 


O Hi Vi O \^rt.LN 




Start 


553 


End 


967 6 




GI 


none 


Score 


.98 




Exons 


'553. .866, 1026. .1175, 1947. 


,.2082, 2223 


..2324, 2557. .2676 




Seq. No. 


46003 


Seq. ID 


OJ000211_02.0327.C6 




C;pn.p Kin 


97488 


Strand 


+ 




Start 


553 


End 


2908 




Name 


OJ000211 02.0327.C6.ol.np 


Method 


AAT/NAP 




Start 


553 


End 


2908 ' 


%-ss? 


GI 


4263507 


Score 


880 


T ■• " 


Exons 


553. .866, 1026. .1175, 1947. 


.2082, 2223 


..2324, 2557. .2908 


* ; S 


GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 






gi | 7269775 | emb | CAB77 775 . 1 | 


(AL161495) ; 


hypothetical protein 






[Arabidopsis thaliana] 








Seq. No. 


46003 


Seq. ID 


OJ000211_02.0327.C6 




Gene No. 


97488 


Strand 


+ 




Start 


553 


End 


2908 




Name 


OJ000211 02.0327.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


553 


End 


2270 




GI 


none 


. Score 


381 



Exons 553.. 867, 553.. 861, 7 14 8 66/' 1012 . \ 1113,' 1117.. 1179, 

1944.. 2093, 1945.. 2085, 2223.. 2270, 2223.. 2270 



Seq. No. 


46003 






Seq. ID 


OJ00021 


Gene No. 


97488 






Strand 


+ 


Start 


553' 






End 


2908 ■ 


Name 


OJ000211 02 


.0327.C6.o2. 


tc 


Method 


TBLASTX 


Start 


1942 






End 


2085 


GI 


none 






Score 


178 


Exons 


1942. .2085, 


1944. .2084 








Seq. No. 


4 6004 ' 






Seq. ID 


OJ00021 


Gene No. 


97489 






Strand 


+ 


Start 


6651 






End 


9178 


Name 


OJ000211 02 


.0327.C7.ol. 


np 


Method 


AAT/NAP 


Start 


6651 




End 


9178 


GI 


6907086 






Score 


1070 


Exons 


6651. . 6921, 


8113. .8621, 


86 


82. . 9178 




GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 



47496 



• # 



Seq. No. 


46004 






Seq. ID 


OJ000211_ 


__02 


.0327 


.Cl 


Gene No. 


97489 






Strand 


+ 








Start 


6651 






End 


9178 . 








Name 


• 0.700091 1 0? 

\JkJ \J \J \J X X \J c. 


0^97 


Cl o? n<z 


Method 


GENSCAN 








J Lai L 


747ft ~~ 






End 


8596 








\J X 


i ivJi it. 






Score 


.66 








V von q 


7478 7579 


7 909 


7931 7966 


.8080, 8105. .8596 








Seq. No. 


46005 






Seq. ID 


OJ000211_ 


_02, 


.0327 


.C8 


Gene No. 


97490 






Strand 


+ 








Start 


238 






End 


1044 








Name 


OJ000211 02 


.0327 


.C8 .ol .gs 


Method 


GENSCAN 










238 






End 


1044 










. none 






Score 


.77 








F 1 von ^ 


238. .354, 746. .1044 












Seq. No. 


46005 






Seq. ID 


0 JO 0021V 


_02. 


.0327 


.C8 


Gene No. 


Q7 A Q1 






Strand 










Start 


2706 






End 


4520 








Name 


OJ000211 02 


.0327, 


.C8.o2.gs 


Method 


GENSCAN 








O UCtl. L, 


2706 






End 


4520 








rir 

\J X 


none 






Score 


.55 










2706. .2757, 


3182. 


..3272, 4324. 


.4420, 4449. .4520 








Seq. No. * 


4 6006 






Seq. ID 


OJ000211_ 


02. 


,0327 


.C9 


Gene No. 


Q7 A Q9 






Strand 


+ 








O Lai L 


460 






End 


589 








Name 


OJ000211 02 


.0327. 


.C9.ol.gs 


Method 


GENSCAN 








Of- ar f 


460 






End 


589 










none 






Score 


.79 








TT von q 


460. .589 
















Seq. No. 


46006 






Seq. ID 


OJ000211_ 


_02. 


0327 


.C9 


Gene No. 


97493 






Strand 


+ 








Start 


8334 






End 


8578 








Name 


OJ000211 02, 


.0327. 


,C9.o3.gs 


Method 


GENSCAN 








O Lai L 


8334 






End 


8578 








GI 


none - 






Score 


.86 








Pvnri <5 


8334. .8367, 


8379, 


. .8578 












Seq. No. 


46006 






Seq. ID 


OJ000211_ 


_02. 


0327, 


.C9 


Gene No. 


97494 






Strand 


+ 








Start 


8576 






End 


8915 








Name 


OJ000211 02. 


.0327. 


C9.ol.gp 


Method 


AAT/GAP 








Start 


8576 




End 


8915 








GI 


none 






Score 


633 








CjAUII O 


8576. .8915 
















Seq. No. 


46006 






Seq. ID 


OJ000211_ 




0 ??7 




Gene No. 


97495 






Strand 










Start 


2877 






End 


13648 








Name 


OJ000211 02, 


,0327. 


C9.o2.np 


Method 


AAT/NAP 








Start 


2877 






End 


13648 








GI 


4758520 






Score 


58 








Exons 


2877. .2932, 


105 68 


:. .10779, 13620. .13648 











GI Descrip. hect domain and RLD 2 gi | 4 07 9809 I gb I AAD08 657 . 1 1 (AF071172) HERC2 
[Homo sapiens] 



47497 



• 



OJ000211 02. 0327. C9 



Seq. No. 46006 Seq. ID 

Gene No. 97495 Strand 

Start 2877. . End 

Name OJ000211_02 . 0327 . C9 . ol . np Method 

Start 7810 End 

GI 7485349 Score 

Exons 7810. "7991,' 9338.. 9472, 9665. . 9840, 

13477. .13557 

GI Descrip. hypothetical protein F10M6.110 - Arabidopsis thaliana 
gi I 2864618 |emb|CAA16965.1| (AL021811) putative protein 
[Arabidopsis thaliana] gi | 7270129 | emb | CAB79943 . 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



13648 
AAT/NAP 
13557 
78 . 
10053. .10177, 



10352'. .10508, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46006 
97495 
2877 

OJ000211_02. 0327 ,C9.o2. ts 

8781 

none 



Seq. ID OJ000211_02.0327.C9 
Strand 
End 

Method 
End 
Score 



13648 

TBLASTX: Soybean 

9013 

66 



8781. .8876, 8782. .8880, 8783. .8881, 8784. .8921, 8862. .8918, 
8916. .9011, 8916.-. 9011, 8918. .9013 



Seq. No. 46006 
Gene No." - 974 95 

Start 2877 

Name OJ000211_02 . 0327 . C9 . o4 . gs 

Start 8906 

GI none 
Exons 



Seq. ID OJ000211_02.0327.C9' 
Strand 

End 13648 

Method GEN SCAN 

End 13637 

Score .55 



8906. .9947, 10064 .. 10230, 10270 .. 104 58 , 10561 .. 10779, 
11285. .11618, 12459. .12692, 12816 .. 12920, 13624. .13637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46006 

97495 

2877 

OJ0002 

8922 

none 

8922. . 

9212. . 

9392. . 

9615. . 

9690. . 

9995. 

10067 

10642 

11441 

12557 



11 02.0327.C9.ol.tm 



9218, 

9274, 

9526, 

9980, 

9854, 

10465, 

.10420 

.10752 

.11620 

.12700 



8945. . 
9212. . 
9467. . 
9626. . 
9944. . 
10021 



9217, 
9310, 
9598, 
9982, 
10021 
. .104 



10333. .10 
11303. .11 
11453. .11 
12560. .12 



8960 
9224 
9602 
9680 

, 998 

61, 1 

464, 

491, 

620, 

709 



Seq. ID 
Strand 
End 

Method 
End- 
Score 

. .9145, 

. .9265, 

. .9664, 

. .9859, 



OJ000211 02. 0327. C9 



13648 

TBLASTX: Maize 
• 12709 
128 

8963. .9217, 9006. .9224, 
9350. .9595, 9353. .9598, 
9602. .9664, 9614. .9982, 
9683. . 9910, 9690. .10031, 
2.. 10023, 9982.. 10098, 9982 . '. 10023, 
0024. .104 67, 1004 8. .10419, 
10558. .10758, 10558. .10605, 
11369. .11620, 11378. .114 43, 
11457. .11594, 11460., .11630, 



Seq. No. 46006 

Gene No. 97495 

Start 2877 

Name OJ000211_02 . 0327 . C9 . ol . tc 

Start 8952 

GI none 

Exons 8952. .9224, 8963.. 9217, 9212. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_02.0327.C9 
13648 

TBLASTX: Cress 

11620 

127 



.9274, 9353.-9598, 9392, 



9396. .9512, 9595. .9618, 9602. .9664, 9686. .9976, 9767, 



,9472, 
9853, 



47498 



• 



10025. . 10420, 10027. . 10419, 10417 10455, 10418 .. 10465, 
10558. .10755, 10558 .. 10728 , 11378 .. 11620, 11441 .. 11620, 
11448. .11618 





H D U \J O 


, oeq . 1 u 


UJUUUZll . UjZ / . 




Clcinci Mo 




O C J_ alltJ 






Jlai l 


P877 




1 TC^Q 
X O D H O 








lYltr LIlUU 


c\r\ 1 / bnr 




C4-3V-4- 
OLal L 


QQQ1 "~ 
0 y z> ± 


End 


9258 






none 


Score 


338 




TP von q 


8991. .9258 ♦ 








Seq. No. 


46006 


Seq. ID 


OJ000211_02.0327. 


C9 


o ti o Mo 


97495 


Strand 








2877 


End 


13648 




N 31113 


OJ000211 02.0327.C9.ol.ts 


Method 


TBLASTX: Soybean 




SLdi L 


9014 


End 


11620 




J. 


,none 


Score 


351 . 




DAUilb 


9014.. 9214, 9224.. 9268, 9350 


. .9397, 9398. .9781, 9399. .9785, 




977 9. .9955, 9985. .10023, 10051. .10158, 


10111. .10362, 






1034 5. .104 64, 10348. .10413, 


10636. .1074 9, 11378 .. 11428 , 






114 53. .11551, 11480. .1154 8, 


11549. . 11620 




Con Mo 


46006 


Seq. ID 


OJ000211_02.0327. 


C9 




97495 


Strand 






O Lai U 


2877 


End 


13648 




Name 


OJ000211 02.0327.C9.o3.gp 


Method 


AAT/GAP 




O Lai L 


10051 


End 


10683 




GI 


none 


Score 


997 




Exons 


10051. .104 58, 10561. .10683 








Con Mo 
O c q . NO. 


46007 


Seq. ID 


OJ000211__02.0327. 


C10 


Vjfcrllt; LNLJ • 


97496 


Strand 






O Lai L 


21 


End 


6242 




N3IUS 


OJ000211 02.0327. C10. ol.gs 


Method 


GENS CAN 




O LctI L 


21 


End 


6242 




\j J. 


none . . 


Score 


.8 




Exons 


21. .131, 1321. .1455, 1607. .1728, 207 9. 


.2236, 2486. .2643, 






2718. .3051, 3124. .3249, 3791 


..4141, 58 


57. .6242 




0 e q . in 0 . 


46007 


Seq. ID 


OJ000211_02.0327. 


C10 


ucllc LNO . 


97496 


Strand 






0 Lai l 


21 


End 


6242 ■ 




Name 


OJ000211 02.0327.C10.ol.np ■ 


Method 


AAT/NAP 




0 L dl L 


342 


End 


5120 




GI 


6330617 


Score 


74 




Exons 


342. .364, 2509. .2691, 2772.. 


2993, 5094 


. .5120 




GI Descrip. 


(AB033049) KIAA1223 protein 


[Homo sapiens] * 




Seq. No. 


46007 


Seq. ID 


OJ000211_02.0327. 


C10 


Gene No. 


97496 


Strand 






Start 


21 


End 


6242 




Name 


OJ000211 02.0327.C10.ol.gp 


Method 


AAT/GAP 




Start 


1666 


End 


2738 




GI 


5002941 


Score 


720 




Exons 


1666. .1728, 2079. .2236, 2486 


..2643, 2718. .2738 





47499 



• 



Seq. No. 


46007 








Seq. ID 


OJ000211_02. 0327. CIO 


Gene No. 


97496 








Strand 




qt art 

O Lai L 


21 








End 


6242 


Name' 


n,~rooo9 1 1 09 


0^97 


PI 0 rtl 




Method 


TBLASTX: Cress 


Of- -3 yf- 

o Lax L 


911^ — 
z x x o 








End. 


2654 


O X 


1 Ivjl 1 tJ 








Score 


96 


Exons 


91 1 ^ 99^R 


9114 

Z X X H 


9 9 


9 4 Q7 


..2649, 2501.. 2644, 2529.. 2654 


C prT M n 
OCU ■ LN <w> • 


4 6007 








Seq. ID 


OJ000211_02 . 0327 . C10 


Gene No . 


974 96 








Strand 




Start 


21 








End 


6242 


Name 


OJ000211 02 


.0327 


,C10.o2. 


np 


Method 


AAT/NAP 


Start 


2210 








End 


4145 


GI 


7^90RQ7 








Score 


47 


Pvonq 


9910 999R 


3791 


. .3870, 


3907 


. .4145 




\J J. LJ^Z O J L tw' . 


f AT.1 61 7SS^ 


serine/ threonine 


protein kinase [Streptomyces 






A3 (2) 


] 








JCl^i LN LP • 


4 6007 








Seq. ID 


OJ000211_0'2 . 0327 . CIO 


Gene No. 


97496 








Strand 




Start 


21 








End 


6242 


Name 


0,100091 1 09 


.0327 


.ClO.ol. 


ts 


Method 


TBLASTX: Soybean 


O Lai L 


94 9. R ~~ 

b 4 O J 








End 


2810 


(ZJ 
\j X 


none 








Score 


185 . 


Efxons-'' 


2485. .2649, 


2486 


. .2644, 


2511 


..2654, 2529.. 2648, 2'713..2778, 




2715. .2786, 


2718 


. .2810 








Seq. No. 


46008 








Seq. ID 


OJ000211_02.0327.C11 


Gene No. 


97497 








Strand 


+ 


Start 


1 








End 


10142 



. ^ Name 

*lt Start 

W GI 

* Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



OJ000211_02 . 0327 . Cll . ol . np Method AAT/NAP 

1 End 9564 

7485034 Score 735 

1..47, 3853. .4098, 4138. .4240, 5280. .5516, 6385. .6583, 

6618. .6655, 6787. .6908, 7435. .7642, 8493. .8539, 9447. .9564 

hypothetical protein - Arabidopsis thaliana 

gi I 2245120 | embl CAB10542.il (Z97343) hypothetical protein 

[Arabidopsis thaliana] gi | 72 68514 | emb | CAB787 65 . 1 | (AL161546) 

hypothetical protein [Arabidopsis thaliana] 



46008 
97497 
1 

OJ000211_02. 0327. Cll. ol.gs 
17 

none 



Seq. ID OJ000211_02. 0327. Cll 

Strand + 

End 10142 

Method ' GENSCAN 

End 10142 

Score .76 



17. .76, 1224. .1276, 2482. .2566, 3570 .. 3660, 3713 .. 424 0, 
5280..5512, 5595. .5660, 6632. .6655, 6787. .6908, 7435. .7642, 
8493. .8539, 9447. .9531, 9825. .9888, 10021. .10142 



46008 
97497 
1 

OJ000211_02. 0327. Cll. ol.gp 

4057 

none 

4057. .4240 



Seq. ID OJ000211_02. 0327. Cll 

Strand + 

End 10142 

Method AAT/GAP 

End 4240 ' 

Score 321 



47500 




Seq. No. 46008 
Gene No. 97497 
Start . 1 

Name OJ000211_02 . 0327 . Cll . o2 . gp 

Start 5793 

GI 6763_1.R1084 

Exons 5793. .5873, 6468. .6547, 6632.' 

7735. .7788, 8493. .8539, 9447. 
GI Descrip. ' 2245120/emb | CAB10542 . 1 | 2.0e- 

[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 

End 

Score 
,6655, 
,9477 

-57 (Z97343) 



OJ000211 
+ 

10142 
AAT/GAP 
9477 
1108 
6787. .6908, 



02. 0327, Cll 



7435. .7642, 
hypothetical protein 



Seq. No. 


46008 


Seq. ID 


OJ000211_02.0327 


.Cll 


Gene No. 


97498 


Strand 


+ 




Start 


13468 


End 


15232 




Name 


OJ000211 02.0327.Cll.o2.gs 


Method 


GENSCAN 




Start 


13468 


End 


15232 




GI 


none 


Score 


.68 




Exons 


13468. .13667, 13898 ... 13935, 


.14101. . 14169, 15018. . 15232 




Seq. No. 


46008 


Seq. ID 


OJ000211_02.0327 


Cll 


Gene No. 


97498 


Strand 


+ 




Start 


13468 


End 


15232 




^Jame 


OJ000211 02.0327.Cll.o2.np 


Method 


AAT/NAP 




Start 


13736 


.End 


15223 




GI 


7329701 


Score 


324 




Exons 


13736. .14 011, 14101. .14189, 


144 45. . 14 4 97, 14 595. .14 625, 






14 708. .14 78 9, 15018. .15223 








GI Descrip. 


(AL162295) putative protein 


[Arabidopsis thaliana] 





Seq. No. 46008 

Gene No. 97499 

Start 16382 

Name OJ0002 11_02 . 0327 .Cll . o4 . gp 

Start 16207 

GI 236_1.R1084 

Exons 16207. ..16501, 17227 
20728. .20963, 21056 

GI Descrip. 



OJ000211_02. 0327. Cll 
+ 



Seq. ID 
Strand 

End 22456 
Method AAT/GAP 
End 21952 
Score 3432 
17591. . 17699, 18387 18512', 
21534 . .21952 

, 266410/sp| P29620|KC47_ORYSA 0.0e+00 CDC2+/CDC2 8 -RELATED PROTEIN 

KINASE R2 >gi_82507_pir S13934 protein kinase (EC 2.7.1.37) 

chain cdc2/cdc28 homolog - rice >gi_20194_emb_CAA4 1172_ (X58194) 
cdc2+/CDC28-related protein kinase [Oryza sativa] 1 



17525, 
21374, 



Seq. No. 46008 Seq. ID 

Gene No. 974 99 Strand 

Start 16382 End 

Name OJ000211_02 . 0327 .Cll . o3 . gs Method 

Start 16382 End 

GI none Score 

Exons 16382. .16501, 17227 .. 17525 , 17591 

20728. .20963, 21056 .. 21315, 22236 



17699, 
22456 



OJ000211_ 
+ 

22456 
GENSCAN 
22456 
.83 

18387. 



02. 0327. Cll 



,18512, 



Seq. No. 46008 Seq. ID OJ000211_02 . 0327 .Cll 

Gene No. 97 4 99" " Strand + 

Start 16382 End 22456 

Name OJ000211_02 . 0327 . Cll . o3 . np Method AAT/NAP 

Start 16382 End 21594 



47501 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



266410 

16382. .16501, 17227. .17525, 
20728. .20963, 21056 .. 21374 , 
CDC2+/CDC28 -RELATED PROTEIN 
protein kinase (EC 2.7.1.37] 
gi 120194 I emb | CAA4 1172 . 1 1 
kinase [Oryza sativa] 



Score 2000 
17591. .17699, 18387 .. 18512 , 
21534. .21594 

KINASE R2 gi|82507|pir| IS13934 
chain cdc2/cdc28 homolog - rice 
(X58194) cdc2+/CDC28-related protein 



46008 
97500 
10154 

OJ000211_02.0327.Cll.o4.ts 

5422 

none 

5422.. 5511, 5423.. 5512, 5586, 
6454. .6546, 6467. .6547 



.Seq. ID OJ000211_02.0327.C11 
Strand 

End 10511 

Method TBLASTX : Soybean 

End 6547 

Score 112 

.5660, 5594. .5659, 5795.. 5872, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46008 , 

97500 

10154 

OJ000211_02.0327.Cll.o2.tm 

6465 

none 

6465.. 6533, 6466.. 6558, 6467. 
6632.. 6658, 6632... 6664, 6766. 
6785.. 6907, 6786.. 6911, 7432. 
7733. .7771, 7734. .7751, 7756. 

46008 
97500 • 
10154 

OJ000211_02.0327.Cll.ol.tw 

6790 

none 

6790.. 6915, 6792.. 6917, 6793. 
7433. .7492, 7441. .7644, 7493. 

46008 
97500 
10154 

OJ000211_02.0327.Cll.o2.ts 
6811 



End 

Method 
End 

none Score 
6811. .6909, 6813. .6911, 7432. .7503, 7433. .7504, 7502. .7648, 
7504. .7641, 7732. .7794, 8486. .8539, 8493. .8540, 8493. .8546, 
9424. .9498, 9424. .9498 



Seq. ID OJ000211_02.0327.C11 
Strand. 

End 10511 

Method TBLASTX : Mai ze 

End 8542 

Score 104 
.6535, 6467.. 6568, 6630.. 6659, 
.6897, 6767-. .-6901, 6784.. 6909, 
.7641, 7432. .7644, 7433. .7645, 
.7794, 8483. .8542, 8493. .8540 

Seq. ID OJ000211_02.0327.C11 
Strand 

End 10511 
Method TBLASTX : Wheat 
End 7759 
Score 205 

.6915, 7414. .7491, 7433. .7492, 
.7645, 7732. .7758, 7733. .7759 

Seq. ID OJ000211_02.0327.C11 
Strand 

10511 

TBLASTX : Soybean 
9498 
161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46008 Seq. ID 

97500 Strand 

10154 End 

OJ000211_02 . 0327 . Cll . o4 . tm Method 

9457 End 

none ' Score 



OJ000211_02. 0327. Cll 
10511 

TBLASTX: Maize 

10375 

123 - 



9457. .9531, 9460. .9531, 9822. .9893, 9823. .9897, 9824. .9886, 
10020. .10157, 10022. .10135, 10039 .. 10140, 10229. .10375 



Seq. No. 



46008 



Seq. ID OJ000211_02. 0327. Cll 



47502 



Gene No. 97500 Strand 

Start 10154 End 10511 

Name OJ000211_02 . 0327 . Cll . o3 . gp Method AAT/GAP 

Start 10154 End 10511 

GI none Score 67 6 

Exons 10154. .10511 



Seq. No. • 46008 Seq. ID 

Gene No. 97501 Strand 

Start 13483 End 

Name OJ000211_02 . 0327 . Cll . o2 . tc Method 

Start 13483 End 

GI none Score 

Exons 13483. .13530, 13585 13680 , 13894 14007 , 13906 .. 14 007 , 

14094 . .14174, 14106. .14195 



OJ000211JD2 . 0327 .Cll 
14195 

TBLASTX: Cress 
14195 
63 



Seq. No. 

Gene 'No. 

Start 

Name 

Start 

GI 

Exons 



46008 
97502 
16418 

OJ000211_02. 0327. Cll. o3.ts 

16418 

none 

16418. .16498, 17227. 
17360. .17515, 17370. 
17588. .17641, 17589. 



17397, 
17525, 
17639 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17230 

17389 



OJ000211 02. 0327. Cll 



17708 • 

TBLASTX: Soybean 
17641 
129 

17526, 17235. . 17396, 
17529, 17584 . . 17613, 



Seq. No. 46008 Seq. ID 

Gene No. 97502 Strand 

Start 16418 End 

Name OJ000211 _02 . 0327 . Cll . o3 . tm Method 

Start 16430 End 

GI none Score 

Exons 16430. . 16495, 17227 .. 174 15 , 174 61 .. 17526, 1758 9 .. 17 618 , 

17604. .17708, 17639. .17707 



OJ000211_02. 0327. Cll 
17708 

TBLASTX: Maize 
17708 
73 



Seq. No. 46008 Seq. ID 

Gene No. 97502 Strand 

Start 16418 End 

Name OJ000211_02 . 0327 . Cll . ol . tc Method 

Start 17350 End 

GI none Score 

Exons 17350. .17526, 17350 .. 17532 , 
17588. .17 698, ' 17589. .17 699 ' 



OJ000211_02. 0327. Cll 
17708 

TBLASTX: Cress 
17699 
249 

17352. . 17528, 17355. . 17537, 



Seq. No. . 46008 

Gene No. 97503 

Start 18465 

Name OJ000211_02 . 0327 . Cll . ol . ts 

Start 18465 

GI none 

Exons 18465. .18512, 20722 .. 20967 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000211_02. 0327. Cll 
21782 

TBLASTX : Soybean 

21271 

82 



20724. .20966, 207 92 .. 20983, 



21053. .21124, 21054. .21125, 21087 .. 2 1203, 21134. .21271 



Seq. No. 4 6008 .< Seq. ID 

Gene No. 97503 Strand 

Start 18465 End 

Name OJ000211 02 . 0327 . Cll . ol . tm Method 



OJ000211_02. 0327. Cll 
21782 

TBLASTX: Maize 



47503 







z u / ou 




End 


21782 




GI 


none 




Score 


321 




Exons 


20760. .20966, 20761. 


.20967, 


20762. .20971, 21053 .. 21223 , 






91HS4 9199/1 01 n^c; 


. z xz z 0 , 


21121. .21225, 21229. .21303, 






919*50 91*5H/I 9 1 9 "3 1 


. z loUz , 


21303. .21335, 21304 .. 2 134 2 , 








91 


21337. .21363, 21339. . 21374 , 






91*5*5Q 91*57/1 91R99 

zijjy . . z ± j / 4 , z ± s z z . 


91 CQfT 

. z. ±3 y 0 , 


21525. .21632, 21532 .. 2 1597 , 






91 CQQ" 9 1 £1 Q 91*79Q 

Z 1 0 yy . . z 1 Dl y , zi/zy. 


9 1 7 Q 9 

. z 1 / o.z 








beg . no . 


3 DUU? 




Seq. ID 


OJ000211_02.0327.C12 




Gene No. 


97504 




Strand 


+ 




Start 


2230 




End 


7631 




Name 


nTonn9ii n9 n*597 n 9 

.Uu UUUZ11 uz.uoz / . u.lz 


. o2 . np 


Method 


AAT/NAP 




otart 


Z Z jU 




End 


7619 






0 y oj ± h y 




Score 


1397 




Exons 


99*5H 9*5*5/1 /I 7 c: 1 A Q ( 


36, 5438 


..5749, 5819. .6598, 6635. .7619 




\dl uescnp. 


^ UUJluOj IZ3 IN ZU.-L-") 


[Arabidopsis. thaliana] 




Seq. No. 


46009 




Seq. ID 


OJ000211_02 .0327.C12 




Gene No. 


97504 




Strand 


+ 




b tart. 


2230 




End 


7631 




Name 


OJ000211 02.0327.C12, 


. ol . gs 


Method 


GENS CAN 




btarc 


2659 




End 


7631 


V ts? 




none- 




Score 


.68 


\sr 


Exons 


2659. .3415, 3421. .4904, 5453 


..5605, 5694. .7631 




beg . no . 


46009 




Seq. ID 


OJ000211_02 .0327.C12 




Gene No. 


97505 




Strand 






Start 


2736 




End 


8036 




Name 


OJ000211 02.0327.C12. 


. ol . np 


Method 


AAT/NAP 


. — 


b tar l 


2736 




End 


8036 


§ y 


f T 


5420387 




Score 


231 




Exons 


2736.. 2970, 3065.. 3136, 3457 


..3756, 4102. .4248, 8004. .8036 


5:- 

f ;= = 


o-L uescnp. 


(AJ243459) proteophosphoglycan [Leishmania major] 


V I 


beq . no . 


46009 




Seq. ID 


OJ000211_02.0327.C12 




Gene No. 


97505 




Strand 




vJ 


Start 


2736 




End 


8036 




Name 


OJ000211 02.0327.C12. 


. ol . tc 


Method 


TBLASTX: Cress 


f 1 


b r.ar l 


5883 




End 


6503 






none 




Score 


59 




Exons 


5883.. 5933, 5960.. 6178, 5961 


..6179, 6204. .6311, 6323. .6496, 






6324. .6503 










Seq. No. , = 


46009 




Seq. ID 


OJ000211_02.0327.C12 




Gene No. 


97505 




Strand 






otart 


2736 - 




End 


8036 




Name 


OJ000211 02.0327.C12. 


, o2. tm'" 


Method 


TBLASTX: Maize 




Cf -1 vf 

otart 


6375 




End 


7325 




C T 


none 




Score 


150 




Exons 


6375.. 6539, 6377.. 6541, 6954 


..7169, 7167. .7325, 7178. .7321 




Seq. No. 


46009 




Seq. ID 


OJ000211_02.0327.C12 




Gene No. 


97505 




Strand 






Start 


2736 




End 


8036 




Name 


OJ000211 02.0327.C12. 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


6633 




End 


6899 



47504 






r 1 t 
bl 


none 






Score 


4 Uo 




Exons 




. . boyy 










Seq. No. 


46009 






Seq. ID 


OJ000211_02.0327.C12 




Gene No. 


97505 






Strand 






btart 


^ / JO 






CjVIO. 


oU Jo 




Name 


UJUUUZll Uz.UJz/ 


. LIZ . oz 




Method 


TBLASTX : Cress 




btart 


oy o4 






T? « 

hna 


J 2 (5 3 




bl 


none 






Score 


loo 




Exons 


0 y D 41 . • / 1 O :? , /ID / 




71 70 

/l/o 








Seq. No. 


46009 






Seq. ID 


OJ000211_02 . 0327 .C12 




Gene No. 


97505 






Strand 






C -1 i >- 4- 

btari; 


Z / J D 






End 


8036 




Name 


UJUUUZ11 . Uoz / 


. biz .Ol 


4- r-i 

. ts 


Method 


TBLASTX: Soybean 




btart 


/ U O D 






End 


7510 




C T 
bl 


none 






Score 


64 




Exons 


H C\Q C TITO 11 Qyi 

/Uob. . / I / z, / 1 y 4 


1 A O 1 

. . / 4 Z 1 , 


/ iy y < 


..'7402, 7427... 7510 




Seq. No. 


46010 






Seq. ID 


OJ000211JD2 . 0327 .C13 




Gene No. 


97506 






Strand 






C 4- — , 

otart 


1 






End 


55 


; '""jj 


Name 




. CI J . Ol , 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


55 t 




bl 


none 






Score 


98 




Exons 












f 3 


beq. no. 


4 ol) 11 






Seq. ID 


OJ000211_02 . 0327 . C14 




Gene No. 


97507 






Strand 






Start 


6263 






End 


9577 




Name 


OJ000211 02.0327 


.C14.01. 


.np 


Method 


AAT/NAP 


; U 


btart 


6260 






End 


9568 




bl 


6729039 






Score 


955 




Exons 


6260.. 6554, 6673 


. .6839, 


7518. 


,.7664, 7755. .7986, 9423.-9568 




GI Descrip. 


(AC009177) unknown protein [Arabidopsis thaliana] 




Seq. No. 


46011 






- Seq. ID 


OJ000211_02.0327.C14 


w 


Gene No. 


97507 






Strand 






0 4- -> v-+- 

otart 


6263 






End 


9577 




Name 


OJ000211 02.0327 


.C14.o2. 


,gs 


Method 


GENSCAN 




O 4 1 v- 4- 

b tar t 


6263 






End 


9577 




bl 


none 






Score 


. 94 




Exons 


6263. .6554, 6673 


. .6839, 


7518. 


.7664, 7755.. 7863, 9423.. 9577 




beq. no. 


46011 






Seq. ID 


. OJ000211_02.0327.C14 






97507 






Strand 






Start 


6263 






End 


9577 




Name 


OJ000211 02.0327, 


.C14.pl. 


gp 


Method 


AAT/GAP 




Start 


6318 




End 


9515 




GI 


22731 1.R1084 






Score 


1631 




Exons 


6318.. 6554, 6673, 


. .6839, 


7518. 


.7664, 7755. .7986, 9423. .9515 




GI Descrip. 


'2132293/pir | IS69019 5.0e-15 


hypothetical protein YPR128c - 



yeast (Saccharomyces cerevisiae) >gi_1066487 (U40829) Similar to 
mitochondrial AD P /ATP carrier protein (Swiss Prof, accession 
number P12235) and mitochondrial phosphate carrier protein 
(Swiss Prot. accession number Q00325) [Saccharomyces 
cerevisiae] ' 



47505 





beq. wo. 


A £n 1 1 








Seq. ID 


OJ000211 


no moi pi a 
UZ .UJZ / . C14 




Gone No . 


Q7 CiOQ 








Strand 








Start 


9591 








End 


9674 






Name 


OJ000211_02 


.0327. 


C14.ol 


. tm 


Method 


TBLASTX: 


Maize 






£1 "39 








End 


9562 






p T 


none 








Score 


64 






Exons 


£ i ^o con £ 


£9 £Q 
oz o y . 


£ ^ c; £ 
. ODD Of 


£ 0 7 n 
OZ ■/ U . 


.6563, 6667. .6762, 


££7n £Q/10 

OD/U. .bo4J, 






££7 1 £Q 4 1 
0 O / X . . OO fi X , 


££7 9 

D D / Z . 


£Q A ^ 
. DO 4 D , 


7 c: H £ 
/Duo. 


.7682, 7507. .7665, 


7ci q n can 
/olo. . /bo// 






7 7 Q7 7 QR fi 


77 Qft 


7 P o, Q 
. / O J y , 


7 r hn 

/ 0 U U . 


.7988, li 


370. .7989, 


y^zu . . yoox , 






y fi Z Z . . JJJU/ 


Qd Q7 


Q R £0 

. y o oz 












Seq. No. 


46011 








Seq. ID 


OJ000211 


_02.0327.C14 




Liene lno . 


Q7 RHR 








Strand 








Of -> v-*- 

b tar t 


QCQ1 

y d y x 








End 


9674 






Name 


UJ UUUZ X X 


n ^9 7 


PI A 

Llfi - OX 


+* T.I 

. tw 


Method 


TBLASTX : 


wneat 




C +- -a vf- 


£1 £7 — 
0 X O / 








End 


6504 






P T 


none 








Score . 


. 329 






Exons ... 


£ 1 £7 £4 Q£ 
DID / . . O fl y O , 


£9£1 
DZ D X . 


£/ Q/l 
. D 4 y *± , 


£9 £9 
DZ OZ . 


.6504, 6265. .6504 






beq . wo . 










Seq. ID 


OJ000211 


no aooi /-i i a 
UZ . UJZ / . Lx4 




Gene No. 


97508 








Strand 








Start 


9591 








End 


9674 






Name 


pi Tnnno 11 no 
UJUUUZ 1 1 uz 


. UjZ / . 


PI A r\1 

Llfl -OX 


f- f 

. ts 


Method 


TBLASTX : 


Soybean 




otart 


OZ Dl 








End 


9553 




v- 


P T 
tjX 


none 








Score 


153 






Exons 


OZ OX. . 04oZ, 


£ 0 £ Q 

oz oy . 


£ /I Q 1 

. p.4 O X , 


£ c; O /l 
DOZ4 . 


.6556, 6530. .6574, 


bbb / . . b / bo , 






££7 0 £7 7 £ 

O O / Z . .D/ / O , 


£P. 9 R 
DO Z 3 . 


£fi 4 R 
. DO 4 D f 


7 ^H£ 
/ DUD . 


.7667, 7507.. 7668, 


TCyiQ T££Q 

/ y . . / bbo , 


! : I 




7 7 Q7 7 QQ Q 

/ / y / . . / y o o , 


7 q n i 
/ o U X . 


7 Q9 £ 

. / y Z 0 , 


/ OOD . 


.7989, 9446. .9553 






Seq. No. 


46011 








Seq. ID 


OJ000211 


_02.0327.C14 


ry 


Gene No. 


97508 








Strand 






3 


C f- V+- 


QCQ1 

y o y x 








End 


9674 




: ; 


Name 


pi inn noii no 
UJUUUZXX uz 


. U Jz / . 


Pi yl ^0 
LI 41 . OZ 


f- /--. 

. tc 


Method 


TBLASTX: 


Cress 




b t am. 


£ "3 n t; 








End 


6723 






P T 
VjX 


none 








Score 


138 




Pi- 


TT* v s~\ t^i c 


Cjnc; £/! 7 9 
DjUj . . 041 / Z , 


£ *5 1 O 
Dj XZ . 


£ /l £1 
. 0<i Dl , 


£ ^ 1 1 


.6570, 6530. .6556, 


bbb/. .b/ZJ, 


ss. 

u.J: 




££79 £790 
DO /Z . . 0 / ZZ 
















Seq. No. 


46011 








Seq. ID 


OJ000211 


_02.0327.C14 




bene lno . 


Q7 ^n Q 








Strand 








b tart 


QCQ1 

y o y x 








End 


9674 






Name 


Tnnno i i no 
UJUUUZXX uz 


. UJZ / . 


P 1 /I ^ 1 
LX 4 . OX 


. tc 


Method ' 


TBLASTX: 


Cress 




Of 5 

otart 


7 £ T £ 








End 


9553 






PT 


none 








Score 


39 






Exons 


F 7£T£ "7 £ £Q 
/ DOD . . / DOO , 


/ DOO . 


. /bo/, 


T7Q7 

/ / y / . 


.7988, 7798.. 7989, 


9443. .9553 




Seq. No. 


46011 








Seq. ID 


OJ000211 


_02.0327.C14 




Gene No. 


97508 








Strand 








Start 


.7 ^ X 








End 


9674 






Name 


OJ000211 02 


.0327. 


C14 .o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


7824 








End 


9562 






GI 


none 








Score . 


199 






Exons 


7824. .7988, 


7824. 


.7988, 


7828. , 


.7989, 7S 


182. .7989, 


9420. .9551, 






9422. . 9556, 


9497. 


.9562 












Seq. No. 


46011 








Seq. ID 


OJ000211 


_02.0327.C14 



47506 




Gene No. 


97508 


Strand 




>Start " 


9^91 

Z7 *J Zf X 


Hii 1U 


9674 

Zf O / *i 




0,1000911 n? 0397 ri4 n9 nn 


Mo t" h oH 


AAT /fJAP 




9S91 _ 

^ *J .7 X 




Q674 

Zf O / H 


\j x 


non o 


Qoo ~t~ 


i 60 

X D U 




9S91 9674 






Seq. No. 


46012 


Seq. ID 


OJ000211_02.0327.C15 


Gene No. 


97509 


Strand 




OLai I 


.J Z? f c 




4 6i a 

1 U X o 


Name 


n.700091 i 09 0397 n r a? net 


Mo *t~ h aH 


CFMQP AM 


o Lai u 


3979 _ 




4 61 fi 

" u 1 O 


O J. 




Qaato 
olui t; 


R 


Exons 


3Q79 40fi3 4960 4471 4^SQ 


. 4 D X O 




O C ^ ■ INU • 


4 601 3 

1 U U X 


Cprr T D 

OCLJt X U 


O.T00091 1 09 0397 n 6 


Gene No. 


97510 


Strand 


+ ~~ 


Start 


1 


End 


1407 


Name 


OJ000211 02.0327.C16.ol.np' 


Method 


AAT /NAP 


O LClX (_ 


1 


End 


1407 


(IT 


6671958 


Score 


627 


IT vnn c 


1..559, 959. .1407 






\J X Ucoui • 


(AC013454) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


46013 


Seq. ID 


OJ000211_02.0327.C16 


Gene No. 


97510 


Strand 


+ 


O Lai L 


1 


End 


1407 


Name 


OJ000211 02.0327.C16.ol.tm 


Method 


TBLASTX: Maize 




3 


End 


263 




none 


Score 


141 


F! v on ^ 


3. .68, 4. .111, 129. .263, 129. 


.200 




Seq. No. 


46013 


Seq. ID 


OJ000211_02.0327.C16 


Gene No. 


97510 


Strand 


+ 


Start 


1 


End 


1407' 


Name 


OJ000211 02.0327.C16.ol.gs 


Method 


GENSCAN 


O Lai L 


60 


End 


1115 


(IT 
\J X 


none 


Score 


.83 . 


IjAUll J 


60. .559, 959. .1115 






Qoo Mo 
OC^ . LN C • 


46014 


Seq. ID 


OJ000211_02.0327.C17 


Hpnp Mo 


97511 


Strand 




Start 


1 


End ' 


3183 ' 


Name 


OJ000211 02.0327.C17.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


1964 


GI 


6630696 


Score 


2697 


Exons 


1..1041, 1236. .1964 






ox UcoLil^i 


(AP000969) ESTs D22114 (C10364 


), AU076106 (E20423) correspond 




region "of the predicted gene. 


; Similar 


to retrovirus-relatec 




polyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativa 


Seq. No. 


46014 


Seq. ID 


OJ000211_02.0327.C17 


Gene No. 


97511 


Strand 




Start 


1 


End 


3183 


Name 


OJ000211 02.0327.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


334 


GI 


none 


Score 


104 



47507 



Exons 



3. .20, 16. .111, 17. .112, 85. .333, 86. .334 



Seq. No. 46014 

Gene No. 97511 

Start 1 

Name OJ000211JD2 . 0327 . C17 . o3 . tm 

Start 4 9 

GI none 

Exons 49. .441, 50. .160 



Seq. ID OJ000211_02.0327.C17 
Strand 

End 3183 

Method TBLASTX : Maize 

End 441 

Score 74 



ss. 

i J 



Seq. No. 46014 

Gene No. 97511 

Start 1 

Name OJ000211_02 . 0327 . C17 . ol . ts 

Start 109 

GI none 

Exons 109. .162, 181. .357, 184. .348, 

Seq. No. 46014 

Gene No. 97511 

Start 1 

Name OJ000211_02 . 0327 . C17 . ol . tm 

Start 529 

GI none 

Exons 529.. 621, 613.. 933, 622.. 909 

Seq. No. 46014 

Gene No. 97511 

Start 1 

Name OJ000211_02 . 0327 . .C17 . ol . gs 

Start 1434 

GI none 

Exons 1434.. 2067, 2308.. 2525, 2989. 

Seq. No. 46014 

Gene No. 97511 

Start 1 

Name OJ000211_02 . 0327 . C17 . o2 . tm 

Start 1612 

GI none 

Exons 1612.. 1875, 1614.. 1922, 1617. 

Seq. No. 46014 

Gene No. 97511" 

Start 1 

Name OJ000211_02 . 0327 . C17 . o2 . tw 

Start 1673 

GI none 

Exons 1673.. 1855, 1674.. 1958, 1687. 

Seq. No. 46014 

Gene No. 97511 

Start 1 

Name ' OJ000211_02 .0327 . C17 . o2 . np 

Start 1680 

GI 6721516 

Exons 1680.. 1701, 2882.. 3183 



Seq. ID OJ000211_02.0327.C17 
Strand 

End 3183 

Method TBLASTX : Soybean 

End 358 

Score 100 

275. .358 

Seq. ID OJ000211_02.0327.C17 
Strand 

End 3183 

Method TBLASTX: Maize 

End 933 

Score 223 



Seq. ID OJ000211_02.0327.C17 
Strand 

End 3183 

Method GENSCAN 

End 3114 

Score .7 
.3114 

Seq. ID OJ000211_02.0327.C17 
Strand 

End 3183 

Method TBLASTX : Mai ze 

End 1922 

Score 117 
.1883 

Seq. ID ' OJ000211_02.0327.C17 
Strand 

End 3183 

Method TBLASTX : Wheat 

End 2069 

Score 140 

.1965, 1899. .2069, 1972. .2052 

Seq. ID OJ000211_02.0327.C17 
Strand 

End 3183 

Method AAt/NAP 

End 3183 

Score 235 



47508 






wX UCSLJ L * 


(AP001 019) hvnnl-hphip^l 


protein [Oryza 


od L. X V d J 










O " ^ . LN W • 


4 6015 




Seq. ID 


n.T0 0 091 1 


09 


0 ?97 


pi ft 




Gene No. 


97512 




Strand 












Start 


180 




End 


1835 










Name 


OJ000211 02 0327 C18 ol 


,np 


Method 


AAT /MAP 

ATI 1 / LNtt. C 










O L. CI J. L. 


180 _ 




Epd 


1 ft ^ 5 










(IT 


6721 SI 6 

U / X J 1 u 




"Score 


9Qft 
c. z? O 










1— J ^\ WHO 


180 421 1768 1835 

XU U • . 1 X , X i U U • ■ XU J J 
















ftT Dp qpfin 


(AP0010721 hvnn1"hp1- -i 1 

\ IT UVXU 1 C 1 y 1— U~ I— X\— CiX 


protein [Oryza 


OdLl VdJ 










Seq. No. 


46016 




Seq. ID 


OJ000211 


_02. 


0327 


.C19 




Gene No. 


97513 




Strand 


+ 










Start 


1105 




End 


138 8 

X J o o 










Name 


O.T00021 1 02 0327 P1 Q n1 


gs 


Method 


oIMNO^ttlN 












1105 — 




End 


1 ^ft ft 










vJJ X 


none 




Score 


7 9 












1105 1200 1233 13RR 

XXD J , • X U U , X <£. _> J . . X J o u 


















46016 

1 UU X u 




Seq. ID 


O.T00091 1 


09 


0^97 


. u x y 




Gene No. 


97514 




Strand 


-f 










Start 


2055 




End 


2166 










Name 


OJ000211 02 0327 CI 9 ol 

V/U U U U X X U a U ' • V/l ^ i Ui > 


np 


Method 


AAT /NAP 










otai l 


9055 ~~ 




End 


91 

£. X D D 










GI 


698 38 64 




Score 


ft 7 
o / 








f'rz 
V - 




2055 • 9166 














a : ; 
: h~ 


\j x L/\Z; o \_« X X ^ . 


(AP00116R} hvnnl-hpl-i ral 


protein [Oryza 


sat i va J 








Jt,3S. 
: ~ 


■Seq. No. 


46017 




Seq. ID 


OJ000211 


_02. 


0327, 


.C20 




Gene No. 


97515 




Strand 










tfS. 


Start 


3202 




End 


37 35 








s =? 


Name 


OJ000211 02 0397 C90 o9 


gs 


Method 












Start 


3202 _ 


End 


^7^5 










GI 


none 




Score 


q 








u 

% s 




3202 3735 














L -i. 


Q /uri No 

O C U^ • LN KJ . 


4 601 fi 

1 U U X o 




Seq. ID 


n to no 9 1 1 


09 


n "^97 




si 


Gene No . 


97516 




Strand 


+ 










Start 


1 




End 


661 








■« 


Name 


OJ000211 02.0327.C21.ol. 


gp 


Method 


AAT /GAP 










Start 


1 




End 


661 










\J X 


6547 1.R1084 




Score 


655 












1..261, 485. .661 
















GT Dp s r*T *i in 


'5257255/dbj | AP000364 . 1 1 AP000364 4.0e-52 Oryza i 


sativa genomic 






DNA, chromosome 8, clone 


:P0026F07 ? 












O tS . • 


46018 




Seq. ID 


OJ000211_ 


_02.. 


0327. 


.C21 




Gene No. 


97517 




Strand 












Start 


370 




End 


4808 










Name 


OJ000211 02.0327.C21.ol. 


gs 


Method 


GENSCAN 










pi rt 


370 




End 


3651 










GI 


none 




Score 


. 64 










Exons 


370. .581, 1706. .1935, 2408. 


.2587, 2737. 


.2787, 3354. 


.3395, 






3565. .3651 
















Seq. No. 


46018 




Seq. ID 


OJ000211_ 


_02. 


0327. 


C21 




Gene No. 


97517 




Strand 











47509 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



370 End 

OJ000211_02.0327.C21.ol.tc • Method 
1693 End 
none Score 



4808 

TBLASTX: Cress 

3657 

81 



1693. .1809, 1694. .1810, 1762. .1938, 2411. .2596, 2411. .2593, 
2443.-2595, 2737. .2802, 2738. .2788, 3565.-3657 

46018 Seq. ID OJ000211JD2 . 0327 . C21 

97517 Strand 
370 End 4808 

OJ000211_02 . 0327 . C21 . ol . np Method AAT/NAP 
1705 End 4808 

1483213 Score 491 

1705. .1935, 2408. .2587, 2737. .2787, 3565,-3654, 
(X96480) PAC [Arabidopsis thaliana] 
gi I 5729705 | gb | AAD4 8512. 1 |AC007 927_2 
protein [Arabidopsis thaliana] 



4774 . .4808 



(AC006072) pale cress 



■46018 Seq. ID 

97517 ' Strand 

370 End 

OJ000211_02 . 0327 ..C21 . o2 . gp Method 

1759 End 

8524 1.R1084 Score 



OJ000211_02.0327.C21 

4808 
AAT/GAP 
3657 
900 



1759.. 1935, 2408., .2587-, 2737.. 2787, 3565.-3657 

1 6006355/dbj IAP000559. 1 IAP000559 3.0e-57 Oryza sativa genomic 

DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46018 
97517 
370 

OJ000211_02.0327.C21.ol.ts 

1855 

none 

1855. .1938, 2405. .2593, 2424, 
2738.. 2788, 3561.. 3650, 3565, 

46018 
97517 
370 

OJ000211_02.0327.C21.o2. tm 

2406 

none 

2406. .2495, 2411. .2497, 2412. 
2497. .2574, 2733. .2786, 2740. 
3576. .3653 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000211 02.0327.C21 



4808 

TBLASTX : Soybean 
3657 
78 

2501, 2444.-2593, 2737.. 2802, 
3657 



Seq. ID OJ000211_02.0327.C21 
Strand 

End 4808 

Method TBLASTX : Mai ze 

End 3654 

Score 82 

.2504, 2453. .2572, 2480. .2587, 
.2787, 2741. .2788, 3565.-3654, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46018 Seq- ID 

97517 Strand 

370 End 
OJ000211_02 . 0327 . C21 . ol . tm Method 

4157 End 

none • .Score 

4157.. 4204, 4227.. 4478, >4316.'.'4474 



46019 
97518 



Seq. ID 
Strand 



OJ000211_02.0327.C21 
4808 

TBLASTX: Maize 

4478 

71 



OJ000211 02.0327.C22 



47510 



Start 


162 


End 


1437 




Name 


OJ000211 02.0327.C22.ol.gp 


Method 


AAT/GAP 




Start 


162 


End 


14 77 




CT 

OX 


8524 1.R1084 


Score 


7 Q9 






162.. 360, 1084. .1163, 1267.. 


1437 








'6006355/dbj | AP000559 . 1 | AP000559 3.0e- 




o a +" i tra ^ y*i /"ntti • 

oQtlVd ycuom. 




DNA, chromosome 6, clone : P04 93C11 1 






Seq. No. 


46019 


Seq. ID 


OJ000211 


_02.0327.C22 


Gene No. 


97518 


Strand 






Start 


162 


End 


14 37 




Name 


OJ000211 02.0327.C22.ol.gs 


Method 


O Cj LN O V^rtXN 




O Lai L 


166 


End 


14 14 
x 4 1 H 




rir 


none 


Score 






LiAUll o 


166. .360, 1084. .1163, 1267.. 


1414 






Q&rr Mo 


46019 


Seq. ID 




09 0797 P99 


Gpnp Mn 


. 97518 


Strand 






Start : 


162 


End 


1437 




Name 


OJ000211 02.0327.C22.ol.np 


Method 


AAT/NAP 




Start 


166 


End 


1268 




ox 


551167 


Score 


209 






166. .360, .1084 . . 1268 








(~1 T Hocrri r> 

O X L^fc; O l^- i L^J • 


(L35241) moesin actin-binding domain homologue 


L Ar aJoiaops i s 




thaliana ] 








Seq. No. 


A £09 O 


Seq. ID 


OJ000211 


_02. 0327.C23 


Gene No. 


97519 


Strand 


+ 




Start 


440 


End 


849 




Name 


OJ000211 02.0327.C23.ol.gs 


Method 


GENSCAN 




Start 


440 


End 


849 




GI 


none 


Score 


.83 






440. .622, 839. .849 








Seq. No. 


46020 


Seq. ID 


OJ000211 


_02.0327.C23 


Gene No. 


97520 


Strand 






Start 


770 


End 


4950 




Name 


OJ000211 02.0327.C23.ol.gp 


Method 


AAT/GAP 




O U O X L. 


770 


End 


4291 




CT 

O X 


none 


Score 


686 




Rvnn q 

l_i St. llO 


770. .1038, 4208. .4291 








Seq. No. 


46020 


Seq. ID 


OJ00021L 


_02.'032'7.C23 


Gene No. 


97520 


Strand 






Qf art 


770 


End 


4 950 




in diut- 


OJ000211 02.0327.C23.o2.gs 


Method 


GENSCAN 






2307 


End 


4950 




CT 

O X 


none - • 


Score 


.87 




CjAUII O 


2307.. 2422, 2721.. 2760, 2907 


..3030, 4208. .4950 




Spa No 


46020 


Seq. ID 


OJ000211_ 


09 0 797 CO 7 


Gene No. 


97520 


Strand 






Start 


770 


End 


4950 




Name 


OJ000211 02.0327.C23.ol.np 


Method 


AAT/NAP 




Start 


4167 


End 


4914 




GI 


6862922 


Score 


403 




Exons 


4167. .4401, 4435. .4914 









47511 




ui L/C o -L -L^-J • 


( APO 1 fi Q07 ^ 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


46020 




Seq. ID 


OJ000211_02.0327 


.C23 


Gene No. 


97520 




Strand ■ 






Start 


770 




End 


4950 




in a 1 lie. 


0,100091 1 0 9 


.0327.C23.ol.tc 


Method 


TBLASTX: Cress 






4 910 ~ 




End 


4503 




ox 


none 




Score 


105 




IT" v /"»r"» c 
Hi acji ID 


4 910 d "37 1 


4238. .4357, 4357. 


.4401, 4370. .4399, 4447. .4503 


( 


46021 




Seq. ID 


OJ000211_02.0327 




Gene No. 


97521 




Strand 






Start 


35 




End 


1710 




Name 


OJ000211 02 


.0327.C24.ol.np 


Method 


AAT/NAP 




Ofav-f 
JLdl L 


35 




End 


1710 




(IT 


6671958 




Score 


177 






35. .127, 481. .567, 656. .724, 


790. .861, 


947. .1082, 1673. 


. 1710 


OX UCOLilJJi 


(AC013454.) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


46021 




Seq. ID 


OJ000211_02.0327 


no a 


Gene No. 


97521 




Strand 








-35 




End 


1710 




Name 


OJ000211 02 


.0327.C24.ol.gs 


Method 


GENS CAN 






497 




End 


1082 




\J X 


none 




Score 


. 6 




Exons 


497. .567, 790. .861, 947. .1082 










46022 




Seq. ID 


OJ000211_02.0327 


.C25 


Gene No. 


97522 




Strand 






Start 


1 




End 


715 




INCH LLC 


OJ000211 02 


-0327.C25.ol.np 


Method 


AAT/NAP 




Of a r f 


1 




End 


715 




(IT 

O X 


6721516 




Score 


222 






1..23, 298. 


.537, 695.. 715 








oX ucoCIip • 


(AP001072) : 


hypothetical protein [Oryza 


sativa] 




Sen No 


46023 




.Seq. ID 


OJ991119_09.0403 


.CI 


Gene No. 


97523 




Strand 


*+ 




Start 


1 




End 


820 




Name 


OJ991119 09 


.0403.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


820 




GI 


7076769. 




Score 


256 




Exons 


1. .101, 358 


..820 









GI Descrip. (AL138658) multi resistance protein homolog [Arabidopsis 
thaliana] 



Seq. No. 46023 

Gene No. 97523 

Start 1 

Name OJ991 119JD9 . 04 03 . CI . ol . tc 

Start 284 

GI none 

Exons 284.. 520, 530.. 700, 707.. 817 



Seq. ID OJ99111.9_09.0403.C1 

Strand + 

End 820 

Method TBLASTX : Cress 

End 817 

Score 81 



Seq. No. 
Gene No. 
Start 



46024 
97524 
1 



Seq. ID OJ991119_09.0403.C2 
Strand 

End 2531 



47512 



Name OJ991119_09 . 04 03 . C2 . ol . np Method AAT/NAP 

Start 1 . End 2531 

GI 2342691 Score 387 

Exons 1..52, 346. .516, 756. .835, 1243. .1306, 1839. .1935, 2044. .2154, 

2323. .2531 

GI Descrip. (AC000106) F7G19.26 [Arabidopsis thaliana] 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



46024 " Seq. ID 

97524 Strand 

1 End 

OJ991119_09.04 03.C2.ol.gs Method 

359 End 

none Score 

359. .511, 1230. .1306, 1839. .1935 



OJ991119_09.0403.C2 

2531 
GENSCAN 
1935 
.73 



Seq. No. 46025 Seq. ID 

Gene No. 97525 Strand 

Start 16 End 

Name ■ OJ991119_09 . 0403 . C3 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16.. 182, 529.. 673 



OJ991119_09.0403.C3 

+ . 

673 

GENSCAN 

673 

.77 



Seq. No. 46025 Seq. ID 

Gene No. . 97526 Strand 

Start 859 End 

Name OJ99111 9_09 . 0403 . C3 . o2 . gs Method 

Start 859 End 

GI none Score 

Exons 859.. 900, 1087.. 1374 



OJ991119_09.0403.C3 

1374 
GENSCAN 
1374 
.94 



Seq. No. 46026 Seq. ID 

Gene No. 97527 Strand 

Start 132 End 

Name OJ991119_09 . 0403 . C4 . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132. .977, '2077. .2185, 2655 .. 2739, ■ 4544 
5592. .5805 



OJ991119JD9.0403.C4 
+ 

6702 
GENSCAN 
5805 
.73 

. .4716, 4841. .5243, 



Seq. No. 


46026 


Seq. ID 


OJ991119_09.0403. 


.C4 


Gene No. 


97527 


Strand 


+ 




Start 


132 


End' 


6702 




Name 


OJ991119 09.0403.C4 .ol.np 


Method 


AAT/NAP 




Start 


132 


End 


987 . 




GI 


7076773 


Score 


160 




Exons 


132. .987 








GI Descrip. 


(AL138658) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


46026 


Seq. ID 


OJ991119_09.0403. 


,C4 


Gene No. 


97527 


Strand 


+ 




Start 


132 


End 


6702 




Name ■ 


OJ.991119 09.0403.C4.o2.np 


Method 


AAT/NAP 




Start 


2858' 


End 


6702 




GI 


7485555 


Score 


50 




Exons 


2858.-2882, 5197. .5299, 667( 


5. .6702 






GI Descrip. 


hypothetical protein F16G20. 


.190 - Arabidopsis thaliana 





47513 



gi|3451074|emb|CAA20470.1| (AL031326) putative protein 
[Arabidopsis thaliana] gi I 7269197 | emb | CAB79304 . 1 1 (AL161559) 
putative protein [Arabidopsis thaliana] 



Seq. No. 46026 
Gene No. 97527 
Start 132 

Name OJ991119_09 . 04 03 . C4 . o3 . np 

Start 5567 
GI 7444451 
Exons 5567.. 6378 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit fOryza longistaminata] 



Seq. ID OJ991119_09.0403.C4* 

Strand + 

End 6702 

Method AAT/NAP 

End 6378 

Score 1032 



•- s 



UCU • LN ■ 


4 6026 


Seq. ID 


OJQ91119 




97 S?ft 


rand 




Start 


6444 


.End 


6597 


Name 


OJ991119 09.0403.C4.o4. 


np Method 


AAT/NAP 


Start 


6444 


End 


6597 


c T 




Score 


1 9fi 

liLU 


LAUIJci 


6444 6SQ7 

0*144 i . OJ? / 










nTnhoi n f OT\/7a 


Q a 1~~ "i tt 1 
O Cl l L V d J 




4 O U ^. \J 


q pn t n 


O.TQQ1 1 1 Q 
uu y y I. ± J. y 


OC11C - LN W • 


.? r .J Zf 


OLI CI 1 




Start 


7186 


End 


7540 


Name 


OJ991119 09.0403.C4.ol. 


tm Method 


TBLASTX : I 


O Lai L. 


*J O *J \J 


Fnd 


UUO 1 


(IT 




OL-UI c 


9^ 


Hi AvJi lo 


•SfiSfi S7 4 8 S7ft c i fiflRI 

O U O • • .J / 4 O , J/Ow>. • OUOl; 


JOJU i • Oull 




o c q * in u • 


4 fin?*; 

4 OUZO 


OCL}. i- U 


O.TQQ1 1 1 Q 
\JO y y x ± xy 


belle LNw • 


Q7 ^9 Q 


DLL dllvJ 






/ lOO 




7 S4 n 

/ J4U 


Name 


OJ991119 09.0403.C4 .ol. 


tw Method 


TBLASTX;! 


Start 


5896 


End 


6234 


GI 


none 


Score 


264 


Exons 


5896. .6234, 5959. .6087 






Seq. No. 


46026 


Seq. ID 


OJ991119_ 


Gene No. 


97529 


Strand 




Start 


7186 


End 


7540 


Name 


OJ991119 09.0403.C4.o5. 


np Method 


AAT/NAP 


Start 


7186 


End 


7540 


GI 


6006359 


Score 


54 


Exons 


7186. .7286, 7507. .7540 






GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


46027 


Seq. ID 


OJ991119_ 


Gene No. 


97530' 


Strand 


+ 


Start 


1 


End 


127 


Name 


OJ991119 09.0403.C5.ol. 


np Method 


AAT/NAP 


Start 


1 


-End 


127 


GI 


7340920 


Score 


159 


Exons 


1. .127 






GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 



47514 



5; a? 



La 



Seq. No. 


46027 


Seq. ID 


OJ991119_09.0403. 


C5 


Qene No . 


97531 


Strand 


+ 




Start 


233 


End 


5293 




Name 


OJ991119 09.0403.C5.ol.gs 


Method 


GENSCAN 




Start 


233 


End 


3216 




GI 


none 


Score 


.85 




J— I AUllu 


233. .446, 1151. .1196, 1835. .1895, 2258 


: .2491,' 2611. .3216 


Seq. No. 


46027 


Seq. ID 


OJ991119_09.0403. 


C5 


Gene No. 


97 531 


Strand 


+ 




Start 


233 


End 


5293 




Name 


OJ991119 09.0403.C5.o2.np 


Method 


AAT/NAP 




Start 


1702 


End 


4782 




GI 


7106512 


Score 


2549 




Exons 


1702. .1761, 1835. .4354, 4409. 


.4782 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene . ; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


46027 


Seq. ID 


OJ991119_09.0403. 


C5 


Gpnp Mn 


97531 


Strand 


+ 




Start 


233 


End 


5293 




Name 


OJ991119 09.0403.C5.o2.gs 


Method 


GENSCAN 




Start 


3823 


End 


5293 




GI 


none 


Score 


.84 




iJAUUO 


3823. .4362, 4409. .4631, 4935. 


.5293 






Seq. No. 


46027 


Seq. ID 


OJ991119_09.0403. 


C5 


Gene No. 


97532 


Strand 


+ 




Start " 


6920 


End 


7843 




Name 


OJ991119 09.0403.C5.o4 . np 


Method 


AAT/NAP 




Start 


6920 


End 


7843 




GI 


7444455 


Score 


87 




Exons 


6920. .7027, 7370. .7494, 7742. 


.7843 






GI Descrip. 


hypothetical protein M4I22.10 


- Arabidopsis thaliana 





gi I 3269281 1 emb | CAA19714.il (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269573 | emb | CAB79575 . 1 | (AL161566) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46027 Seq. ID 

97532 Strand 

6920 End 

OJ991119_09.04 03.C5.o3.np Method 

7160 End 

7106512 Score 



OJ991119_09.0403.C5 
+ 

7843 
AAT/NAP 
7843 
137 



7160. .7219, 7293. .7338, 7812. .7843 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



46027 Seq. ID 

97533 Strand 

6742 End 

OJ991119_09.04 03.C5.ol.tm Method 

191 End 

none Score 

191. .319, 296. .448 



OJ991119_09.0403.C5 
7486 

TBLASTX: Maize 

448 

111 



47515 






Seq. No. 


46027 






Seq. ID 


OJ991119_09.0403 


.C5 




Gene No. 


97533 






Strand 








Start 


6742 






End 


7486 






Name 


OJ991119 09 


.0403 


.C5.ol.tw 


Mpf hod 


J. curio vv 1 1 cJ d i_ 


*■ 




Start 


287 






End 


657 






GI 


none 






Score 


409 






Exons 


287. .655, 315. .527, 320. .643, 


412 657 








Seq. No. 


46027 






Seq. ID 


OJ991119_09.0403 


.C5 




Gene No. 


97533 






Strand 








Start 


6742 






End 


7486 






Name 


OJ991119 09 


.0403 


■C5.o2.tw 


Method 


TBLASTX: Wheat 






Start 


1007 






End 


1407 






GI 


none 






Score 


108 






Exons 


1007. .1117, 


1011 


..1118, 1144. 


.1344, 1342. .1407 






Seq. No. 


46027 






Seq. ID 


OJ991119_09.0403 


.C5 




. Gene No. 


97533 














Start 


6742 






End 


7486 






Name 


OJ991119 09 


.0403, 


.C5.ol.ts 


Method 


TBLASTX: Soybean 






Start 


1107 






End 


1323 






GI 


none 






Score 


192 






Exons 


1107. .1322, 


1108, 


..1323, 1138. 


.1323 








Seq. No. 


' 46027 






Seq. ID 


OJ991119_09. 0403 


.C5 




Gene No. 


97533 






u Li aiiu 








Start 


6742 




- 


End 


7486 




i y 


Name 


OJ991119 09 


.0403. 


.C5.ol.tc 


Method 


TBLASTX: Cress 






Start 


1129 






End 


7486 






GI 


none 






Score 


213 




w 


Exons 


1129. . 1416, 


1149, 


..1325, 7346. 


.7486 






ry 


Seq. No. 


46027 






Seq. ID 


OJ991119_09.0403 


.C5 




Gene No. 


97533 






Strand 






r :is 3 


Start 


6742 






End 


7486 




V s. 


Name 


OJ991119 09, 


.0403. 


, C5.o2.tm 


Method 


TBLASTX: Maize 




f™ 


Start 


1135 






End 


1407 






GI 


none 






Score 


191 




W 


Exons 


1135. .1407 














Seq. No. 


46027 






Seq. ID 


OJ991119_09.0403, 


.C5 




Gene No . 


97533 






Strand 








Start 


6742 






End 


7486 "■" 






Name 


OJ991119 09, 


.0403. 


C5 . o3 . gs 


Method 


GEN SCAN 






Start 


6742 






End 


7331 






GI 


none 






Score 


.42 






Exons 


6742. .6851, 


7232. 


.7331 










Sea No 


46028 






Seq. .ID 


OJ991119_09.0403, 


.C6 




Gene No . 


97534 






Strand 


+ 






Start 


1226 






End 


4454 






Name 


OJ991119 09. 


0403. 


C6 . ol . gs 


Method 


GENSCAN 






Start 


1226 






End 


4454 






GI 


none 






Score 


.74 






Exons 


1226. . 1257, 


1269. 


.1455, 1491.. 


.2414, 2633. .3230, 3305. .3505, 






3644. .3757, 


3829. 


.3933, 4006.. 


.4454 
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Seq. No. 46028 Seq. ID OJ991119_09 . 0403 . C6 

Gene No. 97535 Strand + 

Start 7629 End 12942 

Name OJ991119_09 . 04 03 . C6 . o2 . np Method AAT/NAP 

Start 7629 End 12942 

GI 7444442 Score 1597 

Exons 7629. ,7662, 11399.. 12942 

GI Descrip. gag/pol polyprotein - maize retrotransposon Hopscotch 

gi|531389|gb|AAA57005.1| (U12626) copia-like retrotransposon 
Hopscotch polyprotein [Zea mays] 



JClJi Vi ■ 


4 fin?R 






OTQQ111Q OQ 040^ P£ 








Of ranH 




Of- a r +- 


4 77 0 




FnH 


1 OftftO 


LNaltLt; 


O.TQQ1 119 HQ 


040^ C£\ nl 1 1-w 


Mo 4~ h o/H 
L v Jfcr L I 


1 oljrlO i A . WIlcdL 


O LclJ. L. 


1 fiRO _ 

1DJU 






1 Q4 0 


GI 


none 




Score 


218 


Exons 


1650. .1940 . 








o c q . in u . 


4 609ft 




Seq. ID 


OJ991119_09.0403.C6 


Vaciltr INvJ • 


Q7 R^fi 
3 / jjD 




Strand 






4 77 0 




End 


10880 


Name 


D.TQQ1 1 1 Q OQ 


040"3 Cfs r\0 n q 


Method 


GEN SCAN 


Oldi L 


4 7 70 _ 




End 


5306 




none 




Score 


.8 


FvAnc 

J— i \^ no 


4770 5306 








Seq. No. 


46028 




Seq. ID 


OJ991119_09.0403.C6 


Gene No. 


97536 




Strand 




Start 


4770 




End- 


10880 


Name 


OJ991119 09. 


0403.C6.o5.tw 


Method 


TBLASTX: Wheat 


Start 


4782 




End 


5396 


GI 


none 




Score 


87 


Exons 


4782. .4919, 


4905.. 5063, 5118. 


.5396, 5134.. 5241 


Seq. No. 


46028 




Seq. ID 


OJ991119_09.0403.C6 


Gene No. 


97536 




Strand 




Start 


4770 




End 


10880 


Name 


OJ991119 09. 


0403.C6.ol.np 


Method 


AAT/NAP 


Start 


4806 . 




End 


10880 


GI 


5922631 




Score 


6658 


Exons 


4806. .7333, 


7940.. 8863, 8990. 


.9141, 9184.. 9755, 9801.. 1000: 




10253. .10497 


, 10756. .10880 ' 







GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | db.j IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar, to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 46028 Seq. ID 

Gene No. 97536 Strand 

Start 4 7 70 . End 

Name OJ991 1 19_09 . 04 03 . C6 . 06 . tm Method 

Start 4819 End 

GI none Score 



OJ991119_09.0403.C6 
10880 

TBLASTX: Maize 

5054 

101 



47517 



F! von s 


4819 4923 


4821 


4922, 


4 909 

T Z* \J • 


S0S4 

• JU J1 






Seq. No. 


46028 








Seq. ID 


OJ991119_09.0403 


.C6 


Gene No. 


97536 








Strand 






Start 


4770 








End 


10880 




Name 


O.T991 119 09 

\J U _7 .7 X X X .7 \J Zt < 


0403 


C6 o3 




1 J tr i_ i iu Li 






ij LOI L 


S4 1 S ~~ 








FnH 


1 ORRO 




GI ■ : 


none 








ouui c 


91 

. _7 X 






S4 1 S 6S39 


6771 


78 SI 

• • f O «J X , 


794R 


1 ORRO 
• luoou 






Seq. No. 


46028 








Seq. ID 


OJ991119_09.0403 


.C6 


Gene No. 


97536 








Strand 






Start 


4 770 








FnH 


1 0R80 

1UOOU 






O.T9 91 1 1 9 0 9 

UU_7_7XXX-/ *J _/ < 


0403 


C6 o4 


u w 


HC LHUU 


X DLinO 1A ■ nllcdL 






SSI 1 ~~ 








FnH 


SR Q8 

j 0 y 0 




O X 


none 








O OL/>X c 


119 

llL 




Li AUilO 


SSI 1 S709 


SS11 

J J X X 


S897 

• • JO J / ^ 


SSR7 
j j 0 / • 


SR9R 
* «j 0 _? 0 






Seq. No. 


46028 








Seq. ID 


OJ991119_09.0403 


.C6 


Gene No. 


97536 . 








Strand 






Start 


4770 








End 


10880 




IN CUUC 


O.T991 1 1 9 09 
vu zt _? j. x x z) \j z* * 


040^ 

, \J *i VJ J 


n6 oi 




Method 


TBLASTX: Maize 




.O L. Cl X U 


S S4 1 ~~ 








End 


5904 






none 








Score 


67 




F von ^ 


SS4 1 SSfifi 


5542 


SSR 9 

■ ■ J J U / 


SS69 

J JU? 1 


.5883, 5580. .5903, .5593. .5904 


Seq. No. 


46028 








Seq. ID 


OJ991119_09.0403 


,C6 


Gene No. 


97536 








Strand 






Start 


4 770 








End 


10880 




LN diuc 


D.T9Q1 119 09 
uu _7_7xxxc7 \j y m 


04 0^ 


P6 nl 9 


-I-TaT 
. LW 


Method 


TBLASTX: Wheat 




Start 


5901 ~~ 








End 


6200 




GI 


none 








Score 


130 




F* von q 


S901 6041 

J Jul • . \J VJ T X , 


6066 


6900 










Seq. No. 


46028 








Seq. ID 


OJ991119_09;0403 


.C6 


Gene No. 


97536 








Strand 






Start 


4 770 








End ■ 


10880 




Name 


O.T991 1 1 9 09 
\ju z* z* x x x z* vj _? . 


040^ 


P6 ofi 

• ^ D • (JO ■ 


Lill 


Method 


TBLASTX: Maize 




Start 


61 "39 ~~ 








End 


6386 




GI 


none 








Score 


193 




F von Q 


61 ^9 6^R6 

X J . • U J O U 














Seq. No. 


46028 








Seq. ID 


OJ991119_09.0403 


.C6 


Gene No. 


97536 








Strand 






Start 


4 770 








End 


10880 




ln aiuc 


O.T991 1 1 9 09 

U<J_?_7XXX_7 tj _/ . 


040^ 

U4U J , 


Cfi 06 


L W 


Method 


TBLASTX: Wheat 




O L. a JL L. 


691 6 ~~ 

\J X O 








End 


6638 




GI 


nunc 








Score 


256 




F von q 


69 1 6 66^R 

U6 1 O • 1 OD JO / 


699 6 


66^0 










Seq. No. 


46028 








Seq. ID 


OJ991119_09.0403 


.C6 


Gene No. 


97536 








Strand 






Start * 


4770 








•End- 


10880 




Name 


OJ991119 09. 


0403, 


,C6.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


6259 








End 


6647 




GI 


none 








Score 


159 




Exons 


6259. .6639, 


6261, 


. .6503, 


6543. , 


. 6647 







47518 



Seq. No. 46028 

Gene No. 97536 

Start 4770 

Name OJ991119_09 . 0403 . C6 . olO . tw 

Start 6642 

GI none 

Exons ■ 6642.. 6923, 6654. .6914, 6847. 



Seq. ID OJ991119_09.0403.C6 
Strand 

End 10880 

Method TBLASTX : Wheat 

End 6924 

Score 88 

6924 



Seq. No. 46028 

Gene No. 97536 

Start 4770 

Name OJ991119_09 . 0403 . C6 . o4 . tm 

Start 6762 

GI none 

Exons 6762.. 6788, 6786.-6929, 6799. 
6952. .7206 



Seq. ID OJ991119_09.0403.C6 
Strand 

End 10880 

Method TBLASTX : Maize 

End 7206 

Score 89 

6930, 6951.. 7205, 6951.. 7205, 



Seq. No. 46028 Seq. ID 

Gene No. 97536 Strand 

Start 4770 End 

Name OJ991 11 9_09 . 0403 . C6 . o3 . ts Method 

Start 6873 End 

GI none Score 

Exons. , 6873.. 7274, 6907.. 7077, 7114.. 7257 



OJ991119_09.0403.C6 
10880 

TBLASTX: Soybean 

7274 

47 



Si 

- =i 



Seq. No. 46028 Seq. ID 

Gene No. 97536 Strand 

Start 4770 End 

Name OJ991119_09 . 0403 . C6 . o2 . tw Method 

Start 6928 End 

GI none Score 

Exons 6928.. 7308, 6928.. 7287, 6933.. 7352 

Seq. No. 46028 Seq. ID 

Gene No. 97536., Strand 

Start 4770 End 

Name OJ991119_09 . 0403 . C6 . o3 . tm Method 

Start 7437 End 

GI none Score 

Exons 7437.. 7793, 7447.. 7752 



OJ991119_09.0403.C6 
10880 

TBLASTX: Wheat 

7352 

295 



OJ991119_09.0403.C6 
10880 

TBLASTX: Maize 

7793 

218 



Seq. No. 46028 

Gene No. 97536 

Start 4770 

Name OJ991119_09 . 04 03 . C6 . ol . tw 

Start 7467 

GI none 

Exons 7467.. 7922, 7468.. 7923 



Seq. ID OJ991119_09.0403.C6 
Strand 

End 10880 

Method TBLASTX : Wheat 

End 7923 

Score 266 - 



Seq. No. 46028 

Gene No. 97536 

Start 4770 

Name OJ991119_09 . 04 03 . C6 . o5 . ts 

Start 7518 

GI none 

Exons 7518.. 7652, 7659.. 7883. 



Seq. ID OJ991119_09.0403.C6 
Strand 

End 10880 

Method TBLASTX : Soybean 

End 7883 

Score 139 



47519 




Seq. No. 


46028 


Seq. ID 


OJ991119_09.0403 


.C6 


uCHC LN W • 


97536 


Strand 






O Lai L 


4770 


End 


i nftftn 




IN diiie 


OJ991119 09.0403.C6.o9.tm 


Method 


TRT QCTY • M=> -i 




O L a I L 


8114 


End 


ft 9 Q9 






none 


Score 


114 
iii 




Hi A U 1 1 O 


8114. .8278, 8145. .8291, 8146. .8292 






Seq. No. 


*i \J KJ O 


c pn t n 


OJ991119_09.0403 


.C6 


(IJpno No 


97536 


Strand 






OLdl L. 


4770 


End 


i nRfto 

1UOOU 




IN aHlc 


OJ991119 09.0403.C6.o7.tw 


Method 


TRT AQTY • Whoaf 
1 DLtriO 1 A . Wile a L. 




O Lai L. 


8166 


End 


O U \J f 




ox 


none 


Score 


1 QO 

X ZJ\J 






8166. .8567, 8185. .8505 








Seq. No. 


46028 


Seq. ID 


OJ991119_09.0403, 


.C6 


OdilC LN*»J • 


Z* 1 *J *J \J 


C. f ra'nH 
OLI a 1 1U 






O Lax L 


4770 


End 


i nft ft n 




Mam o 


OJ991119 09.0403.C6.o9.tw 


Method 


TRT aCTY • Trt7hoa+- 
1 Dxjrio 1 A . vvllcaL 




o Lai L 


9177 


End 


QR7 Q 

Z/D / z? 




ox 


none 


Score 


117 
I I / 




P von q 


9177. .9578, 9310. .9579 








Seq. No. 


46028 


Seq. ID 


OJ991119_09.0403, 


.C6 


Gene No. 




C f r*a n H 
OLI ailC! 






OLal L 


11399 


End 






LNalllc: 


OJ991119 09.0403.C6.o2.ts 


Method 


TRT QQTY • ClAuKoan 

1 dLiH.j i a . ooyoean 




Cf ov>f 
O L a I L 


11399 


End >" 


1 1 Qhn 




\J X 


5509260 


Score 


4 O Z? 




TT von <5 


11399. .11683, 11400. .11900, 


11723. .118 


ft 7 
o / 




(~1 T Docrrvn 


- 








Seq. No. 




Coo- t n 


OJ991119_09.0403. 


.C6 


UC11C LN L 1 • 


97537 


Strand 






q+- o r f 

O L a X L 


11399 


End 






in aiuc 


OJ991119 09.0403.C6.o7.tm 


Method " 


TRT Z1CTY ■ Ma -i -70 
1 nlx/AO 1 A . rial Z e 




J Lai L 


11427 


End 


1 1 fiQ^ 




VJ X 


none 


Score 


9 1 n 

Z i U 




P von q 


11427. .11693, 11435. .11653 








Seq. No. 


46028 


' Seq. ID' 


OJ99111'9_09.0403. 


,C6 


Cpn p Mo 


97537 


Strand 






Cf art* 
O Lai L 


11399 


End 


izyjz 




LN alt It* 


OJ991119 09.0403.C6.ol.tc 


Method 


1 DJ-iiiO 1A . LicSS 




Cf =, r f 
O L a X L 


11514 


End 


1170-} 




\J I 


none 


Score 


9ft 1 




Exons 


11514. .11783,- 11522. .11782 








Seq. No. 


46028 


Seq. ID 


OJ991119_09.0403. 


C6 


Gene No. 


97537 


Strand 






Start 


11399 


End 


12932 




Name 


OJ991119 09.0403.C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


11564 


End 


12077 




GI 


none 


Score 


290 




Exons 


11564. .11692, 11565. .11909, 


11717. .11857, 11901. .12077 
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m 



■Seq. No. 


46028 






Seq. ID 


.OJ991119_09.0403. 


,C6 


bene wo . 


97537 






Strand 






btart 


11399 






End 


12932 




Name 


OJ991119 09. 0403. C6, 




Method 


TBLASTX: Maize 




Qf -v y-f 


11696 






End 


12143 




P T 


none 






. Score 


386 




Exons 


11696. . 


11938, 11697, 




12050. .12097 




Seq. No. 


46028 






Seq. ID 


OJ991119_09.0403, 


,C6 


bene ino . 


97537 






Strand 






Of 1 vf 

otart 


11399 






End 


12932 




Name 


OJ991119 09. 0403. C6. 


, o2 . tc 


Method 


TBLASTX: Cress 




otart 


11961 






End 


12212 




P T 


none 






Score 


210 




Exons 


11961. . 


12212, 12023. 


, . Izz 1 1 








Seq. No. 


46028 






Seq. ID 


OJ991119_09.0403. 


C6 


bene ino . 


97537 






Strand 






Of -a >-+- 


11399 






End 


12932 




Name 


OJ991119 09. 0403. C6. 




Method 


TBLASTX: Wheat 






12078 






End 


12515 




P T 


none 






Score 


445 




Exons 


12078. . 


12515, 12083. 




12470. .12514 




Seq. No. 


46028 






Seq. ID 


OJ991119_09.0403. 


C6 


Gene No. 


97537 






Strand 






Cf a -w~f 


11399 






End 


12932 




Name 


OJ991119 09. 0403. C6. 


oo . tm 


Method 


TBLASTX: Maize 




Of -I vf 


12266 






End 


12932 




bl 


none 






Score 


288 




TP \7 r*\ T*^ C 

tijXons 


12266. . 


12409, 12267. 




12467. .12616, 12679 .. 12873, 






12891. . 


12932 










Seq. No. 


46028 






Seq. ID 


OJ991119_09.0403. 


C6 


Gene No. 


97537 






Strand 






Of 3 -y-f 


11399 






End 


12932 




Name 


OJ991119 09. 0403. C6. 


Ol . t s 


Method 


TBLASTX: Soybean " 




Of 2 v~f 

otart 


12279 






End 


12882 




PT 
bl 


none 






Score 


361 




Exons 


12279. . 


12671, 12281. 


. 1^4 U 0 , 


12467. .12670, 12685. .12882, 






12745.. 


12792 










o e q . ln o . 


46029 






Seq". ID 


OJ991119_09.0403. 


c / 


Gene No. 


97538 






Strand 






Start 


1 






End 


758 




Name 


OJ991119 09. 0403. CI. 


ol .np 


Method 


AAT/NAP 




Of -4 -W-f 

otart 


1 






End ' 


758 




P T 


7076769 






Score 


778 




Exons 


1. .758 












GI Descrip. 


(AL138658) multi resistance 


protein homolog [Arabidopsis 






thaliana] 










Seq. No. 


46029 






Seq. ID 


OJ991119_09.0403. 


C7 


Gene No. 


97538 






Strand 






Start 


1 






End 


758 




Name 


OJ991119 09. 0403. C7. 


ol.tc 


Method 


TBLASTX: Cress 





47521 





*5 




a q a 
bo b 








none 


* Score 












c i r\ CDC 

jIU . . bob 








Seq. No. 


46029 - 


Seq. ID 


OJ991119 


_09.0403 


.C7 


Gene No. 


97538 


Strand 








OLdl L 


i 
± 




(Do 






Name 


O TQQ1 1 1 Q HQ Oytm n*7 ^1 

uoyyiiiy u:? . u*i u d . / . 01 . Lin 


Metnoa 


TBLASTX : 


Maize 




C -f- -) y~4- 




T7 1 -J 

bna 


Jy o 






CT 


none 


Score 








Exons 












Seq. No. 


46029 


Seq. ID 


OJ991119 


_09.0403 


.01 ■ 


Gene No. 


97538 


Strand 








91-3 rt- 

O LaL U 


X 




/Do 






Name 


n tqqi 1 i q hq n/in*} en 


Metnoa 


GENSCAN 






Q+- a r-f- 
CLdlL 


O D 




ac\Q 
bUo 








none 


Score 


. D 4 






IT v An c - i"* 


O D . . OU O 










Seq. No. 


■ 46030 


Seq. ID 


OJ991119 


_09.0403 


.C8 


Gene No. 


97539 


Strand 


+ 






O LdlL 


1931 


End 


O A O 1 






Name, 


OJ991119 09.0403.C8.ol.gs 


Method 


GENSCAN 






OtalL 


1931 


End 


o037 








none 


Score 


.41 






Exons 


1931. .2312, 6964. .7728, 7967. .8037 








Con NT r\ 
OctJ. IN (J . 


46030 


Seq. ID 


OJ991119_ 


09.0403, 


. C8 


ucllc iNU • 


97540 


Strand 


+ 






Start 


10434 


End 


18561 






Name 


OJ991119 09.0403.C8.o2.gs 


Method 


GENSCAN 






OLdXt 


10434 


End 


18561 






P T 


none 


Score 


. 6 






Exons 


10434. .11010, 11451. .11534, 


11565. .11888, 11979 


. . 12182 , 






12915. .12983, 14801 .. 14881 , 


14962. .15113, 15234 


. . 15545, 






15777. .15813, 15911 .. 15977, 


17005. .17195, 17474 


. . 18561 




C o/-t NT r\ 


46030 


Seq. ID 


OJ991119_ 


09 . 0403 . 


. C8 


Cpnp No 


97541 


Strand 


+ 






Start 


18787 


End 


19130 






Name 


OJ991119 09.0403.C8.ol.gp 


Method 


AAT/GAP 






OLai L 


18787 


End ' 


19130 






C T 


86158 1.R1084 


Score 


388 






Exons 


18787. .18942, 18999. .19130 










ol UcSCiip * 


'5295936/dbj I AB026295 . 2 | AB026295 5 . Oe- 


42 Oryza sativa genomic 




DNA, chromosome 6, clone: P.p 68 1F10, ' complete sequence 1 




Q ^ KT/-\ 

oeq. ln o . 


46030 


Seq. ID 


OJ991119_ 


_09.0403. 


C8 




97542 


Strand 


+ 






Start 


19515 


End 


19969 






Name 


OJ991119 09.0403.C8.o2.gp 


Method 


AAT/GAP 






Start 


•19515 ; 


End 


19969 






GI 


36280 1.R1084 


Score 


850 






Exons 


19515. .19969 










GI Descrip. 


'5295971/dbj |BAA81872.1| 1. 


Oe-81 (AB026295) EST 


D24315 (R1718 




corresponds to a region of 


the predicted gene.; 


Similar 


to 



47522 



Tobacco DNA for retroviral-like transposon Tnt' 1-94 . {X13777 ) 
[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46030 Seq. ID OJ991119 

97543 Strand + 

21663 End 22097 

OJ991119_09.0403.C8.o4.gp Method AAT/GAP 

21663 End 22097 ■ 

uC-osflM2020118f01al Score 780 
21663. .22097 

'5295971/dbj IBAA81872.il 4, 
corresponds to a region of 



09. 0403. C8 



0e-64 (AB026295) EST 
the predicted gene.; 



D24315 (R1718) 
Similar to 



Tobacco DNA for 
[Oryza sativa] 1 



retroviral-like transposon Tnt 1-94 . (X13777 ) 



46030 Seq. ID 

97544 Strand 

28286 End. 

OJ991119_09. 0403 ,C8 . c>7 . gp -Method 

28286 End 

LIB34 31-060-P1-K1-C11 Score 
28286. .28700 

•2980641/emb|CAA72120| 2.0e-12 (Y11250) multi resistance protein 
[Arabidopsis thaliana] ' 



OJ991119_09.0403.C8 
+ 

28700 
AAT/GAP 
28700 
773 



OJ991119_09.0403.C8 
+ 

29553 
AAT/GAP 
29553 
383 



46030 Seq. ID 

97545 Strand 
29349 End 
OJ991119_09.0403.C8.o8 .gp Method 
29349 End 
LIB34 31-060-P1-N1-C11 Score 
29349. .29553 

1 604 1757 /gb | AC0 11806 . 1 1 AC011806 1.0e-38 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

46030 - ' Seq. ID OJ991119_09 . 0403 .C8 

9754 6 Strand 

19141 End 23945 

OJ991119_09 . 04 03. C8 . o2 . np Method AAT/NAP 

19141 End 23945 

5295971 . Score 8056 

19141. .23945 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 

46030 Seq. ID OJ991119_09 . 0403 . C8 

97546 Strand 

19141 End 23945 

OJ991119_09 . 04 03 . C8 . o3 . gp Method AAT/GAP 

21299 End 21654 

uC-osflcypl39cl2al Score 585 

21299.. 21654 

'5295971/dbj I BAA81872.il 3.0e-44 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon .Tnt 1-94 . (X13777 ) 
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[Oryza sativa] 1 



Seq. No. 


46030 






Seq. ID 


OJ991119_09.0403 


.C8 


bene jno ■ 


97547 






Strand 






O -J- -i -w- 4- 


26815 






End 


29833 




Name 


OJ991119 09. 0403. C8. 


. 04 . t S 


Method 


TBLASTX: Soybean 




n 4- — ~4- 

otan 


19165 






End 


19815 






none 






Score 


51 




Exons 


19165. 


.19398, 19298, 


1 Q "5 D A 


19453. .19623, 194 81 .. 19639, 






19654. 


, .19815 










Seq. No. 


46030 






Seq. ID 


OJ991119_09.0403, 


.C8 


bens ino . 


97547 






Strand 






ouairL 


26815 






End 


29833 




Name 


OJ991119 09. 0403. C8. 


rt 0 +- rt 


Method 


TBLASTX: Cress 




O -1 1 +- 

btart 


19174 






End 


19836 






none 






Score 


101 




Exons 


19174.. 


.19392, 19178. 


1 QOQ/1 

. 1 y jo 4 , 


19459. .19539, 194 63 .. 19540, 






. 19549; 


.19836, 19550. 


. 1 y d j y ; 


19664. .19750 




Seq. No. 


46030 






Seq. ID 


OJ991119_09.0403, 


.C8 


Gene No . 


97547 






Strand 






C H 1 >-4- 

btart 


26815 






End 


29833 




Name 


OJ991119 09. 0403. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




o car z 


. 19175- 






End 


19564 






. ' none 






Score 


252 




Exons 


19175. 


.19399, 19175. 


. 1 y 0 0 1 , 


19177. .19482, 1 9177 .. 19563, 






19293. 


.19532, 19457. 


.19564 








Q rt rt* VI « 

beq. no. 


46030 






Seq. ID 


OJ991119_09.0403. 


. Lb 


Gene No. 


97547 






Strand 








26815 






End 


29833 




Name 


OJ991119 09. 0403. C8. 


o4 . tw 


Method 


TBLASTX: Wheat 




C -h- -i v- +- 


19204 






End 


19623 






none 






Score 


65 




Exons 


19204. 


.19407, 19217. 


.19384, 


19453. .19623, 194 63. .1954 0 




oeq. ln o . 


46030 






Seq. ID 


OJ991119_09.0403. 


, Lb 


Gene No. 


97547 






Strand 






b tar t 


26815 






End 


29833 




Name 


OJ991119 09. 0403. C8. 


oy . tm 


Method 


TBLASTX: Maize 




Of -\rf 


19570 






End 


19749 




i" T 
bl 


none 






Score 


122 




Exons 


19570. 


.19749, 19571. 


.19747 








O rt- XI rt 

beq . no . 


46030 






Seq. ID 


OJ991119_09.0403. 


Lo 


Gene No . 


97547 






Strand 






btar c 


2681$ 






End 


29833 




Name 


OJ991119 09. 0403. C8. 


00 . tw 


Method 


TBLASTX: Wheat 




Start 


19657 






End 


19968 




GI 


none 






Score 


64 




Exons 


19657. 


.19836, 19861. 


.19968 








Seq. No. 


46030 






Seq. ID 


OJ991119_09.0403. 


C8 


Gene No. 


97547 






Strand 






Start 


26815 






End 


29833 




Name 


OJ991119 09. 0403. C8 . 


o3 . tm 


Method 


TBLASTX: Maize 





47524 



OtaXL 


1 Q7 R1 




tina 


9 0 1 a 9 
z U X 4 z 




oX 


none 




Score 


4 7 1 
4 / X 




Exons 


i Q7M 9ni4n i qti;^ 


901 4 9 
. .ZUX4Z/ 


i Q7 c. 0 9 ni 
I^/JJ. . z u x 


4 9 
ft Z 




o e q . LN O . 


fl DU jU 




oeq. xu 


PiTQQIIIQ HQ H/lft^ 

ujyyxxxy uy.U4UJ. 




Gene No. 


97547 




Strand 






Start 


26815 




End 


29833 




Name 


O.TQQ1 1 1 Q flQ 040*3 PR 

UU^jlll? Uji UIUJivO 


. 0 1 • t w 


L v Jc L. 1 1UU 


T R T Zi Q T Y • IaTH a a +- 
X DXjfio 1A . Wucat 




OtalU 


1 QQfTQ 

x y y o y 




tiTlO. 


ZUDZfl 




P T 
LjX 


none 




Score 


DO 






1 QQcq 9H1 9017Q 


0 n ^ 9 7 

. . Z U 0 Z j , 


9 010^ 9 0 ^ 


DO , ZUZUO. .ZUJ/U, 






0 Pi 4 ^ R OAC19/1 










C KT/^i 
OcCj . IN O • 


4 DUjU 




Seq. ID 


OJ991119_09.0403. 


PQ 


Gene No. 


97547 




Strand - 






Start 


26815 




End 


29833 




ln ante 


PhTQQI 1 1 Q HQ 040^ PP. 


Q -1-0 


Method 


TBLASTX : Soybean 




OLall. 


9 n 1 Q4 
Z U X y fi 




■ End 


20691 




pT 


J JU " Z DU 




Score 


130 




Exons 


9H1Q4 9HfiQ1 9091*3 
Z U X y ft . . Z U 0 y 1 , ^UZl j , 


9 0^7 1 
. . Z Uj / X , 


20435. .20611 
















Seq. No. 


46030 




Seq. ID 


OJ991119_09.0403. 


C8 


Gene No. 


97547 




Strand 






Q-t- a 
DLdl L 


9 60. 1 S - 

ZDOlJ 




End 


29833 




Name 


n tqqi 1 i q no n/im pq 
uu^riiiy u y . u fi u o . uo , 


, o4 . tc 


Method 


TBLASTX: Cress 




O tdl X, 


9 o ^o ^ 

jUj 




End 


20569 




P T 


none 




Score 


91 




TP v rvr 1 ! c 
Hi AtJI 1 0 


90'30 c > 90R6R. 904^0. 


9 n r fi q 

. . Z U D 0 y 








Seq, No. 


46030 




Seq. ID 


OJ991119_09.0403. 


C8 


Gene No. 


■97547 




Strand 






JLdl L 


9fiR1 R 

lOOIJ 




End 


29833 




Name 


PiTQQIIIQ HQ Pl/in^ PQ 

uuyyuir u j . u*iuj . lo . 


06. tm 


Method 


TBLASTX: Maize 




oiaru 


9 n ^4 A ' ~~ 

Z U ,3 ft ft 




End 


20640 




ul 


none 




Scor.e 


181 




IjAUII o 


90^*44 90640 90^4R 
6U J44 . . ^U04U^ ZU040. 


. Z U O X fi 








Seq. No. 


46030 




Seq. ID 


OJ991119_09.0403. 


C8 


Gene No. 


97547 




Strand 






O Lax. l_ 






End 


29833 




Name 


PiTQQIIIQ HQ 040^ PQ 

uuyyxxxy uy . 114110 .lb . 


oz . ts 


Method 


TBLASTX: Soybean 




oCdit 


9114 9 _ 

z x x ft z 




End 


21621 




PT 
LjX 


none 




Score 


160 




Exons 


91149 91 OOQ 01 01 q 
Z X X ft Z . . Z X Z O 0 / Zljlj. 


916 91 
. Z X OZ X f 


21326. .21616 




Seq. No. 


46030 




Seq. ID 


OJ991119_09.0403. 


C8 


Gene No. 


97547 




Strand 






Of a 


9 fiP. 1 R 

Z O O X O 




End 


29833 




Name 


PTQQ111Q HQ Pl/inQ PQ 

ujyyxxxy uy . u4Uj .to . 


Oj . tC 


Method 


TBLASTX: Cress 




C -3 v+- 

OLdll. 


Z X X O 0 




End 


21606 




GI 


none 




Score 


199 




Exons 


21166. .21288, 21310. 


.21606 








Seq. No. 


46030 




Seq. ID 


OJ991119_09.0403. 


C8 


Gene No. 


97547 




Strand 






Start 


26815 




End 


29833 





47525 




Name 


OTQQ111Q OQ 040"3 rp 


. o2 . tm 


ixie cnoQ 


i dIjAo 1 a : Maize 






01 00c 

u 




Lna 


zlOJZ 




VJl 


none 




Score 






P 1 von q 


91996 91fi4ft 91997 

Z. J. Z. Z. U . ,tiU40; ^1^^ / , 


91 fiR9 








Corf Mn 
O e q . IN O • 


4 £0 ^0 




Seq. ID 


OJ991119_09.0403 




Gene No. 


97547 




Strand 






Start 


26815 




End 


29833 




Ma mo 
in cuiie 


D.TQQ1 1 1 Q HQ 040^ PR 


. o3 . tw 


Method 


TBLASTX: Wheat 




OLall, 


91 "304 ~ 




End 


21837 




yi 


none 




Score 


42 






91^04 91^fi4 91^17 


91 "3RR 


21391. .21657, 214 91 .. 21 640 , 






91794 91 R^7 










oeq * ViO . 


4 fio^o 




Seq. ID 


OJ991119_09.0403 


. Co 


Gene No. 


97547 




Strand 






Start 


26815 




End 


29833 






O.TQQ1 1 1 Q HQ 040"} Pft 


r\ 9 +■ tat 
. OZ . LW 


Method 


TBLASTX: Wheat 




en- a -r+- 
OtdX C 


9 1 Q97 ~ 




End 


22380 






none 




Score 


39 




Exons 


91 Q97 99007 91 Q9R 
Z X I7Z / . . ZZUU / > Zli?Z£3 1 


99009 
1 . ZZUUZ , 


21999. .22376, 22014 .. 2237 9, 






9907R 99^ft0 

Z Z U / O . . JOU 










Seq. No. 


46030 




Seq. ID 


OJ991119_09.0403 


-C8 


Gene No. 


97547 




Strand 






OLdl L 






End 


29833 




NarQe 




oo . tm 


Method 


TBLASTX: Maize 




Of a r-4- 


9 9 0 R0 ~~ 




End 


22290 






none 




Score 


262 




DAUUo 


990R0 999PQ 990R1 


999 QO 
. Z Z Z 








O C q . IN O . 


4 fiO ^0 




Seq. ID 


OJ991119_09.0403 


. Co 


Gene No. 


97547 




Strand 






Start 


26815 




End 


29833 




Name 


O.TQQ1 1 1 9 HQ 040^ PR 


ol . tm 


Method 


TBLASTX: Maize 




Oldl L 


9 9 "30 R ~~ 




End 


23025. 






none 




Score 


403 






99^0R 997^0 99^0R 

ZZ JU J • . Z Z / 0\J f 66 JUj • 


9 9 £7 0 

. Z Z O (U; 


22406. .22729, 22735 .. 22767 , 






997*37 99R^9 9974Q 

Z Z / Of . . ZZO JZ , ZZ /4 


9^094 
. Z JUz fi , 


22750. .23025 




Seq. No. 


46030 




Seq. ID 


OJ991119_09.0403 


.C8 


Gene No. 


97547 




Strand 






O Lai L 


9 fi ft 1 R 

Z O O J- J 




End 


29833 




Name 


O.TQQ1 1 1 Q OQ 040*3 PR 


0/ . tm 


Method 


TBLASTX: Maize 






9 ^9 RQ ~~ 




End 


23550 






none 




Score 


226 




Exons 


9^9RQ 9"34Rfi 9T9RQ 


. z jj4 y , 


23335.. 23550 




Can M/^i 


4 fiO^O 




Seq. ID 


OJ991119_09.0403 ( 


C* Q 


Genp No 


97547 




Strand 






Start 


26815 




End 


29833 




Name 


OJ991119 09. 0403. C8 . 


o3.np 


Method 


AAT/NAP 




Start 


26815 




End 


29833 




GI 


7076769 V^'- 




Score 


1636 




Exons 


26815. .26935, 27023. 


.27266, 


27395. .27454, 27736 .. 280'45, 






28160. .28374, 28506. 


.28800, 


28945. .29061, 29224 .. 29632, 





29678. .29833 



GI Descrip. (AL138658) multi resistance protein homolog [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46030 
97547 
26815 

OJ991119_09.04 03.C8.ol.ts 
26818 



none 

26818, 

27402, 

28157, 

28471, 



,26940, 27022, 



Seq. ID OJ991119_09.0403.C8. 
' Strand 

End 29833 

Method TBLASTX : Soybean 

End 28711 

Score 85 
27267, 27023. .27109, 27025. 



,27461, 27740. .28051, 27741. .28049, 28157. 
,28372, 28164 . .28367, 28 17 9 .. 28382 , 28469. 
,28710 



.27267, 
,28312, 
,28711, 



Seq. No. 46030 
Gene No. 97547 
Start 26815 

Name OJ991119_09 . 0403 . C8 . ol . tc 

Start 26848 
GI none 
Exons 26848. 

27740. 

28469. 

29218. 

29458. 



.26940, 27022, 

,28051, 27741, 

,28804, 28471, 

,29400, 29222, 
,29634 



.27267, 
.28037, 
.28806, 
.29311, 



Seq. ID OJ991119_09.0403.C8 
Strand 

End 29833 

Method TBLASTX : Cress 

End-' 29634 

Score 135 
27025. .27267, 27059 .. 27274 , 
28157. .28372, 28 179 .. 28373, 
28910. .29059, 28942 .. 29058 , 
29395. .29613, 29408 .. 29581, 



Seq. No. 46030 Seq. ID 

Gene No. 97547 Strand 

Start 26815 End 

Name OJ991119_09 . 0403 . C8 . o5 . tm Method 

Start 26860 End 

GI none Score 
Exons 



OJ991119_09.0403.C8 
29833 

TBLASTX: Maize 

29397 

65 



26860. .26940, 27022 .. 27267 , 27031 .. 272 64 , 27197 .. 27271, 
27737. .28051, 27738 .. 2804 3, 27740.. . 28048, 28157 .. 28375, 
28507. .28806", -28595. .28813, 28897 .. 28956, 29218. .29397 



Seq. No. 46030 

Gene No. 97547, 

Start -26815 

Name OJ991119_09 . 04 03 . C8 . 06 . tw 

Start 27089 

GI none 

Exons 27089. .27235, 27091 2724 9, 
27740. .27892, 2774 1 .. 27887* 



.Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_09.0403.C8 
29833 

TBLASTX: Wheat 

27892 

82 



27091. .27267, 272 15 . . 2727 1 ,' 



Seq. No. 46030 

Gene No. 97547 

Start \ 26815 

Name OJ991119JD9 . 04 03. C8 . 

Start 28717 

GI none 

Exons 28717. .28806, 28939. 

29416. .29613, 29458. 



o5 . ts 



.29058, 
.29577, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991119_09.0403.C8 
29833 

TBLASTX : Soybean 

29657 

80 



29218. 
29589. 



.29412, 
.29657 



29222. .29377, 



Seq. No. 
Gene No . 
Start 



46031 
97548 
1 



Seq. ID 

Strand 

End 



OJ991119 09. 0403. C9 



1285 



47527 




Name 


OJ991119 


09. 0403. C9. 


ol . np 


Method 


AAT/NAP 


otart 


1 






End 


1285 


GI 


7076769 






Score 


1269 


Exons 


1. .1285 










GI Descrip. 


(AL138658) multi resistance protein homolog [Arabidopsis 




thaliana] 










Seq. No. 


a r a i 

4 6031 






Seq. ID 


/-\ t A A i 1 i A ao n ^ a i /-in. 

OJ991119_09 . 0403 . C9 


Gene No. 


a n c a o 

y / b4 o 






Strand 




btart 


1 






End 


1 o o c 

12oo 


Name 


OJ991119 


09. 0403. C9. 


ol . gs 


Method 


GENSCAN 


start 


65 






End 


1210 


GI 


none 






Score 


.48 


Exons 


^ C 1 1 t a 
DO . .1210 










Seq. No. 


a r a o i 

4 6031 






Seq. ID 


OJ991119_09.0403.C9 


Gene No. 


y /o4 0 






Strand 




b tart: 


1. 






End 


1285 


Name 


OJ991119 


0.9. 0403. C9. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


114 






End 


1282 


GI 


none 






Score 


110 


Exons 


114 . . 233, 


1 A O 1 A O A 

122 . . 1282, 


131 . . 565 


, 285. .575, 684. .1190, 1148. . 


Seq. No. 


4 6031 






Seq. ID 


OJ991119 09. 0403. C9 


Gene No. 


9754 8 






Strand 


- 


bt art 


1 






End 


1285 


Name 


OJ991119 


09. 0403. C9. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


114 






End 


373 


bi 


none 






Score 


91 


Exons 


11/1 O /I cr 

114 . .245, 


1 1 O A A f 

118 . .246, 


i a a o i a 

120 . .230, 


122. .373, 


137. .373 


Seq. No. 


4 6031 






Seq. ID 


OJ991119_09.0403.C9 


Gene No. 


AT r / ft 

y /o4 o 






Strand 




btart 


1 






End 


1285 . 


Name 


OJ991119 


09. 0403. C9. 


ol . ts 


Method 


TBLASTX: Soybean 


btart 


161 






End 


520 


bl 


none 






Score 


90 


Exons 


1 /" 1 O A O 

161 . . 322 , 


161 . .520, 


211 . . 417 , 


288. .518, 


395. .520 


Seq. No. 


A /" A "3 1 

4 6031 






Seq. ID 


OJ991119JD9.0403.C9 


Gene No. 


y /54o 






Strand 




Of n v-f 

btart 


1 






End 


1285 


Name 


OJ991119 


09. 0403. C9. 


o3. tm 


Method 


TBLASTX: Maize 


btart 


413 






End 


631 


r* t 
«I 


none 






Score 


123 


Exons 


413. . 631, 


414 . . 539 








Seq. No. 


46031 






Seq. ID 


OJ991119_09..0403.C9 


Gene No. 


97548 






Strand 




Of. „ J- 

bt art 


1 






End 


1285 


Name 


OJ991119 


09. 0403. C9. 


o2. ts 


Method 


TBLASTX: Soybean 


Start 


854 






End 


1249 


GI 


none 






Score 


73 


Exons 


854. .1249 


, 867. .1151 








Seq. No. 


46031 






Seq. ID 


OJ991119_09.0403.C9 


Gene No. 


97548 






Strand 





47528 





Start 










PnH 


1 opt; 






Name 


\ju y y 1. 1. jl y \j y 




PQ o9 


t-TTI 
L.IU 


+- Vi ^ 


TRT L\QTY • 


rial Ze 






_/ ^ *i 








LjI 1U 


1 9ft R 






yj x 










Score 


y O 






./V no 


924 1169 


932 


1285 












Seq. No. 


46032... 








Seq. ID 


OJ991119 


_09. 0403. C10 




Gene No. 


97549"- 








Strand 


+ 






Start 


236 








LjI 1L1 


X O f 0 








OJ991119 09 


.0403 


pi n oi 


. gs 


Mq 4- Vl O/H 
L v ic LI 1UU 


PE , M c 5r , 7\M 








236 








LjI 1U 


1 7 7^ 
Ij / J 






\J X 


none 








Score 


ft ft 

■ 0 0 








236. .413, 1248.. 


1373 












Seq. No. 


46032 








Seq. ID 


OJ991119 


_09. 0403. C10 




Gene No. 


97550 








Strand 


+ 






Start 


3029 








End 


5767 






Name 


OJ991119 09 


.0403 




. g5 


Method 


GENSCAN 






O L. CI X L- 


, 3029 








End 


5767 






O X 


none 








Score 


.4 








3029. .3046, 


3990 


4 1 Qf) 


S47R 


.5642, 5705. .5767 






OC^. IN {J • 


46032 








Seq. ID 


OJ991119 


uy . U4 uj . Liu 


Ai=. 




97551 








Strand 






\ 


O L ax L 


6170 








End 


10693 




'?n 


Name 


OJ991119 09 


.0403 


.ClO.ol 


. ts 


Method 


' TBLASTX: 


Soybean 


-;• ~ 


Start 


6140 








End 


8399 




GI 


none 








Score 


198 




f-% 




6140. .6274, 


6344 


. . 0 0 u *± , 


6^4 ^ 
O O 4 O . 


.6596, 6699. .6761, 


O/UU.-O/Oj, 


I : 5 




7077. .7409, 


7089 


7 ^ Q7 


70 QD 


.7410, 7144. .7410, 


/ O 0 1 . . OU4D, 






7884. .8114, 


7891 


p. 1 on 

• . O X U U , 


R1 Q4 


.8325, 8195. .8329, 


01 qq oion 
Dl^O . . OJZU, 


7. us* 
: 




8331. .8399 














3- 


O VZ, . LNU • 


46032 








Seq. ID 


OJ991119 


hq n/n^ pin 




Gene No . 


97551 








Strand 








Start 


6170 . 








End 


10693 






Name 


OJ991119 ,09 


.0403 


.ClO.ol 


.np 


Method 


AAT/NAP 






Start" 


6149 ■ 








End 


10693 






GI 


7076769 








Score 


2975 




C-3 


Exons 


6149. .6273,- 


6349 


. .6588, 


6695. 


.6758, 7089. .7394, 


7887. .8101, 






8196. .8489, 


8721 


. .8837, 


8930. 


.9405, 9442.. 9595, 


9680. .9766, 



9957. .10693 

GI Descrip. (AL138658) multi resistance protein" homolog [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



46032 
97 551 
6170 

OJ991119_09. 0403. C10. o3.gs ' 

6170 

none 

6170. -.6273, 6349.. 6588, 6695. 
8673. .8837, 9188. .9595, 9680. 

46032 
97551 
6170 



Seq.. ID OJ991119_09. 0403. C10 
Strand 

End 10693 
Method GENSCAN 
End 10661 
Score .71 

.6758, 7089. .7394, 7887. .8054, 
.9766, 9957. . 10661 



Seq. ID 

Strand 

End 



OJ991119 09. 0403. C10 



10693 



47529 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991119JJ9. 

6182 

none 

6182. .6274, 
7077. .7400, 
8307. .8492, 
9464 . . 9595, 

46032 
97551 
6170 

OJ991119_09. 

6182 

none 

6182. . 6274, 
7077. .7400, 
7884 . .8111, 
8692. .8835 



0403. C10. ol.tc 



6267.. 6623, 6347. 

7105. .7395, 7884. 

8668. .8838, 8673. 

9677.. 9772, 9678. 



0403. C10. ol.tm 



6303.. 6590, 6344. 
7088. .7405, 7089. 
8194. .8325, 8198. 



Method TBLASTX : Cress 
End 10692 
Score 154 

.6625, 6688.. 6753, 6696.. 6761, 

.8114, 7912. .8097, 8248. .8304, 

.8840, 8918. .9376, 8919. .9311, 

.9767, 9928. .10692, 9957. .10676 

Seq. ID OJ991119_O9.O4O3.C10 
Strand 

End 10693 
Method TBLASTX : Mai ze 
End 8840 
Score 168 

.6604, 6699. .6761, 6703. .6756, 
,7397, " 7090. .7407, 7855.. 8043, 
,8323, 8331. .8495, 8673. .8840, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 
Gene No. 
Start 
Name 
Start 
GI ■ 



46032 
97551 
6170 

OJ991119_09. 

6411 

none 

6411. . 6593, 

46032 
97551 
6170 

OJ991119_09. 

8403 

none 

8403. .8495, 

46032 
97551 
6170 

OJ991119_09. 

8918 

none 

8918. .9331, 

46032 
97551 
6170 

OJ991119J)9. 
9949 
none 

9949. .10098, 

46032 
97551 
6170 

OJ991119_09, 
9995 
none 



Seq. ID OJ991119_09. 0403. C10 
Strand 

End 10693 

04 03 . C10 . ol . tw Method TBLASTX: Wheat 

End 10103 

Score 84 

6413. .6589, 7077. .7241, 7090. .7245, 9957. .10103 

Seq. ID OJ991119JD9. 0403. C10 
Strand 

End 10693 

0403 . C10 . o2 . ts Method TBLASTX : Soybean 

End 9334 

Score 96 

8673. .8849, 8683. .8835, 8 918 9334 ,. 8919 .. 9311 

Seq. ID ' OJ991119_09. 0403. C10 
Strand 

End 10693 

0403.C10.o2. tm Method TBLASTX : Maize 

End 9331 
Score 



160 



8919... 9311 



Seq. ID OJ991119_09. 0403. C10' 
Strand 

End 10693 

04 03 . C10 . o3 . tm Method TBLASTX : Maize 

End 10208 

Score 84 

9950.. 10138, 9955.. 10065, 9957.. 10208, 9957.. 10208 

Seq. ID OJ991119_09. 0403. C10 
Strand 

End 10693 

04 03. C10 . o3 . ts Method TBLASTX : Soybean 

• End 10355 

Score 142 



47530 




Hi AvJi 1 0 


9995. .10339, 9996. .10310, 9996. .10355, 


QQQ7 1 m Rfl 




Seq. No. 


46032 


Seq. ID 


OJ991119_09.0403 


.C10 


Gene No. 


97551 


Strand 






O Ldl L 


6170 


End 


10693 




Name 


OJ991119 09.0403.C10.o4.tm 


Method 


TBLASTX: Maize 




Of av-t 
O Ldl. L 


10248 


End 


10619 




pt 


none 


Score 


139 




L| ' >—\ « 


10248. .10463, 1024 9 10407 , 


10503. .10619 




Ocv^t IN • 


46033 


Seq. ID 


OJ991119__09.0403 




Dorics 


97552 


Strand 


+ 




Start 


3554 


End 


4522 




Name 


OJ991119 09.0403.Cll.ol.np 


Method 


AAT/NAP 






3554 


End 


4522 




rir 


6907106 


Score 


927 




Ej AtJI lo 


3554. .3799, 3886. .4264, 4299 


. .4522 






P. T Ho cpn 


■ (AP001129) EST AU068291 (C12960) corresponds to a region 






predicted gene .; hypothetical protein 


[Oryza sativa] 




Seq. No. 


46033 


Seq. ID 


OJ991119_09.0403 


.Cll 


Gene No. 


97553 


Strand 






O Ldl L 


4982 


End 


6248 




Name 


OJ991119 09.0403.Cll.o2.gs 


Method 


GENSCAN 




O LdX L 


4982 


End ;r - 


■ 6248 




P T 


none 


Score 


.7 9' 






4982. .5239, 5956. .6043, ^6241 


. .6248 






O c Lj ■ IN L> . 


46033 


Seq. ID 


OJ991119_09.0403 


.Cll 


ocllc 1NO . 


97554 


Strand 






Start 


8162 


End 


9470 




Name 


OJ991119 09.0403.Cll.ol.tm 


Method 


TBLASTX: Maize 




O L dl L 


4113 


End 


4425 




PT 


none 


Score 


131 




JjaOIIo 


4113. .4220, 4115. .4276, 4141 


..4224, 4150. .4266, 4167. .4214, 




4217. .4276, 4217. .4282, 4243 


..4278, 4292. .4357, 4293. .4424, 




4370. .4423, 4378. .4425 








Seq. No. 


46033 


Seq. ID 


OJ991119_09.0403 


.Cll 


Gene No. 


97554 


Strand 






Of 3 

0 Lai L 


8162 


End 


9470 




Name 


OJ991119 09.0403.Cll.o3.gs 


Method 


GENSCAN 




Of 3 y~\- 

OLdlL 


8162 


" End 


9470 




ul 


none 


Score 


.68 






8162.. 8257, 9375.. 9470 








C /-r M/-\ 
OcCj. IN O . 


•46034 


Seq. ID 


OJ991119_09.0403* 


:ci2 




97555 


Strand 






O tax L 


489 


End 


3741 




Name 


OJ991119 09.0403.C12.ol.np 


Method 


AAT/NAP 




U Ldl L 


489 


End 


3741 




GI 


7488023 


Score 


1316 




Exons 


489. .516, 2057. .3741 








GI Descrip. 


polynucleotide adenylyltransf erase homolog T16I18.60 - 






Arabidopsis thaliana gi | 7270232 | emb | CAB80002 . 1 | (AL161582) 




putative poly (A) polymerase 


[Arabidopsis thaliana] 






47531 







Seq. No. 


46034 








Seq. ID 


OJ991119_09.0403.C12 


Gene No. 


97555 








Strand 




Start 


4 8 9 

M O Z> 








ili 1 1 Li 


^7 4 1 


Name 


O.TQQ1 1 1 Q HQ 

\JKJ Z/ Zr -L ± ± Zs U J 


• U *t U J 




. gs 


rJctflOQ 


n. it m q c a m 














J i uo 


GI 


none 








ouui tr 


1 

X 


Li AUl lO 


JO i • J / uo 












Seq. No. 


46034 








Seq. ID 


OJ991119_09.0403.C12 


Gene No. 


97556 








Strand 




Start 


4778 








EjI iu 


j o j 


Name 


1 1 Q HQ 

L/U J 1 1 J w_7< 






.Co 


l ie LIIOU 


TRT Z1QTY • Qr\\rV\cmr\ 

i jdijmo i a . ooyoean 


Cfarf 
J Lai L 










HiilvJ. 




O -L 


1 Jul 1C 








Score 


o & 


£j AU1 1 o 


J *i / .J • . J U -? -7 / 


^4 Qfi 


> . JUOl 








Seq. No. 


4 6034 








Seq. ID 


OJ991119_09.0403.C12 


fjpnp KIo 

UC11C INU t 


97 SSfi 








Strand 




Start 


4778 








End 


9333 


Name 


OJ991119 09. 


,0403. 


,C12.o2 


.np 


Method 


AAT/NAP 


Start 


4749 








End 


9333 


GI 


7485995 








Score 


1105 


Exons 


4749. .4933, 


5253. 


. .5372, 


5806 


..5940, 6619. .6755, 6879. .6971, 




7064 . .7141, 


7340. 


. .7491, 


7567 


..7636, 7820. .7987, 8073. .8177, 




' 8262. .8334, 


8433. 


, .8554, 


8640 


..8714, 9267. .9333 


\J J. L^C- O L. I L £J * 


hypothetical protein F22013. 


35 - Arabidopsis thaliana 




gi I 3063473 | gb | AAC14061 . 


1| (AC003981) F22013.35 [Arabidopsis 




thaliana] 












Q^rr No 

O C L| • IN L> • 


46034 








Seq. ID 


OJ991119_09.0403.C12 


Gene No. 


97556 








Strand 




Start 


4778 








End 


9333 


Name 


OJ991119 09. 


0403. 


C12.o3 


.gs 


Method 


GENSCAN 


Start 


4778 






End 


7491 


GI 


none 








Score 


.73 


F, xon 


4778. .4939, 


5253. 


.5372, 


5806 


...5940, 6619. . 6755, 6950. .6971, 




7340. .7491 












Sea No 


46034 








Seq. ID 


OJ991119_09.0403.C12 


f^pnp Ma 


97556 








Strand 




Start 


4778 








End 


9333 


Name 


OJ991119 09. 


0403. 


C12.o3 


. tm. 


Method 


TBLASTX: Maize 


Start 


6720 








End 


7454 


GI 


none 








Score 


68 




6720. .6755, 


6880. 


.6966, 


6881 


..6970, 68 


81. .6967, 6882. .6971, 




6883. .6972, 


6888. 


.6974, 


7064 


..7135, 70 


66. .7146, 7067. .7141, 




7304. .7453, 


7309. 


.7425, 


7311 


. .7454 




Seq. No. 


46035 








Seq. ID 


OJ991119_09.0403.C14 


Gene No. 


97557 








Strand 


+ 


Start 


•1 








End 


726 


Name 


OJ991119 09. 


0403. 


C14.ol, 


.np 


Method 


AAT/NAP 


Start 


1 








End 


726 


GI 


7106512 








Score 


1032 



Exons 1..726 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



47532 



Seq. No. 


46035 




Seq. ID 


OJ991119 


P_ nnn \T/-\ 


Q7 R R7 






i 


C -f- -a 

otart 


1 
X 






7 9 £ 
/ZD 


Name 


H TQQ1 1 1 Q HQ 040*^ PI 4 r\l 


. gs 




Kj Zj IN oURIN 


Q-h a r-h 
OLait 


c — 
O 






3 X X 


PT 

bi 


none 




Score 


P 9 


T7* ^J r s~\ y\ o , 


j . . jii 








Seq. No. 


46036 




Seq. ID 


OJ991119 


Gene No. 


97558 




Strand 




O Lai L 


i 




End 


7 ft 1 
/ox 


Name 


VJU y y X X X :? U3 . U4U J . tlO .Ol . 


.np 


Method 


a a t / m a p 


OUaiL 


1 
X 




End 


7 ft 1 
/OX 


PT 
oX 


en Q-i ci o 
jU 31 j 1j 




Score 


1 9 £0 
X Z DU 


Exoris 


X . • (Ol 










\t\o\j £ oho £ ) nypoLnetiCai 


protein [Oryza 


sat i va J 


Seq. No. 


46036 




Seq. - ID 


OJ991119_ 




Q7 SRP 

i7 / J JO 




Strand 




Of 3 r*-t- 


X 




End 


7 ft 1 
/ol 


Name 


htqqi i i q no, ri/i m pi c 


,gs 


Method 


P17K1CPBH 




X 1 




End 


0 y 4 


P T 


none 




Score 




Exons 


xx.. o y*i 








Seq. No. 


46037 




Seq. ID 


OJ991119_ 


Gene No. 


97559 




Strand 




Start 


1 




End 


963 


Name 


OJ991119 09.0403.C16.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


959 


GI 


7106512 




Score 


1384 


Exons 


1. . 959 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



46037 
97559 
1 

OJ991119_09.04 03.C16.ol.gs 
50 

none 
50. .963 



Seq. ID OJ991119_09.0403.C16 
Strand 

End 963 

Method GENSCAN 

End 963 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq v 'No . 
Gene No. 
Start 
Name 



46038 
97560 
1 

OJ991119_09.0403.C17.ol.np 
1 

5091513 
1. . 902 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991119_09.0403.C17 
Strand 

End 902 

Method AAT/NAP 

End 902 

Score 1163 



46038 
97560 
1 

OJ991119_09.04 03.C17 .ol.gs 



Seq. ID OJ991119_09.0403.C17 
Strand 

End 902 

Method GENSCAN 



47533 









ft no 


ui 


- nunc 














Seq. No. 


46039 


Seq. ID 


OJ991109_01.0410.C1 


Gene No. 


97561 


Strand 






534 


End 


7 SO 


Name 


P.TQQ110Q 01 0410 PI n1 i-m 

UU J^llU J UX.VJrtXVJ.^X.UX.L.111 




J. CUrtO 1 A . LYlaX Zc 


OLdl U 


S^4 _ 

J -J *i 




7 SO 


r;j 
o X 






Q4 


Exons 


S^4 SQfi S^fi SQS fifil 7S0 


669 74ft 








Oti q . x L/ 


P.TQQ110Q 01 0410 PI 




97561 


Strand 




Start 


534 


End 


750 


Name 


OJ991109 01.0410.Cl.ol.ts 


Method 


TBLASTX: Soybean 


u Ldi L 


.j j u 


End 


750 


\j x 


SO S7 4 4 ft 


Score 


80 


Exons 


S7fi SQS S^fi RQR aai 7R0 


661. .747 






4 ? ?o s ^9 /pmh paa9^oos 9 n^— 1 1 


(AL035356) putative protein 




1 Zi y~ a V* t /H t*a c i c 4- h a 1 i a :a 1 
[riIaUluvJ^)bls LlldXXdllci J 






O tr ^ • LN u • 


4 fi04 n 


Seq. ID 


OJ991109_01.0410.C2 


Gene No. 


97562 


Strand 


+ 


Start 


1 


End 


303 


LN CUUC 


OJ991109 01.0410.C2.ol.np 


Method 


AAT/NAP 


uldi L 


1 


End 


303 


O X 


7339707 


Score 


43 


Ht AUI lO 


1..59, 153. .303 






\J X L/C u L. J L LJ . 


(AP001539) hypothetical protein [Oryza 


sativa] 




46041 


Seq. ID 


OJ991109_01.0410.C8 


Gene No. 


97563 


Strand 


+ 


Start 


756 


End 


5824 


Name 


OJ991109 01.0410.C8.ol.gs 


Method 


GENSCAN 




756 


End 


5824 


\J X 


none 


Score 


.69 




756. .917,. 1957. .2157, 2214. .2345, 2469, 


..2543, 3336.. 3397, 




4323. .4470, 4719. .5076, 5200., 


.5400, 5517. .5824 


Seq. No. 


46041 


Seq. ID 


OJ991109_01.0410.C8 


Gene No. 


97564 


Strand 




Start 


806 


End 


2370 


Name 


OJ991109 01.0410.C8.ol.np 


Method 


AAT/NAP 


Start 


806 


End ■ 


2370 


GI 


81286 


Score 


85' 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



806. .876, 2041. .2107, 2191. .2370 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 

46041 Seq. ID OJ991109_01 . 04 10 . C8 

97565 Strand 

7444 End 7650 

OJ991109_01.0410.C8 .o2.gs Method GENSCAN 

7444 End 7650 

none Score .98 

7444 . .7650 



47534 




Seq. No. 


4 6042 


Seq. ID 


OJ991109 


_01 


.0410. 


C9 




Q7 S fifi 


JLl d 1 


_i_ 








OtdiC 


4 O J? ^ 




J J3 J 








Name 




1 V JC LlltJU 


PTTKlQPZiM 








O Lax t. 




HjI 1U 










pT 
oX 


none 


S core 


A R 

• 4 D 








Exons 


4^QQ 4^fiH R'lQt; 












Seq. No. 


46042 


Seq. ID 


OJ991109 


_01 


.0410. 


C9 


Gene No. 


97567 


Strand 


+ 








O Lai L 


5514 


End 


6126 








Name 


OJ991109 01.0410.C9.ol.np 


Method 


AAT/NAP 








O t ax L. 


5514 


End 


6126 








oX 


7228450 


Score 


198 








Exons 


5514. .5607, 5740. .5867, 5953. 


..6031, 6092. .6126 








bi uescrxp. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46042 ' 


Seq. ID 


OJ991109 


_01 


.0410. 


C9 


Gene No. 


97568 


Strand 


+ 










6925 


End 


11917 








Name 


OJ991109 01.0410.C9.o2.np 


Method 


AAT/NAP 








Otal L 


6925 


End 


11917 








P T 
LjX 


7339707 


Score 


56 










6925. .7030, 11095 .. 1 1326, 1U 


i99. .11917 










f~* T I"^v f\ o v t y\ 
oX UcbLIip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46042 


Seq. ID 


OJ991109 


_01 


.0410. 


C9 


Gene No. 


97568 


Strand 


+ 








Start 


6925 


End 


11917 








Name 


OJ991109 01.0410.C9.ol.gp 


Method 


AAT/GAP 








Start 


8642 


End 


9126 








GI 


287149 


Score 


543 








Exons 


8642. .8812, 8970. .9126 












GI Descrip. 


604 1757/gb|AC01 1806. .1 IAC011806 1. Oe-38 


Genomic : 


Sequence 


For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 


46042 




Seq. ID 


OJ991109_ 


_01 


.0410, 


.C9 


Gene No. 


97569 




Strand 










Start 


6102 




End 


6359 








Name 


OJ991109 01, 


.0410.C9.o2.gs 


Method 


GENSCAN 








Start 


6102 




End 


6359 








GI 


none 




Score 


. 68 








Exons 


6102. .6359 














Seq. No. 


46042 




Seq. ID 


OJ991109_ 


_01 


.0410, 


.C9 


Gene No. 


97570 




Strand 










Start 


9444 




End 


10886 








Name 


• OJ991109 01. 


.0410.C9.o3.gs 


Method 


GENSCAN 








Start 


9444 




End 


10886 








GI 


none 




Score 


.67 








Exons 


9444. .9550, 


10158. .10213, 


10810. . 10886 










Seq. No. 


46042 




Seq. ID 


OJ991109_ 


_01 


.0410. 


,C9 


Gene No. 


97571 




Strand 










Start 


10791 




End 


11181 









47535 



NT a TTI d ■ 


O.TQQ1 1 dq oi 0410 TQ o9 


9P 


Ma f Y\ r\r\ 


azvT /ci\ p 

r\r\ 1 / \jt\c 








Of- a r +- 
O Lai L 


1 07 Q1 "~ 

1 U / _/ 1 




EjIICI 


1 1 1 ft 1 
lllOl 








Ui 


9^1 ofi4 o 




Score 


OOj 








LiAUl lo 


1 07 Q1 1 1 1 R 1 

1 U f .7 1 • .iiiOl 














Seq. No. 


46043 




Seq. ID 


OJ991109_ 


01, 


,0410. 


,C10 


Gene No. 


97572 




Strand 


+ 










90R 






^1 0 
JlU 








Name 


h.tqqiioq m n4in no ^ 

Uu 7 311U j U1.U4 1U.L1U.01 


. gs 


f Vt /^\ 


r'PKtor'Zi'M 

UtiLNoU-ttlN 








C f- -a v~4- 


90ft ~~ 




• JMIQ. 


^1 0 
JlU 








PT 
o 1 


none 




Score 


Q1 

• -7 1 








LAUllo 


90ft ^1 0 














Seq. No. 


46044 




Seq. ID 


OJ991109_ 


_01. 


,0410. 


Cll 


Gene No. 


97573 




Strand 










Of -a r 4- 
OLClI I 


^414 






4 9 








Name 


O.TQQ1 1 0Q 01 0410 fl 1 o9 


. gs 


Kyt /-\ 4- V*i 
LYltr LilOQ 


r'TTMQr'Zi'Ni 

oIj1NoU.H1n 








O Lai L 


^4 1 4 _ 




TTnH 
CjIIU. 


4 9 R ^ 










none 




S core 


£9 
. DZ 








tiXons 


^414 "3494 "37£Q "3Q90 


4 Oft 7 
H. U O / * 


• ft £ D .3 










oeq . iNo . 


4 £0 4 4 
4 D U 4 f± 




oeq . i u 


Pi TQQ1 1 O Q 


O 1 
U 1 . 


O A 1 O 
U 4 1 U . 


m 1 


Gene No. 


97574 




Strand 










Start 


5728 




End 


8927 








Name 


OJ991109 01.0410.Cll.ol 


.np 


' ^Method 


AAT/NAP 








O Lai L 


5728 




End 


8927 










5902444 




Score 


771 








Exons 


5728. .5748, 7288. .8488, 


8573. 


.8927 










f" 1 T /-\ o /"» v n r^> 

iji uesciip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








oeq . lno . 


46044 




Seq. ID 


OJ991109_ 


01 
U 1 . 




Ul l 




97574 




Strand 










Start 


5728 




End 


8927 








Name 


OJ991109 01.0410.Cll.ol 


• gp 


Method 


AAT/GAP 








OLO.iL 


6189 




End 


6613 








PT 


LIB347 9-006-Q6-K1-B11 




Score 


579 








Exons 


6189. . 6613 
















, 5734 616/dbj IAP000391.1 


IAP000391 l.Oe- 


110 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 f 










Seq. No. 


46044 




Seq. ID 


OJ991109_ 


01. 


0410. 


Cll 


Gene No. 


97574 




Strand 










O Lai L 


5728 




End 


' 8927 








Name 


OJ991109 01.0410.Cll.o3 


.gs 


Method 


GENSCAN 








Of a r-+- 
O Lai U 


7431 




End 


8864 










none 




Score 


.88 








HiXorib 


7431. .8864 














Seq. No. 


4.6044 




Seq. ID 


OJ991109_ 


01. 


0410. 


Cll 


Gene No. 


97574 




Strand 










Start 


5728 




End 


8927 








Name ■ 


OJ991109 01.0410.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7941 




End 


8334 








GI 


none 




Score ' 


107 








Exons 


7941. .8333, 8035. .8334 














Seq. No. 


46045 




Seq. ID 


OJ991109_ 


01. 


0410. 


C12 



47536 




Gene No. 


97575 




Strand 






O Lai. L. 


4 1 




End 


3106 




Name 


O.TQQ1 1 OQ 01 0410 PI 9 a! 


,gs 


Method 


GENSCAN 




C4- a y+- 


4 1 _ 




End 


3106 










Score 


.'5 






41 1S7 1 fl4 9^6 17 


.2269, 2467. .3106 




Seq. No. 


46045 




Seq. ID 


OJ991109_01. 0410. 


,C12 


Gene No. 


97575 




Strand 






O Lai L 


4 1 




iitna. 


"3 1 0 £ 




Name 


O.TQQ110Q 01 0410 PI 9 ol 


tw 


Method 


TBLASTX: Wheat 




O U al L 


9^1 _ 




End 


2558 






none 




.Score 


149 






9^S1 9SS7 9^76 9RS8 










Seq. No. 


46046 




Seq. ID 


OJ991109_01.0410. 


C13 


Gene No. 


97576 




Strand 


+ 






R01 




End 


2996 




Ln ail It: 


O.TQQ110Q 01 0410 PI "3 ol 


gs 


Method 


GENSCAN 






an i ~ 




End 


2732 






none 




Score 


.7 




XT' Tr /-> r*i cr-i 


R01 9"3£^ OROf: 97"39 










O tr LJ . LN (J . 


4 £04 £ 
4 O U 4 D 




Seq. ID 


OJ991109_01.0410. 




uCiiC ViKJ • • 


97576 




Strand 


+ 






801 




End 


2996 




Name 


OJ991109 01.0410.C13.o4 . 


np 


Method 


AAT/NAP 




Start 


2583 




End 


2996 






7489803 




Score 


354 




T? \r /-\ T-j <-> 


2583. .2996 












pol protein homolog - maize retrotransposon Opie-2 






gi | 364 58 99 |gb|AAC4 9502. 1 


■ 1 


(U68408) 5 f 


end not determined 




experimentally [Zea mays] 








O tr IJ • IN (J . 


46046 




Seq. ID 


OJ991109_01.0410. 


C13 


Gene No. 


97577 




.Strand 






Start 


1 




End 


2924 




IN CUllC 


OJ991109 01.0410.C13.ol. 


np 


Method 


AAT/NAP 




Of 3ff 


1 




End 


1693 






6721516 




Score 


350 




Pvnn q 


1..317, 1559. .1693 










t r^o c v* "i t~\ 

_L L/C O V^X . 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






4 604 6 




Seq. ID 


OJ991109J31.0410. 


C13 


Gene No. 


97577 




Strand 






Start 


1 




End 


2924 




Name 


OJ991109 01.0410.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




oLdl L 


573 




End 


2753 




O J. 


none 




Score 


83 




IT" VPiH G 
£jAUI 1 O 


573. .695, 758. .1090, 118 


1. . 


.1318,' 1400. 


.1447, 2501.. 2563, 






2613.. 2678, 2703.. 2753 










Seq. No. 


46046 




Seq. ID 


OJ991109_01.0410. 


C13 


Gene No. 


97577 




Strand 






Start 


1 




End 


2924 ' 




Name 


OJ991109 01.0410.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2473 




End 


2855 





47537 



GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



94 



2473. .2565, 2474. .2563, 2592. .2855, 2603. .2668, 2696. .2824 



46046 
97577 
1 

OJ991109_01.0410.C13.ol.tw 

2607 

none 

2607. .2924, 2621. .2842 



Seq. ID OJ991109_01.04ia.C13 
Strand 

End 2924 

Method TBLASTX : Wheat 

End 2924 

Score 225 



46047 
97578 
1 

OJ991109_01.0410.C14 .ol.np 
1 

4416302 
1..1390 

(AF105716) copi-a-type pol polyprotein [Zea mays] 



Seq. ID OJ991109_01.0410.C14 

Strand + 

End 1390 

Method AAT/NAP 

End 1390 

Score 1383 



46047 
97578 
1 

OJ991109_01.0410.C14 . o2 . tw 
10 

none 

10. .57, 97. .375, 204. .374 

46047 
97578 
1 

OJ991109_01.0410.C14 .ol.tm 
46 

none 



Seq. ID OJ991109_01.0410.C14 

Strand + 

End 1390 

Method TBLASTX : Wheat 

End 375 

Score 64 



Seq. ID OJ991109_01.0410.C14 

Strand + 

End 1390 

Method TBLASTX : Mai ze 

End 906 

Score 94 



46. .117, 53. .118, 117. .695, 118. .735, 744. .845, 748. .906 



46047 
97578 
1 

OJ991109_01.0410.C14.ol.gs 

112 

none 

112. .1381 " 



Seq. ID OJ991109_01.0410.C14 

Strand + 

End 1390 

Method GENSCAN 

End 1381 

Score .55 



Seq. No. 46047 

Gene No. 97578 

Start 1 

Name OJ991109_01 . 0410 . C14 . o2 . ts 

Start 226 

GI none 

Exons 226.. 636, 255.. 416, 483.. 569 



Seq. ID OJ991109_01.0410.C14 

Strand + 

End 1390 

Method TBLASTX : Soybean 

End 636 

Score 322 



Seq. No. 46047 

Gene No. 97578 

Start' 1 

Name OJ991109_01 . 04 10 .C14 . ol . tc 

Start 268 



Seq. ID OJ991109_01.0410.C14 

Strand + 

End 1390 

Method TBLASTX: Cress 

End 684 



47538 








none 








Score 


1 QO 






P"" V T) Q 


















Seq. No. 


46047 








Seq. ID 


OJ991109_01.0410 


.C14 




Gene No. 


97578 ' 








Strand 


+ 






OLdi I. 


1 








End 


1390 






Name 


OJ991109 01 


.0410 


.C14.03 




Method 


TBLASTX: Wheat 








469 








End 


810 








none 








Score 


100 






C 1 v /-\ -pi o 


469.. 546, 553.. 699, 591 




721. .810, 747. .800 






Seq. No. 


46047 








Seq. ID 


OJ991109__01.0410, 


.C14 




Gene No. 


97578 








Strand 


+ 






u Ldi L 


1 








End 


1390 






Name 


OJ991109 01 


.0410 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 






Cfa r f- 


907 








End 


1220 








none 








Score 


284 






TT 1 v /~\ o 


907. .1155, 


927. . 


1154, 1144. .1218, 1146. 


. .1220 








46047 








Seq. ID 


OJ991109_01.0410. 


. CI 4 




Gene No. 


97578 








Strand 


+ 






Start 


1 








End 


1390 






Name 


OJ991109 01 


.0410 


.C14.ol 


. ts 


Method 


TBLASTX: Soybean 






OLail 


922 








End 


1390 








5509260 








Score 


520 




? Pi 


Exons 


922. .1389, 


1015. 


.1314, : 


1017. . 


1388, 1343.. 1390 






Vj-L U ti is I. _L • 
















□ 


Seq. No. 


46047 








Seq. ID 


OJ991109_01.0410. 


C14 




Gene No. 


97578 








Strand 


+ 




If! 


Of orf 


1 








End 


1390 




ru 


Name 


OJ991109 01 


.0410 


.C14.ol 


. tw 


Method 


TBLASTX: Wheat 






Of- -a r-+- 


1051 








End 


1389 








none 








Score 


83 






Exons 


inn 11/in 


1 LH / 


. .1173, 


1164 . 


.1385, 1174. .1389, 1182. .1382 




Seq. No. 


46047 








Seq. ID 


OJ991109_01.0410. 


C14 


w 


Gene No. 


97578 








Strand 


+ 






Of 2 rt - 

O L. CL JL L. 


1 








End 


1390 






Name 


OJ991109 01 


.0410 


.C14 .o2 


. tc 


Method 


TBLASTX: Cress 




i -J 


Of- -a y-f- 


1143 








End 


1389 






O J. 


none 








Score 


179 








1143. .1289, 


1144 


. .1389, 


1189. 


.1326 








Seq. No. 


46047 








Seq. ID 


OJ991109_01.0410. 


C14 




Gene No. 


97578 . 








Strand 


+ 






Of o r f 
O Lei J. L 


1 








End 


1390 






Name 


OJ991109 01 


.0410 


.C14 ,o3, 


. tm 


Method 


TBLASTX: Maize 






Cf 2 v~f 


1228 








End 


1389 








none 








Score 


195 






Hi A 1 1 O 


1228. .1389, 


1248, 


. .1388 












Seq. No. 


46048 








Seq. ID 


OJ991109_01.0410. 


C15 




Gene No. 


97579 








Strand 


+ 






Start 


1 








End 


643 






Name 


OJ991109 01 


.0410. 


,C15.ol. 


,np 


Method 


AAT/NAP 






Start 


1 








End 


640 





47539 




GI 


6630685 


Score 


894 




Exons 


1 . . 640 








GI DsscriD. 


(AP000969) Similar to conia- 


■type, pol polyprotein. (AF105716 




[Oryza sativa] 








Seq. No. 


46048 


oeq . ± u 


otqqi i no m n/iin 


PI c 

. LI J 


Gene No. 


97579 


q+- ranH 


4- 




Start 


1 




D4 J 




Name 


OJ991109 01 0410 C15 ol as 


t" hnH 






Start 


153 ~~ 


FnH 


Dfi J 




GI 


none 


Score 


.71 




Exons 


153. . 643 








Seq. No. 


46048 


otr q . ± U 


o.tqqi i hq m n4i n 

UU yyilU^ Ul , U41U 


. LID 


Gene No. 


97580 


OLI ClI 1U 






Start 


1331 


FnH 
Hii lva 


J. 3 O / 




Name 


OJ991109 01 0410 C15 ol ts 


lit; li iula 






Start 


1 * ~ 


FnH 






GI 


none 


Score 


285 




Exons 


1..360, 2.. 367, 2 367, 401 


.625, 430. 


.576 




Seq. No. 


46048 


Seq. ID 


OJ991109J31.0410, 


.Li J 


Gene No. 


97580 


Strand 






Start 


1331 


End 


1537 




Name 


OJ991109 01.0410.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


723 




GI 


none 


Score 


846 




Exons 


2. .637, 16.. 651, 540. .653, 552. .662, 694. .723 




Seq. No. 


46048 


Seq. ID 


OJ991109_01.0410. 


. LI 0 


Gene No. 


97580 


Strand 






Start 


1331 


End 


1537 




Name 


OJ991109 01.0410.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


164 


End 


622 




GI 


none 


Score 


69 




Exons 


164. .253, 257. .391, 395. .622 








Seq. No. 


46048 


Seq. ID 


OJ991109JD1.0410, 


pi c 


Gene No. 


97580 


Strand 






Start 


1331 


End 


1537 




Name 


OJ991109 01.0410.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


173 


End 


589 




GI 


none 


Score 


117 




Exons 


173. .382, 277. .378, 401. .589 


, 458.:. 577 






Seq. No. 


46048 


Seq. ID 


OJ991109_01.0410. 


LID 


Gene No. 


97580 


Strand 






Start 


1331 


End 


1537 " ' ' 




Name 


OJ991109 6l.0410.C15.o2.gs 


Method 


GENSCAN * 




Start 


1331 


End 


1537 




GI 


none 


Score 


.75 




Exons 


1331. .1537 








Seq. No. 


46049 


Seq. ID 


OJ991109_01.0410. 


C16 


Gene No. 


97581 


Strand 


+ 




Start 


227 


End 


2787 




Name 


OJ991109 01.0410.C16.ol.gs 


Method 


GENSCAN 





47540 





C-(--, r 4- 
O UclX L. 


997 




97 R7 




o X 


none 


Score 






Exons 


997 1 9^0^ 9^fl^ 96Q** 


01 ft 7 






Cpn Mo 

OC^. IN \J ■ 


46049 


Seq. ID 


UJ^jllUy U X * U fi ± U . L>I D 




Gene No. 


97582 


Strand 






Start 


1 


End 


3574 




Name 


OJ991109 01.0410.C16.ol.np . 


Method 


AAT/NAP 






1 


End 


3574 




TT 
O X 


6721516 


Score 


574 






1..140, 2S79..2922, 3333. .3574 








(AP001072) hypothetical protein [Oryza sativa] 




Seq. No. 


46050 


Seq. ID 


OJ991109_01.0410.C17 




Gene No. 


97583 


Strand 


+ 






963 


End 


5534 




Name 


OJ991109 01.0410.C17.ol.gs 


Method 


GEN SCAN 




O Lai U 


963 


End 


5534 




O X 


none 


Score 


.48 ' 




Exons 


963. .1098, 2322. .2393, 2960.. 


3097, 3345.. 3484, 5465.. 5534 






46050 


Seq. ID 


OJ991109_01.0410.C17 




Cpnp Mo 


97584 


Strand 


+ 


a. a, 
I J: 


OLai I 


8930 


End 


12450 




LMalltC 


OJ991109 01.0410.C17.o2.np . 


Method 


AAT/NAP 


"Var 


Start 


8930 


End 


12450 


rii 


GI 


7485968 


Score 


123 






8 930. .9094, 10827. .1087 4, 11612. .11692, 12431. .12450 


r.i 


T Ho COT — I r~\ 

OX l^tro^-L X . 


hypothetical protein F22K18.220 - Arabidopsis thaliana 






gi | 4220532 | emb | CAA23005 . 1 1 (AL035356) 


putative protein 


v3 




[Arabidopsis thaliana] gi | 7269308 | emb | CAB79368 . 1 | (AL161561! 


1 y 




putative protein [Arabidopsis 


thaliana] 


s 


' Qort Mo 


46050 


Seq. ID 


OJ991109_01.0410.C17 




O' £Zi r> £~i NT /~v 


97585 


Strand 




l~l 


Start 


2735 


End 


4148 




Name 


OJ991109 01.0410.C17.ol.tm 


Method 


TBLASTX: Maize 


. ^ 


O Lai L 


959 


End 


4063 




\J X 


none 


Score 


115 




Exons 


959. .1099, 964. .1101, 964. .1095, 966.. 


1112, 966. .1097, 






974. .1114, 2960. .3097, 2960.. 


3103, '2962. .3105, 2964. .3104, 






3328. .3441, .3345. .3485, 3356. 


.3433, 3986. .4063 




Q a o Mo 
O q . IN (J • 


46050 


Seq. ID 


OJ991109_01.0410.C17 




fl^Ti^s Mo 


97585 


Strand 






Start 


2735 


End 


4148 




Name 


OJ991109 01-0410. C17.ol.np 


Method 


AAT/NAP 




OLdl L 


2735 


End 


414 8 






2160181 


Score 


114 






2735. .2771, 2958. .3116, 3302. 


.3504, 3975. .4148 




GI Descrip. 


(AC000132) EST gb|ATTS2829 comes from 


this gene. [Arabidopsi 






thaliana] 








Seq. No. 


46051 


^Seq. ID 


OJ991109_01.0410.C18 




Gene No. 


97586 


Strand 


+ 




Start 


1 


End 


3889 




Name 


OJ991109 01.0410.C18.ol.np 


Method 


AAT/NAP 



47541 




1 

7485968 



End 
Score 



2650 
632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 
P GI 
v3 Exons 

~j Seq. No. 

[ = Gene No. 

P Start 

id Name 

ii Start 

VST 

m GI 

= ~ Exons 



Seq. No. 

1:^ Gene No. 
y Start 
U Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



1..170, 266. .385, 491. .568, 887. .931, 1385. .1463, 1959. .2228, 
2443.. 2650 

hypothetical protein F22K18.220 - Arabidopsis thaliana 
gi I 4220532 | emb | CAA23005.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269308 | emb | CAB7 9368 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



46051 








Seq. ID 


OJ991109 01.0410.C18 


97586 








Strand 


+ 


i 

X 








CjIiU 


jo o y 


n TOjQI 1 OQ fi1 


n a i o 


pi Q ^ 1 


.gs 


Method 




D 










Jo o u 


none 








Score 


. y d 


D . . ± / J , ZOO . 


^ fi s 

. JOJ f 


A Q1 

4 y i . . 


D Do , 


7 07 7 £9 

/ u / . . / dz , 


03D..yZ3, XJ/D..14DJ, 


1 QCQ 9 9 O 9 

iyoy . . zzuz, 


9 A A 0 
Z 4 4 J . 


9 £7 O 
. Z D / U , 


J334 


. . Jo o U 




4 DUO 1 








Seq. ID 


OJ991109_01.0410.C18 


y / d o d 








Strand 


+ 


1 








End 


3889 


OJ991109_01. 


0410. 


C18.ol 


. ts 


Method 


TBLASTX: Soybean 


9 Q 
Z y 








End 


372 


none 








Score 


168 


zy . . loj; Ji . 


. 159, 


267. . 


J / X , 


267. .371, 


•2 68. .372 










Seq. ID 


OJ991109_01.0410.C18 


y / o o o 








Strand 


+ 










End 


3889 


OJ991109 01. 


0410. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 


67 








End 


2106 


none 








Score 


135 


£7 1 1 A 9 C7 
D / . . 1 X 4 , ZD/ 


. .386 


i, 267. 


.Job, 


268. .387, 


489. .575, 490. .576, 


7ns 770 70 
/U3..//U, /U 


6. .771, 850 


Q97 

. . yz / 


, 854. .955, 855. .980, 1350. .146: 


1 ^lO 1/170 
1j /o . .14 / U, 


1378. 


.1461, 


1 JoU 


..1463, 1944. .2105, 1944. .2066, 


X :? 4 O • . lIUO^ 


1948. 


.2103 








46051 








Seq. ID 


OJ991109_01.0410.C18 


97586 








Strand 


+ 


1 








End 


3889 


OJ991109 01. 


0410. 


C18.ol 


. tc 


Method 


TBLASTX: Cress 


1392 








End 


2202 . 


none 








Score 


106 


1392.-. 1457, 


1393. 


.1470, 


1945 


..2085, 1959. .2066, 2086. .2202, 


2092. .2175 












46051 








Seq. ID 


OJ991109_01.0410.C18 


97586 








Strand 


+ 


1 








End 


3889 


OJ991109 01. 


0410. 


C18.ol 


.tm 


Method 


TBLASTX: Maize 


2107 








End 


3889 


none 








Score 


65 



2107. .2199, 2107. .2202, 2108. .2203, 2444. .2503, 2446. .2676, 

2543... 2671, 3613. .3711, 3617. .3727, 3624. .3758, 3627. .3758, 

3731. .3808, 3733. .3810, 3733. .3810, 3811. .3888, 3812. .3889 

46051 Seq. ID OJ991109_01 . 04 10 . C18 



47542 





Gene No. 


97586 






Strand 


+ 






Start 


1 






End 


3889 






Name 




0410 Tift n9 


. to 


Method 


TBLASTX: Soybean 






JLCll L 


9 4 fi? ~~ 






End 


2680 








•pi on 0 






Score 


155 






P von q 


*i U J . • ^. J *± v , 


9464 9SQ9 


9 n 


..2590, 2578.. 2670, 2582.. 2680, 






9 fii 9679 














Qan Kin 

OC^< IN • 


46052 






Seq. ID 


OJ991109 01.0410 


• ^ x z> 




Gene No. 


97587 






Strand 


+ 






Start 


676 






End 


2687 






Name 


OJ991109 01 


.0410.C19.o2 


■ LilL 


Method 


TBLASTX: Maize 






O Lai L 


607 






End 


1376 






(IT 
\J X 


none 






Score 


119 








607. .720, 614. .721, 614 


7^6 

• • / JO 


, 788. .964 


, 833. .967, 1298. 


1366 






1300. .1368, 


1300. .1368, 


1 ^fl9 


..1376, 1302. .1373 






Co,-* Ha 


46052 






Seq. ID 


OJ991109_01.0410 


PI Q 




Gene No. 


97587 






Strand 


+ 






Start 


676 






End 


2687 






Name 


OJ991109 01 


.0410.C19.ol 


.gs 


Method 


GENSCAN 






Of- -a -y-f- 

O Lai L 


676 






End 


2687 






ot 


none 






Score 


.71 




r*^ ■ 




676. .720, 794. .963, 1300. .1366, 1727.. 


1915, 1997. .2184, 




w 




2380. .2515, 


2649. .2687 










f'fl 


Cp^ Kin 


46052 






Seq. ID 


OJ991109_01.0410 


-C19 


ri = 

3 iff 


Gene No. 


97587 






Strand 


+ 




i. ^ 


Start 


676 






End 


2687 - 




i . 5 


Name 


OJ991109 01 


.0410.C19.ol 


. tm 


Method 


TBLASTX: Maize 








1754 






End 


2294 






\J X 


none 






Score 


181 




1 u 




1754. .1915, 


1768. .1923, 


1769 


..1924, 1994. .2161, 1994. .2221, 


=, 

fl 




2067. .2219, 


2094. .2243, 


2235 


. .2294 








Seq. No. 


46052 






Seq. ID 


OJ991109_01.0410 


.C19 




Gene No. 


97587 






Strand 


+ 






Start 


676 ' 






End 


2687 




\J 


LNdiLitr 


OJ991109 01, 


.0410.C19.ol 


. ts 


Method 


TBLASTX: Soybean 




[ 1 


Of- o r-h 


2003 






End 


217 0 




• — 




none 






Score 


193 






rynn o 


20.03. .2170, 


2011. .2130 












Cpo Mo 
OC4. LM Vj • 


46053 ' 






Seq. ID 


OJ991109_01.0410 


.C20 




UCliC LN U • 


97588 






Strand 


+ 






Start 


1 






End 


2099 






Name 


OJ991109 01. 


.0410.C20.ol, 


.np 


Method 


AAT/NAP 








1 






End 


675 






0 X 


7438344 






Score 


194 






P 1 von c? 


1..374, 460, 


. .675 












OX UcbLlip . 


myb-related 


protein 1 - 


rice 


gi| 2605617 | dbj IBAA23337.1 | 


(D88617) 






0SMYB1 [Oryza sativa] 












Seq. No. 


46053 






Seq. ID 


OJ991109JD1.0410 


.C20 




Gene No. 


97588 






Strand 


+ 






Start 


1 






End 


2099 






Name 


OJ991109 01. 


,0410.C20.ol. 


. tw 


Method 


TBLASTX: Wheat 





47543 



Start 3 End 255 

GI none Score 145 

Exons 3. .116, 3. .53, 5. .118, 207. .254, 208. .255 

Seq. No. 46053 Seq. ID OJ991109_01 . 04 10 . C20 

Gene No. 97588 Strand + 

Start 1 End 2099 

Name OJ991109_01 . 0410 . C20 . ol . gs Method GENSCAN 

Start 24 End 2099 

GI none Score .71 

Exons 24. .115, 429. .580, 1123. .1333, 1946. .2099 



Seq. No. 


46054 




Seq. ID 


OJ991109_01.0410. 


.C21 


Gene No. 


97589 




Strand 






Start 


337 




End 


2251 




Name 


OJ991109 


01.0410.C21 


.ol.gs Method 


GENSCAN 




Start 


337 




End 


1972 




GI 


none 




Score 


. 69 




Exons 


337. .634, 


951. .1034, 


1284. .1477, 1598. 


.1714, 1807.. 1972 




Seq. No. 


46054 




Seq. ID 


OJ991109_01.0410, 


,C21 


Gene No. 


97589 




Strand 






Start 


337 




End • 


2251 




Name 


OJ991109 


01.0410.C21 


.ol.ts Method 


TBLASTX : Soybean 




Start 


341 




End 


2197 - 




GI 


none 




Score 


' 80- 




Exons 


341. .535, 


346. .549, 


359..S29, 361. .534 


, 562.. 627, 1108.. 


,1164, 



1295. .1369, 1368. .1484, 1379. .1474, 1622. .1714, 1632. .1709, 
1804. .1974, 1804. .1974, 2069. .2197, 2073. .2189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46054 Seq. ID 

97589 Strand 

337 End 

OJ991109_01.0410.C21.ol.np Method 

34 9 End 

6911866 Score 



OJ991109_01.0410.C21 

2251 
AAT/NAP 
2251 
1261 



349. .651, 953. .1001, 1070. .1201, 1284. .1477, 1598. .1714, 
1807.. 1972, 2070.. 2251 

(AL138 655 ) phosphatidylinositol-4 -phosphate 5-kinase-like 
protein [Arabidopsis thaliana] 



Seq. No. 46054 

Gene No. 97589 

Start 337 

Name OJ991109JD1 . 04 10 . C21 . ol . tc 

Start 352 

GI none 
Exons 



Seq. ID OJ991109_01.0410.C21 
Strand 

End 2251 

Method TBLASTX: Cress 

End 2251 

Score 80 



352. .534, 352. .537, 353. .538, 591. .647, 1115. .1201, 1120. .1200, 
1254. .1475, 1292. .1480, 1317. .1481, 1598. .1714, 1614. .1709, 
1804. .1956, 1804. .1974, 2069. .2251, 2072. .2224, 2073. .2243 



Seq. No. 46054 Seq. ID 

Gene No. 97589 Strand 

Start ' ' 337 End 

Name OJ991 109_0 1 . 04 10 . C2 1\ o2 . tm Method 

Start 353 End 

GI none . Score 



OJ991109_01.0410.C21 
2251 

TBLASTX: Maize 

615 

243 



47544 





LiAUllo 




JJJ. . DlJ 








O c Lj • LN O • 




Seq. ID 


OJ991109_01.0410 


P9 1 
. L-Z 1 




oclltr LNO. 


97589 


Strand 








Start 


337 


End 


2251 






Name 


OJ991109 01.0410.C21.ol.tw 


Method 


TBLASTX: Wheat 








401 


End 


1211 








none 


Score 


229 






Exons 


401.. 637, 402.. 638, 403.. 639, 


403. .639, 938. .973, 939.. 


QQ Q 

y O y , 






948. .989, 975. .1025, 979. .1032, 1105.. 


1200, 1110. .1211, 








11U 1 1 QQ 
III J • . II JO 










C rr M r>i 
OcCj. IN O . 


46054 


Seq. ID 


OJ991109_01.0410 


.C21 






97589 


Strand 








Start 


^7 


End 


2251 






Name 


HTQQi i no n i n^in P9i +-™ 

Ujy^llUj Ul.U4IU.L^1.01. LIU 


Method 


TBLASTX: Maize 






u Lai L 


_7 0 O 


End 


1719 






C T 


none 


Score 


74 






HiXOllo 


Q^fi in^7 i.nQ^ 'i9nn iriQd 

!?DD • . IUj / / 1U-7J..1ZUU, lUUft • • 


1201, 1119.. 1202, 1254.. 1478, 






1Z/O..1401, 1Z0:7..140U, IjIj . 


.1483, 1598. .1714, 1602. .1718, 






1606. .1719 










Seq. No. 


4 O U J 4 


Seq. ID 


OJ991109_01.0410 


po 1 

. uz 1 




Gene No. 


Q1CQQ 

y / joy 


Strand . 








C ■(- 3 y+- 

otdXt 


^^7 


End 


2251 






Name 


nTQQ1 1 HQ HI 041 H r"9T -f-m 
L/Ui7yXXUz? Ul.U1IU.LZl.OJi LIU 


Method 


TBLASTX: Maize 




i.i : 

hi 


O LalT l 


1 Of)/ — 
1 O U 4 


End 


2200 








none 


Score 


69 




rr§ 


Exons 


1804. .1974, 1807. .1956, 2069. 


.2200, 2070.. 2186 




. =5: 
VkF 


Seq. No. 


4 DU J J 


Seq. ID 


OJ991109_01.0410 


. Czz 


jj 


Gene No. 


Q7 R Qfl 


Strand 


+ 




: kf 


O Ldl L 


X 4 ft 


End 


241 




3: 


Name 


uuyyiiuy ui.u41u.lzz.oi.ljs 


Method 


GENSCAN 




f as. 


OUal L. 


1 A A 
14 4 


End 


241 






o I 


none 


Score 


.83 




: j 


Exons 


1 A A 9 A 1 
1 4 4 . . Z 4 1 










Seq. No. 


46055 


Seq. ID 


OJ991109_01.0410 


.C22 




Gene No. 


97591 


Strand 






F ^ 


O Lai L 


892 


End 


2989 






Name 


OJ991109 01.0410.C22.o2.gs 


Method 


GENSCAN 






O Lai L 


8 92 


End 


2989 








none 


Score 


. 63 






Exons 


892. .1046, 2593. .2775, 2905.. 


2989 








c on vi 
ocCJ. IN O . 


46056 


Seq. .ID 


OJ991109_01.0410 


.C23 




Gene No. 


97592 


Strand 


+ 






Start 


20335 


End 


23475 






Name 


OJ991109 01.0410.C23.o2.np 


Method 


AAT/NAP 






Of , >-+- 

jLdlL 


20335 


End 


23472 






GI 


7228456 


Score 


4451 






Exons 


20335. .23472 










GI Descrip . 


(AP001366) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46056 


Seq. ID 


OJ991109_01.0410. 


.C23 




Gene No. 


97592 


Strand 


+ 





47545 






20335 


End 


23475 






Name 


OJ991109 01.0410.C23.o6.gs 


Method 


GENSCAN 






otart 


20335 


End 


23475 






P T 


none 


Score 


.64 






Exons 


20335. .21399, 21486 .. 21595 , 21690 224 97 , 22555. 


O T/l "7 c; 




beq, jno . 


46056 


Seq. ID 


OJ991109_ 


n 1 n a i n 


POT 


bene no . 


97593 


Strand 








u Lai L. 


450 


End 


3416 






Name 


OJ991109 01.0410.C23.ol.np 


Method 


AAT/NAP 






Start 


450 


End 


3323 






P T 


6648208 


Score 


1675 






Exons 


450. .529, 625. .818, 914. .1030, 


1124 . . 


1289, 1388. 


. 1552, 






2252.. 3323 , 










GI Descrip. 


(AC013483) putative phosphatidylinositol-4-phosphate 5- 


Kinas e 




[Arabidopsis thaliana] 


• 








beq. NO. 


46056 


Seq. ID 


OJ991109 


01.0410 


POT 


Gene No. 


97593 


Strand 








Start 


450 


End 


3416 






Name 


OJ991109 01.0410.C23.ol.gs 


Method 


GENSCAN 






b tar ti 


450 


End 


3416 






C T 


none 


Score 


.71 






Exons 


450. .529, 625. .818, 914. .1030, 


1130. . 


1289, 2252. 


.2919, 






3042. .3416 










Seq. No. 


46056 


Seq. ID 


OJ991109_ 


01.0410 


.C23 


Gene No. 


97594 


Strand 








Of a >-+- 

b tart 


6837 


End 


9851 






Name 


OJ991109 01.0410.C23.o2.gs 


Method 


GENSCAN 






otart 


6837 


End 


9851 






P T 

bl 


none 


Score 


.5 






Exons 


6837. .6976, 7847. .8271, 9802.. 


9851 








Seq. No. 


46056 


Seq. ID 


OJ991109_ 


01.0410 


POT 

. C23 


Gene No. 


97594 


Strand 








Start 


6837 


End 


9851 






Name 


OJ991109 01.0410.C23.ol.gp 


Method 


AAT/GAP 






Start 


9292 


End 


9373 






GI 


38012 1.R1084 


Score 


101 






Exons 


9292. .9373 











GI Descrip. ' 4.097947/gb I U72255 | OSU72255 2.0e-23 Oryza sativa 



" beta-1 , 3-glucanase precursor (Gns9) gene, complete cds ? 



Seq. No. ■ 


46056 




Seq. ID 


OJ991109_01.0410. 


.C23 


Gene No. 


97595 




Strand 






Start 


15993 




End 


17872 




Name 


OJ991109 01.0410.C23, 


. o5 . gs 


Method 


GENSCAN 




Start 


15993 ' 




End 


17872 




GI 


none 




Score 


.65 




Exons 


15993. .16049, 16079. , 


. 16213, 


17160. .17257, 17785. .17872 




Seq. No. 


46056 




Seq. ID 


OJ991109_01.0410. 


■ C23 


Gene No.-' 


97596 




Strand 






Start 


24096 




End 


27966 




Name 


OJ991109 01.0410.C23. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


440 




End 


1147 





47546 






none 






Score 


131 


T7" v *~\ t"* c? 


440. .532, 451. .531, 624 


. .803, 


625. .819, 


654. .821, 719. .820, 






914. .1033, .918. .1031, 920. .1033, 943. .1050, 




1115. .1147 










Con Mn 
OGL] • 1NL> > 


46056 






Seq. ID 


OJ991109_01.0410.C23 


^ T"» ^ M /-N 


97596 






Strand 




o.idrt 


24096 






End 


27966 


Name 


OJ991109 01 


.0410.C23.ol 


. tc 


Method 


TBLASTX: Cress 


C -f- -3 r f 

O tdi X, 


451 






End 


3248 


Vjl 


none 






Score 


79 


Exons 


451. .531, 455. .556, 624 


. .803, 


658. .816, 


666. .821, 914. .1063, 




920. .1033, 


930.. 1070, 1100.. 1291, 1116. 


.1277, 1121. .1285, 




1387. .1554, 


1390. .1500, 


I _) _7 I . 


.1555, 2251. .2325, 2731. .2952, 




2731. .2952, 


2731. .2931, 


2812. 


.2952, 2834. .2956, 2843. .2947, 




2958. .3194, 


2958. .3068, 


2958. 


.3242, 2958. .3239, 2958. .3239, 




2968. .2991, 


3006. .3239, 


JU JO • 


.3237, 3067. .3207, 3067. .3237, 




3070. .3237, 


3144. .3248, 


ji " j i 


.3245, 3196. .3246 


Seq. No. 


46056 






Seq. ID 


OJ991109_01.0410.C23 


Gene No. 


97596 






Strand 




u Lai L 


24096 






End 


27966 


Name 


OJ991109 01 


.0410.C23.o3 


. ts . 


Method 


TBLASTX: Soybean 


OCal L 


454 






End 


830 




none 






Score 


79 


XT' "V /-\ t-» o 


454. .528, 455. .529, 631 


. . 0 U 4 , 


633. .803, 


660. .830 


Seq. No. 


46056 






Seq. ID 


OJ991109_01.0410.C23 


Gene No. 


97596 






Strand 




u Lai L 


24096 






End 


27966 


Name 


OJ991109 01 


.0410.C23.ol 


. L 5 


Method 


TBLASTX: Soybean 


O Lai L 


992 






End 


1551 


ul 


none 






Score 


55 


XT' v on c 


992. .1033, 


1100. .1291, ; 


1119. . 


1277, 1387 


'. .1551, 1391. . 1546 


Seq. No. 


46056 






Seq. ID 


OJ991109_01.0410.C23 


Gene No. 


97596 






Strand 




O Lai L 


24096 






End 


27966 


Name 


OJ991109 01 


. 0410.C23.o6 


. tm 


Method 


TBLASTX: Maize 


O L al L 


1148 






End 


1518 


O I 


none 






Score 


96 


T? v n Q 

Ij A. LJ i 1 0 


1148. .1291, 


1149. .1283, 


1387. 


.1482, 1387. .1518 


OCL]. IN O . 


46056 






Seq. ID 


OJ991109_01.0410.C23 


CI ono Nl o 
wtrlltr LNU. 


97596 






Strand 




Start 


24096 






End 


27966 


Name 


OJ991109 01 


.0410.C23.o2 


. ts 


Method 


TBLASTX : Soybean 


Of =i -r-h 


2710 ' . 






End 


3251 




none 






Score 


76 


Exons 


2710. .2844, 


2731. .2952, 


2737 . 


.2952, 2737.. 2895, 2842.. 2952, 




2843. .2950, 


2958. .3248, 


2958. 


.3239, 2979.. 3242, 2979.. 3188, 




3067. .3189, 


3067. .3243, 


3067. 


.3246, 3115.. 3237-, 3117.. 3251 


Seq. No. 


46056 






Seq. ID 


OJ991109_01. 0410.C23 


Gene No. 


97596 






Strand 




Start 


24096 






End 


27966 


Name 


OJ991109 01 


.0410.C23.o2, 


. tm 


Method 


TBLASTX: Maize 



47547 



Start 2731 ' End 3249 

GI none Score 64 

Exons 2731.. 2952, 2731.. 2901, 2809.. 2952, 2812.. 2952, 2828.. 2953, 

2834. .2950, 2837. .2950, 2840. .2950, 2958. .3242, 2958. .3179, 

2979.-3242, 3.061.. 3174, 3064.. 3249, 3064.. 3243, 3067.. 3240, 
3117. .3248 



JCvj. IN KJ . 








Seq. ID 


OJ991109_01.0410.C23 




' Q 7 S Q 6 " 






Strand 




O L. d J. L. 


*a V .7 O 






End 


27966 


Name 


D.TQQ1 1 HQ 01 


U 4 X U . 




Method 


TBLASTX: Wheat 


O L ci XT L- 


i / Jl 






End 


3243 


GI 


none 






Score 


40 


Exons 


2731. .2952, 


2731, 


..2922, 2737. 


.2952, 2828. .2947, 2842. .2952, 




2843. .2953, 


2848, 


..2952, 2958. 


.3242, 2958. .3194, 2958. .3239, 




2985. .3230, 


3054, 


,.3242, 3058. 


.3243, 3058. .3222, 3058. .3243, 




3061. .3195 










Seq. No. 


46056 






Seq. ID 


OJ991109_01.0410.C23 


Gene No. 


97596 






Strand 




Start 


24096 






End 


27966 


Name 


OJ991109 01. 


0410. 


,C23.o6. tw 


Method 


TBLASTX: Wheat 


Start 


21350 






End 


24710 


GI 


none 






Score 


77 


Exons 


21350. .21451 


, 24108. .24233, 2 


4112. .242 


34, 24400. .24708-, 




24420. .24710 


, 24427. .24705 







Seq. No. 46056 Seq. ID 

Gene No. 97596 Strand 

Start 24096- End 1 

Name OJ991109_01 .0410. C23 . o7 . gs Method 

Start 24096 End 

GI none Score 

Exons 24096. .25616, 25714.. 27642 



OJ991109_01.0410.C23 

27966 
GENSCAN 
27642 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46056 Seq. ID OJ991109_01 . 04 10 . C23 

97596 Strand 

24096 ■ End 27966 

OJ991109_01.0410.C23.o3.np Method AAT/NAP 

24099 End 27966 

7228457 Score 5588 

24099. .25649, 25714 .. 2 6865, 26988 27 966 ■ 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 


4 6056 


Seq. ID 


OJ991109_01'.0410 


.C23 


Gene No. 


97596 


Strand 






Start 


24096 


End 


27966 




Name 


OJ991109 01.0410.C23.o3.tw 


Method 


TBLASTX: Wheat 




Start 


24711 


End 


25092 




GI 


none 


Score 


173 




Exons- 


24711. .25091, 24742. .24990, 


24750. .25088, 25036.. 25092 




Seq. No. 


46056 


Seq. ID 


OJ991109_01.0410 


.C23 


Gene No. 


97596 


Strand 






Start 


24096 


End 


27966 





47548 




Name 


OJ991109 01.0410.C23 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24897 






End 


25229 




GI 


none 






Score 


97 




L_l A Vh/ liu 


24897. 


.25109, 24906. 


. 25229, 


24919. .25212 






46056 






Seq. ID 


OJ991109_01.0410 




Gene No. 


97596 






Strand 






Start 


24096 






End 


27966 




Name 


OJ991109 01.0410.C23 


. o4 . tw 


Method 


TBLASTX; Wheat 




Start 


25735 






End 


26193 






none 






Score 


86 




Pvnn c 

i-J \J 1 1 o 


25735. 


.25884, 25736. 


. 25873, 


25918. .26169, 25919 26104 , 






25972. 


.26193 










Seq. No. 


46056 






OCLJ . J. U 


O.TQQ1 1 OQ 01 0410 


.C23 


Gene No. 


97596 






jLi allU 






Start 


24096 








91 Qfifi 

£- 1 Zf \J D 




LN ClillC 


OJ991109 01.0410.C23 




Mat" hnH 


i uiirtu l A . ouyucai i 




Start 


26794 






End 


27165 




GI 


none 






Score 


90 






26794. 


.27165, 27005. 


.27148 








Seq. No. 


46056 








O.TQQ1 1 OQ 01 0410 

UU _? X J. U _7 UI.U4XU. 


.C23 


Gene No. 


. 97596 






Of- ranr l 






Start 


24096 . 






End 


91 Qfifi 




Name 


OJ991109 01.0410.C23 


. Ul • L, W 


Mat" 


TRT A^TY • Whppt 
I o lirio 1 A • VV i 1 1; d. L 




Start 


26824 






End 


27244 




GI 


none 






Score 


304 




Vynn 


26824. 


.27243, 26831. 


. 27244 








Seq. No. 


46056 








D.TQQ1 1 OQ 01 0410 

\JU Zs Z/ ± ±\J ZJ UI • U1IU i 


.C23 


Gene No. 


97596 






O LI dilLL 






Start 


24096 






Hi I iU. 






Name 


OJ991109 01.0410.C23 


t m 


lit: LiiUU 


TRT A9TY • M=i i 7P 

1 DJjxt.O 1A. L v JcL lie 




Start 


26917 






End 


27301 




GI 


none 






Score 


230 




Pvon ^ 

i—i V*/ 11 J 


26917. 


.27300, 26936. 


. 27301 








Seq. No. 


46056 






Seq. ID 


OJ991109_01.0410. 


.C23 


Gene No. 


97596 






Strand 






Start 


24096 






End 


27966 




Name 


OJ991109 01.0410.C23 


. Oj • Lin 


Method 


TBLASTX; Maize 




Start 


27328 






End 


' 27648 




GI 


none 






Score 


177 




tt, von 


27328. 


.27648, 27338. 


• <£. f \J x z? 








Seq. No. 


46056 






Seq. ID 


OJ991109_01.0410. 


X23 


Gene No. 


97596 






Strand 






Start 


24096 






End 


27966 




Name 


OJ991109 01.0410.C23 


r\9 t ur 


Method 


TBLASTX: Wheat 




O Lai L 


27352 






End 


27645 




GI 


none 






Score 


150 




Exons 


27352. 


.27645, m 27358. 


.27618, 


27359.. 27619 




Seq. No. 


46057 






Seq. ID 


OJ991019_19.0306. 


CI 


Gene No. 


97597 






Strand 


+ 




Start 


161 






End 


1685 





47549 



Name 

Start 

GI 

Exons 



OJ991019_19 . 0306 . CI . o2 . tm Method TBLASTX : Maize 

145 End 699 

none Score 71 

145. .255, 175. .258, 191. .301, 283. .381, 287. .379, 386. .439, 
598. .699 



Seq. No. 46057 Seq. ID 

Gene No.' 97597 Strand 

Start 161 End 

Name OJ991019_19 . 0306 . CI . ol . np Method 

Start - 161 End 

GI 3850588 Score 

Exons 161.. 438, 600.. 787, 1392.. 1685 

GI Descrip. (AC005278) Contains similarity to gb|AB011110 KIAA0538 pro.tein 
from Homo sapiens brain and to phospholipid-binding domain C2 
PF| 00168. ESTs gb|AA585988 and gb|T04384 come from this gene. 
[Arabidopsis thaliana] 



OJ991019_19..0306.C1 
+ 

1685 
AAT/NAP 
1685 
481 





O t? ^ • IN ■ 


4 60S7 






Seq. ID 


OJ991019JL9.0306 




VJCllC Vi\J . 


Q7 SQ7 






Strand 


+ 






1 fil 

X\J JL 






End 


1685 




TvJ rn (Zi 
In dillc 


D.TQQ1 01 Q 

\JkJ _7 _7 ± \J ± 73 




ol.ts 


Method 


TBLASTX : Soybean 




C-|- a r +- 


1 7 S ~~ 






End 


439 






none 






Score 


65 




Exons 


175. .258, 


175. .387, 


191. .43? 










46057 






Seq. ID 


OJ991019_19.0306 






97597 






Strand 


+ 




Of- -a -y-+- 


161 






End 


1685 




Name 


OJ991019 


19. 0306. CI. 


ol . gs 


Method 


GENSCAN 


w 




176 






End 


1645 


f LJ 




none 






Score 


.73 


5: 


Exons 


176. .390, 


600. .768, 


833. .898, 


1373. .1645 




Seq. No. 


46057 






Seq. ID 


OJ991019_19.0306 




Gene No. 


97597 






Strand 


+ 




Start 


161 






End 


1685 




Name 


OJ991019 


19. 0306. CI. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


598 






End 


1570 




GI 


none 






Score 


•70 




Exons 


598. .726, 


1328. . 1570 


i, 1390.. 1569 






Seq. No. 


'46057 






Seq. ID 


OJ99101'9_19.0'306 




Gene No. 


97597 






Strand 


+ 




Start 


161 






End 


1685 




Name 


OJ991019 


19. 0306. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1381 






End 


1648 




GI 


none 






Score 


227 




Exons 


1381. .1512, 1382. .1648, 1534.. 


1641 






Seq. No. 


46058 






Seq. ID 


OJ991019_19.0306 




Gene No. 


97598 






Strand 


+ 




■ Start 


266 






End 


5415 




Name 


OJ991019 


19. 0306. C2. 


ol . gs 


Method 


GENSCAN 




Start 


266 






End 


4388 




GI 


none 






Score 


.55 




Exons 


266. .416, 


648. .787, 


813. .1000, 


1528. .1921, 1993. .2115, 



47550 



Seq. No. 
Gene -#Jp-,. 
Start *" 
Name 
Start 
GI 

Exons 

GI Descrip. 



2211. .2359, 3740. .4388 

46058 Seq. ID 

97598 „. Strand . 

266 End 

OJ991019_19.0306.C2.ol.np Method 

2232 End 

7486222 Score 



OJ991019_19.0306.C2 
+ 

5415 
AAT/NAP 
5415 
384 



2232. .2359, 3497. .4229, 5347. .5415 

hypothetical protein F27B13.120 - Arabidopsis thaliana 
gi|4914412|emb|CAB43663.1| (AL050352) putative protein 
[Arabidopsis thaliana] gi | 7269887 | emb| CAB7 974 6. 1 | (AL161575) 
putative protein [Arabidopsis thaliana] 



Seq. No. 46058 Seq. ID 

Gene No. 97598 Strand 

Start 266 End 

Name OJ991019JL9 . 0306 . C2 . o2 . gp Method 

Start 3616 End 

GI 52346__1.R1084 Score 

Exons 3616.. 3663, 3740.. 4308 

GI Descrip. ? 1871526/emb | CAA57523 | 7.0e-38 (X81997) leucine-rich-repeat 
protein [Helianthus annuus] ' 



OJ991019_19.0306.C2 
+ 

5415 
AAT/GAP 
4308 
1185 





Seq. No. • 


46058 




Seg. ID 


OJ991019_ 


19.0306 


ffj 


Gene No. 


97599 




Strand 


+ 




St.: : 


Start 


10080 




End 


18793 




r ~= 


Name 


OJ991019 19.0306.C2. 


o3 . gs 


Method 


GEN SCAN 




ij 


Start 


10080 




End 


18793 




GI 


none 




Score 


.59 






Exons 


10080. .10486, 13878. 


.14024, 


14125. .14194, 14302. 


.14961, 






15062. .15502, 15612. 


.16096, 


17717. .17759, 18398. 


.18526, 


a 




18626. .18793 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



46058 Seq. ID 

97599 Strand 

10080 End 

OJ991019_19.0306.C2.o3.np Method 

13966 End 

6553905 Score 



OJ9-91019_19.0306.C2 
+ 

18793 
AAT/NAP 
16157 
1082 



13966. .14024, 14 125 .. 14 194 , 14284 .. 15502 , 15612. .16157 
(AC012563) unknown protein [Arabidopsis thaliana] 



46058 Seq. ID 

97600 Strand 
30915 End 
OJ991019_19.0306.C2.o5.gp Method ' 

30915 End 
40260_1.R1084 Score 
30915. .31539 

, 6016720/gb|AAF01546.1|AC009325_16 2.0e-35 (AC009325 
hypothetical protein [Arabidopsis thaliana] ' 



OJ991019_19.0306.C2 
+ 

31539 . 
AAT/GAP 
31539 
1238 



46058 Seq. ID 

97601 Strand 

50356 End 

OJ991019_19.0306.C2.ol0.np Method 



OJ991019_19.0306.C2 
+ 

54392 
AAT/NAP 



47551 



Start 


50350 




End 


53814 


GI 


118124 




Score 


100 


Exons 


50350. 50446- 51930 


. .52074, 


53780. .53814 




CYSTEINE PROTFTNA^E 


EP-B 4 


PRECURSOR gi | 82386 Ipir | | JQ1110 




pv^t" p inp nrnt"pi ns^p 


(EC 3.4 


.22.-) EP-B 


4 precursor - barley 




ailll46118 (U19384} 


cysteine proteinase EPB2 precursor [Horde 1 




vulaare 1 








Seq. No. 


46058 




Seq. ID 


OJ991019_19.0306.C2 


Gene No. 


97601 




Strand 


+ 


Start 


50356 




End 


54392 


Name 


OJ991019 19 0306 C2 


. o9 . gs 


Method 


GENSCAN 


Start 


50356 ~ 
*j \j *j \j 


End 


52291 


GI 


none 




Score 


.87 


Exons 


50356 50656 51007 


. .51090, 


51909. .52291 




4 6058 




Seq. ID 


OJ991019_19.0306.C2 


Gene No . 


97601 




Strand 


+ 


Start 


50356 ■ 




End' 


54392 


Name 


OJ991019 19. 0306. C2 . 


. o9 . gp 


Method 


AAT/GAP 


Start 


53175 


End 


53864 


GI 


36126 1.R1084 




Score 


1136 




53175. .53864 








GT Dpsrr i o 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


09.Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 


■ j .. 


Seq. No. 


46058 




Seq. ID 


OJ991019_19.0306.C2- 


Gene No. 


97601 




Strand 


+ 


Start 


50356 




End 


54392 


Name 


OJ991019 19. 0306. C2, 


. olO . gs 


Method 


GENSCAN 


Start 


53369 




End 


54392 


GI 


none 




Score 


.87 


Exon s 


53369. .53507, 53821. 


, .54392 






Sea No 


46058 




Seq. ID 


OJ991019_19.0306.C2 


Gene No . 


97601 ' 




Strand 


+ 


Start 


50356 




End 


54392 


Name 


OJ991019 19. 0306. C2. 


. oil . np 


Method 


AAT/NAP 


Start 


53821 


End 


54279 


GI 


100210 




Score 


109 


Ex on s 


53821. .54279 








GI DescriD 


extensin precursor ( 


[clone Tom L-4) - tomato gi 1170444 (M76671; 




extensin (class II) 


[Lycopersicon esculentum] 


Seq. No. 


46058 




. Seq. ID, 


OJ991019_19.0306.C2 ' 


Gene No. 


97602 




Strand 




Start 


525 




End 


682 


Name 


OJ991019 19. 030(5. C2. 


ol.gp 


Method 


AAT/GAP 


Start 


525 




End 


682 


GI 


3106956 




Score 


276 


Ex on «=; 


525. .682 








Seq. No. 


,46058 




Seq. ID 


OJ991019_19.0306.C2 


Gene No. 


''"97603 




Strand. 




Start 


4431 




End 


9387 


Name 


OJ991019 19. 0306. C2 . 


o2 .np 


Method 


AAT/NAP 


Start 


4431 


End 


8441 



47552 



GI 7452446 Score 671 

Exons 4431.. 4529, 5442.. 5722, 5774.. 5902, 6112.. 6395, 6497.. 6679, 

6730. .6919, 7027. .7120, 7364. .7478, 7572. .7641, 7786. .8441 

GI Descrip. hypothetical protein F22K18.110 - Arabidopsis thaliana 
gi | 4220521 | emb | CAA22994 . 1| (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269320 I emb | CAB7 9379 . 1 1 (AL161562) 
putative protein [Arabidopsis thaliana] 





^prr No 


46058 




Seq. ID 


o.TQcn m q i q n^nfi C9 

UU ^ 71 Ul 7 X _? . U — )l/U . Li, 






Q7 fin? 




Strand 






91- a. rt - 

O U Ct i- u 


4 431 




End 


9387 




Name 


OJ991019 19.0306.C2.o3 


• gp 


Method 


AAT/GAP 




Start 


5001 




End 


5351 




GI 


1 1M 9 1 R1 0fi4 




Score 


706 




Exons 


JUUl • , J JJ1 










Fits Q O V 1 O 
\J X UCOtil^i 


1 fim S4 ?7 /Hhn IARnnfl119 


1IAB008112 l.Oe- 


10 Homo sapiens PEX1 
















Con Mn 


4fin^R 




Seq. ID 


OJ991019_19.0306.C2 






Q7 fin? 




Strand 






O LCII L. 


4 4 ?1 

1 1 -J X 




End 


9387 




Name 


OJ991019 19.0306.C2.o2 


.gs 


Method 


GENSCAN 




Start 


5203 




End 


9387 


i .J 


GI 


none 




Score 


.74 




HiAUlJo 


S9n? S^SI R?Q4 R4?fi 


^449 


. .5627, ■ 5705. .5857, 6030. ..6155, 






6946 6470 fi4Q7 fi70Q 


fift n^ 


..6919, 7027. .8408, 9325. .9387 




Cprr No 

O C vJ • LN {J • 


4 finSR 




Seq. ID 


OJ991019_19.0306.C2 




fZono Mo 
kJCllC 1NO ■ 


Q7 fin ? 




Strand 




as. 


Start 


4431 




End 


9387 




Name 


OJ991019 19.0306.C2.o4 


.gp 


Method 


AAT/GAP 










End 


6614 


= 


(IT 


T.TR?4?4-n41 - PI -PT1 -F^ 
XJX.DO'iOfi U x xx I\x HjJ 




Score 


869 




Ej W 1 1 o 


RQ1 ? fil fi94fi -fi^QR 


fi4 Q7 


. .6614 








1 4 9 9n S91 /ainh 1 PAA9 9QQ4 1 


l.Oe- 


21 (AL035356) putative protein 


% 4 




T flyalri Hon qtg f ha 1 i ana 1 
LniaJjiUU^oio L.ila.XXailcl J 








\ J 


Seq. No. 


46058 




Seq. ID 


OJ991019_19.0306.C2 


f ^ 


Gene No. 


97604 




Strand 




t3 


C4- r +- 


X 27 C. O J 




End 


19774 




Name 


OTQQ1 fl 1 Q 1 Q n^fl^ P9 r\A 
\JOyy±KJ±y 1 Z7 . U jU D . l/Z . Of! 


.gs 


Method 


GENSCAN 




OLdi L 


1 Q9RQ ~ 
x _7^ O .7 




End 


19774 




GI 


none 




Score 


.87 




Exons 


19289. .19774 










Seq. No. 


46058 




Seq. ID 


OJ991019_19.0306.C2 




Gene No. 


97605 




Strand 






Start 


21083 




- End 


24551 




Name 


OJ991019 19.0306.C2.o5 


.gs 


Method 


GENSCAN 




Start 


21083 




End 


22681 




GI 


none 




Score 


1 




Exons 


21083. .22681 










Seq. No. 


46058 




Seq. ID 


OJ991019_19.'0306.C2 




Gene No. 


97605 




Strand 






Start 


21083 




End 


24551 




Name 


OJ991019 19.0306.C2.o4 


.np 


Method 


AAT/NAP 



47553 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21119 End 24006 

4335729 Score 926 

21119. .22373, 23951. .24006 

(AC006248) putative salt-inducible protein [Arabidopsis 
thaliana] 



46058 Seq. ID 

97605 ■ Strand 

21083 End 

OJ991019_19.0306.C2.o5.np Method 

22657 End 

6560767 Score 



OJ991019_19.0306.C2 

24551 
AAT/NAP 
24551 
346 



22657. .22691, 23900 .. 24248 , 24344. .24551 
(AC010155) F3M18.9 [Arabidopsis thaliana] 



46058 Seq. ID 

97606 Strand 

2 9228 End 

OJ991019_19.0306.C2.o6.np Method 

29228 ' End 

5852093 Score 
29228. .29450, 30609. .30726 
(AL117264) zwhl6.1 [Oryza sativa] 



OJ991019_19.0306.C2 

30726 
AAT/NAP 
30726 
66 



OJ991019 19. 0306. C2 



46058 Seq. ID _ 

97607 " Strand 

31332 End 55381 

OJ991019_19 . 0306 . C2 . o7 . np Method AAT/NAP 

31332 End 33631 

4850383 Score 1485 

31332. .32413, 33550.. 33631 

(AC007357) Contains similarity to gi 14417304 F15011.7 putative 
beta-1, 4 -mannosyl-glycoprotein 

beta-1, 4-N-acetylglucosaminyltransf erase from Arabidopsis 
thaliana BAC gb|AC00644 6. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46058 
97607 
31332 

OJ991019 19.0306.C2.o6.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991019 19. 0306. C2 



55381 
AAT/GAP 
31872 
689 



31457 
701393 
31457. .31872 

6016720/gb| AAF0154 6. 1 |AC009325_16 2.0e-35 (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

46058 ■; Seq. ID OJ9?1019_19 . 0306 . C2 

97607 ' Strand- - 

31332 End 55381 

OJ991019_19 . 0306 . C2 . o7 . gp. Method AAT/GAP 

32169 End • • 33955 

29813_1.R1084 Score 1228 

32169. .32429, 33563.. 33955 

'6016720'/gb|AAF01546.1|AC009325_16 1.0e-29 (AC009325) 
hypothetical protein [Arabidopsis thaliana] f 



Seq. No. 



46058 



Seq. ID OJ991019_19.0306.C2 



47554 





fjpnp Mn 


97607 




Strand 






Start 


31332 




End 


55381 




Name 


OJ991019 19 


.0306.C2.o8.np 


Method 


AAT/NAP 




Start 


33721 




End 


512-75 




GI 


7442091 




Score 


110 




T* 1 YAfl Q 

Hj aUI Is 


33721. .33927, 42231 .. 42375, 


50509. .50598, 51066. .51275 




OX jLI -'-ir ' 


proline-rich protein F25E4.50 - Arabidopsis thaliana- 






gi|7321040| 


emb|CAB82148.1 | (AL050399) 


putative proline-rich 






protein [Arabidopsis thaliana] 






Q £s rr \7 r\ 

oeq. in o . 


46058 




Seq. ID 


OJ991019_19.0306.C2 




O CI It; LNU . 


97607 




Strand 






Start 


31332 




End 


55381 




Name 


OJ991019 19 


.0306.C2.o9.np 


Method 


AAT/NAP 




OLdl L 


39307 




End 


55381 




O X 


7106516 




Score 


143 




Hj A (J I Io 


■39307. .39325, 42169 .. 42293, 


4 7577. .47754, 4 8505 .. 4 8 631 , 






55361. .55381 








(IT DpQpri n 


(AP001278) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


46058 




Seq. ID 


OJ991019_19.0306.C2 




Gene No. 


97607 




Strand 








31332 




End 


55381 


t ~~l 


Name 


OJ991019 19 


.0306.C2.o7.gs 


Method 


GENSCAN 


w 




42044 




End 


42397 




\j X 


none 




Score 


.59 




XjXOIIo 


42044. .42397 








Q orr Kin 


46058 




Seq. ID 


OJ991019_19.0306.C2 




Cpnp Mn 


97607 




Strand 






Start 


31332 




End 


55381 




Name 


OJ991019 19 


.0306.C2.olO.gp 


Method 


AAT/GAP 


i y 


Start 


54023 




End 


54449 




o x 


58838 1.R10: 


84 


Score 


823 




Hi A i O 


54023. .54449 










'5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 


f ™ 




sativa] 1 








u 


Seq. No. 


46058 




Seq. ID 


OJ991019_19.0306.C2 


*-s? 


Gene No. 


97608 




Strand 






Start 


55353 




End 


56752 




Name 


OJ991019 19 


.0306.C2.o8.tm 


Method 


TBLASTX: Maize 




Cfa r f 
OLdlL 


1655 




End 


1846 




o x 


none 




Score 


105 






1655. .1735, 


1657.. 1728, 1753 


. .1845, 1754. . 1846 




C parr KIo 


46058 




Seq. ID 


'OJ991019_19-.0306.C2 




O CI I G LvKJ m 


97608 




Strand 






o u a X L. 


55353 




End 


56752 




ln dint: 


OJ991019 19 


.0306.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


2247 




End 


4392 




GI 


none 




Score 


35 




Exons 


2247. .2267, 


2247. .2297, 2301 


..2360, 2306.. 2365, 2315.. 2362, 






3462. .3539, 


3491.. 3634, 3497 


..3637, 3500. .3652, 3530. .3652, 






3560. .3658, 


3569. .3652, 3627 


..3674, 3629.-3664, 3729. .3800, 






3731. .4234, 


3732.. 4088, 3738 


..4265, 3739. .4269, 3739. .4242, 






3990. .4142, 


4209.. 4343, 4277 


..4342, 4341. .4388, 4345. .4392 



••47555 




Seq. No. 


46058 








Seq. ID 


OJ991019 


'_19.0306.C2 


Gene No. 


97608 








Strand 






OLdlt 


J J J J j 








End 


56752 




Name 


Pi TQQ1 01 Q 1 Q 


. UjUD . 


P9 
> UZ . O J . 


L. S 


Method 


TBLASTX: 


Soybean 


Q+- o r-4- 
OLal U 


J.J DU 








End 


4415 




P T 


none 








Score 


69 






JJDU . • JUJO/ 


JO 34 ■ 


4 9 S 

. ■ *i ^. J O / 


J O j J . 


. .4152, 4118. .4234, 


4977 d"^^^ 

4Z//« .4JJJ 




A 97R 4^77 


1 JJU . 


A A 1 R 
. . 4 4 X J 










o e q . NO. 


4 DU jo 








Seq. ID 


OJ991019 


UjUD. L-Z 


bene ino . 


^ / DUO 








Strand 






Of 3 y~4- 


c c or 

J J J J J 








End 


56752 




Name 


OJ991019 19 


.0306. 


,C2.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5438 








End 


8132 




P T 


none 








Score 


65 




TT 1 a 


j 4 j o . . j j 4 j , 


J 4 4 U . 


■ J J _7 0 , 


R A A 1 


,.5599, 5442. .5600, 


j4j±. . jDUU 




R 4 Qfl ^^0,7 
J*l !?U . . JJ5 / / 


DUjj. 


£1 £7 
. DID / / 


OZ 4 Z . 


.6397, 6243. ;6398, 


0Z4J. .D1U1 




£ 4 Q 4 £ 7 fl £ 
04:?4..0/UO, 


DjUI » 


fi £R £ 
. DDOD/ 


0 O J. 4 . 


, .6918, 6815. .6916, 


7AOQ 71/Ic: 

/uzy. . / no 




7nT"5 714 6 
/Ujj. . / X 4 O , 


7 n £7 


717 7 


7 R £7 
/ O D / . 


.7893, 7920.. 7970, 


7Q99 1 QQ A 




7QQR R 1 *3 9 


ouiu . 


• 0 Ujj 










Seq. No. 


46058 








Seq. ID 


OJ991019 


_19.0306.C2 


Gene No. 


97608 








Strand 






o _c ar u 


c c o c o 
JJJJJ / 








End 


5 6752 




Name 


ATQQ1 fll Q 1 Q 


,UjUD. 


P9 "3 

. O j . 


tc 


. Method 


TBLASTX: 


Cress 


o car l 


C /I /l 1 
0 4 4 1 








End 


6650 




P T 


none 








Score 


81 




HjXorio 


J 4 4 J_ . . jOUZ r 


^A A 9 
j 4 4 Z . 


. JDU J; 


R il £9 
j 4 DZ . 


.5548, 5469.. 5*603, 


£9^1 cyi ni 
DZjI. . 04U1, 




con ^^r £ 

OZ 4 j . . OjOD/ 


£/l Q/1 
0 4 . 


. 0 04 :7 , 


DjUU . 


.6643, 6525.. 6650 




Seq. No. 


46058 








Seq. ID 


OJ991019 


_19.0306.C2 


Gene No. 


97608 








Strand 






OldlL 










End 


56752 




Name 


PiTQQIPllQ 1 Q 


n ^ n £ 

. UjUD. 


P9 r>> 9 
UZ . OZ . 


I- S 


Method 


TBLASTX: 


Soybean 




R A R 1 

J 4 O ± 








End 


7130 




P T 


none 








Score 


81 




XL ALU lo 


R4R1 R^n^ 


J40 1 • 


. JOIZ, 


DUjj . 


.6119, 6231. .6401, 


OZ44. , DjjD, 




01 . . 0 O j 0 , 


D4 :?4 . 


. D / 1 O , 




.6719, 6838. .6918, 


/ U JZ . . / 1 JU 


Seq. No. 


46058 








Seq. ID 


OJ991019 


_19.0306.C2 




Q7 £f)Q 
y / DUO 








Strand 








c c o c "5 . 
JJJJJ 








End 


56752 




Name 


PTQQiniQ 1 Q 


UJUD. 


PO Q 

uz . oy . 


cm 


Method 


TBLASTX: 


Mai ze 




fl 1 £n 

0 1 DU 








End 


8414 




P T 


none 








Score 


110 




Exons 


q i £n r on a 
olOU. . o ZU 4 , 


olDD . 


. 04 1 4 , 


. O Z DO . 


.8414 






Seq. No. 


46058 








Seq. ID 


OJ991019 


_19.0306.C2 


Gene No . 


97608 








Strand 






Start 


55353 








End 


56752 




Name 


OJ991019 19. 


0306. 


C2.o4 . 


tc 


Method 


TBLASTX:' 


Cress 


Start 


13960 








End 


14 5J8.9 ' . 




GI 


none 








Score 


7 0" V * 




Exons 


13960. .14025, 14275 14334 , 14353 14505, 14527 


. .14589 


Seq. No. 


46058 








Seq. ID 


OJ991019 


_19.0306.C2 



47556 



Gene No. 97608 Strand 

Start 55353 End 

Name OJ991019_19 . 0306 . C2 . 06 . ts Method 

Start 14236 End 

GI none Score 

Exons 14236. . 14340, 14353 14 637 , 14397.. 14588 



56752 

TBLASTX: Soybean 
14637 
41 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0306 . C2 . 06 . tm 

Start 14272 

GI none 

Exons 14272. .14589, 14400.. 14576 



Seq. ID OJ991019_19.0306.C2 
* Strand 

End 56752 

Method TBLASTX: Maize 

End 14589 

Score 262 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0,306 . C2 . o2 . tw 

Start 14332 

GI none 

Exons 14332. .14634, 14400.. 14615 



Seq. ID OJ991019_19.0306.C2 
Strand 

.End"' * 56752 

Method TBLASTX : Wheat 

End 14634 

Score 245 



Seq. No. 46058 . 

Gene No. 97 608 . , 

Start 55353 

Name OJ991019_19 . 0306 . C2 . o4 . tm 

Start 14806 

GI none 

Exons 14806. 

14935. 



,14865, 14812. 
,15027, 14984. 
15091. .15303, 15131. 



,14874, 
,15028, 
,15301, 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 

Method TBLASTX: Maize 

End 15303 

Score 75 
14813. .14872, 14 934 .. 15026, 
15004. .15126, 15023. .15130, 
15199. .15303 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0306 . C2 . o7 . tm 

'Start . 15314 

GI none 

Exons 15314. .15388, 15392 '.. 15502, 
15615. .15755, 15630. .15758 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 
Method TBLASTX : Mai ze 
End ' 15758 " 

Score 54 
154 06. . 15504, 15602. . 15700, 



Seq. No. '46058 

Gene No. 97608 

.Start 55353 

Name OJ991019_19 . 0306 . C2 , 

Start 15386 

GI none 

Exons 15386. . 15502, 15421, 
15621. .15749 



08 .ts 



Seq. ' ID ' OJ99101 9_19 . 0306 . C2 
Strand 

End . 56752. 

Method TBLASTX : Soybean 

End 15830 

Score 93 



.154 98, 15602. .15703, .15612. .15830, 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0306 . C2 . o5 . tc 

Start 15428 

GI none 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 , . 

Method TBLASTX : Cress 

End 15779 

Score 70 



47557 





















Exons 


15428. 


.15502, 


15615. 


. 15767, 


15663. 


.15779 






Seq. No. 


46058 








Seq. 


ID OJ991019 


19.0306 


Gene No. 


97608 








Strand 






Start 


55353 








End 


56752 




Name 


OJ991019 19. 0306. C2. 


o2 . tc 


Method TBLASTX : Cress 


Start 


21144 








End 


.22324 




GI 


none 








Score 75 






Exons 


21144 . 


.21344, 


21149. 


.21337, 


21152. 


.21517, 


21152. 


.21451, 




21153. 


.21458, 


21228. 


.21335, 


21230. 


.21445, 


21249. 


.21509, 




21252. 


.21614, 


21257. 


.21631, 


21335. 


.21550, 


21359. 


.21724, 




21363. 


.21764, 


21428. 


.21640, 


21467. 


.21817, 


21533. 


.21745, 




21560. 


.21976, 


21572. 


.21898, 


21615. 


.21917, 


21650. 


.21859, 




21680. 


.22036, 


21681. 


.22031, 


21743. 


.21970, 


21782. 


.22048, 




21848. , 


.22033, 


21881. 


.22054, 


22031. 


.22135, 


22040. 


.22135, 




22073. , 


.22171, 


22145. 


.22243, 


22154 . 


.22243, 


22178. 


.22267, 




22184. , 


.22264, 


22232. 


.22324, 


22244 . 


.22324 







Seq. No. 46058 
Gene No. 97608 
Start 55353 

Name OJ991019_19 . 0306 . C2 . o4 . ts 

Start 21152 
GI none 

Exons 21152. .21910, 21152 .. 21520, 

21173. .22144, 21188 .. 21352, 
21363. .21719, 21521 .. 21691, 
22037. .22246, 22037 .. 2212 9, 
22247. .22324 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 

Method TBLASTX : Soybean 

End 22324 

Score 107 
21153. .21503, 21158. .21613, 
21311. .21484, 21363. .21881, 
21576. .21863, 217 91 22048 , 
22145. .22270, 22145 .. 2224 6, 



Seq. No. 46058 Seq. ID 

Gene No. 97608 Strand 

Start 55353 End 

Name OJ991019_19 . 0306 . C2 . o5 . tm Method 

Start 21159 End 

GI none Score 

Exons 21159. .21350, 21204 .; 214 55 , 

21407. .21670', 2 1512 .. 21775, 

21722. .21982, 21962 .. 22042, 



OJ991019_19.0306.C2 
56752 

TBLASTX: Maize 
22246 
76 

21206. .21454, 21311 .. 21559, . 
21519. .21770, 21617. .21874, 
22148. .22246 



Seq. No. 46058 Seq. ID 

Gene No. 97608 Strand 

Start 55353 ' ' End 

Name OJ991019_19 . 0306 . C2 . o5 . ts Method 

Start 24029 End 

GI none Score 

Exons 24029. .24109, 24 103 .. 24 180, 24157. 

24339. .24533, 24342 .. 24530,. 25043. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991019_19.0306.C2 
56752 

TBLASTX: Soybean 
25099 
75 

.24255, 24164 . .24262, 
.25099 



46058 Seq. ID 

97608 Strand 

55353 End 

OJ991019_19.0306.C2.ol.tm Method 

31201 End 

none Score 



OJ991019_19.0306.C2 
56752 

TBLASTX: Maize 
32424 - 
1278 



31201. .31254, 31329. .32423, 31333. .32424 



47558 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0306 . C2 . ol . tw 

Start 31323 

GI none 
Exons 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 

Method TBLASTX : Wheat 

End 31719 

Score 361 



31323. .31715, 31329 .. 31715, 31330. .31719 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0306 . C2 . ol . ts 

Start 31335 

GI none 
Exons 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 

Method TBLASTX : Soybean 

End 32198 

Score 704 



31335. .32192, 31339 .. 32190, 31341. .32198 



Seq. No. 46058. ■ 

Gene No. 97608 
Start * 55353 

Name OJ991019JL9 . 0306 . C2 . ol . tc 

Start 31621 

GI none 

Exons 31621. .32079, 31623.. 32087 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 5 6752 

Method TBLASTX : Cress 

End 32087 

Score 401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6058- 
97608 
55353 

OJ991019_19.0306.C2.o7.ts 

32199 

none 



Seq. ID OJ991019_19.0306.C2 
Strand 

End 56752 

Method TBLASTX: Soybean 

End 32427 

Score 85 



32199. .32336, 32199 .. 32423, 32200.. 32427 



Seq. No. 46058 

Gene No. 97608 

Start 55353 

Name OJ991019_19 . 0306 . C2 . oil . gs 

Start 55353 

GI none 
Exons 



Seq. ID OJ991019_19. 0306.C2 
Strand 

End 56752 

Method GENSCAN 

End 56752 

Score .79 



55353. .55427, 554 57 .. 55538 , 55702 .. 55901, 56009 .. 56151 , 
56688.-56752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46059 
97609 
2299 

OJ991019__19.0306.C3.o2.np 
2299 
4680203 

2299.. 2334, 3574.. 4444, 5083.. 5167 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ991019_19.0306.C3 

Strand + 

End 5167 

Method AAT/NAP 

End 5167 

Score 842 



46059 
97609 
2299, 

OJ991019_19.0306.C3.o2.gp 
3578 

342_1.R1084 
3578. .4444 



Seq. ID OJ991019_19.0306.C3 

Strand + 

End 5167 

Method AAT/GAP 

End 4444 

Score 1254 



47559 



GI Descrip. ' 4574406/gb | AAD24042 . 1 | O.Oe+OO (AF121139) RIM2 protein [Oryza 
satival ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46059 
97610 
161 

OJ991019__19.0306.C3.ol.gs 

161 

none 



Seq. ID OJ991019_19.0306.C3. 
Strand 

End 2341 

Method GEN SCAN 

End 2229 

Score . 67 



161. .318, 519. .638, 727. .940, 1781. .1940, 2174. .2229 



Seq. No. 


46059 


Seq. ID 


OJ991019_19.0306.C3 


Gene No. 


97610 


Strand 




Start 


161 


End 


2341 


Name 


OJ991019 19.0306.C3.ol.np 


Method 


AAT/NAP 


Start 


239 


End 


2341 


GI 


6522532 . 


Score 


141 


Exons 


239. .378, 573. .638, 727. .906, 


2321. .2341 


.GI Descrip. 


(AL132955) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


46059 


Seq. ID 


OJ991019_19.0306.C3 


Gene No. 


97610 


Strand 




Start 


161 


End 


2341 • 


Name 


OJ991019 19.0306.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


.239 


End 


907 


GI 


none 


• Score 


151 


Exons 


239. .319, 571. .639, 707. .907 







Seq. No. 


46059 








Seq. ID 


OJ991019_19.0306.C3 


Gene No. 


97611 








Strand 




Start 


3864 








End 


4274 


Name 


OJ991019 19. 


0306. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3864 








End 


4274 


GI 


none 








Score 


93 


Exons 


3864. .4019, 


3926. 


.4033, 


4016. 


.4132, 4024. .4119, 4183. .4263, 




4187. .4264, 


4191. 


.4274 








Seq. No. 


46060 








Seq. ID, 


OJ991019_19.0306.C4 


Gene No. 


97612 








Strand 




Start 


28 








End 


840 


Name 


OJ991019 19. 


0306. 


C4 .ol. 


gs 


Method 


GENSCAN 


Start 


28 








End 


840 


GI 


none 








Score 


.6 


Exons 


28. .149, 753 


. .840 










Seq. No. 


46061 








Seq. ID 


OJ991019_19.0306.C5 


Gene No. 


97613 








Strand 


+ 


Start 


1 '■ 








End 


471 


Name 


OJ991019 19. 


0306. 


C5.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


471 


GI 


LIB3434-038- 


Pl-Kl 


-Fl 




Score 


694 


Exons 


1. .471 













GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0 . 0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone": P0026F07 



Seq. No. 46061 Seq. ID OJ99101 9_19 . 0306 . C5 

Gene No. 97614 Strand + 

47560 





Start 


985 








End 


2939 




Name 


r\ TQQ1 m Q 1 q 
uo yyiuiy 1 y 


-. UjUD 


.C5.ol. 


np 


Method 


7\ T\ rp / vi 7\ r> 

AA1 /NAr 




0 tart 


QQC 

yy o 






End 


0 ft 0 ft 

2939 




bl 


an a 0 n 0 Q 
b / 4 z / z y 








Score 


0 ft o ft 
2979 




Exons 


QQC OQ1Q 

y 00 . . z y oy 














GI Descrip. 


(At 1Z 1 1 0 y ; 


KIMZ 


protein [Oryza sativa] 






Seq. No. 


46061 








Seq. ID 


OJ991019_19.0306.C5 




Gene No. 


97615 








Strand 






0 tar t 


oil/ 








End 


oc co 
OOOO 




Name 


C\ TQ Q 1 HI Q 1 Q 

u j yyiuiy iy 


. UjUD 


. bO . OZ . 


t c 


Method 


1 BLAo ix : bress 




O J 1 -K-4- 

otart 


1 U 4 / 








End 


iz yy 




C T 


none 








Score 


ZZ4 




Exons 


i u 4 / . . i z y o , 


1 n /i 0. 
1 u 4 y 


. .1102, 


1151. 


.1279 






beq. no. 


a c n £ 1 

4 OU Dl 








Seq. ID 


OJ991019_19.0306.C5 




Gene No. 


97615 








Strand 






Start 


3117 








End 


3553 




Name 


HTQQ1 m Q 1 Q 

u j yyiuiy iy 




. bo . OZ . 


tw 


Method 


TBLASTX: Wheat 




btart 


1 UO D 








End 


1555 




bl 


none 








Score 


69 




Exons 


lUo b . . 1 14 Z , 


iu y 4 


. .1138, 


1139. 


.1240, 1140. .1244, 1248. . 1346, 






1 O C: O 1 OyiO 

IZOO . . lo4 Z f 


1 oz b 


. .1550, 


1347. 


.1550, 1349. .1555, 1436. .1555 


it. 


Seq.- No. 


46061 








Seq. ID 


OJ991019_19.0306.C5 




Gene No. 


97615 








Strand 




?■: H 


0 tart 


oil/ 








End 


3553 




Name 


ATQQ1 fi1 Q TQ 

uj yyiuiy iy 


. UJU O 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




otart 


1 1 TO 

1 loo 








End 


1589 


%~ 


bl 


none 








Score 


228 


i ~* 


Exons 


lloo. . 1 00 4 , 


1 1 /I "3 
114 J 


. .1385, 


1395. 


.1589 




f'U 


Seq. No. 


46061 








Seq. ID 


OJ991019_19.0306.C5 




Gene No. 


97615 








Strand 




tar 


C -i 1 -W-+- 

otart 


Oil/ 








End 


3553 




Name 


/"\TOQ*iftio 1 n 

ojyyiuiy iy 


none 

. U0U0 


. C5 . ol . 


ts 


Method 


TBLASTX: Soybean 




ot art 


1 4 1 y 








End 


1661 




bl 


none 








Score 


219 




Exons 


14 iy . . Ibbl 












J? 


oeq. jno. 


a c n a 1 
4 b u oi 








Seq. ID 


OJ991019_19.0306.C5 




Gene No. 


97615 








Strand 






Start 


3117 








End 


'3553 




Name 


uj yyiuiy 1 y 


. UoU b 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 




otart 


iby4 








End 


2105 




C T 
bl 


none 








Score 


92 




Exons 


iby4..i/yo / 


lo9o 


. .1766, 


1743. 


.1985, 1766. .1945, 1774. .1986, 






0 n 1 n 0 1 ft c 
zuiy . . ZlUo , 


0 n 0 n 

zUzU 


. .2103 










Con K\r\ 

oeq. ln 0 . 


A £0, £ 1 
ft DU D 1 








Seq. ID 


OJ991019_19.0306.C5 




Gene No. 


97615 








Strand 






Start 


3117 








End 


3553 




Name 


OJ991019 19, 


.0306 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start"" 


2083 








End 


2463 




GI 


none 








Score 


42 




Exons 


2083. .2133, 


2149 


. .2463, 


2160. 


.2435 





47561 






4 OU 0 X 


Seq. ID 


OJ991019_19.0306.C5 




y / DID 


Strand 




Start 


3117 


End 


3553 


Name 


OJ991019 19.0306.C5.ol.tw 


Method 


TBLASTX: Wheat 


O Lai L 




End 


3423 


P T 
oX 


none 


Score 


358 






.3024, 3017. .3058, 3019. .3063, 






.3249, 3262. .3342, 3328. .3423, 










Seq. No. 


46061 


Seq. ID 


OJ991019_19.0306.C5 


Gene No. 


97615 


Strand 




Of- a v-f- 


^117 


End 


3553 


Name 




Method 


TBLASTX: Cress 


olalt 


9 ^ Q4 

Z J i7 ft 


End 


2841 


pr 


none 


Score 


159 


Exons 


9^04 OQTI OOQI OQO-l OTQQ 


.2841, 2692. .2841 


dorr Hn 


4DU01 


Seq.-.. ID 


OJ991019_19.0306.C5 




97615 


Strand 




Start 


3117 


End 


3553 


Name 


OJ991019 19.0306.C5.o2.gp 


Method 


AAT/GAP 


o Ldl L 


3117 


End 


3553 


PT 


LIB34 31-028-P1-N1-A10 


Score 


. 732 


Exons 


3117. .3463, 3491. .3553 






kjX UcSClip. 


f 4680203/gb|AAD27566.1 IAF114171 7 3.0e- 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 






Con \1 r\ 
ofczq * INO . 


46062 


Seq. ID 


OJ991019_19.0306.C6 


Gene No. 


97616 


Strand 


+ 


Start 


1032 


End 


4788 


Name 


OJ991019 19.0306.C6.ol.np 


Method 


AAT/NAP 


O Lai L 


1032 


End 


4778 


P T 


4680204 


Score 


1045 


In 1 V ^Tl O 


1032. .2462, 2558. .3711, 3804. 


.3971, 4065. .4197, 4549. .4778 


oX Ucro(_XXLy. 


(AF114171) hypothetical protein [Sorghum bicolor] 




4 6062 


Seq. ID 


OJ991019_19.0306..C6 


Gene No. 


97616 


Strand 


+ 


Start 


1032 


End- 


4788 




OJ991019 19.0306.C6.o2.gs 


Method 


GENSCAN 


OLait 


2570 


End 


4788 


PT 
oX 


none 


Score 


.79 


Exons 


2570. .3690, 3797. .3971, 4030. 


.4175, 4261. .4333, 4428. .4526, 




4606. .4788. 






ocq. LN o . 


46062 


Seq. ID 


OJ991019_19. 0306. C6 


Gene No. 


'97617 


Strand 


+ 


Start 


5083 


End 


6504 


Name 


OJ991019 19.0306.C6.ol.tw 


Method 


TBLASTX: Wheat 


OLaiL 


1667 


End 


2072 


GI 


none 


Score 


64 


Exons 


1667. .1939, 1669. .1809, 1671. 


.1907, 1847. .1915, 1902. .2072, 




1955.. 2071 






Seq. No. 


46062 


Seq. ID 


OJ991019_19.0306.C6 


Gene No. 


97617 


.Strand 


+ 



47562 




OLail. 


DUO J 


End 


6504 






Name 


n TQQ1 01 Q 1Q PC y-^O 4-Tt 

ujyyiuiy ±y .uouo.co.oz. tw 


Method 


TBLASTX: Wheat 




btar L 


o n *7 "3 


End 


2770 






r* t 


none 


Score 


61 






Exons 




..2649, 2552. .2770 






Seq. .$o. 


46062 


Seq. ID 


OJ991019_19 


n *5 n a 




Gene %b. 


97617 


Strand 


+ 






otdil. 


DUo j 


End 


6504 






Name 


nTQQi ni q 1 Q n ^ n £ c £ ^ o. /-to 
uj yyiuiy ±y .Ujuo.LD.Oj.gs 


Method 


GENSCAN 






CM 1 v-4- 

otart 


jUo j 


End 








C T 


none 


Score 


.76 






Exons 


cno*3 ci o/i coon fcn/t 










oeq. in o . 




Seq. ID 


OJ991019_19, 


.0306. 


. C 1 


Gene No. 


97618 


Strand 


+ 






Start 


485 


End 


1604 






Name 


OJ991019 19.0306.C7.ol.np 


Method 


AAT/NAP 






btdlt 


485 


End 


1604 


>* 




r 1 t 


6539570 


Score 








Exons 


485. .526, 1239. .1395, 1539.. 


1604 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






beq. wo. 


46063 


Seq. ID 


OJ991019_19. 


.0306. 


C / 


Gene No. 


97619 


Strand 


+ 






Start 


1704 


End 


1904 






Name 


OJ991019 19.0306.C7.o2.np 


Method 


AAT/NAP 






O -f- v~ 

btart 


1704 


End 


1904 








6815052 


Score 


188 






Exons 


1704. .1904 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






beq. jno . 


46064 


Seq. ID 


OJ991019_19. 


,0306. 


Co 


taene jno . 


97620 


Strand 


+ 






Start 


1 


End 


3599 






Name 


OJ991019 19.0306.C8.ol.np 


•.Method 


AAT/NAP 






oLari 


1 


End 


3599 . 








6815052 


Score 


1 1 4 y 






Exons 


1..63, 273. .404, 684. .782, 1637. .1730, 


2518. .2661, 


2710. 






3545. .3599 










bi uescrxp. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46064 


Seq. ID 


OJ991019JL9. 


,0306. C8' 


Gene No. 


97620 


Strand 


+ 








1 


End 


3599 






Name 


OJ991019 19.0306.C8.ol.gs 


Method 


GENSCAN 






btart 


1849 


End 


3552 








none 


Score 


.78 






Exons 


1849. .1999, 2408. .3552 










C carr Kin 


46064 


Seq. ID 


OJ991019_19. 


0306. 


C8 


Gene No . 


97621 


Strand 








Start 


2389 


End 


3599 






Name 


OJ991019 19.0306.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1954 


End 


2448 






GI 


none 


Score 


88 






Exons 


1954. .2133, 2157. .2432, 2158 


. .2448 









47563 



Seq. No. 


46064 


Seq. ID 


OJ991019 


Gene No. 


97621 


Strand 




Otdi L 


2389 


End 


*5 GL Q Q 


Name 


OJ991019 19.0306.C8.o2.np 


Method 


7\ 7\ T 1 /MAD 


btart 


2389 


End 


OCQQ 

jo y y 




6815052 


Score 


"7 A 


Exons 


2389. .2408, 3508. .3599 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sat iva ] 


Seq. No. 


46065 


Seq. ID 


OJ991019 


Gene No. 


97622 


Strand 


+ 


Q+- ja r-f- 
jLqIL 


1 


End 


71 n 


Name 


OJ991019 19.0306.C9.ol.np 


Method 




OLdlL 


1 


End 


/ u / 




6815052 


Score 


1 CO 




1..72, 588. .707 






GI Descrip . 


(AP001080) hypothetical protein [Oryza 


sat i va ] 


Seqi No. 


46065 


Seq. ID 


OJ991019_ 


Gene No . 


97622 


Strand 




C -1 >v<f 

btart 


1 


End 


/ 1U 


Name 


OJ991019 19.0306.C9.ol.gs 


Method 


bbNoCAN 


C -1 1 v~+- 

o tar t 


163 


End 


/ xu 


bl 


none 


Score 


o c 


Exons 


163. .247, 589. .710 






beq. jno . 


46065 


Seq. ID 


OJ991019_ 




97623 


Strand 


+ 


Start 


5816 


End 


11720 


Name 


OJ991019 19.0306.C9.o2.np 


Method 


AAT/NAP 


Start 


5771 


End 


11717 


GI 


7485976 


Score 


967 


Exons 


5771. .5851, 7842. .7970, 8482., 


.8563, 9211.. 9278, 




9633.. 9722, 9800.. 9875, 10110, 


..10179, : 


10617. .101 




10763. .10853, 11010 .. 11204 , 11575.. 11717 



9376. .9480, 



GI Descrip. hypothetical protein F22K18.90 - Arabidopsis thaliana 

gi|4220519|emb|CAA22992.1| (AL035356) putative protein binding 
protein [Arabidopsis thaliana] gi | 72 69322 | emb | CAB7 9381 . 1 | 
(AL161562) putative protein binding protein [Arabidopsis 
thaliana] 



Seq. No. 46065 ...... Seg> ID 

Gene No. 97623 Strand 

Start 5816 End 

Name OJ991019_19 . 0306 . C9 . o3 . gs Method 

Start 5816 End 

GI none Score 

Exons 5816.. 6248, 6302.. 6690 



OJ991019_19.0306.C9 
+ 

11720 
GENSCAN 
6690 
.94 



Seq. No. 46065 

Gene No. 97623 

Start 5816 

Name OJ991019_19 . 0306 . C9 . o4 . gs 

Start 7395 

GI none 

Exons 7395.. 7777, 7907.. 7945, 8458. 



Seq. ID 
Strand 
End 

Method 
End 
Score . 8 
.8564, 8650. .8717, 



OJ991019_19.0306.C9 
+ 

11720 
GENSCAN 
11720 



8886. .8915, 



47564 



9175. .9278, 9376. .9480, 9633. .9722, 9800. .9875, 10110 .. 1017 9, 
10617. .10687, 11003... 11137, 11580. .11720 



Seq. No. 46065 

Gene No. 97624 

Start 1184 

Name OJ991019_19 . 0306 . C9 . o2 . gs 

Start 1184 

GI none 

Exons 1184.. 1653, 1829.. 1883, 2340. 

3733. .3909, 4420. .4441 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2370, 



OJ991019 19. 0306. C9 



4441 
GENSCAN 
4441 
. 62 

2457. .2730, 



2738. .2956, 



Seq. No. 46065 Seq. ID OJ991019_19 . 0306 . C9 

Gene No. 97624 Strand 

Start 1184 End 4441 

Name OJ991019_19 . 0306 . C9 . ol . gp Method AAT/GAP 

Start 4059 End 4233 

GI LIB3433-026-P1-K1-C1 Score 222 

Exons 4059. . 4233 

GI Descrip. ' 5852 170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 46065 

Gene No. 97625 

.Start 12433 ■ 

Name OJ991019_19 . 0306 . C9 . ol . tc 

Start 8648 

GI none 

Exons 8648.. 8704, 
9385. .9480 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ991019__19.0306.C9 
14987 ' 

TBLASTX: Cress 

9481 

100 



8649.. 8720, 9223.. 9276, 9237.. 9278, 9374.. 9481,- 



Seq. No. 46065 
Gene No. 97625 
Start 12433 

Name OJ991019_19 . 0306 . C9 . o2 . ts 

Start 9190 
GI non.e 

Exons . 9190.. 9276, 
9387. .9500 



Seq. ID 

Strand 

End 

Method 
End 

Score ■ 



OJ991019_19.0306.C9 
14987 

TBLASTX ; Soybean 

9500 

96 



9191. .9277, 9223. .9276, 9364. .9477, 9377. .9481, 



Seq. No. 46065 

Gene No. 97625 

Start 12433 

Name OJ991019JL9. 0306. C9. o5 . gs 

Start 12433 

GI none 
Exons 



Seq. ID OJ991019_19.0306.C9 

Strand . - 

End 14987 

Method GENSCAN 

End 14203 

Score . 61 



12433. . 12914, 13424 .. 13563, 13664. .14203 



Seq. No. 46065 

Gene No. 97625 

Start 12433 

Name OJ991019_19 . 0306 . C9 . ol . tm 

Start 12527 

GI none 
Exons 



Seq. ID OJ991019_19.0306.C9 
Strand 

End 14987 

Method TBLASTX : Maize 

End 13876 

Score 58 . " 



12527. 
12627. 



12616, 12538, 
12764, 12628, 



,12618, 12568. .12621, 12620. .12706, 
12777, 127 68. . 12794, 12770. . 127 93, 



12773. .127 93, 127 99. .12837, 12825. .128 99, 12826. .12885, 



4*7565 



12901. .12975, 13425. .13565, 13433 13480, 134 37 .. 13565, 
13663. .13737, 13674 .. 13754 , 13723 13875, 13735 .. 13869, 
13745. .13876 



Seq. No. 46065 

Gene No. 97 625 

Start 12433 

Name " OJ991019_19 . 0306 . C9 . o2 . gp 

Start 12647 

GI 6325_1.R1084 

Exons 12647. .12977, 13424 .. 13563, 

GI Descrip. , 4204281 7.0e-10 (AC004146) 
thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991019 19. 0306. C9 



14987 
AAT/GAP 
13780 
1120' 
13664. .13780 

Hypothetical protein [Arabidopsis 



Seq. No. 


46065 






Seq. ID 


OJ991019_19.0306 


.C9 


bene ino . 


97625 






Strand 






o tar l 


12433 






End 


14987 




Name 


OJ991019 19. 0306. C9 


. o3.np 


Method 


AAT/NAP 






12655 






End 


14987 




C T 


4204281 




Score 


300 




Exons 


12655. . 


.12971, 13383, 


. .13563, 


13664. .1414 7, 14927. .14987 




GI Descrip. 


(AC004146) Hypothetical protein [Arabidopsis thaliana] 




Cart M r\ 

oeq . no . 


46065 






Seq. ID 


OJ991019_19.0306 


. Cy 


Gene No . 


97625 






Strand 








12433 






End 


14987 




Name 


OJ991019 19. 0306. C9, 


. ol . tw 


Method 


TBLASTX: Wheat 




C -f- -! v-+- 


12750 






End 


13733 




CT 
bl 


none 






Score 


74 




Exons 


12750. . 


,12848, 12750, 


. .12848, 


12750. .1292 6, 12750. .1284 8, 






12750. . 


,12875, 12751, 


. .12852, 


12751. .12852, 12751. .12939, 






12760. . 


,12852, 12762. 


. .12848, 


12790. .12858, 13425. .13565, 






13426. . 


,13563, 13428. 


. .13565, 


13462. .13566, 13658 .. 13699, 






13659. . 


,13733, 13663. 


. .13731 








oeq. mo. 


46065 






Seq. ID 


OJ991019_19.0306 


. C9 


Gene No . 


97625 






Strand 






Start 


12433 






End 


14987 




Name 


OJ991019 19. 0306. C9. 


,ol. ts 


Method 


TBLASTX: Soybean 




Start 


13442 






End 


14097 




GI 


none 






Score 


186 




Exons 


13442. . 


13561,. 13443, 


, .13565, 


13648. .14097 




Seq. No. 


46065 






Seq. ID 


OJ991019_19.0306 


.C9 


Gene No. 


97625 






Strand 






Start 


12433 






End 


14987 - 




Name 


OJ991019 19. 0306. C9. 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


13957 






End 


14206'* 




GI 


none 






Score 


118 




Exons 


13957. . 


14097, 13958. 


.14083, 


14097. .14171, 14101. .14175, 






14103. . 


14168, 14171. 


.14206, 


14174. .14206 




Seq. No. 


46065 






Seq. ID 


OJ991019_19.0306, 


.C9 


Gene No. 


97625 






Strand 






Start 


12433 






End 


14987 




Name 


OJ991019 19. 0306. C9. 


o3 . gp 


Method 


AAT/GAP 




Start 


14064 






End 


14211 





47566 



GI none Score 260 

Exons 14064.. 14211 



Seq. No. 46066 Seq. ID 

Gene No. 97626 Strand 

Start 34 End 

Name OJ991019_19 . 0306. CIO . ol . gs Method 

Start - 34 End 

GI none Score 

Exons 34.. 265, 614.. 768 



OJ991019_19. 0306. C10 
+ 

768 

GENSCAN 

768 

.95 



Seq. No. 46066 Seq. ID 

Gene No. 97627 Strand 

Start 1064 End 

Name OJ991019_1 9 . 0306 . C10 . ol . gp Method 

Start 977 End 

GI 12622JL.R1084 Score 

Exons 977.. 1338, 1648.. 1745 

GI Descrip. '37 90188/emb | CAA7477 6 | 2.0e-87 (Y14431) 
dehydrogenase [Nicotiana tabacum] ' 



OJ991019_19. 0306. C10 

2907 
AAT/GAP 
1745 
821 

NAD-dependent isocitrate 



Seq. No. 46066 

Gene No. 97627 

Start 1064 

Name ' OJ99101?._1 9 . 0306 . C10 . ol ."tm 

Start 1005 

GI none 

Exons 1005.. 1274, 1008.. 1340, 1054, 
1644. .1685 



Seq. ID OJ991019_19. 0306. CIO 
Strand 

End 2907 
'Method TBLASTX: Maize 
End "1685 
Score 392 

.1344, 1058. .1339, 1300. .1344, 



Seq. No. 46066 
Gene No. 97627 
Start 1064 

Name OJ991019_19 . 0306 . C10 . ol . tc 

Start 1061 
GI none 

Exons 1061.. 1339, 1068.. 1340, 1177. 

1647. 
2833. 



Seq. ID OJ991019_19. 0306. C10 
Strand 

End 2907 

Method TBLASTX : Cress 

End 2907 

Score 325 
,1344, 1640. .1726, 1646. 



.1739, 1701. .1727, 2639. .2899, 2650. .2799, 2655. 

.2907 



, 1717, 
2897, 



%:a? Seq. No. 46066 

Gene No. 97627 

Start 1064 

Name OJ991019_19 . 0306 . C10 . ol 

Start 1064 . 

GI none 

Exons 1064.. 1339, 1068.. 1340, 
2639.. 2899, 2655.. .2897 

Seq. No. 46066 

Gene No. 97627 

Start 1064 

Name OJ991019_19 . 0306 . C10 . o2 

Start 1064 

GI none 

Exons 1064.. 1338, 1648.. 1726, 



Seq. ID OJ991019_19. 0306. C10 
Strand 

End " 2907 

.ts Method TBLASTX : Soybean 

End 2899 

Score 328 
1174. .1341, 1640. .1726, 1646. .1717, 



Seq. ID OJ991019JL9. 0306. C10 
Strand 

End 2907 

.gs Method GENSCAN 

End 2896 

Score .79 
2657. .2896 



47567 



Seq. No. 46066 Seq. ID 

Gene No. 97627 Strand 

Start 1064 End 

Name OJ991019_19 . 0306 . CIO . ol . np Method 

Start " 1067 End 

GI 3790188 Score 

Exons , 1067.. 1338, 1648.. 1726, 2657 .-.2896 
GI Descrip. 



OJ991019__19. 0306. C10 

2907 
AAT/NAP 
2896 
842 



(Y14 431) NAD-dependent isocitrate dehydrogenase [Nicotiana 
tabacum] 



Seq. No. 


46066 


Seq. ID 


OJ991019_19.0306. 


C10 


Gene No. 


97627 


Strand 






Start 


1064 


End 


2907 




Name 


OJ991019 19. 0306. C10. ol. tw 


Method 


TBLASTX: Wheat 




Start 


1083 


End 


2737 




GI 


none 


Score 


97 




Exons 


1083. .1259, 1085.. 1252, 2696 


. .2737 






Seq. No. 


46066 ' 


Seq. ID 


.OJ991019_19.03O6, 


C10 


Gene No. 


97627 


Strand 






Start 


1064 


End 


2907 




Name 


OJ991019 19. 0306. C10. o2. tm 


Method 


TBLASTX: Maize 




Start 


1691 


End 


2907 




GI 


none 


Score 


381 




"Exons 


1691. .1726, 2639. .2902, 2655 


. .2903,. 2656. .2907 . 




Seq. No. ■ . 


46067 


Seq. ID 


OJ991019_19. 0306. 


Cll 


Gene No. 


97628 


Strand 


+ 




Start 


6715 


End 


7337 




Name 


OJ991019 19.0306.Cll.o3.gs 


Method 


GENS CAN 




Start 


6715 


End 


7337 




GI 


none 


Score 


.78 




Exons 


6715. .6846, 7278. .7337 








Seq. No. 


46067 


Seq. ID 


OJ991019 19.0306. 


Cll 


Gene No. 


97629 


Strand 


+ 




Start 


12344 


End 


14132 




Name 


OJ991019 19.0306.Cll.o5.np • 


Method 


AAT/NAP 




Start 


12344 


End 


14132 




GI 


7339707 . 


Score 


76 




Exons 


12344. .12622, 12655 .. 13098 , 


13377. .13578, 13668 .. 13719, 






13754. .13887, 13979.. 14132 








GI Descrip. 


' (AP001539) " hypothetical protein [Oryza 


sativa]' 




Seq. No. 


46067 


Seq. ID 


OJ991.019_19.0306. 


Cll 


Gene No. 


97630 


Strand 






Start 


1 


End 


305 




Name 


OJ991019 19/0306. Cll.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


305 




GI 


31524 1.R1084 


Score 


598 




Exons 


1. .305 








GI Descrip. 


1 37 90188/emb|CAA74 77 6| 4 . Oe- 


33 (Y14431) 


NAD-dependent isocitrate 




dehydrogenase [Nicotiana tabacum] 1 






Seq. No. 


4 6067 


Seq. ID 


OJ991019JL9.0306. 


Cll 


Gene No. 


97630 


Strand 






Start 


1 


End 


305 





47568 



Name OJ991019_19 . 0306 . Cll . ol . np Method AAT/NAP 

Start 1 End 181 

GI 3790188 Score 179 

Exons 1. . 181 

GI Descrip. (Y14431) NAD-dependent isocitrate dehydrogenase [Nicotiana 
tabacum] 



Seq. No. 46067 

Gene No. 97631 

Start 3892 

Name OJ991019_19 . 0306 . Cll . o2 . gs 

Start 3892 

GI none 

Exons 3892. .4328, 4444. .4711 



Seq. ID OJ991019_19;0306.C11 
Strand 

End 4753 

Method GENSCAN 

End 4711 

Score .85 



Seq. No. 46067 Seq. ID 

Gene No. 97631 Strand 

Start 3892 End 

Name OJ991019_19 . 0306 . Cll . o2 . gp Method 

Start 4340 End 

GI none Score 

Exons 4340.. 4753 



OJ991019_19. 0306. Cll 

4 753 
AAT/GAP 
4753 
782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991019 19. 0306. Cll 



46067" Seq. ID 

Strand 

End ' 13606 

Method GENSCAN 
End 13589 
Score .43 

7899. .7950, 8993. .9192, 9290. .9445, 9634. .9861, 11122 11237 , 
11579. .11761, 12366. . 12996, 13368. .13589 



97632 
7899 

OJ991019_19.0306.Cll.o4.gs 

7899 

none 



Seq. No. 46067 Seq. ID 

Gene No. 97632 Strand 

Start 7899 End 
Name • OJ991019_19 . 0306.. Cll . o3 . np Method 

Start 8827 , End 

GI 5803254 * Score 

Exons 8827. .9192, 9287. .9445, 9634. .10417 
GI Descrip. 



OJ991019_19. 0306. Cll 

13606 
AAT/NAP 
10417 
889 



(AP000399) ESTs C9742 9 (C60159 ) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C108 4 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


46067 








Seq. ID 


OJ991019 


Gene No. 


97632 








. Strand 




Start 


7899 








End 


13606 


Name 


OJ991019 19.0306. 


.Cll 


.o3, 


■ gp 


-Method 


AAT/GAP 


Start 


11550 








End 


11916 


GI 


571591 








Score 


642 


Exons 


11550. .11916 












Seq. No. 


46067 








Seq. ID 


OJ991019 


Gene No. 


97632 








Strand 




Start 


78 99 








End 


13606 


Name 


OJ991019 19.0306. 


.Cll 


.o4 . 


.np 


Method 


AAT/NAP 


Start 


11736 








End 


13606 


GI 


5852085 








Score 


478 



47569. 




Exons 11736. .11843, 12616 .. 13007 , 13484.. 13606 

GI Descrip. (AL117264) zwh0008.1 [Oryza sativa] 





Sea No • 


46067 








Seq. ID 


OJ991019_19.0306.C11 




fionp No 


.97633 








Strand 






Start 


14013 








End 


15383 




Name 


OJ991019 19.0306 


.Cll.oS 


.gs 


Method 


GENSCAN 




Start 


14013 








End 


15383 




GI 


none 








Score 


.97 




Exons 


14013. 


.14143, 14490. .14603, 


15371. . 15383 




Seq. No. 


46067 








Seq. ID 


OJ991019_19.0306.C11 




Qpnp No 


97634 








Strand 






Start 


18061 








End 


19349 




Name 


OJ991019 19.0306, 


.CII.06, 


.gs 


Method 


GENSCAN 




Start 


18061 








End 


19349 




GI 


none 








Score 


.84 




Exons 


18061. 


.18066, 18795. .18946,. 


19307.. 19349 




Qprr No 


46067 








Seq. ID 


OJ991019_19.0306.C11 






97635 








Strand 






Start 


19307 








End 


19391 




Name 


OJ991019 19.0306. 


,Cll.o4. 


■ gp 


Method 


AAT/GAP 




Start 


19307 








End 


19391 


'. ^ 
■ \ _3 


GI. " 


none 








Score 


119 


fn 


Exons 


19307. 


.19391 










fU 


Sea No 


46067 








Seq. ID 


OJ991019_19.0306.C11 


f i 


fipnfi Mo 


97636 








Strand 




iTi 


Start 


20904 








End 


21103 




Name 


OJ991019 19.0306. 


,Cll.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


181 




GI 


none 








Score 


127 




Exons 


2. . 181 


, 3.. 98 












Seq. No. 


46067 








Seq. ID 


OJ991019_19.0306.C11 




Gprip No 


97636 








Strand 






Start 


20904 








End 


21103 


VJ 


Name 


OJ991019 19.0306. 


.Cll.ol. 


.tm 


Method 


TBLASTX: Maize 


f 


Start 


8728 








End 


9147 


H 


GI 


none 








Score 


39 




Exons 


8728. . 


8766, 8728. 


.8766, 


8729 


..8767, 8779. .8916, 8783. .8956, 






8785. . 


8946, 8949. 


, .9065, 


8950 


..9147, 8957. .9145, 9007. .9147 




Seq. No. 


46067 








Seq. ID 


OJ991019_19.0306.C11 




Gpnp Mo 


97636 








Strand 






Start 


20904 








End 


21103 




Name 


OJ991019 19.0306. 


Cll.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


9287 








End 


10009 




GI 


none 








Score 


171 




Exons 


9287. . 


9445, 9287. 


.9445, 


9289 


..9453, 9631. .9789, 9633. .9758, 






9637. . 


9792, 9651. 


.9812, 


9782 


..9970, 97J 


32. .9958, 9783. .9971, 






9787. . 


9966, 9971. 


.10009 










Seq. No. 


46067 








Seq. ID 


OJ991019_19.0306.C11 




Gene No. 


97636 








Strand 






Start 


20904 








End 


21103 



47570 



Name 

Start 

GI 

Exons 



OJ991019_19.0306.Cll.o7.gs 
20904 



none 
20904 



,21103 



Method 

End 

Score 



GENSCAN 

21103 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



46068 Seq. ID 

97637 Strand 

442 End 

OJ991019_19.0306.C12lol.gs Method 

442 End 

none Score 



OJ991019_19.0306.C12 

3485 
GENSCAN 
3466 
.78 



442. .762, 1187. .1404, 1468. .1850, 1908. .1930, 2046. .2147, 
2194. .2301, 2394. .2655, 2760. .3058, 3137. .3255, 3328. .3466 



46068 Seq. ID 

97637 Strand 

442 End 
OJ991019_19.0306.C12.ol.np - Method 

442 End 

7228438 Score ' 

442. .863, 2151. .2301, 2397. .2655, 2760 



OJ991019_19.0306.C12 

3485 
AAT/NAP 
3485 • 
1096 

,.3058, 3137. .3485 



(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991019 19.0306.C12 



3485 
AAT/GAP 
2146 
647 



46068 
97637 
442 

OJ991019_19.0306.C12.ol.gp 
1723 

LIB3433-020-P1-K1-A6 
1723. .2146 

'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 

46069 Seq. ID OJ991019_19 . 0306 . C13 

97638 Strand 

495 " End 3699 

OJ991019_19.0306.C13.ol.np Method AAT/NAP 

495 End 3699 

7228442 Score 2862 

495. .676, 1068. .3699 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog.. (AC003981) [Oryza sativa] 



46069, 
97638 
4 95 

OJ991019_19.0306.C13.ol.tw 

2008 

none 

2008. .2181, 2019. .2159, 2114, 
2313. .2384, 2313. .2381 

46069 
97638 



OJ991019_19.0306.C13 
3699 

TBLASTX: Wheat 

2384 

66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2182, 2206.. 2361, 2231.. 2323, 



Seq. ID 
Strand 



OJ991019 19.0306.C13 



47571 



Start 
Name 
Start 
GI 

Exons 



495 End 

OJ991019_1 9 . 0306 . C13 .ol . tm Method 

2083 End 

none Score 



3699 

TBLASTX: Maize 

2677 

47 



2083. .2154/ 2201. .2308, 2212. .2310, 2313. .2642, 2314. .2640, 
2648. .2677 



Seq. No. 46070 Seq. ID OJ991019_19 . 0306 . C14 

Gene No. 97639 Strand + 

Start 386 End 7291 

Name OJ991019_1 9 . 030 6 . C14 . ol . gs Method GEN SCAN 

Start 386 End 7291 

GI none Score . 63 

Exons 386.. 512, 949.. 1067, 2335.. 2562, 2751.. 2906, 3003.. 3205, 
5906. .6050, 6225. .6668, 6696. .7069, 7087. .7291 



Seq. No. 46070 

Gene No. ' 97639 

Start 386 

Name OJ991019_19 . 0306 . C14 . ol . np 

Start 1777 

GI 5803254 

Exons 17.77.. 2562, 2751 .. 2906, 3003 . 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3371 

(AP000399) ESTs C97429 (C60159 ) ,D22427 (C11106) , ■ 
AQ078031 (E31854) , D15683 (C.1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa*] 



OJ991019_19.0306.C14 
+ 

7291 
AAT/NAP 
3371 
894 



Seq. No. 


46070 








Seq. ID 


OJ991019_19.0306.C14 


Gene No. 


97640 








Strand 




Start 


1364 








End 


6192 


Name 


OJ991019 19 


.0306 


.C14 .o2, 


.np 


Method 


AAT/NAP 


Start 


1364 








End 


6192 


GI 


3668090 








Score 


90 


Exons 


1364. .1399, 


4566 


. .4665, 


4845. 


.5070, 6161. .6192 


GI Descrip. 


(AC004667) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No; 


46070 








Seq. ID 


OJ991019_19.0306.C14 


Gene No. 


97641 








Strand 




Start 


7843 








End 


8264 


Name 


OJ991019 19 


.0306 


.C14.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


2004 








End 


2366 


GI 


none 








Score • 


55 


Exons 


2004. .2045, 


2005 


. .2046/ 


2005. 


.2082, 2007. .2057, 2048. .2362, 




2049. .2351, 


2049 


. .2366, 


2050. 


.2355 




Seq. No. 


46070 








Seq. ID 


OJ991019_19.0306.C14 


Gene No. 


97641 








Strand 




Start 


7843 








End 


8264 : " 


Name 


OJ991019 19 


.0306 


.C14 .o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


2371 








End 


3048 


GI 


none 








Score 


62 


Exons 


2371. .2412, 


2371 


. .2409, 


2384 . 


.2545, 2409. .2564, 2422. .2553, 




2743. .2907, 


2751 


. .2909, 


2751. 


.2912, 3025.. 3048 


Seq. No. 


46070 








Seq. ID 


OJ991019_19.0306.C14 


Gene No. 


97641 








Strand 




Start 


7843 








End 


8264 



47572 



Name 

Start 

GI 

Exons 



OJ991019 19.0306.C14.ol.tm 



Method TBLASTX : Mai ze 



3051 End - 3470 

none Score 217 

3051. .324.8, 3051. .3191, 3053. .3241, 3139. .3249, 3242. .3361, 

3247. .3342, 3250. .3414, 3251. .3415, 3252. .3416, 3252. .3419, 

3428..3466, 3432. .3470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46070 Seq. ID 

97641 Strand 
7843 End 
OJ991019_19.0306.C14 .o2.gs Method 
7843 • End 
none Score 
7843. .8065, 8098. .8264 

46071 Seq. ID 

97642 Strand 
6313 End 
OJ991019_19 . 0306 . C15 . ol . np . Method 
6313 End 
6739515 Score 
6313.. 7280, 8150.. 8551, 9377.. 9398 

(AF136004) eukaryotic initiation factor 4B [Triticum aestivum] 



OJ991019_19.0306.C14 

8264 
GENSCAN 
8264 
.53 



OJ991019_19.0306.C15 
+ 

9774 

AAT/NAP. 

9398 

1616 



4 6071 
97642 
6313 

OJ991019_19.0306.C15.ol.tm 
6580 
none 
6580. 
6695. 
6926. 
8256. 
8429. 
9375. 
9605. 



,6630, 6585. 
,6838, 6739. 
6961, 6930. 



.6746, 6586 
.7281, 6774 
.7280, 8148 



.8387, 8258.. 8410, 8266 

.8551, 8434.. 8553, 8434 

.9428, 9431. .9484, 9447 
,9664" 



Seq. ID . OJ991019_19.0306.C15 

Strand + 

End 9774 

Method TBLASTX : Maize 

End 9664 

Score 44 

.6747, 6617. .6754, 6625. .6729, 
.6854, 6852. .6869, 6918. .7049, 
.8249, 8162.. 8239, 8229.. 8396, 
.8415, 8273. .8416, 8427. .8486, 
.8550, 8487. .8558, 9375. .9434, 
.9485, 9543. .9611, 9602. .9664, 



Seq. No. 46071 

Gene No. 97642 

Start 6313 

Name OJ991019_19 . 0306 . C15 . ol , 

Start 6868 

GI none 

Exons 6868... 7053, 6936.. 7046, 
7182. .7262 



Seq. ID OJ991019_19.0306.C15 

Strand + . 

End 9774 

tc Method TBLASTX : Cress 

End 7263 

• Score 159 
7150. .7212,. 7170. .7211, 7174. .7263, 



Seq. No. ' 46071 

Gene No. .97642 

Start 6313 

Name OJ991019_19 . 0306 . C15 . o2 . gp 

Start 7163 

GI 3106543 

Exons 7163.. 7281, 8152.. 8266 

Seq. No. 46071 

Gene No. 97642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991019_19.0306.C15 
+ 

9774 
AAT/GAP 
8266 
314 



OJ991019_19.0306.C15 
+ 



47573 




Start 


6313 


End 


9774 




Name 


OJ991019 19.0306.C15.o3.gp 


Method 


AAT/GAP 




Start 


8500 


End 


9774 




GI 


none 


Score 


831 




Exons 


8500. .8551, 9377. .9774 








Seq. No. 


46072 


Seq. ID 


OJ991019_19.0306 


.C16 


Gene No. 


97643- 


Strand 






Start 


3092 


End 


"3334 




Name 


OJ991019 19.0306.C16.o2.gp 


Method 


AAT/GAP 




Start 


3092 


End 


3334 




GI 


uC-osflcypl21b06bl 


Score 


2'4 6 




Exons 


3092.. 3232, 3310.. 3334 








GI Descrip. 


'3702314 6.0e-26 (AC002535) 


similar to 


SWI/SNF complex 


subunit 




BAF170 [Arabidopsis thaliana] 1 






Seq. No. 


46072 


Seq. ID 


OJ991019_19.0306 


-C16 


Gene No. 


97644 


Strand 






Start 


22" 


End 


3288 




Name 


OJ991019 19.0306.C16.ol.np 


Method 


AAT/NAP 




Start 


22 


End 


633 




GI 


7485975 


Score 


255 




Exons 


22. . 633 








GI Descrip. 


hypothetical protein F22K18 


.80 - Arabidopsis thaliana 





gi I 4220518 | emb | CAA22-991.1 L .(AL035356) hypothetical protein 
[Arabidopsis thaliana] gi | ?2'69323 I emb I CAB79382 . l"| (AL161562) 
hypothetical protein [Arabidopsis thaliana] 



^ ;ss? 


Seq. No. 


46072 






Seq. ID 


OJ991019JL9.0306. 


,C16 




Gene No. 


97644 






Strand 






J _Z 


Start 


22 






End 


3288 




= : ; 


Name 


OJ991019 


_19.0306.C16.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


26 






End 


288 




2;- 


GI 


none 






Score 


171 




r n 


Exons 


26. .283, 


115. .288, 181.. 


288 








: c 


Seq. No. 


4 6072 






Seq. ID 


OJ991019_19.0306. 


C16 




Gene No. 


97644 






Strand 








Start 


22 






End 


3288 






Name 


OJ991019 


_19.0306.C16.ol. 


gs 


Method 


GENSCAN 




f '"^ 


Start 


31 






End 


3288 






GI 


none 






Score 


.67 






Exons 


' 31. .497, 


863. .1037, 1204 


. .1329, 3073. . 


3288 






Seq. No. . 


46072 






Seq. ID 


OJ991019_19.0306. 


C16 




Gene No. 


97644 






Strand 








Start 


22 






End 


3288 






Name 


OJ991019 


19.0306.C16.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


172. 






End 


498 






GI 


none 






Score 


84 






Exons 


172. .273, 


173. .274, 271. 


.402, 


321. .386, 451. .498 






Seq. No. 


46072 






Seq. ID 


OJ991019_19.0306. 


C16 




Gene No. 


97644 






Strand 








Start 


22 






End 


3288 






Name 


OJ991019 


19.0306.C16.ol. 


gp 


Method 


AAT/GAP 






Start 


229 






End 


1033 





47574 



GI 286865 

Exons 229.. 497, 863..1033 ; * 

Seq. No. 46073 

Gene No. 97 64 5 

Start 14 

Name OJ991019JL9 . 0306. C17 . ol . np 

Start 14 

GI 7487575 

Exohs 14.. 616, 1457.. 1856, 2517. 
GI Descrip. 



Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2561 



777 



OJ991019_ 
+ 

2561 
AAT/NAP 
2561 
479 



19.0306.C17 



hypothetical protein T30B22.7 - Arabidopsis thaliana 
gi| 6598454 | gb | AAC63618 . 2\ (AC005309) putative SWI/SNF family 
transcription activator [Arabidopsis thaliana] 



Seq. No. 46073 Seq. ID 

Gene No. 97645 Strand 

Start 14 End 

Name OJ991019_19 . 0306 . C17 . ol . tc Method 

Start 65 " End 

GI none Score 

Exons 65. .133, 82.. 138, 173.. 346, 181.. 342 



OJ991019_19.0306.C17 
+ 

2561 

TBLASTX: Cress 

346 

72 



Seq. No. 


46073 


Seq. ID 


OJ991019_19.0306.C17 


Gene No. 


97645 


Strand 


+ 


Start 


14 


End 


2561 


Name 


"OJ991019 19.0306.C17.ol.gp 


Method 


AAT/GAP 


Start 


81 


End 


434 


GI 


uC-osflcypl21b06bl 


Score 


641 


Exons 


81. .434 






GI Descrip. 


f 3702314 6.0e-26 (AC002535) 
BAF170 [Arabidopsis thaliana 


similar to 
] ' 


SWI/SNF complex subunit 



Seq. No. 46073 

Gene No. 97645' 

Start 14 

Name OJ991019_19 . 0306 . C17 . ol . gs 

Start 81 

GI none 
Exons 



Seq. ID OJ991019_19.0306.C17 

Strand + 

End 2561 

Method GENSCAN 

End 2331 

Score .88 



81. .616, 1457. .1942, 2039.. 2202, 2270. .2331 



Seq. No. 


46073 


Seq. ID 


OJ991019_19.0306.C17 


Gene No. 


97645 


Strand 


+ 


Start 


14 ' 


End 


2561 


Name 


OJ991019 19. 0306. C17.ol.ts 


Method 


TBLASTX: Soybean 


Start 


83 


End 


451 


GI 


none 


Score 


73 


Exons 


83.. 133, 85.. 138, 172.. 339, 


173. .343, 


416. .451 


Seq. No. 


46073 


Seq. "ID 


OJ991019_19.0306.C17 


Gene No. 


97645 


Strand 


+ 


Start 


14 


End 


2561 


Name 


OJ991019 19.0306.C17.o2.gp 


Method 


AAT/GAP 


Start 


501. 


End 


1773 


GI 


LIB3475-005-P1-K1-C3 *■ 


Score 


834 


Exons 


501. .616, 1457. .1773 






GI Descrip. 


'3702314 1.0e-26 (AC002535) 


similar to 


SWI/SNF complex subunit 




BAF170 [Arabidopsis thaliana 


] ' 





47575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46073 
97645 
14 

OJ991019_19.0306.C17.ol.tm 

1831 

none 



Seq. ID OJ991019_19.0306.C17 

Strand + 

End 2561 

Method TBLASTX : Mai ze 

End 2202 

Score 101 



1831. .1941, 1831. .1941, 1832. .1945, 2012. .2191, 2036. .2200, 
2095. .2202, 2115. .2201 



Seq. ID OJ991019_19.0306.C18 

Strand + 

End 1169 

Method AAT/NAP 

End 1142 

Score 180 



46074 
97646 
1 

OJ99I019_19.0306.C18.ol.np 
1 

7487575 
1..55, 124. .251, 969. .1142 

hypothetical protein T30B22.7 - Arabidopsis thaliana 

gil 6598454 | gb I AAC63618 . 2\ (AC005309) putative SWI/SNF family 

transcription activator [Arabidopsis thaliana] 





oeq . ino . 


46074 


Seq. ID 


OJ991019_19.0306 


. Lib 




Gene No . 


97646 


Strand 


+ 




vJ 


o t art 


1 


End 


1169 




e 


Name • 


OJ9.91019 19.0306.C18.ol.gs 


Method 


GENSCAN 






oiart 


97 


End 


1169 






GI 


none 


Score 


.66 




; a? 


Exons 


97. .251, 969. .1169 










beq. no. 


• 46074 


Seq. ID 


OJ991019_19.0306 


.Lib 


— - 


Gene No. 


97647 


Strand 


+ 




t.sr 

f i ! 


Start 


2286 


End 


2575 






Name 


OJ991019 19.0306.C18.o2.gs 


Method 


GENSCAN 






Start 


2286 


End 


2575 






GI 


none 


Score 


.91 




SI 


Exons 


2286. .2575 








Seq. No. 


46074 


Seq. ID '. 


.OJ991019_19.0306 


.C18 


i Ji 


Gene No. 


97648 


Strand 








Start 


94 


End 


492 






Name 


OJ991019 19.0306.C18.ol.gp 


Method 


.AAT/GAP 






Start 


94 


End 


492 






GI 


LIB3434-038-P1-K1-B4 


Score 


267 






Exons 


94. .258, 469. .492 










GI Descrip. 


'3738276 6.0e-12 (AC005309) 


similar, to. 


SWI/SNF complex , 


subunit 






BAF170, 5 ,f partial [Arabidopsis thaliana] 1 






Seq. No. 


46074 


Seq. ID 


OJ991019JL9.0306 


.CI 8 




Gene No. 


97649 


Strand 








Start 


2363 


End 


2567 






Name 


OJ991019 19.0306.C18..ol.ts 


Method 


TBLASTX: Soybean 






Start 


2363 


End 


2567 






GI 


none 


Score 


196 






Exons 


2363. .2455, 2364. .2567 










Seq. No. 


46075 


Seq. ID 


OJ991019_19.0306 


.C21 




Gene No. 


97650 


Strand 


+ 





47576 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



3489 
AAT/NAP 
3489 
61 



OJ991019_19.0306.C21.ol.np 
1 

6680101 

1..55, 2742. .2986, 3317. .3489 

glutamate receptor, ionotropic, NMDA2D (epsilon 4) 
gi I 6093513 |sp|Q03391|NME4_MOUSE GLUTAMATE [NMDA] RECEPTOR 
SUBUNIT EPSILON 4 PRECURSOR (N-METHYL D-ASPARTATE RECEPTOR 
SUBTYPE 2D) (NR2D) (NMDAR2D) gi | 21604 38 | dbj | BAA02254 . 1 | (D12822) 
glutamate receptor channel subunit epsilon 4 [Mus musculus] 



Q ^ y-Y NT /"\ 

oeq. jn o . 






Seq. ID 


OJ991019_19.0306.C21 


bene no . 


j / DjI 




Strand 




o tar l 






End 


7089 


Name 




.gs 


Method 


GENSCAN 


otait 


O U ^. J? 




End 


7089 


P T 


none 




Score 


.65 




SD9Q ^fl^fi ^QHI 


6094. . 


,6239, 6959. .7089 


Seq. No. 


46075 




Seq. ID 


OJ991019_19.0306.C21 


Gene No. 


97651 




Strand 




o car u. 


5029 




End 


7089 


Name 


OJ991019 19.0306.C21.ol 


. tin 


Method 


TBLASTX : Maize 




6806 




End 


7087 


P T 


none 




Score 


108 


Exons 


6806.. "6904, 6903.. 7052, 


6909. . 


7052, 6914.. 7087, 6926.. 7054 


Q&rr Kin 


46076 




Seq. ID 


OJ991019_19.0306.C22 


Gene No. 


97652 




Strand 


+ 


Start 


1 




End 


2409 


Name 


OJ991019 19.0306.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2149 


GI 


6175149 




Score 


484 


Exons 


1..438, 754. .843, 1305. 


.1570, 


1985. .2149 


GI Descrip. 


(AC010796) hypothetical 


protein [Arabidopsis thaliana] 




gi I 6453898 | gb | AAF0908 1 . 


1IAC011663 17 


(AC011663) hypothetica; 




protein [Arabidopsis thaliana] 






Seq. No. 


46076 




Seq. ID 


OJ991019_19.0306.C22 


Gene No. 


97652 




Strand 


+ 


Start 


1 




End 


2409 


Name 


OJ991019 19.0306.C22.ol 


.gs . 


Method 


GENSCAN 


Start 


80 




End "" 


2234 ' 


GI 


none 




Score 


.59 


Exons 


80.. 438, 754. .887, 1388 


. .1570, 


1985.. : 


L996, 2115.. 2234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46076 
97652 



Seq. ID OJ991019_19.0306.C22 
Strand + 



1 End 2409 

OJ991019_19. 0306.C22.ol.gp Method AAT/GAP 
332 End 2409 

none Score 1813 

332. .438, 662. .887, 1388. .1570, 1985. .2409 . 



Seq. No. 
Gene No. 
Start 



46076 
97653 
8919 



Seq. ID OJ991019_19.0306.C22 
Strand + 
End 9326 



47577 



Name 

Start 

GI 

Exons 



OJ991019__19 . 0306 . C22 . o3 . gs Method GENSCAN 

8919 " * End 9326 

none Score . 92 
8919.. 9326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46076 
97654 
13546 

OJ991019_19. 0306.C22.o5.gs 

13546 

none 

1354 6. .13609, 14106. .14 229, 
16643. . 16994, 17323 .. 17379, 
18184 . .18307, 20232. .20307, 
24067. .26161, 26284.. 26453 



Seq. ID OJ991019_19.0306.C22 

Strand + 

End ' 26453 

Method GENSCAN 

End 2 64 53 

Score .56 
14258. .14417, 15999 .. 16103 , 
1754 4. .17 645, 17999. .18075, 
20434 . .20524, 2258 9 .. 2274 7 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46076 
97654 
13546 

OJ991019_19. 0306.C22.o4 . gp 
16758 
286391 

16758. .16951, 17323 .. 1737 9, 17544. .17628 



Seq. ID OJ991019_19.0306.C22 

Strand + 

End 26453"' 

Method AAT/GAP 

End 17628 

Score 526 



46076 
97654 
13546 

OJ991019_19.0306.C22.o5.gp 

22598 

none 

22598. .22833, 24067. .24375 



Seq. ID -OJ991019_19-.0306.C22 

Strand + 

End 26453 

Method AAT/GAP 

End 24375 

Score 1045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 



46076 
97654 
13546 

OJ991019_19.0306.C22.o3.np 

23397 

5903066 



Seq. ID OJ991019_19.0306.C22 

Strand + 

End 26453 

Method AAT/NAP 

End 26127 

Score 805 



23397. .23460, 24029 25959, 26015. .26127 
(AC008016) F6D8.26 [Arabidopsis thaliana] 



46076 Seq. ID 

97654 Strand 

13546 End 

OJ991019_19.0306.C22.o6.gp Method 

25267 End 

20940_1.R1084 Score 
25267. .25692' 

1 4 4 67124 /emb | CAB37558 | 9.0e-17 (AL035538) hypothetical protein 
[Arabidopsis thaliana] 1 



OJ991019_19.0306.C22 
+ 

26453 
AAT/GAP 
25692 
794 



Seq. No. 46076 Seq. ID 

Gene No. 97655 Strand 

Start 29327 End 

Name OJ991019_19 . 0306 . C22 . o4 . np Method 

Start 29327 End 

GI 6016874 Score 



OJ991019_19.0306.C22 
+ 

29517 
AAT/NAP 
29517 
120 



47578 






29327. .29517 












(AP000570) 


ESTs 


C19143( 


E10020 


) ,D25076(R3116) correspond to 




region of the predicted gene. 


, O-LIIlllcir 


LO putative -ttA^i? 




transposase 


. (P03010) [Oryza 


sativa] 




Seq. No. 










Seq. ID 


OJ991019_19.0306.C22 


Gene No. 










Strand 




Start 










End 


7035 


Name 


OTQQ1D1Q 1 Q 


.0306 


,C22.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


1984 








End 


2178 


GI 


none 








Score 


166 


Py on 


1984 . .2100, 


1985 


. .2098, 


1985. 


.2101, 2101. .2178, 2102. .2152 


Sea No 


46076 








Seq. ID 


OJ991019_19.0306.C22 


Gene No . 


97656 








Strand 




Start 


2958 








End 


7035 


Name 


OJ991019 19 


.0306 


.C22.o2 


.gp 


Method 


AAT/GAP 


Start 


2958 








End 


4727 


GI 


18001 1.R1084 






Score 


1912 


J— 1 ^XV— '1 1 


2958. .3342, 


3492 


. .3573, 


3660. 


.3928, 4224.. 4364, 4591.. 4727 


f^T Dp cirrin 

J. L-/ O * — -1 L . 


, 5230728/gb|AAD40979.1|AF089851 1 l.Oe- 


-113 (AF089851) 




peroxisomal 


copper-containing 


amine oxidase [Glycine max] 1 


Sea No 


46076 








Seq. ID 


OJ991019_19.0306.C22 


VJC11C LVVJ • 


y / ODD 








Strand 




Start 


9QCQ 








End 


7035 


Name 


TQQ i n 1 G 1 G 


.0306 


.C22.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


jU / D 








End 


5982 


GI 


none 








Score 


178 


Exons 


JU / D. .Oil/, 


3143 


. .3199, 


3187. 


.3342, 3209. .3343, 3477. .3587, 




3492. .3572, 


3493 


. .3606, 


3493. 


.3573, 3494.. 3586, 3656.. 3928, 




3657. .3929, 


3658 


. .3957, 


4218. 


.4367, 4218. .4370, 4220. .4375, 




4226. .4399, 


4535 


. .4777, 


4587. 


.4778, 4S88..4779, 4588. .4776, 




5024 . .5275, 


5026 


. .5283, 


5026. 


.5262, 5133. .5264, 5332. .5565, 




5343. .5561, 


5345 


. .5590, 


5347. 


.5592, 534 


[8. .5596, 5656. .5982, 




5657. .5932 












Sea No 


46076 








Seq. ID 


OJ991019_19.0306.C22 


Gpnp No 


97656 








Strand 




Start 


2958 








End 


7035 


Name 


OJ991019 19, 


.0306 


.C22.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3220 








End 


7029 


GI 


none 








Score 


88 


Exons 


3220. .3258, 


3259 


. .3342, 


3260. , 


.3343, 3492. .3572, 3493.-3573, 




3656. .3925, 


3656 


. .3928, 


3657. , 


.3929, 4218. .4370, 4219. .4332, 




4224. .4367, 


4588 


. .4776, 


4589. , 


.4777,' 5024 . .5266, 5026. .5292, 




5026. .5262, 


5130 


. .5264, 


5343. , 


.5561, 5345. .5590, 5415. .5579, 




5656. .5985, 


5657 


. .5929, 


5816. . 


.5986, 6090. .6140, 6096. .6140, 




6132. . 6209, 


6133 


. . 6210, 


6133.. , 


.6210, 6531. .6665, 6531. .6833, 




6577. . 6831, 


6696, 


. . 6842, 


6912. . 


.7028, 6916. .7029 


Seq. No. 


46076 








Seq. ID 


OJ991019_19.0306.C22 


Gene No. 


97656 








Strand 




Start 


2958 








End 


7035 


Name 


OJ991019 19. 


.0306. 


.C22.o2, 


.gs 


Method 


GENSCAN 


Start 


3223 








End 


7034 


GI 


none 








Score 


.89 



Y' -4 757 9 



Exons 



3223. .3342, 3492. .3573, 3660. .3928, 4224. .4364, 4591. .4776, 
5026.. 5262, 5345.. 5560, 5656.. 5986, 6097.. 6209, 6918.. 7034 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991019 19.0306.C22 



46076 
97656 
2958 

OJ991019_19.0306.C22.o2.np . 
3226 
5230728 

3226.. 3342, 3492.. 3573, 3660. 
5026.. 5262, 5345.. 5560, 5656. 
6914. .7016 

(AF089851) peroxisomal copper-containing amine oxidase [Glycine 
max] 



7035 
AAT/NAP 
7016 
2896 

3928, 4224.. 4364, 4591. 
5986, 6097.. 6209, 6531. 



,4776, 
.6832, 



Seq. No. 46076 Seq. ID 

Gene No. 97 656 Strand 

Start 2958 End 

Name OJ991019_19 . 0306 . C22 . o3 . tc Method 

Start ■ 3698 End 

GI none Score 
Exons 



OJ991019_19.0306.C22 
7035 

TBLASTX : Cress 

5116 

85 



3698. .3751, 3767. .3805, 3781. .3927, 3801. .3926, 3803. .3928, 
3804. .3929, 4218. .4370, 4221. .4367, 4535. .4780, 4588. .4776, 
4589.. 4804, 5024.. 5101, 5026.. 5115, 5030.. 5116 



Seq. No. 46076 

Gene No. 97656 

Start 2958 

Name OJ991019_19 . 0306 . C22 . o4 ,tw 

Start 3710 

GI none 

Exons 3710.. 3928, 3711. .3929, 3715. 

4223.-4375, 4588. .4620 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3954, 



■OJ991019 19.0306.C22 



7035 

TBLASTX: Wheat 
4620 
310 

4218. .4370, 4219. .4335, 



Seq. No. 46076 

Gene No. 97656 

Start 2958 

Name OJ991019_19 . 0306 . C22 . o5 . tw 

Start 4621 

GI none 
Exons 



Seq. ID OJ991019_19.0306.C22 
Strand 
End 

Method 
End 
Score 



7035 

TBLASTX: Wheat 

5067 

246 



4621. .4779, 4621. .4776, 4623. .4778, 4625. .4804, 5025. .5066, 
5026. .5067, 5026. .5067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46076 Seq. ID OJ99101 9_1 9 . 0306 . C22 

97656 Strand 

2958 End 7035 

OJ991019_19. 0306.C22 .o3.gp Method AAT/GAP 

5086 End 5864 

30433_1.R1084 Score 1124 

5086.. 5262, 5345.. 5560, 5656.. 5864 

, 4559342/gb|AAD23004.1|AC007087_23 1.0e-104 (AC007087) putative 
copper methylamine oxidase [Arabidopsis thaliana] 1 



Seq. No. 46076 Seq. ID 

Gene No. 97656 Strand 

Start 2958 End 

Name OJ991019 19 . 0306 . C22 . ol . tc Method 



OJ991019_19.0306.C22 
7035 

TBLASTX: Cress 



47580 



Start 
GI 

Exons 



5161 End 5725 

none Score 140 

5161.. 5262, 5162.. 5266, 5165.. 5263, 5343.. 5561, 5344.. 5565, 

5345.. 5590, 5409.. 5579, 5656.. 5724, 5657.. 5725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46076 
97656 
2958 

OJ991019_19.0306.C22.o3.tw 

5459 

none 



Seq. ID OJ991019_19.0306.C22 
Strand 
End 

Method 
End 
Score 



7035 

TBLASTX: Wheat 

5934 

107 



5459. .5590, 5460. .5591, 5656. .5934, 5657. .5932 



46076 
97656 
2958 

OJ991019_19.0306.C22.o2.tc 

6543 

none 



Seq. ID OJ991019_19.0306.C22 
Strand 
End 

Method 
.End . 
Score 



7035 

TBLASTX: Cress 

7035 

236 



6543. .6845, 6577. .6831, 6582. .6845, 6912. .7028, 6916. .7035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46076 
97657 
17325 . 

OJ991019_19.0306.C22.o4.tm 
17325 



none 

17325. 

17586. 

18178. 

18564. 



.17381, 17525. 

,17645, 17988. 

,18306, 18183. 

,18626, 18566. 



Seq. ID OJ991019_19.0306.C22 
Strand 

18628 

TBLASTX: Maize 
18628 
* 65 

17648, 17549. . 17644, 
18084, 17998. . 18075, 
18308, 18183. .18302, 18547 .. 18627, 
18628 



End 

Method 
End 
Score . 



,17644, 17541. 
18074, 17995. 



46076 
97658 
24325 

OJ991019_19.0306.C22.ol.tw 

24325 

none 

24325. .24660, 24327 24656, 
24661. .24831, 24665. .24832 

46076 
97 659 
24837 

OJ991019_19.0306.C22.o2.ts 

24837 

none 

24837. .25190, 24838 .. 25167 , 

46076 
97659 
24837 

OJ991019_19.0306.C22 .o3.tm 

24876 

none 

24876. .25271, 24886 25428 , 



Seq. ID OJ991019_19.0306.C22 
Strand 

End 24832 

Method TBLASTX : Wheat 

End . 24832 

Score 603 
24329. .24658, 24 655 .. 24831 , 



Seq. ID OJ991019_19.0306.C22 
Strand 

End 25428 

Method TBLASTX : Soybean 

End 25389 

Score 313 
25240. .25389, 25255.. 25386 

Seq. ID OJ991019_19.0306.C22 
Strand 

End 25428 

Method TBLASTX : Mai ze 

End 25428 - 

Score 468 
25293. .25427 



47581 




Seq. No. 


46076 


Seq. ID 


. OJ991019_19.0306.C22 


Gene No. ■ 


97660 


Strand 




Qf- a r-t- 
O Ldl L, 


9 1 Q 
c. D f± J. y 


End 


25872 


Name 




Method 


TBLASTX: Wheat 


Of a r-4- 




End 


25815 




none 


Score 


505 


ill aUI id 


. Z J *i -L ;7 . . Z JD14 / £ J . , £ Jul J, 


25422. .25814 


Seq. No. 


46076 


Seq. ID 


OJ991019_19.0306.C22 


Gene No. 


97660 


Strand 






9 R 4 1 Q 


End 


25872 


Name 


n.TQQI fll Q 1 Q n^flfi P99 r\0 f-m 


Method 


TBLASTX: Maize 


o L air t 


9 c; / o / — 


End 


25872 


r;T 

V7-L 


none 


Score 


528 


H 1 v /^\ r"i o 

HiXOilo 


9 c i4^4 ot^pci; 9R4^4 ocoti 


25435. .258 


172 






Seq. ID 


OJ991019_19.0306.C23 




97661 


Strand 


+ 


Start 


262 


End. 


3153 


Name 


OJ991019 19.0306.C23.ol.np 


Method 


AAT/NAP 


Start 


262 


End 


3153 


GI 


3850588 


Score 


796 


Hi .A.'U 1 1 0 


262. .397, 1883. .2887, 2995.. 


3153 






(AC005278) Contains similarity to gb|AB011110 KIAA0538 protein 




from Homo sapiens brain and 


to phospholipid-binding domain C2 




rr | UUlDo . _olS gD | Mjo jyob 


and gb|T04 384 come from this gene. 




[Arabidopsis thaliana] 






Seq. No. 


46077 


Seq. ID 


OJ991019_19.0306.C23 


Gene No. 


97661 


Strand 


+ 


Cf -a >- 1- 
O Lai L 


262 


End 


3153 


Name 


OJ991019 19.0306.C23.o2.tc 


Method 


TBLASTX: Cress 




2284 


End 


2598 




none 


Score 


204 




2284. .2595, 2452. .2598 






Seq. No. 


46077 


Seq. ID 


OJ991019_19.0306.C23 


Gene No. 


97661 


Strand 


+ 


Of- r 4- 
O U a. i. l~ 


262 


End 


3153 


Name 


OJ991019 19.0306.C23.o2.ts 


Method 


TBLASTX: Soybean 


O L. CLI.L. 


2298 


End 


2565 


C T 
o J. 


none 


Score 


235 


Exon s 


2298. .2546, 2299. .2565, 2422 


..2553 




Seq. No. 


46077 


Seq. ID 


OJ991019_19.0306.C23 


Gene No. 


97661 


Strand 


+ 


O Ldit 


262 


End 


3153 


Name 


OJ991019 19.0306.C23.ol.tc 


Method 


TBLASTX: Cress 


OLalL 


2605 


End 


3053 




none 


Score 


206 


Exons 


2605. .2889, 2667. .2894, 2993 


..3049, 2994. .3053 


Seq. No. . 


46077 


Seq. ID 


OJ991019_19.0306.C23 


Gene No. 


97661 


Strand 


+ 


Start 


262 


End 


3153 


Name 


OJ991019 19.0306.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2641 


End 


3151 



47582 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 243 

2641. .2889, 2643. .2918, 2993. .3076, 2994. .3092, 3074. .3124, 
3078. .3107, 3107. .3151 



46078 
97662 
510 

OJ99102 9_15.0317.Cl.ol.gs 
"510 
none 

510. .571, 2166. .2208 



Seq. ID OJ991029_15.0317.C1 

Strand + 

End 2208 

Method GENSCAN 

End * 2208 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46078 
97663 
22983 

OJ991029_15.0317.Cl.o4 .np 

22983 

7523502 



Seq. ID OJ991029_15.0317.C1 

Strand + 

End 24012 

Method AAT/NAP 

End 24012 

Score 172 



22983. .23076, 2338 9 23543, 23742 .. 23811 , 23920.. 24012 
(AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 46078 

H Gene No. 97 664 

^ Start ■ 94 08 

l't Name OJ991029_15 . 0317 . CI . ol . np 

v 1 Start 9408 

fU GI 4680203 

fl Exons 9408.. 10259, 10538 .. 10762, 10919.. 12639 



Seq. ID OJ991029_15.0317.C1 
Strand 

End 12639 

Method AAT/NAP 

End 12639 

Score 1615 





GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor]. 








Seq. No. 


46078 


Seq. ID 


OJ991029_15. 


0317 


.CI 




Gene No. 


97665 


Strand 








X- 


Start 


20152 


End 


21673 








Name 


OJ991029 15.0317.Cl.o2.np 


Method 


AAT/NAP 








Start 


20152 


End 


21673 








GI 


7363272 


Score 


379 








Exons 


20152. .20447, 20474 .. 2084 6, 


21547. .21673- 








GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46078 


Seq. ID 


OJ991029_15. 


0317 


.CI 




Gene No. 


97666 


Strand 










Start. 


22176 


End 


22331 








Name 


OJ991029 15.0317.Cl.o3.np 


Method 


AAT/NAP 








Start 


22176 


End 


'22331 








GI 


7363271 


Score 


119 








Exons 


22176. .22331 












GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46078 


Seq. ID 


OJ991029_15. 


0317 


.CI 




Gene No. 


97667 


Strand 










Start 


24553 


End 


24891 








Name 


OJ991029 15.0317.Cl.o3.ts 


Method 


TBLASTX : Soyb 


ean 






Start 


9453 


End 


9665 








GI 


none 


Score ' 


86 








Exons 


9453. .9665, 9507. .9665 












Seq. No. 


46078 


Seq. ID 


OJ991029_15. 


0317 


.CI 



47583 




Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




Name 


OJ991029 15.0317.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Qfarf 
o u a x L- 


9513 




End 


10648 






none 




Score 


43 




p von 


9513. . 


9614, 9520. .9579, 9630. .9746, 9645. .9704, 9723. .9911 




9739. . 


9921, 9945.. 10499, 10018 .. 10503 , 


10517. .10648 




Seq. No. 


46078 




Seq. ID 


OJ991029_15.0317 


. CI 


Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




LN CllLLC 


OJ991029 15.0317.Cl.o4.tm 


Method 


TBLASTX: Maize 




OLCli L 


9747 




End 


10037 






none 




Score 


91 






9747. . 


9854, 9748.. 9855, 9867 


.10037, 9868. . 10035 




Seq. No. 


46078 




Seq. ID 


OJ991029_15.0317 


CI 

. ^> X 


Gene No. 


97667 




Strand 






Start 


2^553 




End 


24891 






OJ991029 15.0317.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


9945 




End • 


10355 




(IT 


none 




Score 


129 




DAUi 1 0 


9945. . 


10355, 10018.. 10347 








O C ^ • LNVJ * 


46078 




Seq. ID 


OJ991029_15.0317 


m 


Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




Naitie 


OJ991029 15.0317.Cl.ol.tm 


Method 


TBLASTX: Maize 




j Lai L 


10287 




End 


10672 




GI 


none 




Score 


184 




£jAU11o 


10287. 


.10499, 10288. .10500,' 


10290. .10502, 10493. .10603, 






10515. 


.10604, 10604. .10672 








O C • IN W • 


46078 




Seq. ID 


OJ991029_15.0317 


. CI 




97667 




Strand 






Start 


24553 




End 


24891 




Name 


OJ991029 15.0317.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


11177 




End 


11662 




GI 


none 




Score 


74 




F* yon c? 

DAUlIij 


11177. 


.11266, 11181. .11270, 


11265. .11315, 11270. .11317, 






11318. 


. 11365, 11462. .11551, 


114 63. .11555, 11558. .11662, 






11559. 


.11654 








C cart Kfn 


46078 




Seq. ID 


OJ991029_15.0317 


. V-/ X 


Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




LNalllC 


OJ991029 15.0317.Cl.o3.tw 


Method 


TBLASTX: Wheat 




OLdi u 


11228 




End 


11563 




O X 


none 




Score 


65 




LAUIlO 


11228. 


.11266, 11276. .11374, 


11292. .11375, 114 03. .11516, 






11405. 


.11518, 11522. .11563 








Seq. No. 


46078 




Seq. ID 


OJ991029_15.0317, 


.CI 


Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




Name 


OJ991029 15.0317.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


11468 




End 


11800 





4 7584 




\j x 


non^ 




Score 


82 




TP von q 


1 1 4 68 11800 11 523 

ill UU • • IIOUU/ II JZ, J 


1 1 630 

. • I I U W / 


11664. .11702 




Seq. No. 


46078 




Seq. ID 


OJ991029_15.0317 


.CI 


Gene No. 


97667 




Strand 


- 




OLdi L 


24 553 
i ^) *j -j 




End 


24891 




IN O.ULC 


OJ991029 15 0317 CI 


o2 t «? 


Method 


TBLASTX : Soybean 




Qf art 

o Lai L 


11549^ ~~ 
ii^/i^ 




End 


11824 




(IT 
\J I 


none 




Score 


120 




F! von s 


11549 11824 11550 

I I J M _/ • t IlUCi / i i -J <J V 


11789 








JCl| ■ LN k>> * 


46078 




Seq. ID 


OJ991029_15.0317 


PI 

.ox 


Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




Name 


OJ991029 15 0317 CI 


. o2 . tw 


Method 


TBLASTX: Wheat 




St ^ rt 


11564 _ 

I I *J U *a 




End 


12157 




\D I 


n on ^ 
nunc 




Score 


69 




F von q 


11564 11689 11565 

II JUi • » IIUO J/ XX^UJ 


11672 

. i I IU / 


11711. . 11809, 11865. .12155, 






1 1 8 67 19157 










Seq. No. 


46078 




Seq. ID 


OJ991029_15.0317. 


.CI 


Gene No. 


97667 




Strand 






Of o rt 


24 553 




End 


24891 




LN CllUCJ 


n,T991029 1 5 0317 PI 

UU?JIU6^ I J . U J J. ( . Ll 


Ol t Q 


Method 


TBLASTX : Soybean 




Of 3 rt 

o L a. I u 


118 67 _ 

I I O \J / 




End 


12139 - \ 






n on o 
livelier 




Score ' 


107 




17 von q 

LAUiiD 


1 1 867 12139 11874 

IIOu ' ■ • IlI J IIO / *s 


12199 








UC<^ • LN \J . 


46078 




Seq. ID 


OJ991029_15.0317 


Pi 


Pono Mo 

UCllC LNU • 


97 667 




Strand 






Start 


24553 




End 


24891 




Name 


OJ991029 15. 0317. CI 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


14 987 




End 


15309 




CJ 

\j j. 


n on d 




Score 


115 




TT von q 


1 4 987 15106 14 995 


1510 5 

• . 1JIUJ/ 


15018. .15119, 15019. .15153, 






15171 15221 15176 

I Ji ' I . . I JZ.^1 ^ IJI / D 


1 5307 


15177. . 15308, 15177. .15308, 






1 52 68 1 5309 










Seq. No. 


46078 




Seq. ID 


OJ991029_15.0317 


.CI 


Gene No. 


97667 




Strand 






Start 


24553 




End 


24891 




Name 


O.7991 029 1 5 031 7 P1 

WU_7_/XU^._7 IJ t U Ji / .OX 


o 9 rro 
. u . y lj 


Method 


AAT/GAP 




o Lai l. 


24 553 ~ 




End 


24891 




pT 


9 4 4 9467 




Score 


595 




P 1 von q 


94553 94891 










Seq. No. " 


46079 




Seq. ID 


OJ991029_15.0317 


.C9 


Gene No. 


97668 




Strand 






Qf a rt 
u Lai L 


90 




End 


300 






OJ991029 15. 0317. C9, 


. o2 . tm 


Method 


TBLASTX: Maize 




Ota v-+- 


90 




End • 


300 




GI 


none 




Score 


157 




Exons 


-90.. 233, 115.. 231, 216.. 299, 


222. .299, 


238.. 300 




Seq. No. 


46079 




Seq. ID 


OJ991029JL5.0317 


.C9 


Gene No. 


97669 




Strand 






Start 


409 




End 


619 





47585 




LMctiLlt: 


Pj.TQQ1D9Q 1 R 0117 PQ nl 




lie U 1 1UU 






^1- a r-t- 
O Ldl C 














none 




jluic 


91 




Exons 


4DQ S17 411 S4? 41 s 


SSS 


4?1 SSI 


s so fiT fi s fin 


61 Q 


Cprr Kin 






Qprr Tf) 

OCLJ • 1 U 


OJ9910PQ IS mi 7 


PI 1 


Gene No. 


97670 




Strand 






Start 


1 




End 


722 




LN dine 


O.TQQTD9Q 1 S fill 7 Tl 1 nl 


.np 


Method 


AAT /NAP 






1 ~~ 




End 


179 




ox 


7 11Q707 




Score 


1 70 






1 11 4flfl 7?? 










P.T HpQpr i n 
OX UCDl/I -'-It * 


^rtryy i j j j / iiy^j^t-iic; > — l d x 


protein [Oryza 


o d i — l va j 




Seq. No. 


46081 




Seq. ID 


OJ991029_15.0317 


.C16 


Gene No. 


97671 




Strand 






OLdl L 


i m i 

1U1J 




End 


1 Q^n 




Name 


P»TQQin?Q IS 0117 PI 6 nl 


.gs 


Method 


OHiLN O^/itN 




p L.cix t 


1U1 j 




End 


1 ftl fi 
X O X D 




PT 

O X 


none 




Score 


1 

X 




T7 1 v fi o 


1011 1 ft 1 

1U1 J . . lOlD 










C 0 n Kin 


4 60ft 1 




Seq. ID 


D.TPQ109Q IS 0117 


pi ^ 

. ^1D 


OC11C IN \ J . 


97671 




Strand 






Start 


1013 




End 


1960 




Name 


OJ991029 15.0317.C16.ol 


.np 


Method 


AAT /NAP 




Start 


1058 




End 


1960 




riT 

\3 X 


1657615 




Score 


681 






1058. .1657, 1787. .1960 












(U72502) Glp [Arabidopsis thaliana] gi | 3068706 | gb | AAC14 4 06 . 1 | 




(AF049236) putative transmembrane protein Glp [Arabidopsis 




thaliana] 










Seq. No. 


46081 




Seq. ID 


OJ991029_15.0317 


.C16 


Gene No. 


97671 




Strand 






O Ldl L 


1013 




End 


1960 




Name 


OJ991029 15.0317.C16.ol 


. tc 


Method 


TBLASTX: Cress 




OLdi L 


1133 




End 


1622 




r-T 


none 




Score 


160 






1133. .1390, 1134. . 1391, 


1385. 


.1618, 1497. .1622 




Seq. No. 


46081 




Seq. ID 


OJ991029_15.0317 


.C16 


Gene No. 


97671 




Strand 








1013 




End 


1960 




Name 


OJ991029 15.0317.C16.o2 


. ts 


Method 


TBLASTX: Soybean 






1133 




End 


1339 




\3 X 


none 




Score 


183 




LAUl lO 


1133.. 1339, 1134.. 1337' 










O C ^ ■ LN ■ 


46081 




Seq. ID 


OJ991029_15.0317 


.C16 * 


Gene No. 


97671 




Strand 






Start 


1013 




End 


1960 




Name 


OJ991029 15.0317.C16.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


1340 




End 


1619 




GI 


none 




Score 


109 




Exons 


1340. .1390, 1385.. 1618, 


1497. , 


.1619 







47586 



Seq. No. v 46082 Seq. ID 

Gene No. 97 672 : Strand 

Start 855 End 

Name OJ991029_15 . 0317 . C17 . ol . gs Method 

Start 855 End 

GI none Score 

Exons 855.. 925 



OJ991029_15.0317.C17 
+ 

925 

GENSCAN 

925 

.75 



Seq. No. 46082 Seq. ID 

Gene No. 97673 Strand 

Start 1 End 

•Name OJ991029_15 . 0317 . C17 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . .413 



OJ991029_15.0317.C17 
939 

AAT/GAP 

413 

803 



Seq. No. 


46082 


Seq. ID 


OJ991029_15.0317 


.C17 


Gene No. 


97673 


Strand 






Start 


1 


End 


939 




Name 


OJ991029 15.0317.C17.ol.np 


Method 


AAT/NAP 




Start 


244 


End 


939 




GI 


7378629 


Score 


200 




Exons 


244 . .414, 907. .939 








GI Descrip. 


(AL162751) putative protein 


[Arabidopsis thaliana] . 




Seq. No. 


46082 ' 


Seq. ID 


OJ991029_15.0317 


.C17 


Gene No. 


97673 


Strand 






Start 


1 


End 


939 




Name 


OJ991029 15.0317.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


245 


End 


420 




GI 


none 


Score 


230 




Exons 


245. .412, 247. .414, 268. .420 









Seq. No. 46082 

Gene No. 97673 

Start 1 

Name ' OJ991029_15 . 0317 . C17 . ol . ts 

Start 245 

GI none 

Exons 245. .412, 253. .414, 268. .414 



Seq. ID OJ991029_15.0317.C17 
Strand 

End 939 

Method TBLASTX: Soybean 

End 414 

Score 175 



Seq. No. 46082 

Gene No. 97 673 

Start 1 ' 

Name OJ991029_15 . 0317 . C17 . ol . tc 

Start 247 

GI none 

Exons 247.. 414, 254.. 412. 



Seq. ID OJ991029_15.0317.C17 
Strand 

End 939 

Method TBLASTX : Cress 

End 414 

Score 156 



Seq. No. 46083 

Gene No. 97674 

Start 430 

Name OJ99102 9_15 . 0317 . C27 . ol . gs 

Start 430 

GI none 

Exons 430.. 569, 684.. 791 



Seq. ID OJ991029_15.0317.C27 

Strand + 

End 791 

Method GENSCAN * 

End 791 



Score 



.4 



.47587 



Seq. No. 46084 Seq. ID 

Gene No. 97675 Strand 

Start 776 End 

Name OJ991029_15 . 0317 . C32 . ol . gs Method 

Start 776 End 

GI none Score 

Exons 776.. 1283 



OJ991029_15.0317.C32 

1283 
GENSCAN 
1283 
.86 



Seq. No. 46085 

Gene No. 97 67 6 

Start 1918 

Name OJ991029_15 . 0317 . C39 . ol . gp 

Start 1918 

GI none 

Exons 1918.. 2576 



Seq. ID OJ991029_15.0317.C39 

Strand + 

End 2576 

Method AAT/GAP 

End 2576 

Score 1295 



Seq. No. 46085 Seq. ID 

Gene No. 97676 Strand 

Start 1918 End 

Name OJ99102 9_15 . 0317 . C39 . ol . np Method 

Start 2062 End 

GI 7452481 Score 

Exons 2062.. 2156, 2189.. 2407 

GI Descrip. hypothetical protein el2 - rice gi | 184 1320 | dbj | BAA10903 . 1 | 
{©'64038) EL2 [Oryza sativa] 



OJ991029_15.0317.C39 
+ 

2576 
AAT/NAP 
2407 
83 



Seq. No. 
ili Gene No. 
Q Start 

Name 
~t Start 

li gi 

i y Exons 



46086 Seq. ID 

97677 Strand 

4 4 End 
OJ99102 9_15.0317 .C42.ol.gs Method 

4 4 End 

none Score 
44. .250 



OJ991029_15.0317.C42 
250 

GENSCAN 

250 

.58 



Seq. No. 46087 Seq. ID 

Gene No. 97678 Strand 

Start 140 End 

Name OJ991029_15 . 0317 . C4 4 . ol . gs Method 

Start 140 End 

GI none Score 

Exons 140.. 273, 2029.. 2227 



OJ991029_15.0317.C44 
+ 

6181 
GENSCAN 
2227 
.67 



Seq. No. 
Gene No. 
Start. . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46087 
97678 
.140 

OJ991029_15.0317.C44.ol.np 
2062 
7339719 
2062.. 2104, 3908". .4121 

(AP001539) hypothetical protein [Oryza sativa] 



Seq. ID OJ991029_15.0317.C44 
Strand + 

6181 
AAT/NAP 
4121 
106 



End 

Method 

End 

Score 



46087 Seq. ID 

97678 . Strand 

140 End 

OJ99102 9_15.0317.C4 4 .o2.gs Method 

3215 End 

none Score 



OJ991029_15.0317.C44 
+ 

6181 
GENSCAN 
6181 
.86 



47588 




LAUl 1 O 


321S 3288 


3816 3848 


6016 


6181 








Seq. No. 


46087 






Seq. ID 


OJ991029_15 


.0317, 


,C44 


Gene No. 


97679 






Strand 








Start 


6537 






End 


7032 






Name 


OJ991029 15 


.0317.C44.ol, 


. tm 


Mpt" h r>H 


TBLASTX: Maize 




Start ■ 


107 






End 


487 






GI 


none 






Score 


58 






F" von ^ 


107. .178, 176. .487 












Seq. No. 


46087 






Seq. ID 


OJ991029 15 


. 0317 . 


C44 


Gene No. 


97679 






Strand 








Start 


6537 






End 


7032 






Name 


OJ991029 15 


.0317.C44 .o3, 


• y ^ 


Mo +■ nH 

1 JC L-llUU 


GENSCAN 






Start 


6537 






End 


7032 






GI 


none 






Score 


. 86 






F.von q 


6537. .6604, 


6969. .7032 












Seq. No. 


46088 






Seq. ID 


OJ991029 15 


. 0317 . 


C45 


Gene No. 


97680 






Strand 










2354 






End 


4424 






IN a. 11 It. 


OJ991029 15 


.0317.C45.ol. 


. gs 


Mot" h r^r} 
Lie LUUU 


GENSCAN 








2354 






FnH 


4424 






(IT 

\J X 


none 






Q I' - ' /^l 


. 6 








• 2354-. .-24 98, 


2898. .3088, 


4 287. 


. 4424<- • 








Seq. No. 


46088 






Seq. ID 


O.T9Q1 02 Q IS 


, 0317 . 


C45 


Gene No. 


97681 






Strand 








Start 


5638 






End 


6316 






Name 


OJ991029 15 


.0317.C45.o2. 




Mp 1" n oH 


GENSCAN 






Start 


5638 






Cj 1 J.Li 


6316 






GI 


none 






Q ^ /->, y ^ 


. 79 






P von q 


5638. .5664, 


5947. .6082, 


fil 38 

U X *J O . 


631 fi 








Seq. No. 


46088 






Seq. ID 


029 IS 


0317 

i UJi / . 


C45 


Gene No. 


97682 






Strand 


-|_ 






Start 


9266 






End 


11429 






Name 


OJ991029 15 


.0317.C45.o3. 


gs 


Mp t" h oH 


GENSCAN 






Start 


9266 






End 


11429 






GI 


none 






Q /— p> -V-Q 

O O W i- " 


. 4 6 








9266. . 9449, 


11302. .11429 










ij C ^ ■ 1> w . 


46088 








O.TQQI 029 IS 


031 7 


r& s 


Gene No. 


97683 






Strand 








Start 


5004 






End 


SI 3d 






Name 


OJ991029 15 


.'0317.C45.ol. 


np 


Method 


AAT/NAP 








5004 






End 


5134 






GI 


7339719 






Score 


97 






Fvnn q 

DAUl 1 O 


5004. .5134 














Vj 1 uC OUJ — L ^-J * 


(AP001539) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46088 






Seq. ID 


OJ991029_15. 


0317. 


C45 


Gene No. 


. 97684 






Strand 








Start 


11877 






End 


12448 






Name 


OJ991029 15, 


.0317.C45.o4. 


gs 


Method 


GENSCAN 






Start 


11877 






End 


12448 






GI 


none 






Score 


.47 







47589 



Exons 



11877. .11921, 12138. .12271, 12319. .12448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46088 Seq. ID 

97685 Strand 

15643 End 

OJ991029_15 . 0317 . C4 5 . o5 . gs Method 

15643 End 

none Score 



OJ991029_15.0317.C45 

17500 
GENSCAN 
17500 
.65 



1564 3. .16000, 16161. .16378, . 17339. .17500 



Seq. No. 


46088 


Gene No. 


97686 


Start 


20522 


Name 


OJ991029 15.0317.C45.o6 


Start 


20522 


GI 


none 


Exons 


20522. .20765, 20928.. 21 


Seq. No'.'- 


46088 


Gene No. 


97687 


Start 


23724 


Name 


OJ991029 15.0317.C45.ol 


Start 


3651 


GI 


none 


Exons 


3651.. 3758, 3666.. 3761, 



3684.. 3767, 3685. .3762, 

3803.. 3916, 3809.. 3925, 

3823.. 3909, 3955.. 4080, 

3982.. 4068, 3983.. 4045, 

4115. .4204, 4116. .4238, 

4126. .4266, 4131. .4271, 

4272. .4364, 4272. .4364, 

4300. .4452, 4302. .4448, 

4349. .4444, 4355. .4459, 

4514. .4588, 4514. .4597, 
4656. .4730 



Seq. ID OJ991029_15.0317.C45 
Strand 

End 21883 

.gs Method GENSCAN 

End 21883 

Score .54 
153, 21847.. 21883 

Seq. ID OJ991029_15.0317.C45 
Strand 





End 


37286 






tm 


Method TBLASTX: 


Maize 






End 


4730 








Score 


79 








3666. 


.3761, * 


3667. , 


.3765, 


3683. 


.3760, 


3685. 


.3768, 


3801. . 


.3908, 


3802. 


.3915, 


3812. 


.3922, 


3814. , 


.3915, 


3817. 


.3924, 


3969. 


.4088, 


3975. , 


.4070, 


3982. 


.4074, 


3985. 


.4074, 


3996. , 


.4067, 


4105. 


.4227, 


4119. 


.4274, 


4123. , 


.4269, 


4126. 


.4233, 


4143. 


.4283, 


4224 . , 


.4310, 


4224 . 


.4310, 


4277. 


.4444, 


4299. , 


.4376, 


4300. 


.4446, 


4306. 


.4467, 


4311. , 


.4466, 


4326. 


.4445, 


4498. 


.4632,' 


4501. . 


.4599, 


4502. 


.4585, 


4515. 


.4613, 


4621. . 


.4692, 


4621. 


.4686, 



r Z Seq. No. 


46088 


Seq. ID 


OJ991029_ 


15 


.0317 


.C45 


W Gene No. 


97687 


Strand 










C;3 Start 


23724 


End 


37286 








f3 Name 


OJ991029 15.0317.C45.o2.np 


Method 


AAT./NAP 








Start 


23724 


End 


31686 








GI 


6539588 


Score 


271 








Exons 


23724. .23811, 30669 .. 30943, 


31660. .31686 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46088 


Seq. , ID 


OJ991029_ 


15 


.0317 


.C45 


Gene No. ■ 


97687 


' 'Strand 










Start 


23724 


^End 


37286 








Name 


OJ991029 15.0317.C45.o7.gs 


Method 


GENSCAN 








Start 


24685 


End 


25104 








GI 


none 


Score 


. 9 








Exons 


24685. .24744, 25099. .25104 












Seq. No. 


46088 


Seq. ID 


OJ991029_ 


15 


.0317 


.C45 


Gene No. 


97687 


Strand 










Start 


23724 


End 


37286 









47590 



Name 

Start 

GI 

Exons 



OJ991029_15 . 0317 . C45 . 08 . gs Method GENSCAN 

28911 End 37286 

none Score .51 

28911. .29084, 30669 30943, 31181 .. 31302, 3178 9 .. 31955 , 

32300. .32362, 335*89. . 3.3774 , 34 320 .. 34525, 37244.. 37286 



Sea No 


46088 


Seq. ID 


OJ991029_15.0317.C45 


(ipnp No 


97687 


Strand 




Start 


23724 


' End 


37286 


Name 


OJ991029 15.0317.C45.o3.np 


Method 


AAT/NAP 


Start 


32392 


End 


34120 


GI 


7523502 


Score 


150 




32392. .32462, 33512 .. 33728 , 


34003. .34120 




(AP001633) hypothetical protein [Oryza 


sativa] 


Qprr No 


46089 


Seq. ID 


OJ991029__15.0317.C46 


(^Dnp Mo 

OC11C IN W • 


97688 


Strand 


+ 


91-^ rt- 

O L- Ct J_ l_ 


797 


End 


5507 




OJ991029 15.0317.C46.ol.gs 


Method 


GENSCAN 


Start 


797 


End 


5507 


GI 


none 


Score 


.6 




797. .853, 3613. .3702, 4275. 


.4640, 4674, 


..4859, 4878. .4980, 




5215. .5507 






O C ^ . ViKJ * 


46089 


Seq. ID- 


OJ991029_15.0317.C46 




97689 


■ Strand 


+ 


u Lai L. 


5511 


End 


5727 


Name 


OJ991029 15.0317.C46.ol.np 


Method 


AAT/NAP 


Start- 


5511 


End 


5727 


GI 


4584355 


Score 


175 




5511. .5727 






(~L T Dp> c; o r 1 " "i o 

\J J- UCSLIip 1 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


Qprr Mr) 

O ^ • LN ^ • 


46089 


Seq. ID 


OJ991029_15.0317.C46 


f^ptri P> No 


97690 


Strand 


+ 


Start 


7123 


End 


13397 


Name 


OJ991029 15.0317.C46.o2.gs 


Method 


GENSCAN 


Start 


7123 


End 


13281 


GI 


none 


Score 


.72 


Exons 


7123. .7234, 7508. .7687, 7713. .7983, 9027. .9130, 10036 .. 10156, 




11098. .11278, 11370. .11499, 


12231. .12445, 12724.. 13281 


O C ^ • LN U . 


' 46089 ' 


Seq. ID ' 


OJ9910'29_15.0317.'C46 


p> -n P» No 


97690 


■ Strand 


+ 


OLClI L 


7123 


End 


13397 


Name 


OJ991029 15.0317.C46.ol.gp 


Method 


AAT/GAP 


Start 


13075 


End 


13397 


GI 


25412 1.R1084 


Score- 


593- 


Exons 


13075. .13397' 






GI Descrip. 


, 175854/gb|M19228|RICRRM 1. 


0e-13 O.sativa 28S large subunit 




rRNA, 5' 1 end' 






Seq. No. 


46089 


Seq. ID 


OJ991029_15.0317.C46 


Gene No. 


97691 


Strand 




Start 


13968 


End 


29007 


Name 


OJ991029 15.0317.C46.o6.tm 


Method 


TBLASTX: Maize 


Start 


278 


End 


17557 



47591 



rir 


none 






Score 


64 


LAUllO 


278.. 334, 367.. 456, 


L / ± y c. . • 


17260, 17290. .17469, 17378.. 




17450. 


.17557, 17457. 


1 TC CC 

• JL / -J JJ 






Qfzrr Mo 


46089 






' Seq. ID 


OJ991029_15.0317 


Gene No. 


97691 






Strand 




Start 


13968 






End 


29007 


Name 


OJ991029 15.0317.C46 


• o3 . tm 


Method 


TBLASTX: Maize 


O Lai L 


12351 






End 


13269 




none 






Score 


315 


P von c; 


12351. 


.12416, 12353. 




12359. . 12574, 124 75. .12654, 




12754 . 


.12837, 12964. 


1 ^0 4 7 


13114. .13269 




46089 






Seq. ID 


OJ991029_15.0317 


Gene No. 


97691 






Strand 




Start 


13968 






End 


29007 




OJ991029 15.0317.C46 


. Oo . CJS 


Method 


GENSCAN 


OLdl L 


13968 






End 


17457 




none 






Score 


.43 


F 1 von Q 


13968. 


.14642, 14779. 


■ ± *± y o kj j 


15063. . 15316, 15525. .15638, 




17392. 


.17457 








Oti*^ • IN (J . 


46089 






Seq. ID 


OJ991029_15.0317 


Gene No. 


97691 






Strand 




Start 


13968 






End 


29007 


IN CliLlC 


OJ991029 15.0317.C46 


. o2 . np 


Method 


AAT/NAP 


OLdi L 


14022 






End 


15303 


r; T 


6997177 




Score 


824 


F 1 von ^ 


14022. 


.14980, 15063. 


.15303 






CI T Dp cpr i n 


(AC023839) hypothetical protein [Arabidopsis thaliana] 


OCl^. IN(J . 


46089 






Seq. ID 


OJ991029_15.0317 




97691 






Strand 




Start 


13968 






End 


29007 


Name 


OJ991029 15.0317.C46 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


14166 






End 


14646 


CI 


none 






Score 


55 


F" von q 


14166. 


.14204, 14166. 


.14231, 


14235. .14282, 14252. .14 566, 




14252. 


.14395, 14253. 


.14618, 


14260. .144 09, 14271. .14 642, 




14272. 


.14643, 14470. 


.14646 






Qp n No 


46089 






Seq. ID 


OJ991029_15.0317 


Gene No. 


97691 






Strand 




Start 


13968 






End 


29007 


Name 


OJ991029 15.0317.C46 


. ol . tw 


Method 


TBLASTX: Wheat 


o u ai l. 


14178 






End 


14592 




none 






Score 


140 




14178. 


.14405, 14181. 


.14405, 


14182. . 14412, 14182. .14412, 




14415. 


.14579, 14415. 


.14591, 


14425. .14592 


Sea No 


46089 






Seq. ID 


OJ991029__15.0317 


Gene No; 


97691 






Strand 




Start 


13968 






End 


29007 


Name 


OJ991029 15.0317.C46 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


14595 






End 


14768 


GI 


none 






Score 


130 


Exons 


14595. 


.14768, 14599. 


. 14757 







47592 



# • 



Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317 


.C46 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15 0317 C46 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


14661 — 




End 


15187 




GI 


none 




Score 


49 




Rxon s 

1_J Vta-/ X X 


14661 14747- 14668 


14736, 


14758. .14 910, 14816. .14 908, 






14884 14982 15059 


15187 








Seq. No. 


46089 




Seq. ID 


OJ991029JL5.0317 


.C46 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15.0317.C46. 


o3 . np 


Method 


AAT/NAP 




Start 


15328 




End 


18475 




GI 


7363274 




Score 


142 




Rxon s 


15328. .15373, 18275.. 


18475 








GI Descrip. 


(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F17A8; putative protein. (AL049482) [Oryza sativa 


]■ 


Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317 


.C46 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


. OJ991029 15.0317.C46. 


o4 . gs 


Method 


GENSCAN' 




Start 


18264 




End 


26513 




Gl' 


none 




Score 


.'4 3 






18264. .18364, 19482.. 


19859, 


19990. .20026, 2368 9 .. 24 365, 






24746. .25471, 26498.. 


26513 








Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317 


.C46 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15.0317.C46. 


o2 . gp 


Method 


AAT/GAP 




Start 


23522 




End 


24780 




GI 


33697 1.R1084 




Score 


1699 




Exons 


23522. .24365, 24746.. 


24780 








GI Descrip. 


'4572673/gb|AAD23888. 


1IAC006954 9 4 . Oe 


-72 (AC006954) putativ 




sarcosine oxidase [Arabidops 


is thaliana] 1 




Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317 


.C46 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15.0317.C46. 


o4 . np 


Method 


AAT/NAP 




Start 


23661 




End 


25310 




GI 


4572673 




Score 


1006 




-l—J £\ \—/ 1 1 


23661. .24365, 24740.. 


25310 








v-J -4. \-> \IZ- kj> ^ J_ -i- • 


(AC006954) putative sarcosine oxidase 


[Arabidopsis thaliana] 


Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317, 


.C46 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007- 




Name 


OJ991029 15.0317.C46. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


23695 




End 


23992 




GI ' 


none 




Score 


141 




Exons 


23695.-23772, 23779.. 


23946, 


23779. .23961, 23921. .23992 




Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317. 


.C46 



47593 



Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15 0317 C46 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


23734 ~ 




End 


24171 




GI 


none 




Score 


141 




Exons 


23734 23958 23812 


. 23967, 


24037. .24141, 24053 .. 24 142 , 






24145 . .24171 










Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317 




Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15 0317 C46 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


23863 ~* 




End 


24977 




GI 


none 




' Score 


280 




Exons 


23863 24147 23863 


24 354 


23921. .24355, 24753 .. 24827 , 






24756 24899 24757 


24 918 


24942. .24977 




Seq. No. 


46089 




Seq. ID 


OJ991029_15.0317, 


.C4 6 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


^ J 1 J J. <vJ ■ U «J J. / » O i 




Method 


TBLASTX: Soybean 




Start 


24744 ~ 




End 


25190 




GI 


none 




Score 


138 




Exons 


24744 24890- 24745 


. 24888 , 


24969.. 25190 




Seq. No. 


46089' 




Seq. ID 


OJ991029_15.0317, 


,C4 6 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15 0317 P4fi 


i U*i • L.1U 


Method 


TBLASTX: Maize 




Start 


24977 ~~ 




End 


25193 




GI 


none 




Score 


109 




Rxon ^ 


24977 25090 ?4Qfil 


9 si nn 


24981. .25193, 24985.. 25155 




Seq. No. 


4 6089 




•Seq. ID 


OJ991029_15.0317. 


HA £ 


Gene No. 


97691 




Strand 






Start 


13968 




End 


29007 




Name 


OJ991029 15.0317.C46. 


o5 . np 


Method 


AAT/NAP 




Start 


25898- • 




End 


29007 




GI 


6539588 




Score 


128 




Exons 


25898. .25929, 28045.. 


28265, 


28981. .29007 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46090 




Seq. ID 


OJ991029_15.0317. 


C47 


Gene No. 


97692 




Strand 






Start 


585 




End . 


3490 




Name 


OJ991029 15.0317.C47. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


570 




End 


1243 




GI " 


none 




Score 


58 ' 




Exons 


570. .836, 652. .822, 855. .977 


, 986.. 1243 




Seq. No. 


46090 




Seq. ID 


OJ991029_15.0317. 


C47 


Gene No. 


97692 




Strand 






Start 


585 




End 


3490 




Name 


OJ991029 15.0317.C47. 


ol . gs 


Method 


GENSCAN - _ 




Start 


585 \ 




End 


3412 




GI 


none 




Score 


.56 




Exons 


585. .954, 1119. .1611, 


1728. . 


2235, 2268. 


.2380, 2518.. 3412 





47594 



Seq. No. 46090 Seq. ID 

Gene No. 97692 Strand 

Start 585 End 

Name OJ991029_15 . 0317 . C47 . ol . np Method 

Start 588 End 

GI 6630685 Score 

Exons 588.. 2237, 2291.. 3363, 3458.. 3490 
GI Descrip. 



OJ991029_15.0317.C47 

3490 
AAT/NAP 
3490 
2151 



(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



beq. no. 


46090 




Seq. ID 


OJ991029_15.0317 


. C4 / 


Gene No . 


97692 




Strand 






Of 3r f 

b tar l 


585 




End 


3490 




Name 


OJ991029 15.0317.C47.ol. 


tc 


Method 


TBLASTX: Cress 




b rar r 


606 




End 


1252 




GI 


none 




Score 


101 




Exons 


606.. 851, 8.40.. 971, 1082.. 1252 






beq. no. 


46090 




Seq. ID 


OJ991029_15.0317, 


. C47 


Gene No . 


97692 




Strand 






b t. ar l 


585 




End 


3490 




Name 


OJ991029 15.0317.C47.ol. 


tm 


Method 


TBLASTX: Maize 




C 4 iv .f 

btart 


606 




End 


. 1279 




GI 


none - - 




Score 


216 




Exons 


606. .977, 616. .990, '986. 


. 1279, 


993. .1253 




beq . no . 


46090 




Seq. ID 


OJ991029_15.0317, 


. C4 7 


Gene No . 


97692 




Strand 






otart 


585 




End 


3490 




Name 


OJ991029 15.0317.C47.o4. 


tw 


Method 


TBLASTX: Wheat 




Of v-+- 

b rarr 


651 




End 


971 






none 




Score 


64 




Exons 


651. .764, 651. .827, 846. 


. 971 








Seq. No. 


46090 




Seq. ID 


OJ991029_15.0317, 


.C47 


Gene- No . 


97692 




Strand 






Start 


585 




End 


3490' - 




Name 


OJ991029 15.0317.C47.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1007 




End 


1438 




GI 


none 




Score 


49 




Exons 


1007. .1264, 1125. .1253, 


1289... 


1438 






Seq. No. 


46090 




Seq. ID 


OJ991029_15.0317. 


,C47 


Gene No. 


97692 




Strand 






Start 


585 




End 


34 90 




Name 


OJ991029 15.0317.C47.o3. 


tm 


Method 


TBLASTX: Maize 




Start' • 


1513 




End 


1951 




GI- 


none 




Score 


■36 




Exons 


1513. .1566, 1514. .1726, 


1578. . 


1709, 1705. .1950, 1724.. 1951 



Seq. No. 46090 Seq. ID OJ991029_15 . 0317 . C47 

Gene No. 97692 Strand 

Start 585 End 3490 

Name ' OJ991029_15 . 0317 . C47 . ol . ts Method TBLASTX : Soybean ■ . 

Start 1614 End 2226 

GI 5509260 Score 103 



47595 




Exons 


1614 . .1724, 


1619 


. . 1726, 


1642 . 


.1758, 1655.. 1876, 1702.. 2151, 




1703. .2137, 


1933 


. .2142, 


2182 . 


.2226, 2185.. 2226 




GI Descrip. 
















Seq. No. 


46090 








Seq. ID 


OJ991029_15.0317 


.C47 


Gene No. 


97692 








Strand 






Start 


585 








End 


3490 




Name 


OJ991029 15 


.0317 


.C47 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1628 








End 


2098 




GI 


none 








Score 


69 




Exons 


1628 . . 1726, 


1638 


. . 1724, 


1694 . 


.1807, 1719. .1829, 1720. .1974, 




1829. . 1966, 


1975 


. .2004, 


2008. 


.2097, 2009.. 2098 




Seq. No. 


46090 








Seq. ID 


OJ991029_15.0317 


.C47 


Gene No. 


97692 








Strand 






Start 


585 








End 


3490 




Name 


OJ991029 15 


. 0317 , 


.C47 .o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1732 ~~ 








End 


1992 




GI 


none 








Score 


228 




Exons 


1732 . . 1992 














Seq. No. 


46090 








Seq. ID 


OJ991029_15.0317, 


.C47 


Gene No. 


97692 








Strand 






Start 


585 








End 


3490 




Name 


OJ991029 15, 


. 0317 , 


.C47 .o2 , 


. tm 


Method 


TBLASTX: Maize- 




Start 


'2543 ~ 








End 


3178 




GI 


none 








Score 


291 




Exons 


2543. .2695, 


2690 . 


. . 3112, 


2691 . 


.3050, 3111. .3173, 3113. .3178 


Seq. No. 


46090 








Seq. ID 


OJ991029_15.'0317. 


.C47 


Gene No. 


97692 








Strand 






Start 


585 








End 


3490 




Name 


OJ991029 15. 


. 0317 , 


,C47 .o3 , 


. ts 


Method 


TBLASTX: Soybean 




Start 


2543 ~ 








End 


3004 




GI 


none 








Score 


155 




Exons 


2543. .2671, 


2693, 


, . 3004, 


2700. 


.2987 






Seq. No. 


46090 








Seq. ID 


OJ991029_15.0317. 


,C47 


Gene No. 


97692 








Strand 






Start 


585 








End 


3490 




Name 


OJ991029 15. 


. 0317 . 


,C47.o3, 


, tc 


Method 


TBLASTX: Cress 




Start 


2544 ~ 








End 


2987 




GI 


none 








Score 


60 




Exons 


2544 . .2681, 


2549. 


.2680, 


2696. 


.2986, 2-901.. 2987 




Seq. No. 


46090 








Seq. ID 


OJ991029_15.0317. 


C47 


Gene No. 


97692 .. , 








Strand 






Start 


585 








End 


3490 




Name 


OJ991029 15. 


0317 . 


C47 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2627 ~~ 








End 


3220 




GI 


none 








Score 


62 




Exons 


2627. .2692, 


2687. 


.2767, 


2780. 


.3220, 2867.. 2947 




Seq. No. 


4 6091. 








Seq. ID 


OJ991029_04.0303. 


C2 


Gene No. 


97693 








Strand 


+ 




Start 


233 








End 


326 




Name 


OJ991029 04. 


0303. 


C2.ol.gs 


Method 


GENSCAN 





47596 




Start 


t, j j 


FnH 




GI 


none 


Score 


.46 


uAUl 1 O 


*-} ^) » m *J i£. \J 






Qprr No 


46091 


Seq. ID 


OJ991029 04 0303 C? 


(tpnp Mo 


97694 


Strand 




Start 


138 


End 


4487 


Name 


OJ991029 04.0303.C2.ol.np 


Method 


AAT/NAP ■• 


Start 


138 


End 


4487 


GI 


7542561 


Score 


1198 


i_l ^ 1 1 kj 


138. .284, 360. .441, 561. .625, 


714. .839, 


968. .1068, 2302. .2428, 




2648. .2761, 2997. .3062, 3154. 


.3256, 4311. .4374, 4460. .4487 


CnT Dp qrri n 

\J -L L-/ V-^ O *w J- _L k-/ • 


(AF239701) sterol delta7 reductase [Arabidopsis thaliana] • 


U C ■ Li W ■ 


46091 


Seq. ID 


OJ991029_04.0303.C2 


flprip "Kin 


97694 


Strand 




Start 


138 


End 


4487 


Name 


OJ991029 04.0303.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


193 


End 


3264 


GI 


none 


Score 


65 . 


F" von ^ 


193. .309, 201. .308, 351. .443, 


360. .440, 


364. .480, 382.. .441, 




558. .626, 560. .625, 697. .825, 


705. .842, 


866. .895, 965. .1087, 




975. .1088, 2282. .2431, 2300.. 


2446, 230^ 


r ..2441, 2639. .2767, 




2649.. 2762, 2992.. 3078, 2997. 


.3062, 3154.. 3255, 3155.. 3256, 




3155. .3256, 3157.. 3264 








46091 


Seq. ID 


OJ991029_04.0303.C2 


Cpnp No 


97694 


Strand 




Start 


138 


End 


4487 


Name 


OJ991029 04.0303.C2.ol.gp 


Method 


AAT/GAP 


Start 


198 


End 


832 


GI 


44713 1.R1084 


Score 


853 


P, von <3 


198. .284, 360. .625, 714. .832 






Dpqpri n 


'1245182 2.0e-61 (U49398) sterol delta- 


■7 reductase [Arabidopsi, 




thaliana] f 






Qprr Mo 


46091 


Seq. ID 


OJ991029_04 .0303.C2 


Cpnp Wo 


97694 


Strand 




Start 


138 


End 


4487 


Name 


OJ991029 04.0303.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


198 


End 


4399 


GI 


none 


Score 


82 


Exons 


198. .293,' 200. .298, 201. .308, 


360. .46i, 


360. .440, 367. .486, 




382. .450, 530. .625, 552. .638, 


558. .626, 


560.. 634, 705.. 84.2, 




706. .840, 711. .860, 930. .1070, 956. .1087, 966. .1070, 970. .1086, 




970.. 1095, 2282.. 2431, 2300.. 


2431, 2304 


..2441, 2585. .2767, 




2649.. 2762, 2995.. 3081, 2997. 


.3077, 3142. .3255, 3143. .3256, 




3154.. 3258, 4303.. 4368, 4303. 


.4368, 4305. .4373, 4310. .4399 


Qpn K[o 


46091 


Seq. ID 


OJ991029_04.0303.C2 


Gene No . 


97694 


Strand 




Start 


138 


End 


4487 


Name 


OJ991029 04.0303.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


201 


End 


2417 


GI 


none 


Score 


74 


Exons 


201. .326, 210. .293, 360. .443, 


360. .440, 


364. .528, 530. .625, 




558. .608, 697. .843, 705. .842, 


721. .843, 


930. .1073, 956. .1087, 



47597 



975. .1070, 985. .1071, 2282. .2347, 2300. .2347, 2349. .2417, 
2351. .2416 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46091 ■ Seq. ID 

97694 Strand 

138 End 

OJ991029_04 .0303.C2.o2.gs Method 

1844 End 

none. Score 



OJ991029_04.0303.C2 

4487 
GENSCAN 
4366 
.84 



1844. .1932, 2302. .2455, 2648. .2761, 2997. .3062, 4311. .4366 



Seq. No. 46091 

Gene No. 97694 

Start 138 

Name OJ991029_04 .0303 . C2 . o2 . ts 

Start 2648 

GI none 

Exons 2648 
3154 



OJ991029 04. 0303. C2 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2767, 2649. .2762, 2650. .2763, 2992. .3078, 2997. .3077, 
3255, 3158.. 3256, 4311.. 4367, 4325.. 4369 



4 4 87 

TBLASTX: Soybean 

4369 

145 



Seq. No. 

Gene No. 

Start 
(3 Name 

Start 
S GI 
%l Exons 

CJ GI De scrip. 



46092 
97695 
2786 

OJ991029_04 .0303.C3.ol.np 
^278-6 
7227909 
2786. .2849, 
6048. .6129, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4880, 
,7368 



OJ991029 04. 0303. C3 



9267 
AAT/NAP 
7368 
468 

5203.. 5289, 5841. 



3569. .3686/ 4790 
6377.. 6453, 7263 
PROBABLE OLI GORI BONUCLEASE gi | 3885327 | gb | AAC77 855 . 1 | 
hypothetical protein [Arabidopsis thaliana] 



.5896, 
(AC005623) 



Seq. No. 46092 Seq. ID 

Gene No. 97695 Strand 

Start 2786 End 

Name OJ991029_04 . 0303 . C3 . o2 . gs Method 

Start 3565 End 

GI . none Score 

Exons 3565.. 3686, 4790.. 4880, 5203.. 5289, 6377 

7979. .8141, 8356. .8534, 8600. .8668, 9048 



OJ991029 04. 0303. C3 



9267 
GENSCAN 
9267 
.57 

6453, 7263. 
9267 



.7373, 



Seq. No. 46092 Seq. ID 

Gene No. 97696 Strand 

Start 11750 End 

Name OJ991029_04 . 0303 . C3 . o3 . gs Method 

Start 11750 End 

GI none Score 

Exons 11750. . 11805 



OJ991029_04 .0303.C3 

11805 
GENSCAN 
11805 
.8 



Seq. No. 46093 Seq. ID 

Gene No. 97697 Strand 

Start 1 End 4982 

Name OJ991029JD4 . 0303 . C4 . ol . np Method AAT/NAP 

Start 1 End 1287 

GI 6730669 -„ Score 182 

Exons 1..20, 609.. 1287 

. GI Descrip. (AC007945) F28C11.2 [Arabidopsis thaliana] 



OJ991029..04.0303.C4 



47598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46093 
97697 



Seq. ID OJ991029_04.0303.C4 
Strand 



1 End 
OJ991029JD4 . 0303 . C4 . ol . gs Method 
33 End 
none Score 
33. .247, 332. .1259, 1574. .1602, 2095. 
4635. .4800, 4928. .4982 



4982 
GEN SCAN 
4982 • 
.43 

.2224, 3773.. 3850, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46094 Seq. ID OJ991029_04 . 0303 . C5 

97698 Strand + 

211 End 9162 

OJ991029_04.0303.C5.ol.np Method AAT/NAP 

211 End 9159 

6539553 Score 6153 

211. .443, 5557. .9159 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
.Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



46094 
97698 
211 

'OJ991029J34 .0303.C5.ol.gs 

270 
none 

270. .318, 1573. .1679 

46094 
97698 
211 

OJ991029_04.0303.C5.o3.gs 

5711 

none 



Seq. ID OJ991029_04 .0303.C5 

Strand + 

End ■ 9162 ,v 

Method GENSCAN 

End 167 9 

Score .46 



Seq. ID OJ991029 04. 0303. C5 



Strand 
End 

Method 

End 

Score 



+ 

9162 
GENSCAN 
9162 
.72 



5711. .6171, 6672. .7746, 7789. .8271, 8464. .9162 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029 04. 0303. C5 



46094 
97699 
2966 

OJ991029_04 . 0303 .C5.ol.gp 
2966 

LIB3477-003-P1-K1-E9 
2966. .3063 

V2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



3063 
AAT/GAP 
3063 
158 



Seq. No. 46094 

Gene No. 97700 

Start 9463 

Name OJ991029_04 . 0303 . C5 . o5 . tw 

Start 141 

GI none 

Exons 141. .194, 157. .195, 207. .386, 
5552. .5608, 5555. .5614 



Seq. ID OJ991029_04 .0303.C5 
Strand' 
End 

Method 
End 
Score 

208. .366, 355. .444, 367. .444, 



10232 

TBLASTX: Wheat 

5614 

56 

355. .444, 367. 



47599 






46094 








Seq. ID 




Gene No. 


97700 








Strand 




Start 


9463 








End 


10232 


Name 


OJ991029 04 


.0303 


.C5.o3. 


tm 


Method 




It art 


340 








End 


^766 


ox 


none 








Score 




Fvnn q 

ljAUI lO 


340. .444, 358. .444, 5551. .5763, 5552.. 


S764 S761 




5554 5766 














46094 








Seq. ID 


OJ991029_04.0303.C5 


Gene No. 


97700 








Strand 




Start 


9463 








End 


10232 


Name 


OJ991029 04 


.0303 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


u Loi I. 


6260 








End 


6583 


O X 


none 








Score 


242 


tt von 


6260 6442 


6267 


. . 64 67 , 


6268 . 


.6444, 6287. .6469, 6459. .6581, 




6472 6582 


6473 


. 6583 








Seq. No. 


46094 








Seq. ID 


OJ991029_04. 0303X5 


Gene No. 


97700 








Strand 




Start 


9463 








End 


10232 


Ln dint; 


OJ991029 04 


. 0303 


C5 . o5 . 


ts 


Method 


TBLASTX : Soybean 


0 Lai u 


6610 _ 

Vj Vj X *J 








End 


6996 




none 








Score 


86 


Ej A.LJJ.1 0 


6610 6765 


6748 


. 6996 








Seq. No. 


4 6094 








Seq. ID 


OJ991029_04.0303.C5 


Gene No. 


97700 








Strand 




Start 


9463 








End 


10232 


LN ClillG 


OJ991029 04 


. 0303 


C5 . o4 . 


tw 


Method 


TBLASTX: Wheat 


O LCll L 


6859 _ 








End 


7053 




none 








Score 


132 




6859 7005 


6861 , 


. 7052 , 


6862 . 


.7053, 6989.. 7048, 6990.. 7052 


Seq. No. 


46094 








Seq. ID 


OJ991029_04.0303.C5 


Gene No. 


97700 








Strand 




Start 


9463 








End 


10232 


Name 


OJ991029 04 


0303 , 


C5 . o5 . 


tm 


Method 


TBLASTX: Maize 




6910 — 








End 


7359 - 




none 








Score 


182 


i_l w 1 1 0 


6910 7149 


6993. 


.7127, 


71 92 


.7359 




Seq. No. 


4 6094 








Seq. ID 


OJ991029_04.0303.C5 


Gene No. 


97700 








Strand 




O UCl X u 


9463 








End 


10232 




OJ991029 04. 


0303. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


C+- o 7-+- 


7006 








End 


7359 


\j x 


none 








Score 


123 




7006. .7167, 


7014 . 


.7127, 


718 6. 


.7359, 7194. .7232, 7275. .7334 


Sea No 


46094 








Seq. ID 


OJ991029_04.0303.C5 


Gene No. 


97700 








Strand 




Start 


9463 








End 


10232 


Name 


OJ991029 04. 


0303.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7054 








End 


7764 


GI 


none 








Score 


136 


Exons 


7054. .7155, 


7062. 


.7130, 


7127. 


.7465, 7128. .7454, 7138. .7458, 



47600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7194. .7511, 7517. .7720, 7525. .7764, 7583. ..77.4 4, 7605. .7754 

OJ991029 04. 0303. C5 



46094 Seq. ID 

97700 Strand 

94 63 End 

OJ991029__04 .0303.C5.ol.ts Method 

7684 End 

5509260 Score 

7684. .8148, 7797. .8003, 8070. .8129 



10232 

TBLASTX: Soybean 

8148 . 

340 



46094 
97700 
9463 

OJ991029_04. 

7777 

none 

7777. .8037, 

46094 
97700 
9463 

OJ991029_04, 

7818 

none 

7818. .8180, 



0303.C5.ol.tc 



7797. .7949 



0303.C5.o2.tm 



7819. .8283 



Seq. ID OJ991029_04.0303.C5 
Strand 

End 10232 

Method TBLASTX : Cress 

End 8.037 

Score 259 



Seq. ID OJ991029_04.0303.C5 
Strand 

End 10232 

Method TBLASTX : Mai ze 

End 8283 

Score 323 



46094 
97700 
9463 

OJ991029_04 . 0303.C5.o3.tw 
7819 
none 

7819. .8163, 7966. .8139, 8158. .8364, 8235. .8354 



Seq. ID OJ991029_04 .0303.C5 
Strand 

10232 

TBLASTX: Wheat 
8364 
279 



End 

Method 

End 

Score 



46094 
97700 
.94 63 

OJ991029__04, 

8215 

none 

8215. .8436, 

46094 
97700 - 
9463 

OJ991029__04. 
8373 ' 
none 

8373. .8456, 
8464. .8691 

46094 
97700 
9463 

OJ991029_04 . 
8547 



0303.C5.o2.ts 
8217. .8456, 8218. 

0303.C5.o4 . tm. 
8374. .8481, 8458. 



0303.C5.o2.tw 



Seq. ID OJ991029_04.0303.C5 
Strand 

End 10232 

Method TBLASTX : Soybean 

End 8541 

Score 233 
.8457, 8491. .8541 

Seq. ID OJ991029_04.0303.C5 

Strand - 

End 10232 

Method TBLASTX: Maize 

End 8691 

Score 63 

.8658, 8463. .8654, 8463... 8690, 



Seq. ID OJ991029JD4 .0303.C5 
Strand 

End 10232 

Method TBLASTX : Wheat 

End 8988 



47601 




GI 


none 






Score 


97 




Fyon <=; 


8547 8594 


8548 . 


8622 8637 


.8939, 8638. .8949, 


8638 8988 


Seq. No. 


46094 






Seq.. ID 


OJ991029 


_04.0303.C5 


Gene No. 


97700 






Strand 






Start 


9463 






End 


10232 




Name 


OJ991029 04 


. 0303 . 


C5 o4 ts 


Method 


TBLASTX: 


ouy ucaii 


Start 


8554 _ 






End 


8895 




GI 


none 






Score 


91 




P.vnn q 

i_i Awl 1 O 


8554 8667 


8637 . 


8660 8686 


.8895, 8686. .8874 




Seq. No. 


46094 






Seq. ID 


OJ991029 


_04.0303.C5 


Gene No. 


97700 






Strand 


- 




Start ■ 


94 63 






End. 


10232 




Name 


OJ9Q1029 04 


0303 
. \j j \j j . 


C* S r\ A pro 


Method 


GENSCAN 




Start 


94 63 ~~ 






End 


10232 




GI 


none 






Score 


.68 




Fvnn q 


9463 9651 


•99.75 . 


. 10232 








Seq. No. 


46095 






Seq. ID 


OJ991029 


_04.0303.C6 


Gene No. 


97701 






Strand 


+ 




Start 


302 






End 


802 




Name 


OJ991029 04 


.0303. 


C6 . ol . gs 


Method 


GENSCAN 




Start 


302 






End 


802 




GI 


none 






Score 


.82 




i_j W 1 1 o 


302. .459, 610. .802 








O O ^ • 1NU • 


46095 






Seq. ID 


OJ991029 


04 0^0^ Cf* 


f^|p>np No 

VJ^llC IN W . 


97702 






Strand 






Start 


975 






End 


4191 




Name 


OJ991029 04 


.0303. 


C6 . ol . gp 


Method 


AAT/GAP 




Start 


975 






End 


4191 




GI 


10832 1.R1084 




Score 


2200 




Exons 


975. .1378, 


1603. . 


1682, 1773.. 


1844, 1931. .1971, ; 


2062. .2118, 




2205. .2261, 


3302'. 


.3378, 3513. 


.3631, 3894. .4191 




VwJ _L L/^ O £r * 


'3319340 2. 


0e-68 


(AF077407-) contains similarity 


to E. coli 




cation transport 


protein ChaC 


(GB:D90756). [Arabidopsis 




thaliana] 1 












Sea No 


46095 






Seq. ID 


OJ991029 


_04.0303.C6 


\JJ lie IN w * 


97702 






Strand 






Start 


.975 






End 


4191 




Name 


OJ991029 04 


.0303. 


C6.ol. tm 


■ Method 


TBLASTX:! 


Maize' 


Start 


1213 






End 


3767 




GI 


none 






Score . 


91 




Exons 


1213. .1272, 


1218. 


.1271, 1272. 


.1310, 1291. .1401, 


1309. .1377, 




1311. .1412, 


1604. 


.1684, 1605. 


.1685, 1606.. 1683, 


1765. .1839, 




1772. .1837, 


1772. 


.1843, 1773. 


.1841, 1846. .1974, 


1930. .1971, 




2054. .2125, 


2058. 


.2126, 2059. 


.2127, 2060. .2128, 


2062. .2127, 




2205. .2273, 


2209. 


.2259, 3302. 


.3379, 3302. .3379, 


3303. .3380, 




3502. .3621, 


3503. 


.3622, 3516. 


.3623, 3521.. 3625, 


3726. .3767 


Seq. No. 


46095 






Seq. ID 


OJ991029_ 


_04.0303.C6 


Gene No. 


97702 






Strand 






Start 


975 






End 


4191 




Name 


OJ991029 04 


.0303. 


C6.o2.gs 


Method 


GENSCAN 




Start 


1221 






End 


3621 





47602 



GI 

Exons 



none Score .87 

1221. .1378, 1603. .1682, 1773. .1844, 1931. .1971, 2062. .2118, 
2205.. 2344, 3095.. 3113, 3302.. 3378, 3513.. 3621 



Seq. No. 46095 

Gene No. 97702 

Start 975 

Name OJ991029_04 . 0303 . C6 . ol . np 

Start 1229 

GI 7486723 

Exons 1229.. 1378, 
3302. .3378, 



1603.. 1682, 1773. 
3513. .3621 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_04 .0303.C6 

4191 . 
AAT/NAP • 
3621 
483 



,1844, 1931. .1971, 2205. .2261, 



GI Descrip. hypothetical protein F9D12.14 - Arabidopsis thaliana 

gi |3319340| gb | AAC26229 . 1 | (AF077407) contains similarity to 
coli cation transport protein ChaC (GB:D90756) [Arabidopsis 
thaliana] 



Seq. No. 46095 
Gene No. 97702 
Start 975 

Name OJ99102 9_04 . 0303 . C6 . ol . ts 

Start 1326 
GI none 

Exons 1326.. 1385, 1327 1380, " 1562 . 

1773. .1838, 2045. .2122, 2051. 
2221.. 2268, 3302.. 3379, 3502; 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029 04. 0303. C6 



4191 

TBLASTX : Soybean 
3622 
72 

1684, 1617. .1691, 1772. .1843, 
2128, . 2062. .2127, 2205. .2261, 
3621, 3503.. 3622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46095 
97702 
975 

OJ991029_04.0303.C6.ol.tc 

2205 

none 



Seq. ID OJ991029_04 .0303.C6 
Strand 

End 4191 

Method TBLASTX: Cress 

End 3627 

Score 97 



2205.. 2273, 3302.. 3379, 3303.. 3395, 3502.. 3627, 3503.. 3625 



46096 
97703 
53 

OJ991029_04 .0303.C7.ol.gs 

53 - 
none 

53. .196, 527. .532 



Seq. ID.,' ; 'OJ991029_04 .0303.C7 

Strand 

End 532 

Method GEN SCAN 

End 532 

Score .75 



Seq. No. 46097 Seq. ID 

Gene No. 97704 Strand 

Start 1692 End 

Name OJ99102 9_04 . 0303 . CS . ol . np Method 

Start 1051 •''-*■ End 

GI- , 7340860 Score 

Exons 1051.. 1079, 2429.. 2570 

GI Descrip. (AP001551) EST D24 084 (R1183 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991029_04.0303.C8 

2570 
AAT/NAP 
2570 
72 



Seq. No. 46097 Seq. ID 

Gene No. 97704 Strand 

Start 1692 End 

Name OJ991029_04 . 0303 . C8 . ol . gs Method 



OJ991029_04.0303.C8 

2570 
GENSCAN 



47603 




OlalL 




bna 


1 QQQ 

i y y y 


C T 


none 


Score 




Exons 


loyz. . io jj, i y u ± .- . i y y y 








t DU JO 


C o/^r T n 
OcCJ • 1 U 


ri tqq i n o q 


Gene No. 


97705 


Strand 


+ 


Start 


325 


End" 


3072 


Name 


OJ991029 04.0303.C9.ol.gs 


Method 


GENSCAN 


Start 


325 


End 


3072 


GI 


none 


Score 


.64 


Exons 


325. .509, 2913. .3072 







Seq. No. 46098 Seq. ID OJ991029_04 . 0303 . C9 

Gene No. 97706 Strand + 

Start 3235 End 5202 

Name OJ991029_04 . 0303 . C9 . ol . np Method AAT/NAP 

Start 3235 End 5202 . 

GI 7433903 Score . 107 

Exons • 3235. .3272, "4933. .5202 

GI Descrip. UTP-glucose glucosyltransf erase homolog F9D12.4 - Arabidopsis 
thaliana gi | 3319344 | gb | AAC26233 . 1 | (AF077407) contains 
similarity to UDP-glucoronosyl and UDP-glucosyl transferases 
(Pfam: UDPGT.hmm, score: 85.94) [Arabidopsis thaliana] 





Seq. No. 


46098 








Seq. ID 


OJ991029 


>_04.0303 


.C9 




Gene No. 


97706 








Strand 


+ 








Start 


"3235 








End 


5202 








Name 


OJ991029 04 


.0303 


.C9.o2. 


gs 


Method 


GENSCAN 






1 3 


Start 


4814 








End 


5143 








GI 


none 








Score 


.94 








Exons 


4814 . .5143 


















Seq. No. 


46098 








Seq. ID 


OJ991029 


_04.0303 


.C9 




Gene No. 


97706 








Strand 


+ 








Start 


3235 








End 


5202 








Name 


OJ991029 04 


.0303, 


,C9.ol. 


tm 


Method 


TBLASTX: 


Maize 




i 


Start 


4936 








End 


5176 








GI 


none 








Score 


183 








Exons 


4936. .5169, 


4973. 


. .5170, 


4973. 


.5176 










Seq. No. 


46098 








Seq. ID 


OJ991029 


_04 .0303 


.C9 




Gene No. 


97706 








Strand 


+ 








Start 


3235 








' End 


5202 








Name 


OJ991029 04 


.0303. 


.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


4996 








End 


5202 






GI 


none 








Score 


187 








Exons 


4996. .5202, 


4997. 


, .5200 













Seq. No. 46099 Seq. ID 

Gene No. 97707 Strand 

Start 1 End 

Name OJ991029_04 .,0303 . C10 . ol . np Method 

Start 1 End 

GI 5852172 Score 

Exons 1..29, 3083.. 3203 

GI Descrip. (AL117265) zhb0002.1 [Oryza sativa] 



OJ991029_04. 0303. C10 
+ 

3203 
AAT/NAP 
3203 
126 - 



47604 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46099 
97708 
6080 

OJ991029_04. 0303. CIO. o2.np 
6080 
7487925 
6080. . 6190, 



Seq. ID OJ991029_04. 0303. C10 
Strand + 
End 7414 
Method AAT/NAP 
End 7414 
Score 500 

6503.. 7414 

inositol 1, 3, 4-trisphosphate 5/6-kinase homolog T12G13.10 - 
Arabidopsis thaliana gi | 5262190 | emb | CAB45787 . 1 1 (AL080252) 
inositol 1, 3, 4-trisphosphate 5/6-kinase-like protein 
[Arabidopsis thaliana] gi | 7267457 | emb | CAB81153 . 1 1 (AL161510) 
inositol 1, 3, 4-trisphosphate 5/6-kinase-like protein 
[Arabidopsis thaliana] 



46099 Seq. ID 

97709 Strand 

2005 End 

OJ991029_04. 0303. C10 .ol.gs Method 

2005 ' • End 

none Score 



OJ991029_04. 0303. C10 

5210 
GENSCAN 
^5210 
.57 



2005. .2209, 3117. .3152, 3587. .3649, 5145. .5210 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029 04. 0303. C10 



46099 
97709 
2005 

OJ99102 9_04 .0303. ClO.ol. gp 
3045 
427610 
3045.. 3312 

5852172/emb|CAB55410.1| 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



5210 
AAT/GAP 
3312 
366 





Seq. No. 


46099 








Seq. ID 


OJ991029_04. 0303. C10 




Gene No. 


97710 








Strand 






Start 


8964 








End 


10204 




Name 


OJ991029 04 


.0303 


.C10.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


6455 








End 


6721 




GI 


none 








Score 


253 




Exons 


6455. .6721, 


6508 


. .6666, 


6539. 


.6712 






Seq. No. 


46099 








Seq. ID 


OJ991029_04. 0303. C10 




Gene No. 


97710 








Strand 






Start 


8964 








End 


10204 




Name 


OJ991029 04 


.0303 


.ClO.ol. 


.tc • 


Method 


TBLASTX: Cress 




Start 


6491 








End 


7414 




GI 


none 








Score 


179 - 




Exons 


6491. .6736, 


6893 


. .6976, 


6977. 


.7114, 7226. .7309, 7253. .7300, 






7301. .7414, 


7321 


. .7413 










Seq. No. 


46099 








Seq. ID 


OJ991029_04. 0303. C10 




Gene No. 


97710 








Strand 






Start 


8964 








End 


10204 




Name 


OJ991029 04 


.0303 


.ClO.ol. 


, ts 


Method 


TBLASTX: Soybean 




Start 


6509 








End 


7465 




GI 


none 








Score 


51 




Exons 


6509. .6553, 


6548, 


. .6736, 


6731. 


.6805, 6893. .6976, 6986. .7099, 






7226. .7300, 


7226 


. .7300, 


7301. 


.7465, 7327. .7407 



47605 




Seq. No. 


46099 


Seq. ID 


OJ991029_04. 0303. C10 


Gene No . 


97710 


Strand 




Start 


8964 


End 


10204 


Name 


• OJ991029 04.0303.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


6893 ~~ 


End 


7309 


GI . 


none 


Score 


112 


Exons 


6893. .6997, 6895. .6945, 6989. 


.7159, 7226.. 7309 


Seq. No. 


46099 


Seq. ID 


OJ991029J34 .0303. C10 


Gene No . 


97710 


Strand 


— 


Start 


8964 


End 


10204 


Name 


OJ991029 04.0303.C10.o3.np 


Method 


AAT/NAP 


Start 


8964 


End 


10204 


GI 


6069646 


Score 


922 


Exons 


8964. .9808, 9981. .10204 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi I 6907112 | dbj | BAA90639 


.11 (AP001129)., Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic"' sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


46099 


Seq. ID 


OJ991029_04 .0303. C10 


Gene No . 


97710 


Strand 




Start 


8964 


End 


10204 


Name 


OJ991029 04.0303.C10.o3.tm 


Method- 


TBLASTX: Maize 


Start 


8996 


End 


9454 


GI 


none 


Score 


98 


Exons 


8996. .9190, 9213. .9284, 9272. 


.9454 




Seq. No. 


46100 


Seq. ID 


OJ991029_04.0303.C11 


Gene No. 


97711 


Strand 


+ 


Start 


1872 


End 


3552 


Name 


OJ991029 04 .0303.Cll.ol.np 


Method 


AAT/NAP • 


Start 


1872 


End 


3552 


GI 


6539588 


Score 


224 


Exons 


1872. .2164, 3488. .3552 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46101 


Seq. ID 


OJ991029 04 0303 C12 


Gene No . 


97712 


Strand 


+ — 


Start 


54 


End 


236 . 


Name 


OJ991029 04 .0303.C12.ol.gs 


Method 


GENSCAN 


Start 


54 


End 


236 


GI 


none 


Score 


1 


Exons 


54. .236 






Seq. No. 


46101 


Seq. ID 


OJ991029_04 .0303.C12 


Gene No. 


97713 


Strand 


+ 


Start 


972 


End 


2279 


Name 


OJ991029 04 .0303.C12.o2.gs 


Method 


GENSCAN 


Start 


972 


End 


2219 


GI 


none 


Score 


.8 


Exons 


972. .2219 






Seq. No. 


46101 


Seq. ID 


OJ991029_04.0303.C12 


Gene No. 


97713 


Strand 


+ 



47606 






Start . 


972 








End •:. 


2279 




Name 


0?9 04 


.0303 


.C12.ol 


.np 


Method 


AAT/NAP 




O Lai L 










End 


2279 




\J X 


U -7 ^ / X / / 








Score 


1010 




I* 1 von q 


1 o^? ??79 














OX L/C o o x xu . 


^ ii.Vw' \J L~ -^J \J ~J Z> J 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


46101 








Seq. ID 


OJ991029_04.0303.C12 




Gene No. 


97713 








Strand 


+ 




Start 










End 


2279 




Name 


fl.TQQI o?q 04 


.0303, 


.C12.ol 


. tm 


Method 


TBLASTX : Maize 




Cf art - 


1 l^fl ~~ 

1JJO 








End 


1766 




Vj X 


none 








Score 


341 




F 1 von ^ 


X J J O . • X U U *4 , 


1344. 


. .1691, 


1682. 


, .1765, 1683. . 1766 




Seq. No. 


46101 








Seq. ID 


OJ991029_04.0303.C12 




Gene No. 


97713 








Strand 


+ 




Start 


972 








End 


2279 




Name 


O.TQQ1 0?Q 04 


. UjU j . 


. LIZ . Oz 


. tw 


Method 


TBLASTX: Wheat 




Cf art 
O L.CIX L, 


1 SO? "~ 








End 


1662 






none 








Score 


211 






1 SO? 1 660 


1506, 


. .1661, 


1585. 


.1662 






Carr Wo 


4 6101 








Seq. ID 


OJ991029_04.0303.C12 




Gene No. 


97713 








Strand 


+ 


h -Ji 


Start 


972 








End 


2279 




Name 






PI 0 /^1 
, LIZ . Ol , 




Method 


TBLASTX: Wheat 


hi 


Of- a >-4- 
OLal L 


1 67Q _ 








End 


2093 




(IT 


none 








Score ' 


211 




CjAUI id 


1 67 Q 1 


1680. 


, .1856, 


1682. 


.1858, 1857. .2093, 1865. .1918, 


its' 




XUU / ■ i L U J J 












ru 


Seq. No. 


46101 








Seq. ID 


OJ991029_04 .0303.C12 




Gene No. 


97713 








Strand 


+ 


. .„ 


Start 


972 








End 


2279 


"'S3 


LNClXLLC 


O.TQQ1 0? Q 04 


.0303. 


.C12.o2. 


. tm 


Method 


TBLASTX: Maize 




O Lai L 


1 7 67 _ 

X / \J f 








End 


2105 




GI 


none 








Score 


249 




R von o 


1767 2000 


1850. 


.1912, 


1862. 


.2008, 1896. .2000, 2040. .2105 


- — 


Seq. No. 


4 6102 








Seq. ID 


OJ991029_04.0303.C13 




Gene No. 


97714 








Strand 


+ 




Start 


657 








End 


6150 




Name 


0?Q 04 


.0303. 


C13.ol. 


gs 


Method 


GEN SCAN 






6S7 ~~ 

U .J / 








End 


6150 




\J X 


none 








Score 


.58 




von q 


6 S'7 7 Q 4 


41. .1047, 1519. .18 


58, 2343. 


.2673, 2866.. 2895, 






^ S7 1 ^77 S 


4735. 


.5010, 


5134. 


.5222, 5256. .5321, 5964. .6150 




Seq. No. 


46102 








Seq. ID 


OJ991029_04 .0303.C13 




Gene No. 


97714 








Strand 


+ 




Start 


657 








End 


6150 




Name 


OJ991029 04 


.0303. 


C13.ol. 


gp 


Method 


AAT/GAP 




Start 


2213 








End 


4805 




GI * 


53496 1.R1084 






Score 


1206 




Exons 


2213. .2673, 


2775. 


.2895, 


4735. 


.4805 





GI Descrip. '3128208 2.0e-23 (AC004077) hypothetical protein [Arabidopsis 

• 47607 



thaliana] ? 



Seq. No. 


46102 






Seq. ID 


OJ991029_04.0303 


.C13 


Gene No. 


97714 






Strand 


+ 




Start 


657 






End 


6150 




Name 


OJ991029 04.0303 


.C13.o2 


.np 


Method 


AAT/NAP 




Start 


2396 






End 


2895 




GI 


3128208 






Score 


321 




Exons 


2396.. 2673, 2775 


. .2895 










GI Descrip. 


(AC004077) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


46102 






Seq. ID 


OJ991029_04.0303 


.C13 


Gene No. 


97714 






Strand 


+ 




Start 


657 






End 


6150 




Name 


OJ991029 04.0303 


.C13.o2 


.gp 


Method 


AAT/GAP 




Start 


4769 






End 


5885 




GI 


19001 1.R1084 






Score 


1261 




Exons 


4769. .5010, 5256, 


.'.5321, 


5506. 


.5885 






GI Descrip. 


'4 521193/dbj | AB013450 . 1 | AB0134 50 l.Oe- 


99 Oryza sativa DNA, 




similar sequence 


to Pib 


gene ' 








Seq. No. 


46102 






Seq. ID 


OJ991029_04.0303, 


.C13 


Gene No . 


97715 






Strand 






Start 


7 43.1 






End 


10867 . 




Name 


OJ991029 04.0303. 


,C13.o2 


.gs 


Method 


GENS CAN- 




Start 


7431. 






End 


10867 




GI 


none 






Score 


.48 




Exons 


7431. .8533, 9773, 


, . 9974, 


10865 


. .10867 






Seq. No. 


46102 






Seq. ID 


OJ991029_04 .0303, 


.C13 


Gene No. 


97716 






Strand 






Start 


14470 






End 


14718 




Name 


OJ991029 04.0303. 


,C13.o3 


.gp 


Method 


AAT/GAP 




Start 


14470 






End 


14718 




GI 


3761181 






Score 


417 




Exons 


14470. .14718 












GI Descrip. 


4521193/dbj IAB013450.il AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence 


to Pib 


gene 








Seq. No. 


46102 






Seq. ID 


OJ991029JD4 .0303. 


.C13 


Gene No . 


97717 






Strand 






Start 


17403 






End 


21560 




Name 


OJ991029 04.0303. 


C13.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


2387 






End 


2632 




GI 


none 






Score 


104 




Exons 


2387. .2473, 2401. 


.2472, 


2437. 


.2628, 2438. .2632 




Seq. No-. 


4 6102 






Seq. ID 


OJ991029JD4 .0303. 


C13 


Gene No. 


97717 






Strand 






Start 


17403 






End 


21560 




Name 


OJ991029 04.0303. 


C13.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


2826 






End 


5294 




GI 


none 






Score 


100 




Exons 


2826. .2906, 2827. 


.2907, 


4722. 


.4979, 4737. .4916, 4738. .5010, 




4738..4995, 5253. 


.5294, 


5253. 


.5294 






Seq. No. 


46102 






Seq. ID 


OJ991029_04 .0303. 


C13 



47608 



Gene No. 97717 Strand 

Start ... 17403 End 21560 

Name ' OJ991029_04 . 0303 . C13 . o3 . np Method AAT/NAP 

Start 17403 ^ End 21415 

GI 7106512 ^ Score 1865 
Exons 17403. .17903, 17936 .. 18981, 
21355. .21415 

GI Descrip. (AP001278) EST C98429 ( E0138 ) corresponds to a -region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



19614. .20953, 21148 .. 21282, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46102 Seq. ID 

97717 Strand 

17403 End 

OJ991029_04 .0303.C13.o5.gp Method 

21312 End 

3761181 Score 
21312.. 21560 

4 521193/dbj | ABO 134 50 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ991029_04.0303.C13 

21560 
AAT/GAP 
21560 
405 



Seq. No. 46103 

Gene No. 97718 

Start 81 

Name OJ991029_04 . 0303 . C14 . ol . gp 

Start 81 

GI 2800439 

P Exons 81.. 143 

Seq. No. 46103 

Gene No. 97719 

Start 1338 

Name OJ991029_04 . 0303 . C14 . o2 . gp 

Start 1338 

GI uC-osflcypl77e01al 

Exons 1338.. 1711 

GI Descrip. '4206116 1 . Oe-21 (AF097664) 

[Mesembryanthemum crystal linum] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991029_04.0303.C14 
+ 

143 

AAT/GAP 

143 

64 



OJ991029_04 .0303.C14 
+ 

1711 
AAT/GAP 
1711 
622 



cinnamate 4-hydroxylase 



Seq. No. 46103 

Gene No. 97720 

Start 1599 

Name OJ991029_04 . 0303 . C14 . ol . ts 

Start 1573 

GI none 

Exons. . 1573.. 1743, 1584.. 1784, 1620. 



Seq. ID OJ991029_04.0303.C14 
Strand 
End 

Method 
End 
Score 
.1784 



4181 

TBLASTX : Soybean 

1784 

145 



Seq. No. 


46103 






Seq. ID 


OJ991029_04 .0303. 


C14 


Gene No. 


97720 






Strand 






Start 


1599 






End 


4181 




Name 


OJ991029 04 


.0303.C14.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


1584 






End 


1869 




GI 


none 






Score 


290 




Exons 


1584. .1856, 


1595. .1855, 


1597. 


.1869, 1620. .1868 




Seq. No. 


46103 






Seq. ID 


OJ991029_04 .0303. 


C14 


Gene No. 


97720 






Strand 






Start 


1599 






End 


4181 





47609 



Name OJ99102 9_04 . 0303 . C14 . ol . np Method AAT/NAP 

Start 1599 End 3556 

GI 7485104 Score 490 

Exons 1599.. 1852, 2826.. 2922, 3380.. 3556. 

GI Descrip. hypothetical protein - Arabidopsis thaiiana 

gi|2245026|emb|CAB10446.1| (Z97341) hypothetical protein 
[Arabidopsis thaiiana] gi | 7268421 1 emb | CAB78713 . 1 1 (AL161544 ) 
hypothetical protein [Arabidopsis thaiiana] 



Seq. No. 


46103 




Seq. ID 


OJ991029_04.0303.C14 


Gene No. 


97720 




Strand 




Start 


1599 




End 


4181 


Name 


OJ991029 04 0303 C14 ol 


tc 


Method - 


TBLASTX: Cress 


Start 


1599 ~~ 




End 


1857 


GI 


none 




Score 


75 


F.xnn 


1599 1790. 1620 1793. 


17 94 . 


.1856, 1795.. 1857 


O C ■ IN KJ . 


4 6103 




Seq. ID 


OJ991029_04.0303.C14 


Gene No. 


97720 




Strand 




Start 


1599 




End 


4181 


Name 


OJ991029 04 0303 C14 o3 




Method 


.AAT/GAP 


Start 


1700 ~~ 




End 


4181 


GI 


nf-nqf 1 rvnl Oftrrl 1 hi 




Score 


902 


Lj J\\J 1 1 O 


1700 1852 2826 2922 


3383 . 


.3552, 4103. .4181 


(IT .naqpr-i rj 

VJ x L/t; ij J L l-s « 


* 22 4 502 6 /emb 1 CAB104 4 6 11 


1 . Oe 


-45 (Z97341) hypothetical protein 




[niaJJiuu^oio i_ 1 10 x x a 1 1 a j 








Seq. No. 


46103 




Seq. ID 


OJ991029_04.0303.C14 


Gpmp No 


97720 




Strand 




Start 


1599 




End 


4181 


Name 


OJ991029 04 0303 C14 o2 




Method 


TBLASTX: Soybean 


Start 


2821 ~ 




End 


3541 


GI 


none 




Score 


72 




2821 2913 2825 2899 


3383 

J JO J • 


.3541, 3450.. 3524 


Seq. No. 


46103 




Seq. ID 


OJ991029_04.030 ; 3.C14 


Gene No. 


97720 




Strand 




Start 


1599 




End 


4181 


Name 


OJ991029 04 .0303.C14 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3371 




End 


3554 


GI 


none 




Score 


139 


Exons 


3371. .3547, 3377. .3547, 


3378. 


.3554 




Seq. No. ■ 


46104 ■ 




Seq. ID 


OJ991029_04.0303.C15 


Gene No. 


97721 




Strand 


+ 


Start 


429 




End 


579 


Name 


OJ99102,9 04.0303.C15.ol. 


gs 


Method . 


GENSCAN 


Start 


429 




End 


'57 9 


GI 


none 




Score 


.91 


Exons 


429. .579 









Seq. No. 46104 Seq. ID 

Gene No. 97722 * Strand 

Start 3047 End 

Name OJ99102 9_04 . 0303 . C15 . o2 . gs Method 

Start 3047 End 

GI none Score 



OJ991029_04.0303.C15 

3857 
GENSCAN 
3825 
.56 



47610 



Exons 



3047. .3175, 3556. .3825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



46104 
97722 
3047 

OJ991029_04.0303.C15.ol.gp 
3219 
4714070 
3219.. 3697 

4206116 1.0e-21 (AF097664) -cinnamate 4 -hydroxylase 
[Mesembryanthemum crystallinum] 



Seq. ID OJ991029__04 .0303.C15 
Strand 

End 3857 

Method AAT/GAP 

End 3697 

Score 861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46104 
97722 
3047 

OJ991029 

3425 

none 



04.0303.C15.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991029_04.0303.C15 
3857 

TBLASTX: Wheat 

3762 

338 



3425.-3487, 3431.. 3754, 3436.. 3762 



Seq. No. 46104 

Gene No. 97722 

Start 3047 

Name OJ991029_04 . 0303 . C15 . ol . tc 

Start 3427 

GI none 
Exons 



Seq. ID OJ991029_04 .0303.C15 
Strand 

End 3857 

Method TBLASTX : Cress 

End 3849 

Score 93 



3427. .3648, 3542. .3649, 3665. .3847, 3667. .3846, 3721. .3849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-Seq. No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



46104 
97722 
3047 

OJ991029_04 .0303.C15.ol.ts 

3427 

none 



Seq. ID OJ991029_04 .0303.C15 
Strand 

End 3857 

Method TBLASTX : Soybean 

End 3847 

Score 52 



3427. .3648, 3437. .3490, 3542. .3649, 3665. .3847, 3667. .3846 



46104 
97722 
3047 

OJ991029_04.0303.C15.ol.np 
3430 
4206116 
3430. .3857 

(AF097664) cinnamate 4-hydroxylase [Mesembryanthemum 
crystallinum] 



Seq. ID OJ991029_04.0303.C15 
Strand 

End 3857 

Method AAT/NAP 

End 3857 

Score 585 



Seq. No. 


46104 










Seq. ID 


OJ991029_04 .0303.C15 


Gene No. 


97722 • 










Strand 




Start 


3047 










End 


3857 


Name 


OJ991029 04, 


.0303. 


.C15. 


.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


3430 










End 


3847 


GI 


none 










Score 


43 


Exons 


3430. .3648, 


3434. 


. .34* 


n, 


3545. 


.3649, 3667.. 3846, 3668.. 3847 


Seq. No. 


46105 










Seq. * ID 


OJ991029_04.0303.C16 


Gene No. 


97723 










Strand 


+ 


Start 


1685 










End 


2134 



47611 



Name 


OJ991029 04.0303.C16.ol.gp 


Method 


" AAT/GAP 


Start 


1685 


End 


2134 


GI 


uC-osflcypl51g03bl 


Score 


896 


Exons 


1685. .2134 






GI Descrip. 


, 4206116 1.0e-21 (AF097664) cinnamate 


4 — h vri my vl 3^f=> 




[Mesembryanthemum crystallinum] * 




Seq. No. 


46105 


Seq. ID 


OJ991029J34 .0303.C16 . 


Gene No. 


97724 


Strand 




Start 


21 


End 


242 


Name 


OJ991029 04.0303.C16.ol.gs 


Method 


GENSCAN 


Start 


21 


End 


242 


GI 


none 


Score 


. 99 


Exons 


21. .242 






Seq. No. 


46105 


Seq. ID 


OJ991029_04.0303.C16 


Gene No. 


97725 


Strand 




Start 


1412 


FnH 


2003 




OJ991029 04.0303.C16.o2.gs 


Method 




Start 


1412 


End 


2003 


GI 


none 


Score 


. 66 


Exons 


1412. .1554, 1724. .2003 






Seq. No. 


46106 


Seq. ID 


OJ991029J34 .0303.C17 


Gene No.. 


97726, . ' " 


Strand 


+ 


Start' 


1462 


End 


1843 


Name 


OJ991029 04 0303 C17 ol an 


Method , 


aat /Gap 


Start 


1462 


End 


1843 


GI 


568024 


Score 


756 


Exons 


1462. . 1843 






Seq. No. 


46106 


Seq. ID 


OJ991029_04 .0303.C17 


Gene No. 


97727 


Strand 




Start 


231 


End 


3547 


Name 


OJ991029 04. 0303.C17 .ol.gs 


Method 


GENSCAN 


Start 


231 


End 


3547 


GI 


none J 


Score 


.88 


Exons 


231. .359, 436.-573, 644. .835, 


917. .1279, 1296. .1379, 1454. .1585, 




1685. .1825,' 1989. .2384, 2470. 


.2619, 2692.. 3312, 3393.. 3547 


Seq. No. 


46107 


Seq. ID 


OJ991029_04 .0303.C18 


Gene No. 


97728 


Strand 


+ 


Start 


1064 


End 


2267 


Name 


OJ991029 04.0303.C18.ol.gp 


Method 


AAT/GAP 


Start 


1023 


End 


1619 


GI 


72492 1.R1084 


Score 


936 


Exons 


1023. .1075, 1177. . 1619 






GI Descrip. 


, 5852172/emb|CAB55410.1 1 4 . Oe 


-11 (AL117265) zhb0002.1 [Oryza 




sativa] 1 






Seq. No. 


46107 


Seq. ID 


OJ991029_04 .0303.C18 


Gene No. 


97728 


Strand 


+ 


Start 


1064 


End 


2267 


Name 


OJ991029 04.0303.C18.o'2.gs 


Method 


GENSCAN 


Start 


1064 


End 


2267 


GI 


none 


Score 


.72 


Exons 


1064. .1075, 1177. .1633, 1855. 


.2267 





47612 




Seq. No. 


46107 


Seq. ID 


OJ991029_04.0303 


.C18 


Gene No . 


97729 


Strand 






Start 


86 


End 


724 




Name 


OJ991029 04 0303 C18 ol as 




U Hi IN O V^-ilLN 




Start 


86 ~~ 


End 


724 




GI 


none 


Score 


. 54 




TT vnn q 


86 659. 679 724 








Seq. No. 


46107 


Seq. ID 


OJ991029_04 .0303 


.C18 


Gene No. 


97730 


Strand 






Start 


2151 


End 


8346 




Name 


OJ991029 04.0303.C18.o2.np 


Method 


AAT/NAP 




Start 


2151 


End 


5302 




GI 


7485859 


Score 


696 




Exons 


2151. .2179, 3564. .5302 








GI Descrip. 


hypothetical protein F20D10. 


,300 - Arabidopsis thaliana 





gi|4467124|emb|CAB37558.1| (AL035538). hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 |emb | CAB80483 . 1 1 (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



o c ^ • 1NU • 


4 6107 

1 VJ J. \J 1 








Seq. ID 


OJ991029_04.0303.C18 


\j cue l\ \J . 


97730 








Strand 




Start 


2151 








End 


8346 


Name 




0303 


PI ft n3 


■ y o 


Method 


GENSCAN 


Start ' 


3224 








End 


8346 


GI 


none 








Score 


.4 


F! von 


3224 3963 

J *i • • *J ^ \j ■J f 


4 *i S6 

*i -L J \J . 


• ■ *i £. \J Z/ f 


4 4 


,.4805, 5252. .5371, 5426. .5454, 




SS06 S7ft3 


ft 970 


ft 34 6 








Seq. No. 


46107 








Seq. ID 


OJ991029_04.0303.C18 


Gene No. 


97730 








Strand 




Start 


2151 








End 


8346 


Name 


OJ991029 04, 


.0303. 


,C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4085 








End 


4507 


GI 


none 








Score 


120 


Exons 


4085. .4216, 


4226, 


, .4327, 


4352. 


.4507 




Seq. No. 


46107 








Seq. ID 


OJ991029_04.0303.C18 


Gene No. 


97730 








Strand 




Start 


2151 








End 


8346 


Name 


OJ991029 04. 


.0303. 


,C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4347 








End 


4726 


GI 


none 








Score 


89 


Exons 


4347. .4634, 


4349. 


, .4726 








Seq. No. 


46107 








Seq. ID 


OJ991029_04 .0303.C18 


Gene_.No. 


97730 








Strand 




Start 


2151 








End 


8346 


Name 


OJ991029 04. 


,0303. 


C18.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4352 








End 


4676 


GI 


none 








Score 


116 


Exons 


4352. .4675, 


4355. 


.4675, 


4386. 


. 4676 




Seq. No. 


46107 








Seq. ID 


OJ991029_04 .0303.C18 


Gene No. 


97730 








Strand 




Start 


2151 








End 


8346 



47613 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



TBLASTX: Cress 

4762 

75 



OJ991029 04.0303.C18 



OJ991029_04 . 0303 . C18 . ol . tc Method 

4397 End 

none Score 
4397. .4762, 4446.-4643 

46107 Seq. ID 

97730 Strand 

2151 End 

OJ991029_04.0303.C18.o3.np Method 

5412 End 

7228463 Score 
5412. .5744, 5876. .5916 

(AP001366) hypothetical protein [Oryza sativa] 

gi| 7242900 | dbj IBAA92498.il (AP001383) hypothetical protein 
[Oryza sativa] 



8346 
AAT/NAP 
5916 
122 



46108 Seq. ID 

97731 Strand 

104 7 - ' - End' 

OJ991029_04 .0303.C19.ol.gs " Method 

1047 End 

none Score 

1047. .2095, 2215. .2953 



OJ991029_04 .0303.C19 
+ 

2958 
GENSCAN 
2953 
.99 



Seq. No. 46108 Seq. ID' : 

Gene No. 97731 Strand 

Start 1047 End 

Name OJ991029_04 . .0303 . C19 . ol . np Method 

Start 1203 End 

GI 4206116 Score 

Exons 1203.. 2095, 2215.. 2953 

GI Descrip. (AF097664) cinnamate 4-hydroxylase [Mesembryanthemum 
crystallinum] 



OJ991029_04 .0303.C19 
+ 

2958 
AAT/NAP 
2953 
1834 



Seq. No. 


46108 








Seq. ID 


OJ991029_04.0303.C19 


Gene No. 


97731 








Strand 


+ 


Start 


. 1047 








End 


2958 


Name 


OJ991029 04 


.0303 


.C19.ol, 


. ts 


Method 


TBLASTX : Soybean 


Start 


1442 








End 


2956 


GI 


none 








Score 


356 


Exons 


1442. .1489, 


1443, 


. .1769, 


1553. 


.1987, U 


518. .2096, 2237. .2716, 




2239. .2718,. 


2734 , 


. .2841, 


2735. 


.2956, 2i 


593.. 2946 


Seq. No. 


46108 








Seq. ID 


OJ991029_04 .0303.C19 


Gene No. 


97731 








Strand 


+ 


Start 


1047 








End 


2958 


Name 


OJ991029 04, 


.0303, 


.C19.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


14 42 - 








End 


1670 


GI 


none 








Score 


231 


Exons 


1442. .1669, 


1443, 


. .1670 








Seq. No. 


46108 








Seq. ID 


OJ991029J34 .0303.C19 


Gene No. 


97731 








Strand 


+ 


Start 


1047 •■ 








End 


2958 - 


Name 


OJ991029 04. 


.0303. 


,C19.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


1443 








End 


2956 


GI 


none 








Score 


325 



47614 




Exon «=? 

i—i *k Vh/ 1U 


1443 1769 1553 1987 1821 


.2102, 2221. .2718, 2231. .2716, 




2734 2841 2735 2956 






Sea No 


4 6108 


Seq. ID 


•OJ991029_04.0303.C19 




97731 


Strand 


+ 


Start 


1047 


End 


2958 


Name 


OJ991029 04.0303.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1443 


End 


2953 


GI 


none 


Score 


71 


Kxnns 

i— 1 *V W 1 i O 


1443 1496 1445 1492 1496 


.1987, 1554.. 1769, 1821.. 2102, 




2007 2093 2246 2716 2251 


.2715, 2354. .2716, 2734. .2838, 




2735 2953 2896 2949 






Seq. No. 


46108 




D.TQQ109Q 04 0^0^ n Q 


Gene No. 


97731 




+ 


Start 


1047 


End 


Z7 sj o 


Name 


OJ99102Q 04 0303 PI Q n3 


nc Liiuu, 


± a l-iJr\.0 1 A. . iviicd L 


Start 


2276 ~ 




2 620 


GI 


none 


Score 


220 


F, x o n «3 


2276 2620 2369 2605 




1 


Seq. No. 


46108 


Seq. ID 


OJ991029_04 .0303.C19 


Gene No. 


97731 


Strand 


+ 


Start 


1047 


End 


2958 


Name 


O.799102Q 04 0303 P1 Q nl t~w 


Method 


TBLASTX: Wheat 


Start 


2621 _ 


End 


2958 


GI 


none 


Score 


431 


F, von ^ 


2621 2947 2629 2952 2896 


.2958 




Seq. No. 


46108 


Seq. ID 


OJ991029_04.0303.C19 


Gene No. 


97732 


Strand 




Start 


4543 


End 


4929 


Name 


OJ991029 04 0303 P1Q n4 1-w 


Method 


TBLASTX: Wheat 


Start 


4543 — 


End 


4929 


GI 


none 


Score 


39 


F.vnn^ 

DAvl 1 O 


4543 4644 4680 4790 4733 


.4765, 4783.. 4929, 4795.-4896 


Sea Nn 


46109 


Seq. ID 


OJ991119_04.0314.C2 


Gene No . 


97733 


Strand 


+ 


Start 


17996 


End 


18733 


Name 


OJ991119 04.0314.C2.ol.gp 


Method 


AAT/GAP 


Start. 


17996 


End 


18733 


GI 


101153 1.R1084 


Score 


420 


R v n n c; 


17996. .18019, 18490. .18733 






GT Dp qrri n 

\J -lm VJ O \s J LU I 


, 5852170/emb|ALl 17265. 1IOST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 • 




46109 


Seq. ID 


OJ991119_04.0314.-C2 


Gene No. 


97734 


Strand 


+ 


Start 


19706 


End 


20014 


Name 


OJ991119 04.0314.C2.o2.gp 


Method 


AAT/GAP 


Start 


19706 


End 


20014 


GI 


61605 3.R1084 


Score 


459 


Exons 


19706.. 20014 







GI Descrip. ' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



47615 



L J 



Seq. No. 


46109 


Seq. ID 


OJ991119_ 


_04. 03-14. C2 


Gene No. 


97735 


Strand 


+ 


- 


o i_ d x u 


^4 940 


Cj i L\j. 


?4 4 1 fv 




Name 


O.TQQ111Q 04 0^14 P9 oft na 


4- Vv /-v /-J 

tucLiioa 






OLalL 


^4 940 _ 




"34 4 1 £ 




\J X 


r~> /-> r-k O 


Score 


4 1 




F von q 










Seq. No. 


46109 


Seq. ID 


OJ991119_ 


_04.0314.C2 


Gene No. 


97736 


Strand 


+ 




q-h 2 y*+- 

O Lai L. 


^^09 
~j -j \j ^ 




4 J J J / 




in dint. 


O.TQQT 1 1 Q 04 D^l 4 P9 nQ 


11C L.11LJ<J. 


\3 Ej IN O k^rtLM 




OLal L. 




EjI lv_i 


j3U 3D 




OX 


1 1VJ1 ic 


Score 






Hi AU1 lo 


?S c i09 ^64^1 ^ftfififi ^QO^fi 








JClj. IN . 


*± \J X \J ^ 


OCLji X Lf 


n,TQQ1 1 1 Q 
vu j y x x x _7 


04 0^1 4 C? 


uCllC IN ^> • 


97736 


Strand 


+ 




Start 


35502 


End 


43957 




Name 


OJ991119 04 .0314 .C2.o6.np 


Method 


AAT/NAP 




Of- -s r +- 


35511 


End 


42740 






5915835 


Score 


977 




Exons 


35511. .36431, 42132. .42740 








OX L/C O X x lj • 


CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrome 




P4 50 [Solanum chacoense] 








Seq. No. 


46109 


Seq. ID 


OJ991119_ 


_04.0314 .C2 


Gene No. 


97736 


Strand 


+ 




Start 


35502 


End 


43957 




LNcllllC 


OJ991119 04.0314.C2.oll.gs 


Method 


GEN SCAN 




q+- a 

O Lai L 


42135 


End 


43957 






none 


Score 


.4 




LiAUllO 


42135. .42747, 434 7 1 . . 4 3660 , 


43793. .43868, 43931, 


, .43957 


OC4« IN <J . 


46109 


Seq. ID 


OJ991119_ 


_04 .0314 .C2 


Gene No. 


97737 


Strand 






Start 


239 


End 


20752 




Name 


OJ991119 04.0314.C2.ol.gs 


Method 


GENSCAN 




Of a >-4- 
Olal L 


239 


End 


7674 




rir 


none 


Score 


.59 






239. .1120, 1322. .1510, 1558, 


,.2404, 248 


0..2573, 2787. .3818, 




3874.. 5449, 5563.. 6296, 664E 


i. .7674 






QCU a IN vv • 


46109 


Seq. ID 


OJ991119_ 


_04.0314.C2 


Gene No. 


97737 . 


Strand 






Start 


239 


End 


20752 




IN CLlllC 


OJ991119 04 . 0314 .C2.o3.np 


Method 


AAT/NAP 




q+- o >-t- 


760 


End 


13426 






6539588 


Score 


133 




T7" v r~i o 


760. .822, 8072. .8187, 13206. 


. 13426 






iai uesciip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46109 


Seq. ID 


OJ991119_ 


04. 0314. C2 


Gene No. 


97737 


Strand 






Start 


239 


End 


20752 




Name 


OJ991119 04.0314.C2.ol.np 


Method 


AAT/NAP 




Start 


1393 


End 


4522 





47616 






GI 


7248394 


Score 


3441 




Exons 1 


1393. .1772, 2209. .3278, 3549. 


.3828, 3872. .4522 




GI Descrip. 


(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R016 






correspond to a region of the 


predicted gene . -Similar to 






Arabidopsis thaliana chromosome II BAC 


F15011 genomic sequ 






putative pol polyprotein with 


a reverse transcriptase doma 






(AC006446) 








Seq. No. 


4 6109 


Seq.' ID 


OJ991119_04.0314.C2 




Gene No. 


97737 


Strand 






Start 


239 


End 


20752 




Name 


OJ991119 04 0314 C2 o2 no 


Method 


AAT/NAP 




Start 


1558 


End 


8848 




GI 


2133512 


Score 


81 




Exons 


1558 1730 4759 5109 7077 


.7259, 8758.-8848 




GI Descrip. 


c\t\~ i 1 a pn] 1 ^rron — fnhp wnrm 


(Riftia pachyptila) (fragment 




Seq. No. 


4 610 9 


Seq. ID 


OJ991119_04.0314.C2 




Gene No. 


97737 


Strand 






Start 


239 


End 






Name 


OJ991119 04.0314.C2.o2.gs 


Method 


GENSCAN 




Start 


8754 


End 


9731 




GI 


none 


Score 


.64 


L J! 


Exons 


8754. .8900, 9240. .9354, 9502. 


.9731 




* 


Sea No 


46109 


Seq. ID 


OJ991ir9_04.0314.C2 


f n 


Conp No 


97737 


Strand 


- 


: : : 
; w 


Start 


239 


End 


20752 




Name 


OJ991119 04.0314.C2.o3.gs 


Method 


GENSCAN 


Start 


11567 


End 


20752 


ti 


GI 


none 


Score 


.46 


5 - : 


Exons 


11567. .13047, 13192. .13399, 13711. .138 


25, 16801. .16996, 


: :j 




17531. .17650, 17659. .17886, 19074. .191 


95, 19997. .20205, 






20249. .20752 








Seq. No. 


46109 


Seq. ID 


OJ991119_04.0314.C2 




Gene No. 


97738 


Strand 






Start 


22211- 


End 


28159 




Name 


OJ991119 04.0314.C2.o4.gs 


Method 


GENSCAN 


f 1 


Start 


22211 


End 


23199 




GI 


none 


Score 


. 4 




Exons 


22211. .22423, 22522 .. 22704 , 22798.. 231 


99 




Sea No 


46109 


Seq. ID 


OJ991119_04.0314.C2 




Gene No. 


97738 


Strand 






Start 


22211 


End 


28159 




Name 


OJ991119 04.0314.C2.o4.np 


Method 


AAT/NAP 




Start 


22997 


End 


26851 




GI 


4680203 


Score 


902 




Exons 


22997. .23061, 25575.. 26851 








HT npcpr-l r> 

VJ J. I-' »w _U _1_ • 


(AF114171) TNP2-like protein 


^Sorghum bicolor] 




Seq. No. 


46109 


Seq. ID 


OJ991119_04.0314.C2 




Gene No. 


97738 


Strand 






Start 


22211 


End 


28159 




Name 


OJ991119 04.0314.C2.o5.gs 


Method 


GENSCAN 




Start 


25570 


End 


27383 



47617 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none . Score .59 

25570. .25735, 2607 9 26259, 26422 26592 , 26755 .. 26851, 

27138. .27184, 27254. .27383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119 04. 0314. C2 



28159 
AAT/NAP 
28159 
172 



46109 
97738 
22211 

OJ991119_04.0314 .C2.o5.np 
26796 
7248394 
26796. .26821, 27953. .28159 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 46109 Seq. ID 

Gene No. . . 97739 Strand 

Start 32000 End 

Name OJ991119_04 . 0314 . C2 . o7 . gs Method 

Start 32000 End 

GI none **■ Score 

Exons 32000. .32191, 33597. ..33674 



OJ991119_04.0314.C2 

33674 
GENSCAN 
33674 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46109 . . Seq. ID OJ991119_04 . 0314 . C2 

97740 Strand 

38062 End 38156 

OJ991119_04 . 0314 . C2 . o3 . gp Method AAT/GAP 

38062 End 38156 

LIB3477-003-P1-K1-E9 Score 128 

38062. .38156 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



46109 
97741 
40213 

OJ991119_04 .0314 .C2.ol0.gs 

40213 

none 

40213. .40281, 404 61 . .40560, 
41742. .41760 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_04 .0314 .C2 

41760 
GENSCAN 
41760 
.47 



40750. .41065, 41143 41214 , 



Seq. No. 46109 

Gene No/ 97742. 

Start 4 4 420 

Name OJ991119_04 . 0314 . C2 . o4 . ts 

Start 254 

GI none 

Exons 254.. 499, 258.. 299, 369.. 455 

Seq. No. 46109 

Gene No. 97742 

Start 44420 

Name OJ991119 04 . 0314 . C2 . 06 . tw 



Seq. ID OJ991119_04.0314.C2 
Strand 

End 46224 

Method TBLASTX : Soybean . 

End 499 

Score 48 



Seq. ID OJ991119_04 .0314 .C2 
Strand 

End 46224 

Method TBLASTX : Wheat 



47618 



Start 
GI 

Exons 



275 
none 

275. .691 



End 
Score 



691 
230 



Seq. No. 46109 

Gene No. 97742 

Start 44420 

Name OJ991119_04 . 0314 .C2 . ol2 . tw 

Start 722 

GI none 

Exons 722.. 1081 



Seq. ID OJ991119_04.0314 .C2 
Strand 

End 46224 

Method TBLASTX: Wheat 

End 1081 

Score 183 



Seq. No. 46109 

Gene No. 97742 

Start 44420 

Name OJ9 911 1 9_04 . 0314 . C2 . o5 . ts 

Start 842 

GI .none 

Exons 842.. 1237, 942.. 1136 

Seq. No. 46109 

Gene No. 97742 

Start 44420 

Name " OJ991119_04 . 0314 . C2 . 06 . tm 

Start 1091 

GI none 
Exons - 1091.. 1444 



Seq. ID OJ991119_04.0314 .C2 
Strand 

End 46224 

Method TBLASTX : Soybean 

End 1237 

Score 8 6 



Seq. ID OJ991119JD4 .0314 .C2 
Strand 

End 4 6224 

Method TBLASTX : Mai ze 

End 1444 

Score 217 1 



Seq. No. 46109 

Gene No. 97742 

Start 44420 

Name OJ991119_04 . 0314 . C2 . 08 . tw 

Start 1894 

GI none 

Exons 1894.. '2184, 2111.. 2185, 2239. 

Seq. No. 46109 . 

Gene No. 97742 

Start 44420 

Name OJ991119_04 . 0314 . C2 . o2 . ts 

Start 1957 

GI none 

Exons 1957.. 2199, 1961.. 2074, '2114. 

Seq.. No. 46109 . 

Gene No. 97742 

Start 44420 

Name OJ991119_04 . 0314 . C2 . 06 . ts 

Start 2525 

GI none 

Exons 2525.. 2671, 2713.. 2994, 2759. 

Seq. No. 46109 

Gene No. 97 7 42 

Start 44420 

Name OJ991119_04 . 0314 . C2 . o9 . tw 

Start 2635 



Seq. ID OJ991119_04 .0314 .C2 
Strand 

46224 

TBLASTX: Wheat 
2328 
66 



End 

Method 
End 
Score 
.2328 



Seq. ID OJ991119_04.0314.C2 
Strand 

End 46224 

Method TBLASTX : Soybean 

End 2374 

Score 7 9 

.2200, 2230.. 2373, 2240.. 2374 

Seq. ID . OJ991119_04 .0314 .C2 
Strand 

End 46224 

Method TBLASTX : Soybean 

End 2994 . 

Score 66 
.2959, 2845. .2964 ■ 

Seq. ID OJ991119_04.0314.C2 
Strand 

End . 46224 

Method TBLASTX : Wheat 

End 2991 



47619 



GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

2635. .2712, 

46109 
97742 
44420 

OJ991119JD4 . 

2680 

none 

2680. .3141, 

46109 
97742 
44420 

OJ991119_04 . 

3009 

none 

■3009. .3107, 

46109 
97742 
44420 

OJ991119_04. 

3142 

none 

3142. .3357, 

46109 
97742 
44420 

OJ991119_04. 

3211 

none 

3211. .3345, 

46109 
97742 
44420 

OJ991119JD4. 

4061 

none 

4061. .4423 

46109 
97742 
44420 

OJ991119_04 . 

5563 

none 

5563. .5781, 

46109 

97742 

44420 " 

OJ991119_04 . 

6460 

none 



Score 



200 



2689. .2991 

0314.C2.ol.tm 
2681.. 3022, 3083. 

0314 .C2.ol. tw 



Seq. ID .OJ991119_-04 . 0314 .C2 
Strand 

46224 

TBLASTX: Maize 
3141 
333 



End 

Method 
End 
Score 
,3139 



Seq. ID OJ991119JD4.0314 .C2 
Strand 

End 46224 

Method TBLASTX : Wheat 

End 3417 

Score 87 

3009. .3110, 3010. .3417, 3061. .3291, 3083. .3400 

Seq. ID OJ991119_04.0314 .C2 
Strand 

End 46224 

0314 .C2.o4. tm Method TBLASTX : Maize 

End 3357 

Score 197 • 

3143. .3355 

Seq. ID OJ991119_04.0314.C2 
Strand 

End 46224 

0314 .C2.o7.ts Method TBLASTX : Soybean 

End 3579 

Score 133 



3361. .3579 



0314.C2.o8.ts 



0314 .C2.o7. tm 



Seq. ID OJ991119_04.0314.C2 
Strand 

End 46224 

Method TBLASTX : Soybean 

End 4423 

Score 202 



Seq. ID OJ991119_04.0314.C2 
Strand 

End 46224 

Method TBLASTX : Mai ze 

End 5940 ' 

Score 63 



5660. .5776, 5806. .5940, 5807. .5914 



0314 .C2'.o7. tw 



Seq. ID OJ991119_04 .0314.C2 
Strand 

End 46224 

Method TBLASTX : Wheat 

End 23238 

Score 102 



47620 



Exons 



6460. .6600, 22891. .23106, 23122. .23238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4 6109 
97742 
44420 

OJ991119_04.0314.C2.ol0.tw 

25633 

none 

25633. .25815, 25634.. 25816 

46109 
97742 
44420 

OJ991119_04.0314.C2.o8.tm 

25673 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_04.0314.C2 
46224 

TBLASTX: Wheat 

25816 

115 



OJ991119_04.0314.C2 
46224 

TBLASTX: Maize 

26161 

119 



25673.-25945, 25675 .. 25947 , 25675 .. 25956, 26096. .26161 

OJ991119 04. 0314. C2 



46109 Seq. ID 

97742 Strand 

44420 End 

OJ991119_04 .0314 .C2.o2. tc Method 

25720 End 

none Score 



46224 

TBLASTX: Cress 

26071 

63 



25720. .26067, 25721 .. 257 95, 25820.. 26071 



46109 
97742 
44420 

OJ991119_04 .0314.C2.o3.ts 

25798 

none 



Seq. ID OJ991119_04.0314.C2 
Strand 

End 46224 

Method TBLASTX : Soybean 

End 26218 

Score 123 



25798. .26064, 25802 .. 26068, 26073 .. 2621 6, 26096. .26218 

OJ991119 04. 0314. C2 



46109 
97742 
4 4 425""' . 

OJ991119J34 .0314 .C2.o3.tw 

25816 

none 



Seq. ID _ 
Strand 

End • 46224 

Method TBLASTX : Wheat 

End 26497 

Score 43 



25816. .25941, 25817 .. 25942, 25945 .. 260 67 , 25960 .. 26073 , 
26096. .26497, 26097 .. 26273, 26376.. 26399 



46109 Seq. ID 

97742 Strand 
44420 End 
OJ991119_04 . 0314 .C2.o5. tw Method 
32945 End 

none . Score 



OJ991119_04.0314.C2 
46224 

TBLASTX: Wheat 

33170 

142 



32 94 5. .33169, 32954. .33157, 32991. .33170 

OJ991119 04. 0314. C2 



46109 Seq. ID 

97742 Strand 

44420 End 

OJ991119J)4 .0314 .C2.ol. ts Method 

35564 End 

none Score 



46224 

TBLASTX: Soybean 

42728 

72 



47621 





Exons 


35564 . 


35656. 35598 


35651 


35643.-35924, 35684 .. 35806, 








35991. 


.36194, 42117 


42728, 


42128. .42232, 4-2269 .. 42457 , 








42354. 


.42677, 42536 


. .42712 










Seq. No. 


46109 






Seq. ID 


OJ991119_04.0314 






Gene No . 


97742 






Strand 








Start 


44420 






End 


46224 






Name 


OJ991119 04. 0314. C2 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


35592 






End 


36215 






GI 


none 






Score 


94 






Exons 


35592. 


.35651, 35600 


35668 , 


3564 6. .35825, 35702. .35809, 








35787. 


.35993, 35856 


. . 35918, 


35944. .35979, 36006 .. 36215, 








36011. 


.36175 












Seq. No. 


46109 






Seq. ID 


OJ991119_04.0314 


-C2 




Gene No. 


97742 






Strand 








Start 


44420 






End 


46224 






Name 


OJ991119 04. 0314. C2, 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


35598 






End 


36083 






GI 


none 






Score 


65 






Exons 


35598. 


.35654, 35658. 


36083 


35693. .35803 






Seq. No. 


46109 






Seq. ID 


OJ991119_04.0314 


.C2 




Gene No. 


97742 






Strand 








Start 


44420 






End 


46224 




Jt-.'s, 


Name 


OJ991119 04. 0314. C2. 


. o2 . tw 


Method 


TBLASTX: Wheat 




: : s 


Start 


42131 






End 


42437 




p.; § 


GI 


none 






Score 


353 






Exons 


42131. 


.42436, 42132. 


, . 42437 








□ 


Sea. No. 


46109 






Seq. ID 


OJ991119_04.0314 


CO 




Gene No. 


97742 






Strand 








Start 


44420 






End 


46224 






Name 


OJ991119 04. 0314. C2. 


. ol . tc 


Method 


TBLASTX: Cress 




tl 


Start 


42132 






End 


42728 






GI 


none 






Score 


541 






Exons 


42132. 


.42728, 42132. 


42323 


42143. .42460, 42378 .. 42668 , 




i '"l 




42533. 


.42727 












Seq. No. 


46109 






Seq. ID 


OJ991119_04 .0314 


CO 




Gene No. 


97742 






Strand 








Start 


44420 






End 


46224 






Name 


OJ991119 04. 0314. C2. 


o2 . tm 


Method 


■ TBLASTX: Maize 






Start 


42132 






End 


42758 






GI 


none 






Score 


85 






Exons 


42132. , 


.42254, 42255. 


. 42758 , 


42263. .42460, 422 94 .. 42566, 








42536. , 


.42712 












Seq. No. 


"'46109 






Seq. ID 


OJ991119_04.0314 


.C2 




Gene No. 


97742 






Strand 








Start 


44420 






End 


46224 






Name 


OJ991119 04. 0314. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


42468' 






End 


42737 






GI 


none 






Score 


27.6 






Exons 


42468. . 


.42737, 42536. 


.42724 










Seq. No. 


46109 






Seq. ID 


OJ991119_04.0314, 


.C2 



47622 



Gene No. 


97742 




Strand 






<Zt art 


4 4 4 90 

4 4 4 ^- L* 




End 


46224 




Name 


D.TQQ1 1 1 Q 04 0^1 4 P9 


. Ox Z . y o 


Method 


GENSCAN . 




OLdi. L 


44 4 90 _ 




End 


45822 






I lLvl Its 




Score 


.86 




F yon q 
Cj aui l o 


44490 4471 R 4S041 

4 4 4 ^ U • .44 f ±0 f 4 JU 4 J. 


4 S9 1 R 


45499. .45822 




Seq. No. 


46109 




Seq. ID 


OJ991119_04.0314. 


,C2 


Gene No. 


97742 




Strand 






O Lai. L 


4 4 4 90 

4 4 4 VJ 




End 


46224 




Name 


n.TQQI 1 1 Q 04 0^14 CO 

\JO 3 3 x x x 3 U4 . UJ14 . 


Ol 1 +- UJ 


Method 


TBLASTX: Wheat 




o Ucijl L 


4 4 7 Rft _ 

44 / OO 




End 


45897 




\J ± 


n An o 




Score 


181 




DAU1 15 


447RR 44QS9 44Q7Q 

44 / OO . i 44 3Jl/ 44 j / j 


4 S9^0 


45649. .45897 




Seq. No. 


46109 




Seq. ID 


OJ991119_04.0314. 


C2 


Gene No. 


97742 




Strand 






O Lai L 


4 4 4 90 

4 4 4 V/ 




End 


46224 




Name 


DTQQ111Q 04 0^14 CO 
\JO 3"1113 U4 . U014 . 


- 

• o i? • tm 


Method^ 


TBLASTX: Maize 




O LdX L 


4 JOIO 




End 


45880 




rij 

ox 


none 




Score 


94 




Exons 


4S616 4SR7'3 4S6"^7 
4 JOID. . 4 JO /J, 4 jDj / 


4 SR7 ^ 
. , H DO i O f 


45638. .45880 




Con KI r\ 
OCL]. LN (J . 


4D1U" 




Seq. ID 


OJ991119_04.0314. 


CO 


Gene No. ■ ■ 


97742 




Strand 






Start 


44420 




End 


46224 




IN CliLLC 


D.TQQI 1 1 Q 04 0^14 CO 

UU J Jill J U4.VJO±4.Lv^ 


. 08 . np 


Method 


AAT/NAP 




Of- a -rf- 

o Lai u 


4 S64 0 _ 

4 J04U 




End 


46224 




O x 


SQ1 1167 




Score 


327 




Hi A. Oil O 


4 S 64 0 4 69 9 4 










ox UcoLlipt 


\r\ll ± JO Z. ± / pULaLlVc 


transposase protein [Zea mays] 




Seq. No. 


46110 




Seq. ID 


OJ991119_04.0314 . 


C3 


Gene No. 


97743 




Strand 






O LCll L 


si 




End 


704 




Name 


O.TQQ1 1 1 Q 04 0^14 f3 

LJU331x±3 U4 . UJ14 .Lj 


. ol . gs 


Method 


GENSCAN 




Q-|- a >-f 
O Ldl L 


SI _ 
J 1 




End 


704 




O i 


ilLUit: 




Score 


.74 ■ 




Hi .ALU lo 


SI 164 9QQ 4 SQ i 

Jl • • 1U4 r ^.33..4.J3/ ' 


612. .704 








Seq. No. 


46110 




Seq. ID 


OJ991119_04.0314. 


C3 


Gene No. 


97743 




Strand 






O Ldl L 






End 


704 




Name 


• HTQQ1 1 1 Q 04 0^14 C\ 
VJU 3 3 -L -L 1 3 U4 . Uj14 . Lj 


. ol . tm 


Method 


TBLASTX: Maize ■ 




C+- a 

O LaLVt 


J 3 0 




End. 


593 




o 1 


none 




Score 


76 




Exons 


S Q ^ 491 S7Q 
j3j. .030/ 4 Z 1 . . O / 3 










O t: L| * IN U . 


4 6111 
4D111 




Seq. ID 


OJ991119_04.0314. 


c s 


Gene No . 


97744 




Strand 






Start 


1 




End 


4838 




Name 


OJ991119 04. 0314. C5, 


. o 1 . np 


Method 


AAT/NAP 




Start • 


1 




End 


1746 




GI 


5042454 




Score 


2076 




Exons 


1..1134, 1190. .1296, 


, 1596.. 


1746 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 





47623 




<J • L i| V-/ • 


4 6111 




Seq. ID 


PJTQQ111Q 04 D^l 4 




Gene No. 


97744 - 




Strand 






Start 


1 




End 


4838 




Name 


OJ991119 04 0314 C5 


.ol .gs 


Method 


O Ej Lv O V^rtlN 




Start 


30 ~~ 




End 


^1 Q6 




GI 


none 




Score 






u avj no 


30 1fi4 31ft 1134 


1190. .1399, 1600. . 


164^ 1 Q9 *3 1 QQQ 






2502 3196 










Seq. No. 


46111 




Seq. ID 


OJ991119__04.0314 


.C5 


Gene No. 


97744 




Strand 






Start 


1 




End 


4 ft 3ft 

io JO 




Name 


O.T991 119 04 031 4 PR 


. o3 . tw 


Mp1" h od 


TRT A CITY • Whpat- 




Start 


70 ~~ 




FnH 

till ILi 


4 69 




GI 


none 






Q0 

Z* u 




i_J ^i. \J X 1 o 


70 327 104 343 


302 . . 391, 


310 408 


4 1 R 4 69 




Seq. No. 


46111 




T n 

oc ^ • If 


OJ991119_04 .0314 


.C5 


Gene No. 


97744 




Strand 






Start 


1 




End 


4 ft 3ft 




Name 


O.TQ91 1 1 Q 04 031 4 PR 


. o3. tm 


Method 


TRT QCTY • Ma n 70 
1 £5±j/\o 1 A . L v Ja lZc 




Cf arf 


179 ~~ 




End 


4 R7 




GI 


none 




Score 


Q R 




ryon c 

LjA>J1 lo 


172 4 90 17 3 4 R7 










Seq. No. 


46111 




Seq. ID 


OJ991119_04.0314 


.C5 


Gene No. 


97744 




Strand 






Start 


1 




End 


4 838 




Name 


OJ991119 04. 0314. C5 


. o2 . np 


Method 


AAT/NAP 




Start 


2575 




End 


4838 




GI 


6598399 




Score 


1318 





Exons 2575.. 4838 

GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 



[Arabidopsis thaliana] 



Seq. No. 


46111 








Seq. ID 


OJ991119_04.0314 


.C5 


Gene No. 


97744 








Strand 






Start 


1 








End " 


4838 




Name 


OJ991119 04, 


.0314. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3005 








End 


3263 




GI 


none 








Score 


57 




Exons 


3005. .3154, 


3197. 


.3262, 


3198. 


.3263 






Seq. No. 


46111 








Seq. ID 


OJ991119_04 .0314 


.C5 


Gene No . 


977 44 








Strand 






Start 


1 








End 


4838 ' 




Name 


OJ991119 04, 


.0314. 


C5.oL. 


ts 


Method 


TBLASTX: Soybean 




Start 


3131 








End 


3487 . 




GI 


none 








Score 


52 




Exons 


3131. .3211, 


3144 . 


.3203, 


3227. 


.3487, 3294.. 3458 




Seq. No. 


46111 








Seq. ID 


OJ991119_04.0314 


.C5 


Gene No. 


97744 








Strand 






Start 


1 








End 


4838 




Name 


OJ991119 04, 


.0314. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3266 








End 


3638 




GI 


none 








Score 


47 





47624 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3266. .3511, 3354. .3422, 3508. .3630, 3513. .3638 



46111 
97744 
1 

OJ991119_04, 

3362 

none 

3362. .3520, 

46111 
97744 
1 

OJ991119_04, 

3867 

none 

3867. .4079, 

46111 
97744 
1 

OJ991119_04. 

3879 

none 

3879. ..4160, 

46111 
97744 
1 

OJ991119_04. 

3906 
none 

3906. .4172 

46111 
97744 
1 

OJ991119_04. 

4083 

none 

4083. .4163, 

46112 
97745 
1370 

OJ991119_04. 

1370 

none 

1370. .1495, 



0314.C5.o2.tw 
3365. : ..3508, 3390. 

0314 .C5.o4 . tw 
3877. .4068 

0314.C5.o2.tm 
4182. .4346 

0314.C5.o2.ts 



0314.C5.ol.tw 



Seq. ID OJ991119JD4.0314.C5 
Strand 

End 4838 

Method TBLASTX : Wheat 

End 3755 

Score 61 
.3527, 3522.-3755, 3529.. 3717 

Seq. ID OJ991119_04.0314.C5 
Strand 

End 4838 

Method TBLASTX : Wheat 

End 4079 

Score 166 



Seq. ID OJ991119_04.0314.C5 
Strand 

End 4838 

Method TBLASTX: Maize 

End 4346 

Score 104 



Seq. ID OJ991119_04 .0314.C5 
Strand 

End 4838 

Method TBLASTX : Soybean 

End 4172 

Score 196 



Seq. ID OJ991119_04.0314.C5 
Strand 

End 4838 

Method TBLASTX : Wheat 

End 4505 

Score 55 



4083. .4496, 4197. .4361, 4198. .4500, 4392. .4505 



0314.C6.ol.gs 



5709.. 5827, 6273, 



46112 
97746 
7986 

OJ991119_04 .0314 .C6.o2.gs 

7986 

none 

7986. .8033, 8148. .8279, 8327. 



Seq. ID OJ991119_04.0314.C6 

Strand +■ • 

End 6825 

Method GENSCAN 

End 6825 

Score .4 3' 
.6448, 6524. .6825 

Seq. ID OJ991119_04 .0314.C6 

Strand + 

End . 11476 

Method GENSCAN 

End 11476 

Score .56 

,8402, 8615. .8703, 8818. .9072, 



47625 



10790. .11152, 11270.. 11476 



Seq. No. 


46112 


Seq. ID 


OJ991119 04 


0314 


. C6 


f^onp Mo 


97747 


Strand 








Start 


22463 


End 


23948 






Nam© 


OJ991119 04 0314 C6 06 as 


Method 


GEN SCAN 






Start 


22463 ~~ 


End 


23948. 






GI 


none 


Score 


.76 






Exons 


22463, .22480, 23799.. 23948 










Seq. No. 


46112 


Seq. ID 


OJ991119 04. 


0314 


.C6 


Cpnp No 


97748 


Strand 


+ 






Start 


24282 


End 


27413 






Naine 


OJ991119 04.0314.C6.o7.gs 


Method 


GENSCAN 






Start 


24282 


End 


27413 






GI 


none 


Score 


.53 






P. von 


24282. .24551, 25551 .. 25694 , 27201. .27413 






Seq. No. 


..46112 


Seq. ID 


OJ991119__04. 


0314 


.C6 


f^np No 


97749 


Strand 








Start 


12328 


End 


14983 






Name 


OJ991119 04.0314.C6.ol.np 


Method 


AAT/NAP 






Start 


12328 


End 


14983 






GI 


4680179 


Score 


2980 








12328. . 13966, 13994.. 14983 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 






Seq . No . 


46112 


Seq. -ID 


OJ991119_04. 


0314 


. C6 




97750 


Strand 








Start 


15294 


End 


17061 






Name 


OJ991119 04.0314.C6.o4.gs 


Method 


GENSCAN 






Start 


15294 


End 


16430 






GI 


none 


Score 


.63 






TT von q 


15294. .15766, 15965.. 16430 










Seq. No. 


4 6112 


Seq. ID 


OJ991119_04 . 


0314 


.C6 


Gpnp No 


97750 


Strand 








Start 


15294 


End 


17061 . 






Name 


OJ991119 04.0314.C6.o2.np 


Method 


AAT/NAP 






Start 


15297 


End 


17061 






GI 


4512229 


Score 


768 








15297. .15795, 16998.. 17061 












(AB014740) ORF0 protein [Oryza sativa; 


1 






Seq. No. 


46112 


Seq. ID 


OJ991119_04. 


0314 


.C6 


Cpnp Mn 
\j cue • 


97750 


Strand 








Start 


^ 15294 


End 


17061 






Name 


"OJ991119 04.0314.C6.o3.np 


Method 


AAT/NAP 






Start 


15954 


End 


16394 






GI 


225102 


Score 


278 






Exons 


15954. . 16394 










GI Descrip. 


trypsin/amylase inhibitor pUP13 [Hordeum vulgare var. distichum] 


Seq. No. 


46112 


Seq. ID 


OJ991li9_04. 


0314 


.C6 


Gene No. 


97751 


Strand 








Start 


18560 


End 


26119 






Name 


OJ991119 04.0314.C6.ol.ts 


Method 


TBLASTX : Soybean 





47626 






ij Lai L 


SI 17 




End 


.12979 








none 




Score 


66 








SI 17 S90R 1 9 SR4 


12835, 12594. .1282*4 


!, 12641. .12838, 








1 979R 1 9941 1 OPfi^ 


1 9 941 


12890. .1294 3, 12947 . . 12 97 9, 








12947 12979 














4 6119 




Seq. ID 


OJ991119JD4.0314 


C 6 




Gene No. 


97751' 




Strand 








Start 


18560 




End ' 


26119 






Name 


O.T991 1 1 9 04 0114 Pfi 

WO .7 ^ X X X ^ yi i UJI4 » LyU 


• o3 • tw 


Method 


TBLASTX: Wheat 








11916 _ 

X X .7 X O 




End 


12338 








none 




Score 


51 






F 1 von q 


11916 1 911R 11 917 

XX_7X\J..X^.JJO, X X J / 


. .12080, 


12109. .12156, 12132. .12317, 








1 91 7R 1 911 fl 

1 / O • • 1(1 JIO 












Seq. No. 


46112 




Seq. ID 


OJ991119_04.0314 


.C6 




Gene No. 


97751 




Strand 








Start 


18560 




End, 


26119 






Mama 


n,T9 9i 119 r o 4 0114 P6 


o 1 "h m 
• UJ i LIU 


Method 


TBLASTX: Maize 






o tai l 


1 901 9 _ 

1(1, U l£, 




End 


12272 






OX 






Score 


68 








19019 19979 19019 


. .12161, 


12112.. 12261 






Seq. No. 


46112 




Seq. ID 


OJ991119_04.0314 


.C6 




Gene No. 


97751 




Strand . 








o Lai L 


1 R S60 

X O J u u 




End 


26119 








O.T991 1 1 9 04 011 4 P6 


• OX. Lltl 


Method 


TBLASTX: Maize ' 




r! ; 


o Ldx l 


19191 _ 




End 


12835 




f 


vJ X 


none 




Score 


178 






LiAUllO 


19191 19R1S 19196 


. .12782 








Vsf 
?■: : 


Seq. No. 


46112 




Seq. ID 


OJ991119_04 .0314 


.C6 


i y 


Gene No. 


97751 




Strand 








Start 


18 S60 

X O *J \J \J 




End 


26119 






IN dlLlC 


O.T991 1 1 9 04 0114 P6 


. o2 . t s 


Method 


TBLASTX : Soybean 








1919 9 ~~* 
X ^1 _? 




End 


12562 




=t^ 




nunc 




Score 


188 




: ^ 


J_i JTV W no 


• 12329 12562 












Seq. No. 


46112 




Seq. ID 


OJ991119_04.0314 


.C6 


Q 


Gene No. 


97751 




Strand 








Start 


18560 




End 


26119 






LVdiUC 


D.T991 1 1 9 04 011 4 P6 


o7 . tw 


Method 


TBLASTX: Wheat 






O L Cl X L 


19141 ~" 




End 


12469 






ox 


none 




Score 


106 








19141 19469 19149 


. . 12461, 


12344. . 12469 






Seq. 'No. 


46112 




Seq.. ID 


OJ991119_04 .0314 


.C6 




Gene No. 


97751 




Strand ' 








O Lai L 


1 R S60 

X O *J U \J 




End 


26119 






Name 


HT99111Q 04 011 4 P6 


,o2.tw 


Method 


TBLASTX: Wheat 






Start 


12470 




End 


12844 






GI 


none 




Score 


329 






Exons . 


12470. . 12832, 12471. 


. .12824, 


12541. .12840, 1254 5. . 1284 4 






Seq. No. 


46112 




Seq. ID 


OJ991119_04 .0314 , 


.C6 




Gene No. 


97751 




Strand 







47627 




Start 


18560 






End 


26119 




Nam© 


OJ991 1 


19 04 0314 C6 


o2 . tm " 


Method 


TBLASTX: Maize 




OLQI L 


128 69 






End 


13337 




GI 


none 






Score 


135 






12869. 


.13261, 12890. 


. 13333, 


13155. . 13337 




Seq. No. 


46112 






Seq. ID 


OJ991119JD4.0314 


-C6 


Gene No. 


97751 






Strand 






Start 


18560 






End 


26119 




Name 


OJ991119 04. 0314. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




J Lai L 


12920 






End 


13406 




GI 


none 






Score 


207 




TT von 


12920. 


.13402, 12962. 


. 13291, 


13113. .13406 




Seq. No. 


46112 






Seq. ID 


OJ991119_04.0314 


.C6 


Gene No. 


97751 






Strand 


- 




Start 


18560 






End 


26119 




Name 


OJ991119 04. 0314. C6. 


o3 . ts 


Mpf hod 






Start 


13052 






End 


13366 




GI 


none 






Score 


186 




F 1 von q 


13052. 


. 13366 










Seq. No. 


46112 






Seq. ID 


OJ991119_04.0314 


.C6 


Gene No. 


97751 






Strand 


- 




Start 


18560 






End 


26119 




Name 


OJ991119 04. 0314. C6. 


o5 tw 


Mp hhnH 


TRT.A^TX * Whpaf 




Start 


13541 






End 


13888 




GI 


none 






Score 


240 




Pynn c 

i_J ./V V_/ 1 1 


13541. 


.13888 










Seq. No. 


46112 






Seq. ID 


OJ991119_04.0314 


.C6 


Gene No. 


97751 






Strand 


- 




Start 


18560 






End 


26119 




Name 


OJ9911 


19__04.0314.C6. 


o R \~ m 


Method 


TBLASTX: Maize 




Start 


13622 






End 


13942 




GI 


none 






Score 


186 




F.xon s 

i-J w X 1 


13622. 


.13942 










Seq. No. 


46112 






Seq. ID 


OJ991119_04.0314 


.C6 


Gene No. 


97751 






Strand 






Start 


18560 






End 


26119 




Name 


OJ9911 


19_04.0314.C6. 


O 4 . tw 


Method 


TBLASTX: Wheat 




OLdi I 


14243 






End 


14588 




GI 


none 






Score 


69 




P. von s 


1424 3. 


.14587, 14457. 


.14588 








Seq. No. 


46112 






Seq. ID 


OJ991119_04.0314 


.C6 


Gene No. 


97751 






Strand 






Start 


18560 






End 


26119 




in dine 


OJ991119 04. 0314. C6. 


o A +*m 


Method 


TBLASTX: Maize 




o Lea J. i_ 


14288 






End 


14587 




GI 


none 






Score 


47 




Exons 


14288. 


.14587, 14289. 


.14369, 


14431. .14469, 14457. .14561 




Seq. No. 


46112 






Seq. ID 


OJ991119_04.0314 


.C6 


Gene No. 


97751 






Strand 






Start 


18560 






End 


26119 





47628 





Name 


O.TQQ1 1 1 Q 04 0^14 Pfi nf> tw 

\JU Z> Z? 1- -L J- Z? \J *± . U J 1 4 • V^/ vj • U U • L. W 


M<=> t" h oH 

l 1C L. 1 1 


TBLASTX: Wheat 






OUoi t 


1 4 fi^Q — 

X *i U J _7 




14 821 








Vj x 


t*i on o 


Qoo y~ o 


133 








P. von *3 


14639 14821 14640 14819 












Seq. No. 


46112 


Seq. ID 


OJ991119_ 


04.0314 


.C6 




Gene No. 


97751 


Strand 










Start ' 


18560 


End 


26119 








Name 


D.TQQT 1 1 9 04 0^14 P6 oS rr<? 
wu^^xxx^ vi . u jii . • uj • yo 


Method 


GEN SCAN 








O Lai u 




End 


21561 








riT 

\J X 


none 


Score 


.4 










IftSfiO 1R61V 19109 1917^ 


20551. .20718, 21478. 


.21561 






^f*o Mn 


4 6112 


Seq. ID 


OJ991119_ 


04 .0314 






Gene No. 


97751 


Strand 










Start 


18560 


End 


26119 








Name 


OJ991119 04.0314.C6.o4.np 


Method 


AAT/NAP 








O Lai L 


19276 


End 


26119 








riT 

\J X 


7523502 


Score 


195. 








DAUilO 


19276. .19435, 20511 20676, 


26026. .26119 








fZT Do cpy*i n 
ul L/C OLI - L i-' • 


(AP001633) hypothetical protein [Oryza 


sativa] 










46113 


Seq. ID 


OJ991119_ 


04 .0314 


CI 


: _jj 


Gene No. 


97752 


Strand 


+ 








Start 


1 


End 


1817 








Mama 


OJ991119 04.0314.C7.ol.np 


Method 


AAT/NAP 






ij e 


Of a r f- 


1 


End 


1817 








ot 

\J X 


4416302 


Score 


619 






w 


P von c; 


1..113, 1008. .1817 












O X L/C O ^-X X . 


(AF105716) copia-type pol polyprbtein 


[Zea mays] 






at 


Seq. No. 


46113 


Seq. ID 


OJ991119_ 


04 .0314 


.C7 


i y 


Gene No. 


97753 


Strand 


+ 






a; 


Start 


4854 


End 


5475 






r 


Name 


OJ991119 04.0314.C7.o2.np 


Method 


AAT/NAP 








Start 


4854 


End 


5475 








GI 


119714 


Score 


96 







f ~ Exons 4854.. 5475 

W GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
fj gi I 82169 | pir M S06733 hydroxyproline-rich glycoprotein precursor 

[3 - common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 

1-620) [Nicotiana tabacum] 



Seq. No. 


46113 










Seq. ID 


OJ991119_04.0314 


.C7 


Gene No. 


97754 










Strand 






Start 


1326 










End 


1847 




Name 


OJ991119 04, 


.0314 


.C7. 


.ol. 


• gs 


Method 


GENSCAN 




Start 


1326 










End 


1847 




GI 


none 










Score 


.57 




Exons 


1326. . 1443, 


1633 


. .11 


347 










Seq. No. 


46113 










Seq. ID 


OJ991119_04.0314 


.C7 


Gene No. 


97755 










Strand 






Start 


3030 










End 


7459 




Name 


OJ991119 04. 


.0314 


.CI , 


■ ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


1162 










End 


1796 




GI 


none 










Score 


134 





47629 




Exons 


1162 . . 1308, 


1305 


. . 1796, 


1307 . 


.1753, 1386. .1784 




Seq. No. 


46113 








Seq. ID 


OJ991119_04 .0314 


.C7 


Gene No. 


97755 








Strand 






Start 


3030 








End - 


7459 




Name 


OJ991119 04 


. 0314 


.C7 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1177 ~ 








End 


1844 




GI 


none 








Score 


103 




Exons 


1177. . 1338, 


1308 


. . 1547, 


1346. 


.1504, 1566. .1844, 1580. .1672 


Seq. No. 


46113 








Seq. ID 


OJ991119_04 .0314 


.C7 


Gene No. 


97755 








Strand 






Start 


3030 








End 


7459 




Name 


OJ991119 04 


. 0314 


.C7 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1389 ~ 








End 


1751 




GI 


none 








Score 


88 




Exons 


1389. . 1556, 


1575 


. . 1751, 


1578 . , 


.1751 






Seq. No. 


46113 








Seq. ID 


OJ991119_04 .0314 


.C7 


Gene No. 


97755 








Strand 






Start 


3030 








End 


7459 




Name 


OJ991119 04 


. 0314 


.C7 . o2 . 


crs 


Method 


GENS CAN 




Start 


3030 ~ 








End 


7459 




GI 


none 








Score 


. 61 




Exons 


3030. . 3186, 


3839 


. . 3944 , 


4271 .. 


,4566, 4954. .5156, 5314. .5485, 




5540. . 5634, 


6166 


. . 6332, 


7215 . , 


,7459 






Seq. No. 


46114 








Seq. ID 


OJ991119_04.0314, 


.C8 


Gene No. 


97756 








Strand 


+ 




Start 


228 








End 


1105 




Name 


OJ991119 04 


.0314' 


.C8.ol. 


as 


Method 


GENSCAN 




Start 


228 








End 


1105 




GI 


none 








Score 


.63 




Exons 


228. .323, 464. .1105 










Seq. No. 


46114 








Seq. ID 


OJ991119_04.0314. 


,C8 


Gene No. 


97756 








Strand 


+ 




Start 


- 228 








End 


1105 




Name 


OJ991119 04 


.0314 


.C8.o2. 


tw 


Method ■ 


TBLASTX: Wheat 




Start 


662 








End 


1013 




GI 


none 








Score 


125 




Exons 


662.. 787, 664.. 786, 788 


. . 1009, 


791. .8S 


t0, 804... 1013 




Seq. -No. 


46114 








Seq. ID 


OJ991119_04.0314. 


>C8 


Gene No. 


97757 








Strand 






Start 


1016 








End 


1607 




Name 


OJ991119 04 


.0314, 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1016 








End 


1548 




GI 


none 








Score 


46 




Exons 


1016. .1054, 


1070, 


. .1264, 


1261 . . 


1497, 1510. .1548 




Seq. No. 


46114 








Seq. ID 


OJ991119_04.0314. 


,C8 


Gene No. 


97757 








Strand 






Start 


1016 








End 


1607 




Name 


OJ991119 04, 


.0314, 


,C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1264 








End 


1607 




GI 


none 








Score 


284 





47630 



Exons 



1264. .1554, 1332. .1547, 1547. .1606, 1548..1607 



Seq. No. 46115 

Gene No. 97758 

Start 130 

Name OJ991119_04 . 0314 . C9 . ol . tm 

Start 1 

GI none 

Exons 1..681, 75.. 161, 195.. 341 



Seq. ID OJ991119_04.0314.C9 

Strand + 

End 1401 

Method TBLASTX: Maize 

End 681 

Score 514 



Seq. No. 46115 

Gene No. 97758 

Start 130 

Name OJ991119_04 . 0314 . C9 . o2 . tw 

Start 18 

GI none 

Exons 18.. 194, 19.. 195, 202.. 357, 



Seq. ID OJ991119_04 .0314 .C9 

Strand + 

End 1401 

Method - TBLASTX : Wheat 

End 368 

Score 127 
204. .368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46115 
97758 
130 

OJ991119_04. 0314 .C9.ol.gs 
130 

none ■ 



Seq. ID OJ9.91119_04.0314 .C9 

Strand + 

End 1401 

Method GENSCAN 

End 1312 

Score . 65 



130.-. 409, 917.. 1167, 1262'. .1312 



iy Seq. No. 

C3 Gene No. 

|J Start 

, Name 

M Start 

^ GI 

£ Exons 

*-J Seq. No. 
l2 - Gene No. 

\J Start 

y Name 

□ Start 

□ GI 
Exons 



46115 
97758 
130 

OJ991119_04 .0314 .C9.ol.ts 

286 

none 



Seq. ID OJ991119_04.0314.C9 

Strand + 

End 1401 

Method TBLASTX ; Soybean 

End 813 

Score 51 



286. .342, 417. .443, 418. .639, 531. .638, 628. .813, 648. .743 



46115 
97758 
130 

OJ991119_04.0314 .C9.ol.tw 

436 

none 

436. .810, 531. .785, 805. .843 



Seq. ID OJ991119_04.0314.C9 

Strand + 

End 1401 

Method TBLASTX: Wheat 

End 84 3 

Score 286 



Seq. No. 46115 

Gene No.- 97758 

Start 130 

Name OJ991119_04 . 0314 . C9 . o2 . tm 

•Start • 885 

GI none 
Exons 



Seq. ID OJ991119_04.0314'.C9 

Strand + 

End. 14 01 

Method TBLASTX : Maize 

End 1339 

Score 275 



885. .1220, 886. .1236, 1274. .1339 



Seq. No. 46115 

Gene No. 97758 

Start 130 

Name OJ991119_04 . 0314 . C9 . o3 . tw 

Start 1087 

GI none 
Exons 



Seq. ID OJ991119_04.0314 .C9 
Strand + 
End 14 01 
Method TBLASTX : Wheat- 
End 1401 
Score 106 



1087. .1227, 1217. .1246, 1253. .1339, 1276. .1329, 1333. .1401 



47631 



Seq. No. 46116 Seq. ID 

Gene No. 97759 Strand 

Start 36 End 

Name OJ991 119_07 . 0316 . C2 . ol . gs Method 

Start 36 End 

GI none Score 

Exons 36,. 293 



OJ991119_07.0316.C2 
+ 

293 

GENSCAN 

293 

.76 



Seq. No. 46117 Seq. ID OJ991119_07 . 0316 . C3 

Gene No. 97760 Strand 

Start 388 End 5784 

Name OJ991119JD7 . 0316 . C3 . ol . gp Method AAT/GAP 

Start 388 * End 5784 

GI 23232JL.R1084 Score 590 

Exons 388. .454, 5513. .5784 

GI Descrip. 1 4544372/ gb | AAD22283. 1 I AC006920_7 6.0e-26 (AC006920) putative 





reverse transcriptase [Arabidopsis thaliana] ' 






Seq. No. 


46117 




Seq. ID 


OJ991119_07 


.0316, 


,C3 


Gene No. 


97761 




Strand 








Start 


5748 




End 


6922 






Name 


OJ991119 07 


.0316.C3.o2.gs 


Method 


GENSCAN 






OLCll I 


5748 




End 


6922 






Oi 


none 




Score 


■■ .5"2 








5748. .5905, 


6805=:. 6922 










Seq. No. 


46117 




Seq. ID 


OJ991119_07 


.0316, 


.C3 


Gene No. 


97762 




Strand 








Start 


8050 




End 


10521 






Name 


OJ991119 07 


.0316.C3.o3.gs 


Method 


GENSCAN 






OLal L 


8050 




End 


9736 






GI 


none 




Score 


.59 






daUUo 


8050. .8400, 


8679. .8797, 9026. 


.9172, 9569. .9736 






Seq. No. 


46117 




Seq. ID 


OJ991119_07 


.0316. 


.C3 


Gene No. 


97762 




-Strand 








Start 


8050 




End 


10521 






Name 


OJ991119 07 


.0316.C3.ol.np 


Method 


AAT/NAP 






Start 


8176 




End 


10521 






GI 


3283026 




Score 


131 






Exons 


8176. .8489, 


8679. .8797, 10498 


. .10521 








GI Descrip . 


(AF051562) ] 


putative transposase [Arabidopsis thaliana] 




Seq. No. 


46118 . 




Seq. ID 


OJ991119_07 


.0316. 


,C4 


Gene No. 


97763 




Strand 


+ 






Start 


24 




End 


341 






Name 


OJ991119 07 


.0316.C4.ol.gs • 


Method 


GENSCAN 






Start 


24 - 




End 


341 






GI 


none 




Score 


.68 






Exons 


24. .64, 287 


. .341 










Seq. No. 


46118 




Seq. ID 


OJ991119_07 


.0316. 


,C4 


Gene No. 


97764 




Strand 


+ 






Start 


1'413 




End 


7721 






Name 


OJ991119 07 


.0316.C4 .o2.gs 


Method 


GENSCAN 






Start 


1413 




End 


7721 







47632 






(IT 


nunc 




Score 


.61 






uAUllo 


V4 1 3 17 3 6 


3396 3552 3 619 


..3752, 3894. .4074, 


407 6 4 939 






4255 4324 


6101 6150 '7031 


..7193, 7648. .7721 






Seq. No. 


46118 




Seq. ID 


OJ991119_ 


_07.0316.C4 




Gene No. 


97764 




Strand 


+ 






91-^ rt- 

u Lai L 


1413 

It 1 J 




End 


7721 






IN diuc 


O.TQ91 119 07 

.7 .7 X X X .7 \J 1 t 


0316 CA nl rrn 


Method 


AAT/GAP 






Otdi L 


4 1 Q5 ~~ 

H X _7 *J 




End 


5106 






\J X 


none 






1207 








4195 4324 


4435 4529 4680 


. .5106 








Seq. No. 


46118 




Seq. ID 


OJ991119_ 


07. 0316. C4 




Gene No. 


97764 




Strand 


+ 








1413 




End 


7721 






LN O.ULC 


O.T9 91 119 07 

vU ^ ^ X X X _7 U / ■ 


0316 T4 n3 rrr> 


Method 


AAT/GAP 






O Lai L. 


7050 ~~ 
/ \j *j \j 




End 


7633 






O X 


n on ^ 




Score 


790 






Exons 


7050 71 93 


7371 7633 










O fc! L[ . ln w . 


A 61 1 fi 




Seq. ID 


OJ991119_ 


07 D316 C A 




Gene No . 


97765 




Strand 








Start 


6465 




End 


6877 






Name 


OJ991119 07. 


0316.C4 .o2.gp 


Method 


AAT/GAP 






Start 


6465 




End 


6877 






GI 


LIB3433-057- 


■Pl-Kl-Al 


Score 


'396 




?■: S 


Exons 


6465: .6877 












GI Descrip. 


, 1245938/gb|S80361|S80361 3.1 


3e-ll rabClC-2 beta= 


^chloride channel 



[7= C1C-2G isoform [rabbits, heart atrium, mRNA, 2998 nt] ' 





Seq. No. 


46119 


Seq. ID 


OJ991119_07.0316.C5 




Gene No. 


97766 


Strand 




5. 


Start 


174 


End 


267 




Name 


OJ991119 07.0316.C5.ol.gs 


Method 


GENSCAN 




Start 


174 


End 


267 




GI 


none 


Score 


.54 




Exons 


174. .267 








Seq. No. 


46120 


Seq. ID 


OJ991119_07.0316.C6 


r ,= s 


Gene No. 


97767 


Strand 






Start 


2430 


End 


2889 




Name 


OJ991119 07.0316.C6.ol.gp 


Method 


AAT/GAP 




Start 


2430 


End 


2889 




GI 


LIB34 32-059-P1-K1-D8 


Score 


737 




Exons 


2430. .2889 








GI Descrip. 


'5734616/dbj | AP000391. 1 IAP000391 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone: 


P0538C01' 






Seq. No. 


46120 


Seq. ID 


OJ991119_07.0316.C6 




Gene No. 


97768 


Strand 






Start 


4483 


End 


4683 




Name 


OJ991119 07.0316.C6.o2.gs 


Method 


GENSCAN 




Start 


4483 


End 


4683 




GI 


none 


Score 


.96 




Exons 


4483. .4683' 







Seq. No. 46121 Seq. ID OJ991 119_07 . 031 6 . C7 



47633 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97769 Strand 

1 End 

OJ991119_07.0316.C7.o2.np Method 

1 End 

2129651 Score 



+ 

3714 
AAT/NAP 
3476 
79 



1..39, 3234. .3290, 3348. .3476 

myosin heavy chain ATM2 - Arabidopsis thaliana (fragment) 
gi|499045|emb|CAA84065.1| (Z34292) myosin [Arabidopsis thaliana] 



Seq. No. 


46121 








Seq. ID 


OJ991119 


Gene No. 


97769 








Strand 


+ 


Start 


1 








End 


3714 


LN aiuc 


O.T991 1 1 Q 07 


.0316. 


C7.ol. 


np 


Method 


AAT /WAP 




2989 ~~ 








End 


JJID 


GI 


7363269 








Score 


1 71 




2989 3346 














( AP0D1 } 

\nt uui JJt, / 


hypothetical 


protein [Oryza 


sat i va j 


Seq. No. 


46121 








Seq.' ID 


OJ991119 


Gene No. 


97769 








Strand 


+ 


Start 


1 








End 


3714 


Name 


OJ991119 07 


.0316. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


3060 








End 


3714 


GI 


none 








Score 


. 63 


Exons 


3060. .3416, 


3619. 


.3714 








Seq. No. 


46121 








Seq. ID 


OJ991119_ 


Gene No. 


97770 








Strand 


+ 


Start 


4690 








End 


6347 


Name 


OJ991119 07 


.0316. 


C7.o3. 


np 


Method 


AAT/NAP 


Start 


4690 








End 


6347 


GI 


5295951 








Score 


185 


Exons 


4690. .4912, 


5092. 


.5471, 


6302. 


.6347 





GI Descrip. (AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds. (U23857) [Oryza sativa] 



Seq. ! No. 


46121 








Seq.- ID 


OJ991119 


Gene No. 


97771 








Strand 




Start 


4795 








End 


5172 


Name 


OJ991119 07 


.0316. 


C7.o2 


.gs 


Method 


GENSCAN 


Start 


4795 








End 


5172 


GI 


none 








Score 


1 


Exons 


4795. .4968, 


5041. 


.5172 








Seq. No. 


46121 








Seq. ID 


OJ991119 


Gene No. 


97772 








Strand 




Start 


5938 








End 


6300 


Name 


OJ991119 07 


.0316. 


C7.o3 


.gs 


Method 


GENSCAN 


Start 


5938 








End 


6300 


GI . 


none 








Score 


.8 


Exons 


5938. .6300 












Seq. No. 


46122 








Seq. ID 


OJ991119 


Gene No. 


97773 








Strand 


+ 


Start 


1 








End 


439 


Name 


OJ991119 07 


.0316. 


C9.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


439 



47634 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6815052 Score 90 

1..52, 315. .439 

(AP001080) hypothetical protein [Oryza sativa] 



46122 
97774 
1826 

OJ991119_07. 0316.C9.ol.gp 
1826 

LIB3477-003-P1-K1-E9 
1826.. 1915 

f 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ991119_07.0316.C9 
Strand 

End 1915 

Method AAT/GAP 

End 1915 

Score 132 



Seq. No. 
Gene No. 
Start 
; Name 
Start 
GI 

Exons 



46123 
97775 
186 

■OJ991119_07.0316.C10.ol.gs 
186 
none 

186. .468, 1235. .1349 



Seq. ID OJ991119_07. 0316. CIO 

Strand + 

End 1349 

Method GENSCAN 

End' 1349 

Score .79 



Seq. No. ■ .46123 
Gene No. . 97776 

Start 2660 

Name OJ991119_07 . 0316 . C10 . o2 . gs 

Start 2660 

GI none 
Exons 



Seq. ID OJ991119_07. 0316. CIO 
Strand 

End 3358 

Method GENSCAN 

End 3358 

Score .57 



2660. .2697, 2737. .2858, 2910. .3358 



Seq. No. 46124 

Gene No. 97777 

Start 85 

Name OJ991119_07 . 0316 . Cll . ol . gs 

Start 85 

GI . none 

Exons 85.. 486, 598.. 1357, 246'4..2768 



Seq. ID OJ991119JD7. 0316. Cll 

Strand + 

End 2768 

Method GENSCAN 

End 2768 

Score .73 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46124 
97777 
85 

OJ991119_07. 0316. Cll. ol.np 
186 

7438357 
186. .486, 598. .697 

myb-related protein 3 homolog T26B15.2 - Arabidopsis thaliana 
gi|3298534|gb|AAC25928.1| (AC004681) putative MYB family 
transcription factor [Arabidopsis thaliana] 



Seq. ID OJ991119_07. 0316. Cll 
Strand + 

2768 
AAT/NAP 
697 
467 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46124 
97778 
17847 

OJ991119_07. 0316.Cll.o3.np 

17847 

6815099 

17847. .17868, 19035. .19152 



Seq. ID OJ991119_07. 0316. Cll 

Strand + 

End 19152 

Method AAT/NAP 

End 19152 

Score 70 



47635 



GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 46124 

Gene No. 97779 

Start 4015 

Name OJ991119_07 . 0316 . Cll . o2 . 

Start 4015 

GI none 

Exons 4015.. 4103, 5403.. 5445 



gs 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

End 5445 

Method GENSCAN 

End 5445 

Score .91 



Seq. No. 46124 

Gene No. 97780 

Start 7192 

Name OJ991119_07 . 0316 . Cll . o3 . 

Start 7192 

GI none 

Exons 7192. .7203, 7478. .7572, 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

8783 
GENSCAN 
8783 



End 

gs Method 
End 
. Score 
8663. .8783 



Seq. No. . 46124 

Gene No. "-977 81 

Start 11792 

Name OJ991119_07 . 0316 . Cll . ol . 

Start 229 

GI none 

Exons ■ 229. .495, 580.. 657 



ts 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

End 16989 

Method TBLASTX : Soybean 

.End 657 

Score 295 



Seq. No. 46124 

Gene No. 97781 

Start . 11792 

Name *. OJ991119_07 . 0316 . Cll . o2 . 

Start 234 

GI none 

Exons 234.. 350, 235.. 483, 399. 



tc 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

End 16989 

Method TBLASTX : Cress 

End 666 

Score 387 



.482, 595. .666, 597. .647 



Seq. No. 46124 

Gene No. 97781 

Start 11792 

Name OJ991119_07 . 0316 . Cll . o2 . 

Start 235 

GI none 

Exons 235.. 417, 237.. 254, 309. 
600. .692 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

End " 16989 

tm Method TBLASTX : Maize 

End 693 

Score 268 
.350, 397. .489, 402. .479, 598. .693, 



Seq. No. 46124 

Gene No. 97781 

Start 11792 

Name . OJ991119_07 . 0316 . Cll . o2 . 

Start 241 

GI none 

Exons 241. .489, 402. .479, 576. 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

16989 

TBLASTX: Wheat 
657. 
268 



End 

tw Method 
End 
Score 

.653, 580. .657 



Seq. No. 46124 

Gene No. 97781 

Start 117,92 

Name OJ991119_07 . 0316 . Cll . ol . 

Start 11777 

GI none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119_07. 0316. Cll 
16989 

TBLASTX: Maize 

12295 

291 



47636 



Exons 11777. .12097, 11787 .. 12293, 11787 12179, 1178 9 .. 122 92 , 

12143. .12295, 12220.. 12294 



Seq. No. 46124 

Gene No. 97781 

Start 11792 

Name OJ991119_07 . 0316 . Cll . o2 . ts 

Start 11786 

GI none 
Exons 



Seq. ID OJ991119_07. 0316. Cll 
Strand 
End 

Method 
End 
Score 



16989 

TBLASTX : Soybean 

12071 

279 



11786. .11965, 11793. .12071, 12014 .. 12070 



Seq. No. 


46124 






Seq. ID 


OJ991119_07.0316. 


.Cll 


Gene No. 


97781 






Strand 






Start 


11792 






End 


16989 




Name 


OJ9911 


19_07. 0316. Cll 


. o4 . gs 


Method 


GENSCAN 




Start 


11792 






End 


16989 




GI 


none 






Score 


.79 




Exons 


11792. 


.12935, 14767. 


. 14904, 


15279. .15359, 15666. .15687, 






15936. 


.16173, 16538. 


.16737, 


16764.. 16989 




Seq. No. 


46124 






Seq. ID 


OJ991119JD7.0316. 


.Cll 


Gene No. 


97781 






Strand 






Start 


11792 






End 


16989 




Name 


OJ9911 


19_07. 0316. Cll 


.ol.tc 


Method 


TBLASTX: Cress- 




Start 


11793 






End 


12526 




GI 


none 






Score 


396 




Exons 


11793. 


.12290, 11801. 


.11965, 


11943. .121 


37, 12014. .12316, 






12390. 


.12512, 12422. 


.12526 









Seq. No. 46124 Seq. ID OJ991119_07 . 0316 . Cll 

Gene No. 97781 Strand 

Start 11792 End 16989 

Name OJ991119_07*. 0316 . Cll . o2 . np Method AAT/NAP 

Start 11795 End 13091 

GI 2388583 Score 1083 

Exons 11795. .13091 

GI Descrip. (AC000098) Similar to Synechocystis hypothetical protein 
(gb|D90908). [Arabidopsis thaliana] 



Seq. No. 46124 Seq. ID OJ991119_07 . 0316 . Cll 

Gene No. 97781 Strand 

Start 11792 End 16989 

Name OJ991119_07 . 0316 . Cll . 62 . gp Method AAT/GAP 

Start 11876 End 12294 

GI uC-osflcyp030dl2bl Score 823 

Exons 11876. . 12294 

GI Descrip. '3298536 3.0e-39 (AC004681) unknown protein [Arabidopsis. 
thaliana] 1 



Seq. ID OJ991119_07. 0316. Cll 
Strand 

End 16989 
.Method • TBLASTX: Soybean 
End 12523 . 

Score -93 

12104. .12313, 12114. .12305, 12363. .12512, 12422. .12523 



Seq. No. 46124 

Gene No. 97781 

Start 11792 

Name OJ991119_07 . 0316 . Cll . o3 . ts 

Start 12104 

GI none 
Exons 



47637 



Seq. No. 


46124 


Seq. ID 


OJ991119 


_07.0316, 


.Cll 


Gene No. 


97781 


Strand 










1 1 7 Q9 
ii f y&. 


FnH 


1 6Qft Q 

1 D y O _? 






Name 


D.TQQ1 1 1 Q 07 0^1 PI 1 ol +-w 

\JO y y X X 1.7 U / .UjlD.Lll.(Jl.t.W 




TRT a QTY • 
1 DliHo 1 A . 


Ta7H a a +- 
l/vacaL 






1 9^69 ~~ 


FnH 


1 97fl 1 
1 Z / 0 1 






O T 


none 


Score 


9^7 








19^69 1 9601 1 1 9SQ9 


1 96QS 1 97 


r R1 
o x 






Seq. No. 


46124 


Seq. ID 


OJ991119 


_07.0316. 


.Cll 


Gene No. 


97781 


Strand 








Start 


11792 


End 


i v y o y 






Name 


D.TQQ111Q 07 0^16 PI 1 


Ma +- n OfH 


TRT • 

1 D Lino 1 1\ i 


LT6SS 




OLdl L 


1 9 S^Q ~~ 
it j j j 


Fnri 


1 9R ^fi 

ItO JO 






VJ 1 


n ori o 


O \—\JX c; 


171 
i/i 






F vnn q 

£j AUll O 


19^9 19601 1 96QS 198?ft 










Qorr Mo 


4u1l4 


Can T n 


O.TQQ1 1 1 Q 
UU y y X X Xy 


07 0*31 6 


pi i 


f^a-no Mo 

U^llC LIU t 


97781 


Strand 








Start 


11792 


End 


16989 






Name 


OJ991119_07. 0316. Cll. o3.gp 


Method 


AAT/GAP 






a r- +" 
OLdl L 




End 


13029 








T TR^474-01 9 -Pi -K"1 -PI 1 

L1DJ4 f H Ul£ Irl I\l ^11 


Score 


553 






HjXOIIo 


19711 1 ^09Q 
iz / ii . • i juz y 












'"^9QftR^fi 6 0^-10 (flP0046ft1\ 


unknown protein [Arabidopsis 




Liidllciiici j 










Seq. No. 


46125 


Seq. ID 


OJ991119 


_07.0316. 


.C12 


Gene No. 


97782 


Strand 


+ 






Cf a r +- 
o u d i u 


1896 


End 


5815 






Name 


OJ991119 07.0316.C12.ol.gs 


Method 


GENSCAN 






O L.O.1 L- 


1896 


End 


5815 






\j x 


none 


Score 


.54 






F von q 


1896. .2252, 2688. .5264, 5496. .5540, 5627. .5815 






Con Ma 


46125 


Seq. ID 


OJ991119 


_07.0316. 


C12 




97783 


Strand 


+ 






Start 


10009 


End 


-13773 






Name 


OJ991119 07.0316.C12.o3.gs ' 


Method 


GENSCAN 






Of => r -|- 


10009 


End 


13773 






rij 


none 


- Score 


.74 






XT v /"\yi c 

JJAUilO 


10009. . 10093, 10293. .10356, 


10390. .104 


65, 10729 


. .10940, 






11037,. 11228, 11281. . 11495, 


11576. . 117 


00, 11812 


. .11985, 






12019. .12077, 12148. .12780, 


13025. . 131 


70, 13256 


. .13773 






46125 


Seq. ID 


OJ991119_ 


JD7.0316. 


C12 




97783 


Strand 


+ 






Start 


10009 


End 


13773 






Name 


OJ991119 07.0316.C12.o3.np 


Method 


AAT/NAP 






Start 


10780 


End 


12790 








6721558 


Score 


221 








10780. . 10879, 11576. .11719, 


12604 . . 127 


90 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi | 6815083 | dbj IBAA90369. 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


46125 


Seq. ID 


OJ991119_ 


_07.0316. 


C12 


Gene No. ■ 


97783 


Strand 


+ 







47638 



Start 10009 End 13773 

Name OJ991119_07 . 0316 . C12 . o4 . np Method AAT/NAP 

Start 10863 End 12909 

GI 6721.561 Score 984 

Exons 10863. .10931, 117 67 .. 1194 6, 12019 12077, 12148. .12909 

GI Descrip. (AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316 


. C12 


Gene No. 


97784 




Strand 


+ 




Start 


20526 




End 


30995 




Name 


OJ991119 07.0316.C12. 


o5 . gs 


Method 


GENSCAN 




u Lai L 


20526 




End 


30599 




CI 


none 




Score 


.53 




T* 1 von q 


20526. .20610, 21321.. 


21331, 


21756. .218 


78, 21971. .22061, 






22106. .22276, 23801.. 


23917, 


23965. .240 


44, 26805. .26885, 






28179. .28305, 28490.. 


28865, 


29657. .305 


99 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316 




Gene No. 


97784 




Strand 


+ 




Start 


20526 




End 


30995 




Name 


OJ991119 07.0316.C12. 


o8 . np 


Method 


AAT/NAP 




Qfarf 
OLal L 


27440 




End 


30995 




GI 


7106512 




Score 


1758 




F 1 von ^ 


27440. .27500, 27573.. 


28952, 


29594 . .30579, 30634. .30995 




(2 T Dfi^r'T'i'r* 

\J _I_ L/C O J- -L. k-/ * 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


f hp 




predicted gene.; hypothetical protein 


[Oryza sativa] . 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316 


-C12 


Gene No. 


97784 




Strand 


+ 




Start 


20526 




End 


30995 




LN dlLLC 


OJ991119 07.0316.C12. 


olO . np 


Method 


AAT/NAP 






29596 




End 


30995 




(IT 


7106512 




Score 


1221 






29596. .30579, 30634.. 


30995 










(AP001278) EST C98429 


' (E0138) 


corresponds to a region of 






predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316, 


.C12 


Gene No. 


97785 




Strand 


+. - 




Start 


31410 




End 


34470 




Name 


OJ991119 07.0316.C12. 


06 . gs . 


Method 


GENSCAN' 




Start 


31410 




End 


34470 




GI 


none 




Score 


.82 




Exons 


314.10. .31586, 31681. . 
34145. .34470 


31870, 


33625. .338 


07, 33858. .34130, 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316, 


■ C12 


Gene No. 


97785 




Strand 


+ 




Start 


31410 




End 


34470 




Name . 


OJ991119- 07.0316.C12. 


oil .np 


Method 


AAT/NAP 




Start 


32776 




End 


34382 




GI 


5823020 




Score 


94 




Exons 


32776. .32912, 33770.. 


34382 









47639 



GI Descrip. (AF089849) senescence-specific cysteine protease [Brassica 
napus] 



Seq. No. . 46125 Seq. ID 

Gene No. 97786 Strand 

Start 36520 End 

Name OJ991119_07 . 0316 . C12 . o7 . gs Method 

Start 36520 End ' 

GI none Score 

Exons 36520. .36738, 37093.. 39458 



OJ991119_07.0316.C12 
+ 

39559 
GEN SCAN 
39458 
.61 



Seq. No. 46125 Seq. ID 

Gene No. 97786 Strand 

Start 36520 End 

Name OJ99111 9_07 . 0316 . C12 . ol2 . np Method 

Start 37384 End 

GI 5305469 Score 

Exons 37384.. 37896 

GI Descrip. (AF074894) resistance protein [Oryza' sativa] 



OJ991119_07.0316.C12 
.+ 

39559 
AAT/NAP 
37896 
886 



Seq. No. 
Gene No. 
Start 
Name ■■. " 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46125 Seq. ID 

97786 Strand 
36520 End 
OJ991119_07 . 0316.C12.ol-3.np Method 
37912 . .End 
4234953 Score 
37912. .38388, 38434 .. 39007, 39050. .39559 
(AF098970) NBS-LRR-like protein cD7 [Phaseolus vulgaris] 



OJ991119_07.0316.C12 
+ 

39559 
AAT/NAP 
39559 
440 



46125 Seq. ID 

97786 Strand 

36520 End 

OJ991119_07 .0316.C12.ol4 .np Method 

38251 End 

6721518 Score 



OJ991119_07.0316.C12 
+ 

39559 

AAT/NAP 

39559 

2 64 ::■ 



38251. .39009, 39040 .. 39259, 39516.. 39559 
(AP001072) Similar to NBS-LRR-like protein cD7 . 
[Oryza sativa] 



(AF098970) 



Seq. No. 46125 Seq. ID OJ991119_07 . 031 6 . C12 

Gene No. 97787 Strand 

Start 6319 End 10331 

Name , OJ9911'19_07 . 0316 . C12 . o2 . gs Method GENSCAN 

Start 6319 End 9898 

GI none Score . 83 

Exons 6319.. 6397, 6946.. 6992, 7290.. 7603, 7683.. 7805, 8669.. 8806, 

9055. .9148, 9806. .9898, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991119 07.0316.C12 



Seq. No. 46125 

Gene No. 97787 

Start 6319 

Name OJ991119_07 . 0316 . C12 . ol . gp 

Start 6810 

GI 5667274 

Exons 6810.. 6861, 6946.. 6992, 7290. 

GI Descrip. 605 6425/gb | AAF02889 . 1 | AC009525_23 3.0e-64 (AC009525) 
ribosomal protein L19 [Arabidopsis thaliana] 



10331 
AAT/GAP 
8813 
1096 



.7603, 7683. .7805, 8669. 



.8813 
Putative 



47640 



Seq. No. 


46125. 


Seq. ID 


OJ991119_ 


_07.0316 


.C12 


Gene No. 


97787 


Strand 










OJl? 


End 


10331 






Name 


DTQQ1 1 1 Q 01 0^16 PI 9 nl nn 


Method 


AAT/NAP 










End 


8780 






p t 
o X 


\j U J O 4 «J 


Score 


750 






Exons 


6qdq mm 79Qn 7^n^ 7£fl^ 


.7805, 8669.. 8780 






f T o Y* n 

Ijl UtroCxXp. 


InV/UU^Jt J J rULdLl vc I lDOSOIUdl 


protein 


LI 9 [Arabidopsis 


tnaliana ] 


Seq. No. 


46125 


Seq. ID 


OJ991119_ 


07.0316 


.C12 


Gene No. 


97787 


Strand 








Cf art 


6319 


End 


10331 






Name 


OJ991119 07.0316.C12.o2.np 


Method 


AAT/NAP 






Q+- n -r-h 


8145 


End 


10331 






PT 

w X 


7523517 


Score 


160 






Exons 


8145..8194-, 9828.. 9882, 10026 


. .10331 








*aX UcbLXip . 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46125 


Seq. ID 


OJ991119_ 


07.0316 


.C12 


Gene No. 


97788 


Strand 










14391 


End 


21475 






Name 


OJ991119 07.0316.C12.o5.np 


Method 


AAT/NAP 






o L.CLITL. 


14391 


End 


.17510 






PT 


5902445 


Score 


'3092 






Exons 


14 391. .15632, 15672. .17510 










ox ucbtiip • 


■ (AB030283) GAG-POL precursor 


[Oryza "sativa] 






Seq. No. 


46125 


Seq. ID 


OJ991119_ 


07.0316 


.C12 


Gene No. 


97788 


Strand 








O LcLX L 


14391 


End 


21475 






Name 


OJ991119 07.0316.C12.o6.np 


Method 


AAT/NAP 






Of a r 4- 


16549 


End 


21475 






pt 

OX 


5902444 


Score 


476 






LjAUIlb 


16549. .16629, 17912 18956, 19258 .. 19338 , 21419. 


.21475 




fp T Y\ ci o >~ i r~\ 
ox UcsLlipi 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


46125 


Seq.' ID 


OJ991119_ 


07.0316 


.C12 


Gene No. 


97788 


Strand 








O Lai L 


14391 


End 


21475 






Name 


OJ991119 07.0316.C12.o7.np 


Method 


AAT/NAP 






OLail 


18676 


End 


20843 






PT 

\3 X 


7523517 


Score 


142 






Exons 


18676. .18721, 20546. .20843 










\j± uescrxp. 


(AP001633) hypothetical protein [Oryza 


sativa] 


i 




Sea. No. 


46125 


Seq. ID 


OJ991119_ 


07.0316 


. C12 


Gene No. 


97789 


Strand 








Start 


24368 


End 


24434 






Name 


OJ991119 07.0316.C12.o2.gp 


Method 


AAT/GAP 






Start 


24368 


End 


24434 






GI 


uC-osroM202024h08al 


Score 


95 






Exons 


24368. .24434 










GI Descrip. 


l 5852170/emb|AL1172 65.1 IOST17804 5. 0e-l 


34 Oryza sativa 





indica{GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 1 



Seq. No. 46125 Seq. ID OJ9911 19_07 . 0316 . C12 



47641 




Gene No. 


'97790 


Strand 


- 


Start 


31386 


End 


31538 


Name 


OJ991119 07 .0316.C12.o9 


. np Method 


AAT/NAP 


Start 


31386 


End 


31538 


GI 


7106513 


Score 


236 


Exons 


31386. .31538 






GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sat iva] 


Seq. No. 


46125 


Seq. ID 


OJ991119_07.0316.C12 


Gene No. 


97791 


Strand 




Start 


33234 


End 


38889 


Name 


OJ991119 07.0316.C12.o2 


. tc Method 


TBLASTX: Cress 


Start 


2964 


End 


38703 


GI 


none 


Score 


115 



Exons 2964. .3161, 3162. .3233, 3348. .3425, 3435. .3560, 3567. .3728, 

4173. .4262, 37362 .. 37 4 09, 37363 .. 37479, 37564 .. 37629, 
37636. .37722, 37738 .. 37809, 37828 .. 37962, 37842 .. 37961, 
38008. .38133-, 38572.. 38703 





Seq. No. 


46125 








Seq. ID 


OJ991119_07.0316.C12. 




Gene No. 


97791 








Strand 






Start 


33234 








End 


38889 




Name 


OJ991119 07. 


0316, 


.C12.o4 


. ts 


Method 


TBLASTX: Soybean 




Start 


2978 








End 


37854 


5 J 


GI 


none 








Score 


62 


v3 


Exons 


2978. .3037, 


2979. 


. .3038, 


3044. 


.3112, 3045.. 3128, 3153 ... 3257 , " 


v: : 




3191. .3232, 


3276. 


. .3452, 


37378 


. .37437, 


37549. .37707, 37666.-37854 




Seq. No. 


46125 








Seq. ID 


OJ991119_07.0316.C12 




Gene No. 


97791 








Strand 






Start 


33234 








End 


38889 




Name 


OJ991119 07. 


0316. 


,C12.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


3348 








End 


38289 




GI 


none 








Score 


261 


?■ i! s 


Exons 


3348. .3770, 


3593, 


, .3772, 


37750 


. .38226, 


37851.-37970, 38245.-38289 




Seq. No. 


46125 








Seq. ID 


OJ991119_07.0316.C12 




Gene No. 


97791 








Strand 






Start 


33234 








End 


38889 


h. rs? 


Name 


OJ991119 07. 


0316. 


,C12.o2 


-ts 


Method 


TBLASTX : Soybean 


i-J 


Start 


3456 








End 


38838 




GI 


none 








Score 


241 




Exons 


3456.. 3734, 


3456. 


.3575, 


3566. 


.3739, 3836.. 3910, 3837.. 3935, 






4131. .4325, 


4344 . 


.4478, 


•4500. 


.4652, 37858. .38136, 37860 .. 37976, 






38031. .38081 


, 38242. .38358, 38518 .. 38 685 , 38704.. 38838 



Seq. No. 46125 

Gene Np. 97791 

Start 33234 

Name OJ991119_07 . 0316 . C12 . ol . tm 

Start 7262 

GI none 
Exons 



Seq. ID OJ991119_07.0316.C12 
Strand 
End 

Method 
End 
Score 



38889 

TBLASTX: Maize 

8781 

389 



7262. .7603, 7288. .7602, 7290. .7604, 7363. .7605, 7661. .7801, 
7681. .7803, 7681. .7803, 8661. .8780, 8662. .8781 



Seq. No. 
Gene No. 



46125 
97791 



Seq. ID 
Strand 



OJ991119 07.0316.C12 



47642 



Start 


33234 




End 


38889 


Name 


OJ991119 07.0316.C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7277 




End 


8793 


GI 


none 




Score 


398 


F.xon 


7277 7603, 7288 7602. 


7290 


..7604, 7363. .7605, 7661. .7801, 




7681 7803. 7681 7803. 


7682 


..7804, 8657. .8707, 8661. .8792, 




8662 8793 








<J " ^ • LN \J • 


4 6125 




Seq. ID 


OJ991119_07.0316.C12 


Gene No. 


97791 




Strand 




Start 


33234 




End 


38889 


Name 


OJ991119 07.0316.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7290 ~ 




End 


8950 


GI 


none 




Score 


195 


Fy nn 


7290 7604. 7337 7501. 


7363 


..7605, 7681. .7833, 7682. .7801, 




8661 8786. 8662 8790. 


8894 


. .8950 




Qpn No 


4 6125 




Seq. ID 


OJ99 v 1119_07.0316.C12 


Gene No. 


97791 




Strand 




Start 


33234 




End 


38889 


Name 


OJ991119 07 0316 C12 ol 


. t s 


Method 


TBLASTX: Soybean 


Start 


7290 ~ 




End 


8781 


GI 


none 




Score 


231 


.Uj A Ull y 


7290 7604 7337 7603 


7363 


..7605, 7661. .7801, 7681. .7803, 




7681 7803. 7682 7804, 


8661 


..8780, 8662. .8781 


Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316.C12 


Gene No. 


97791 




Strand 




Start 


33234 




End 


38889 


Name 


OJ991119 07.0316.C12.o4, 


. tw 


Method 


TBLASTX: Wheat 


Start 


14400 




End 


15008 


GI 


none 




Score 


68 


Fvon 


14400. .14531, 14413. . 14526, 


14556. .15008 


Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316.C12 


Gene No. 


97791 




Strand 




Start 


33234 




End 


38889 


Name 


OJ991119 07.0316.C12.o5, 


,tw 


Method 


TBLASTX: Wheat 


Start 


15132 




End 


15515 


GI 


none 




Score 


202 


P, v n n q 


15132. .15515, 15133.. 15507 






Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316.C12 


Gene No. 


97791 




Strand 




Start 


33234 




End . 


3888 9 


Name 


OJ991119 07.0316.C12.o3. 


,tm 


Method 


TBLASTX: Maize 


Start 


15210 




End 


15515 


GI 


none 




Score 


182 


F! v o n c; 


15210. .15515, 15211.. 15498 






Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316.C12 


Gene No. 


97791 




Strand 




Start 


33234 




End 


38889 


Name 


OJ991119 07.0316.C12.o8. 


tw ;■ 


* Method 


TBLASTX: Wheat 


Start 


15720 




End 


38889 


GI 


none 




Score 


75 


Exons 


15720. .15974, 15724 15972 , 38833.. 38889 



4-764 3 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316, 


.C12 


Gene No . 


97791 




Strand 






Start 


33234 




End 


38889 




Name 


OJ991119 07.0316.C12 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


16017 ~ 




End 


16425 




GI 


none 




Score 


49 




Exons 


16017 . . 16082, 16017 . 


.16190, 


16198. .16425, 16200. .16424 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316, 


■ C12 


Gene No . 


97791 




Strand 






Start 


33234 




End 


38889 




Name 


OJ991119 07.0316.C12 


. o3 . t s 


Method 


TBLASTX : Soybean 




Start 


16515 ~ 




End 


16940 




GI 


none 




Score 


71 




Exons 


16515. . 16940, 16756. 


. 16908 








Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316. 


,C12 


Gene No . 


97791 




Strand 






Start 


33234 




End 


38889 




Name 


OJ991119 07.0316.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16570 ~ 




End 


16994 




GI 


none 




Score 


270 




Exons 


16570.. 16 94 7, 16572. 


. 16994, 


16853. .16954 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316. 


C12 


Gene No . 


977 91 




Strand 






Start 


33234 ' 




End 


38889 




Name 


OJ991119 07 . 03 16. CI 2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


16668 ~~ 




End 


17051 




GI 


none 




Score 


124 




Exons 


16668 . . 17051, 16669. 


. 16947 








Seq. No. 


•46125 




Seq. ID 


OJ991119_07.0316. 


C12 


Gene No. 


97791 




Strand 






Start 


33234 




End 


38889 




Name 


OJ991119 07.0316.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17079 ~~ 




End 


17435 




GI 


none 




Score 


173 




Exons 


17079. . 17369, 17079. 


. 17435, 


17080. .17394 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316. 


C12 


Gene No. 


97791 




Strand 






Start 


33234 




End 


38889 




Name 


OJ991119 07.0316.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17109 ~~ 




End 


17564 




GI 


none 




Score 


352 




Exons 


17109 17561. 17110 


. 17550, 


17124. .17564 




Seq. No. 


46125 




Seq. ID 


OJ991119_07.0316. 


C12 


Gene No. 


97791 




Strand 






Start 


33234 




End 


38889 




Name 


OJ991119 07.0316.C12 


. o7 . tw 


. Method 


TBLASTX: Wheat 




Start 


18479 




End 


18877 




GI 


none 




Score 


250 




Exons 


18479. . 18877 











47644 



Seq. No. 46125 

Gene No. 97791 

Start 33234 

Name OJ991119_07 . 0316 . C12 . o4 . gp 

Start 33234 

GI 72524_1.R1084 

Exons 33234.. 33544 

GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID OJ991119_07.0316.C12 
Strand 

End 38889 

Method AAT/GAP 

End 33544 

Score 410 



Seq. No. 46126 

Gene No. 97792 

Start 240 

Name OJ991119_07 . 0316 . C13 . ol . gs 

Start 240 

GI none 
Exons 



Seq. ID OJ991119_07.0316.C13 

Strand + 

End 3182 

Method GENSCAN 

End 3182 

Score .46 



240. .423, 1967. .2011, 2058. .2277, 2696. .3182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

GI Descrip. 



46126 
97793 
3769 

OJ991119_07.0316.C13.ol.np 

3740 

6539248 



Seq. ID OJ991119_07.0316.C13 
Strand 

End 6761 

Method AAT/NAP 

End 4 947 

Score 267 
3740. .4237, 4338. .4562, 4803. .4947 

(AC011765) putative lipase/acylhydrolase [Arabidopsis thaliana] 



Seq. No. 46126 

Gene No. 97793 

Start 3769 

Name OJ991119_07 . 0316.C13.o2 . gs 

Start 3769 

GI none 
Exons 



Seq. ID OJ991119_07.0316.C13 
Strand 

End 67 61 

Method GENSCAN 

End 6761 

Score . 88 



3769. .4239, 4340. .4576, 4823. .4947, 5761. .5841, 6674. .6761 



Seq. No. 46126 

Gene No. 97793 

Start 3769 

Name OJ991119_07 . 0316 . C13 . ol . tm 

Start 3776 

GI none 
Exons 



Seq. ID OJ991119_07.0316.C13 
Strand 

End 6761 

Method TBLASTX : Mai ze 

End 4245 

Score 114 



377 6. .4045, 3778. .4 059, 4141. .424 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46126 
97793 
3769 

OJ991li9_07.0316.C13.ol. ts 

3841 

none 



Seq. ID OJ991119_07.0316.C13 
Strand 

End 6761 

Method TBLASTX : Soybean 

End 4245 

Score 66 



3841. .4149, 4156. .4245, 4172. .4237 



Seq. No. 46126 

Gene No. 97793 

Start 3769 

Name OJ991119_07 . 0316 . C13 . ol . gp 

Start 4136 

GI LIB34 34-04 5-P1-K1-H11 



Seq. ID OJ991119_07.0316.C13 
Strand 

End 6761 

Method AAT/GAP 

End 4458 

Score 319 



47645 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4136.. 4239, 4340.. 4458 

, 2062705/gb|U90552|HSU90552 3.0e-10 Human butyrophilin (BTF5) 
mRNA, complete cds 1 



46126 Seq. ID 

97793 Strand 
3769 End 
OJ991119_07.0316.C13.o2.gp Method 
4 8 95 End 
13677_1.R1084 . Score 
4895. .4947 

, 4914384/gb|AAD32919. 1 |AC007167_1 5 
APG protein [Arabidopsis thaliana] ' 



OJ991119_07.0316.C13 

6761 
AAT/GAP 
4947 
83 



Oe-15 (AC007167) putative 



Seq. No. 46127 Seq. ID 

Gene No. 97794 Strand 

Start 1 End 

Name OJ991109_07 . 0328 . CI . ol . gs Method 

Start 1 * End 

GI none Score 

Exons 1..595, 928.. 1256 



OJ991109_07.0328.C1 
+ 

1256 
GENSCAN 
1256 
.74 



Seq. No. 46127 

Gene .No. 97794 

Start 1" 

Name OJ991109_07 . 0328 . CI . ol . np 

Start 1 

GI 7106512 

Exons 1..792, 848.. 1202 

GI Descrip. - (AP001278) EST C98429 (E0138.) 



Seq. ID 

Strand 

End 

Method 
End •-. 
Score 



OJ991109_ 
+ 

1256 
AAT/NAP 
1202 
1578 



07. 0328. CI 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46127 Seq. ID 

977 95 Strand 

1591 End 

OJ991109_07 . 0328 . CI . o2 . np Method 

1591 End 

7106513 Score 
1591. .1734 

(AP001278) hypothetical protein [Oryza sativa] 



OJ991109_07.0328.C1 

1734 
AAT/NAP 
1734 
252 



46128 Seq. ID 

97796 Strand' 

4268 End 

OJ991109_07. 03.28. C3.ol.gp . Method 

4 2 68 End 

31135_1.R1084 Score 
4268. .4662 

1 5 04 2 4 37 /gb | AC007789 . 1 | AC00778 9 6.0e-12 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



OJ991109_07.0328.C3 
+ 

4662 
AAT/GAP 
4662 
682 



46128 Seq. ID 

97797 Strand 

813 End 

OJ991109_07.0328.C3.ol.np Method 

813 End 

'7339719 Score 



OJ991109_07.0328.C3 
995 

AAT/NAP 

995 

82 



47646 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. . 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



813. .995 

(AP001539) hypothetical protein [Oryza sativa] 



46129 
97798 
1 

OJ991109_07.0328.C4.ol.gp 
1 

700627 

1..51, 544.. 623, 2308.. 2351 

4063751 5.0e-15 (AC005851) putative white protein [Arabidopsis 
thaliana] >gi_4 5104 09_gb_AAD214 95 . 1_ (AC006929) putative white 
protein [Arabidopsis thaliana] 



Seq. ID OJ991109_07.0328.C4 

Strand + 

End 4703 

Method AAT/GAP : 

End 2351 

Score 294 



46129 Seq. ID 

97798 Strand 

1 End 

OJ991109_07. 0328.C4 .ol.np Method 

1 End 

6978921 Score 



OJ991109_07.0328.C4 
+ 

4703 
AAT/NAP 
4535 
437 



1..61, 557. .601, 2283..2772, 2924. .3053, 3261. .3923, 4128. .4369, 
4455. .4535 

(AC021665) putative ABC transporter [Arabidopsis thaliana] 



46129 
97798 
1 

OJ991109_07.0328.C4 .ol.gs 
3 

none 

3. .51, 544. .623, 2308. .2772, 2924. .3049, 3134 
4126. .4233, 4335. .4703 



Seq. ID OJ991109_07.0328.C4 

Strand + 

End 4703- 

Method GENSCAN 

End 4703 

Score .9 

3259, 3366.. 3923, 



46129 Seq. ID 

97798 Strand 

.1 End 

OJ991109_07 .0328.C4 .o2.gp Method 

2656 End 

4968958 Score 

2656. .2772, 2924. .3049, 3134. .3259, 



OJ991109_07.0328. 
+ 

4703 

AAT/GAP * 
3573 
1074 
3366. .3573 



C4 



4063751 6.0e-28 (AC005851) putative white protein [Arabidopsis 
thaliana] >gi_4 5104 09_gb_AAD214 95 . 1_ (AC006929) putative white 
protein [Arabidopsis thaliana] 



46129 . ... Seq. ID 

97799 Strand 

4682 End 
OJ991109_07.032 : 8.C4'.o3.gp ' Method 

4 682 End 

none Score 
4682. .5094 



OJ99110.9_07.0328.C4 
+ 

5094 
AAT/GAP 
5094 " 
740 



SeqV No. 46129 Seq. ID 

Gene No. 97800 Strand 

Start 6864 End 

Name OJ991109_07 . 0328 . C4 . o4 . tc Method 

Start 3 End 



OJ991109_07.0328.C4 
10632 

TBLASTX: Cress 
2598 



47647 




GI 


none 








Score 


73 


Pxnn <; 

l_j \y liO 


3 50 528 


. 617, 


2308 


2526, 


2475. .2528, .2515. .2598, 2526.. 


Seq. No. 


46129 








Seq. ID 


OJ991109_07.0328.C4 


Gene No. 


97800 








Strand 


- 


Start 


6864 








End 


10632 


Name 


OJ991109 07 


. 0328 . 


C4 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


2302 ~~ ,. : 








End 


' 2658 


GI 


none 








Score 


429 


uAUllO 


2302 2466 


2305 . 


.2658, 


2478 . 


.2657 




Seq. No. 


46129 








Seq. ID 


OJ991109__07.0328.C4 


Gene No. 


97800 








Strand 


- 


Start 


6864 








End 


10632 


Name 


OJ991109 07 

Z? Zf J~ X.\J Zf \J 1 


. 0328 . 


C4 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2308 _ 








End 


2559 


GI 


none 








Score 


336 


Exon 

1-J *V \w/ 1 1 O 


2308 2559. 


2475 . 


. 2555 










4 6129 








Seq. ID 


OJ991109_07.0328.C4 


Gene No. 


97800 








Strand 




Start 


6864 








End 


10632 


Name 


OJ991109 07 

\j <j y y -i- -i~ \j y \j i 


. 0328 . 


C4 . ol . 


tc 


Method 


TBLASTX: Cress 




2599 _ 

— . *J ZJ y 








End. 


3776 


GI 


none 








Score 


53 




2599 2667 
i. j y 7 • • t~ \j \j / f 


264 9 . 


. 27 65, 


2650 . 


.2757, 2923.. 3042, 2930.. 3046, 




3134 3277 


3392 . 


.3733, 


3393 . 


.377 6 




O C . LN U ■ 


4 6129 








Seq. ID 


OJ991109_07.0328.C4 


Gene No. 


97800 








Strand 




Start 


6864 








End 


10632 


Name 


OJ991109 07 

vy \j y y j~ j~ \j y \j i 


0328 


C4 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


264 9 _ 








End 


3665 


GI 


none 








Score 


127 




2649 2747 


2 650 . 


. 2742 , 


2923 . 


.3033, 2930. .3052, 3145. .3240, 




3146 3253 


3359 . 


. 3655, 


3366 . 


.3665 




Cpn Mo 

C \*4 . ■ 


4 6129 








Seq. ID 


OJ991109__07.0328.C4 


Gene No. 


97800 








Strand 




Start 


6864 








End 


10632 


Name 


OJ991109 07 


. 0328 . 


C4 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2659 _ 








End 


4215 


GI 


none 








Score 


91 


P, v n n s 

i— J x\. WHO 


2659 2766 


2923 . 


3033 


2930 


.3046, 3134. .3277, 3374. .3916, 




3393 3920 


4126. 


. 4215 








Seq. No. 


,46129 








Seq. ID 


OJ991109_07.0328.C4 


Gene No. 


97800^ . 








Strand 




Start 


6864 








End 


10632 


Name 


OJ991109 07 

vu y y a. a. \j y \j i 


. 0328 . 


C4 nl 

\^ *i . \J f . 




Method 


TBLASTX : Soybean 


O L. a. 1. L 


3 fififi ~ 

-J O O O 








End 


4233 


GI 


none 








Score 


273 


Exons 


3666. .3920, 


3674. 


.3916, 


4126. 


.4233' 




Seq.. No. 


46129 








Seq. ID 


OJ991109__07.0328.C4 


Gene No. 


97800 








Strand 




Start 


6864 








End 


10632 



47648 



Name 

Start 

GI 

Exons 



OJ991109_07 . 0328 .C4 . o3 . tw Method TBLASTX: Wheat 

3710 End 4448 

none Score 322 

3710. .3928, 3711. .3923, . 4126. .4233, 4126. .4230, 4127. .4231, 
4322.-4444, 4329. .4448, 4334. .4444, 4413. .4448 



Seq. No. 46129 

Gene No. 97800 

Start 6864 ' 

Name ' OJ991109_07 . 0328 . C4 . o2 . tc 

Start 3776 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C4 
Strand 

End ' 10632 

Method TBLASTX : Cress 

End 4 694 

Score 183 



3776..3922, 3777. ..3923, 3849. .3923, 4125. .4220, 4126. .4233, 
4129. .4227, 4329. .4433, 4334. .4432, 4419. .4694 



Seq. No. 46129 

Gene No. 97800 
Start . 6864 

Name OJ991109_07 . 0328 . C4 . o5. ts 

Start 4329 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method TBLASTX : Soybean 

End 4 694 

Score 322 



4329. .4610, 4334.-4465, 4620. .4694 



Seq. No. 46129 

Gene No. 97800 

Start 6864 

Name OJ991109_07 . 0328 . C4 . 08 . tm 

Start 4353 

GI none 

Exons 4353.. 4487, 4358.. 4474 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method TBLASTX: Maize ' 

End 4487 

Score- 219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46129 
97800 
6864 

OJ991109_07.0328.C4.o3.tm 

6864 

none 



Seq. ID OJ991109_07-.0328.C4 
Strand 

End 10632 

Method TBLASTX : Maize 

End 7523 

Score 4 3 ' • - 



6864.. 7085, 7021.. 7104, 7098.. 7523, 7174.. 7317 



Seq. No. 46129 
Gene No. 97800 
Start 6864 

Name OJ991109__07 . 0328 . C4 '". o4 . np 

Start 6864 
GI 7444451 
Exons 6864.. 10632 

GI Descrip. probable .gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method' AAT/NAP : 

End 10632 

Score 4043 



Seq. No. 46129 

Gene No. 97800 

Start 6864 

Name OJ991109_07 . 0328 . C4 . o2 . ts 

Start 6879 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method TBLASTX: Soybean 

End 7511 

Score 114 



6879. .7511, 6993. .7313, 7141. .7317, 7384. .7509 



47649 



Seq. No. 46129 

Gene No. 97800 

Start 6864 

Name OJ991109_07 . 0328 . C4 . o2 . tw 

Start 7275 

GI none 

Exons 7275.. 7712, 7281.. 7454, 7285. 

Seq. No. 46129 

Gene No. 97800' 

Start 6864 

Name OJ991109_07 . 0328 . C4 . 06 . tc 

Start 7578 

GI none 

Exons 7578 . . 7826 



Seq.. ID OJ991109_07.0328.C4 
Strand 

10632 

TBLASTX: Wheat 
7712 
84 



End 

Method 
End 
Score 
7707 



Seq. ID OJ991109__07.0328.C4 
Strand 

End 10632 

Method TBLASTX : Cress 

End 7826 

Score 195 



Seq. No/ 46129 

Gene No. 97800 

Start 6864 

Name OJ991 109_07 . 0328 . C4 . o4 . tm 

Start 7647 

GI none 

Exons 7647.. 7973, 7693.. 7740, 7783. 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method TBLASTX: Maize 

End 8087 

Score 38 

.7974, 7980.. 8087, 7996.. 8064 



Seq. No. 46129 

Gene No. 97800 

Start 6864 

Name OJ991109_07 . 0328 . C4 . o4 . tw 

Start 7716 

GI none 

Exons 7716.. 7889, 7881.. 7973, 7977. 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method TBLASTX : Wheat 

End 1 8219 

Score 61 

.8219, 7996. .8061, 8122. .8202 



Seq. No. 46129 

Gene No. 97800 

Start 6864 

Name ■ OJ991109_07 . 0328 . C4 . o3 . ts 

Start 7890 

GI 5509260 

Exons 7890.. 7985, 7918.. 7977, 7980. 
GI Descrip. 



Seq. ID OJ991109_07.0328.C4 
Strand 

End 10632 

Method TBLASTX : Soybean 

End 8411 

Score 68 

.8402, 7996. .8250, 8151. .8411 



Seq. No. 46129 Seq. ID 

Gene No. 97800 Strand 

Start 6864 . . End 

Name 0 J991 109_07 . 0328 . C4 . o5 . tc Method 

Start 8001 End . 

GI none Score 

Exons 8001.. 8270, 8002.. 8256 



OJ991109_07.0'328.C4 
10632 

TBLASTX: Cress 

8270 

156 



Seq. No. 46129 Seq. ID 

Gene No. 97800 Strand 

Start 6864 End 

Name OJ991109_07 . 0328 . C4 . o7 . tm Method 

Start 8088 End 

GI none Score 

Exons 8088.. 8339, 8098.. 8340 



OJ991109__07.0328.C4 
10632 

TBLASTX: Maize 

8340 

124 



47650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46129 
97800 
6864 

OJ991109_07, 

8952 

none 

8952. .93*08, 

46129 
97800 
6864 

OJ991109_07. 

8964 

none 

8964. .9428, 



0328.C4 .o5. tw 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8953. .9105, 9117. .9287 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0328.C4 .o3.tc 
9142. . 9408 



46129 
97800 
6864 

OJ991109_07.0328.C4 .o5.tm 

8979 

none 

8979.. 9305, 8986.. 9312 



46129 
97800 
6864 

OJ991109_07. 

8982 

none 

8982. .9413 



0328.C4.o6.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991109_07.0328.C4 
10632 

TBLASTX: Wheat 

9308 

80 



OJ991109_07.0328 .C4 
10632 

TBLASTX: Cress 

9428 

101 



OJ991109_07.0328.C4 
10632 

TBLASTX: Maize 

9312 

118 



OJ991109_07.0328.C4 
10632 

TBLASTX : Soybean 

9413 

277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46129 
97800 
6864 

OJ991109_07. 

9315 

none 

9315. .9428, 

46129 
97800 
6864 

OJ991109_07. 

9420 

none 

9420. .9590, 

46129 
97800 
6864 

OJ991109_07. 

9903 

none 

9903. .10283, 
10108. . 10284 



0328.C4 .o9. tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9420. .9608, 9612. .9677 

Seq. ID 

Strand 

End 

0328.C4 .08. ts Method 
End 
Score 

9.'#1:2 . . 9743, 9738.. . 9833 

Seq. ID 

Strand 

End 

0328.C4 ,ol. tw Method 
End 
Score 

9921. .10238, 9922. .10284, 



OJ991109_07.0328.C4 
10632 

TBLASTX: Maize 

9677 

55 



OJ991109_07.0328.C4 
10632 

TBLASTX : Soybean 

9833- 

69 



OJ991109J)7.0328.C4 
10632 

TBLASTX: Wheat 

10288 

171 

10100. .10288, 



47651 





Seq; No. 


46129 




Seq. ID 


OJ991109_07.0328 


.C4 




Gene No . 


97800 




Strand 








Start 


6864 




End 


J. \J \J O c. 






Name 


OJ991109 07 0328 C4 06 tm 




Method 


TRT Z\<5TY *Ma i 70 






Start 


9903 ~~ 




End 


1 m Q3 






GI 


none 




Score; 


fid 






Exons 


9903 10004 9903 10193 


9904. .10119 








Seq. No. 


46130 




Seq. ID 


OJ991109_07.0328 


.C7 




Gene No. 


97801 




Strand 








Start 


1 




End 


1718 






Name 


OJ991109 07 0328 CI ol nn 




Method 


n AT /NAP 






Start 


1 — 




End 


T 7 1 ft 

J. / J. O 






GI 


4416302 




Score 


134 9 






Exons 


1 . . 1718 












GI Descrip. 


(AF105716) cooia-tvDG nol 


polyprotein 


[ Lica iiiciyoj 






Seq. No. 


'46130 




Seq. ID 


OJ991109_07.0328 


.C7 




Gene No. 


97802 




Strand 








Start 


1782 




End 


2188 






Name 


OJ991109 07 0328 CI ol fm 




Method 


TBLASTX: Maize 






Start 


331 ~ 




End 


1130 






GI 


none 




Score 


62 




Til 


Exons 


331 429, 332 433 442 


L008, 442.. 1023, 482.. 1063, 1057-. 






1058 1123. 1059 1130 










fit 


Seq. No. 


46130 




Seq. ID 


OJ991109_07.0328 


.C7 




Gene No . 


97802 




Strand 








Start 


1782 




End 


2188 






Name 


OJ991109 07.0328.C7.o2.tw 




Method 


TBLASTX: Wheat 






Start 


367 




End 


708 






GI 


none 




Score 


45 






Exons 


367. .456, 377. .430, 477. .614, 


478. .633, 


478. .618, 631..' 


708 




Seq. No. 


46130 




Seq. ID 


OJ991109_07.0328 


.C7 




Gene No . 


97802 




Strand 








Start 


1782 




End 


2188 






Name 


OJ991109 07.0328.C7.ol.ts 




Method 


TBLASTX : Soybean 




fir 


Start 


490 




End 


951 






GI 


none 




Score 


48 






Exons 


490. .951, 578. .694, 761. .922 










Seq. No. 


46130 




Seq. ID 


OJ991109__07.0328 


.C7 




Gene No . 


97802 




Strand 








Start 


1782 




End 


2188 






Name 


OJ991109 07.0328.C7.ol.tc 




Method 


TBLASTX: Cress 






Start 


493 




End 


909 






GI 


none 




Score 


200 






Exons 


493. .909 












Seq. No. 


46130 




Seq. ID 


OJ991109_07.0328, 


.C7 




Gene No. 


97802 




Strand 








Start 


1782 




End 


2188 






Name 


OJ9911'0<9 07.0328.C7.ol.tw 




Method 


TBLASTX: Wheat 






Start 


793 




End 


1364 






GI 


none 




Score 


114 





47652 



Exons 



793. .969, 800. .973, 802. .1026, 993. .1079, 1110. .1325, 1119. .1364 



Seq. No. 46130 

Gene No. 97802 

Start 1782 

Name OJ991109_07 . 0328 . C7 . o2 . tm 

Start 1135 
GI * none 
Exons 



Seq. ID OJ991109_07.0328.C7 
Strand 

End 2188 

Method TBLASTX : Mai ze 

End 1527 

Score 154 

1135. .1407, 1136. .1360, 1137. .1403, 1202. .1408, 1396. .1527, 
1398. .1526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46130 
97802 
1782 

OJ991109_07.0328.C7.o3.tw 

1437 

none 



Seq. ID OJ991109_07.0328.C7 
Strand 

End 2188 

Method TBLASTX : Wheat 

End 17 47 

Score 90 



1437. .1721, 1519. .1671, 1709. .1747 



i-i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46130 
97802 
1782 

OJ991109_07.0328.C7.o3.tm 

1530 

none 



Seq. ID OJ991109_07.0328.C7 
Strand 

End 2188 

Method TBLASTX : Mai ze 

End 1883 

Score 81 



1530. .1721, 1537. .1665, 1709. .1762, 1789. .1881, 1791. .1883 



Seq. No. 46130 

Gene No. 97802 

Start 1782 

Name OJ991109_07 . 0328 . C7 . o2 . np 

Start 1782 

GI 4416301 

Exons 1782.. 1946, 2145.. 2188 
GI Descrip. (AF105716) gag protein [Zea mays] 



Seq. ID OJ991109_07.0328.C7 
Strand 

End 2188 

Method AAT/NAP 

End 2188 

Score 81 



Seq. No. . 46131 

Gene No. 97803 

Start 14 

Name OJ991109_07 . 0328.C8 . ol . gs 

Start 14 

GI none 

Exons 14 . . 90 



Seq. ID OJ991109_07.0328.C8 

Strand + 

End 90 

Method GENSCAN 

End 90 

Score .92 



Seq. No. 46131 

Gene No. 97804 

Start 82 

Name OJ991109J07 . 0328 . C8 . ol . gp 

Start 82 

GI 3761181 

Exons 82 . . 328 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ991109_07.0328.C8 

Strand + 

End 328 ' 

Method AAT/GAP 

End 328 

Score 434 



46131 
97805 
1 



Seq. ID OJ991109_07.0328.C8 

Strand 

End 184 



47653 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



iy Seq. No. 

5 Gene No. 

p Start 

i'l Name 

s _ Start 

\J Exons 

f3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991109_07.0328.C8.ol.np Method AAT/NAP 

1 End 184 

7106512 Score 104 

1..52, 125. .184 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



46132 Seq. ID 

97806 Strand 

98 End 
OJ991109_07.0328.Cll.ol.gs Method 

98 " End 

none Score 

98. . 188, 299. .381, 570. .743 



OJ991109_07.0328.C11 
743 

GENSCAN 

743 

.59 



46133 Seq. ID 

97807 Strand 

1775 End 
OJ991109_07.0328.C15.ol.np Method 

1775 End 

4680179 Score 
1775. .5356 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ991109_07.0328.C15 
+ 

5356. . 
AAT/NAP 
5356 
4880 



46133 " Seq. ID 

97807 Strand 

1775 End 
OJ991109_07.0328.C15.o5.tw Method 

2048 End 

none Score 

2048. .2407, 2173. .2406 

46133 Seq. ID 

97807 Strand 

1775 . End 
OJ991109_07.0328.C15.o6. tm Method 

2288 End 

none Score 

2288. .2584, 2305. .2448 

46133 Seq. ID 

97807 Strand 

1775 End 
OJ991109_07 . 0328 . C15 . o5 . tm Method 

2929 End 

none Score 

2929. .3249, 2973. .3074 

46133 Seq. ID 

97807 Strand 

1775 End 
OJ991109_07.0328 .C15.o6. tw Method 

2983 End 

none • Score 

2983.. 3336, 3166.. 3297' 



.OJ991109_07.0328.C15 
+ 

5356 

TBLASTX: Wheat 

2407 

277 



OJ991109_07.0328.C15 
+ 

5356 

TBLASTX: Maize 

2584 

185 



OJ991109_07.0328.C15 
+ 

5356 

TBLASTX: Maize 

3249 

209 



OJ991109_07.0328.C15 
+ 

5356 

TBLASTX: Wheat 

3336 

268 



Seq. No. 



46133 



Seq. ID OJ991109 07.0328.C15 



47654 






Gene No. 


97807 








Strand 


+ 






Start 


1775 








End 


5356 






Name 


OJ991109 07 


0328 


n 5 o3 




Me i~ H oH 








Start 


3507 ~ 








PnH 


3993 

•J Z? Z? -J 






GI 


none 








^ OO T~0 


528 






Pynn c; 


3507 3950 


3511 


3993 

. . «J Zf Z* — > 












Seq. No. 


46133 








Seq. ID 


OJ991109_07.0328 


-C15 




Gene No. 


97807 








Strand 


+ 






Start 


1775 








End 


5356 






Name 


OJ991109 07 


0328 


. C15 . o2 


. tm 


Mpt - hnH 








Start 


3576 ~~ 








End 


4047 






GI 


none 








S core 


386 






p. von s 


3576 3821 


3580 


. . 4047 , 


3667 . 


.4014 








Qnrr Mo 

ij C • KJ . 


4 6133 








Seq. ID 


OJ991109_07.0328 


.C15 




Gene No. 


97807 








Strand 


+ 






Start 


1775 








End 


5356 






Name 


OJ991109 07 


0328 


. C15 . ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


3934 _ 








End 


4338 






GI 


none 








Score 


57 






P von q 


3934 39fifi 


3934 


3966 


»J ZJ \J u ■ 


.3995, 3970.. 4329, -3973.. 4047, 






397 7 4111 

J ^ / / • ■ *3 X X X , 


406S 

*± VJ U *J 


4 39ft 


4 07 S 


4 33R 








Seq. No. 


46133 








JC^ . .1 U 


"'O.79 91 109 07 0 39ft 
vu zf z* x ±>\j_ zf u / . u o 




f'n 


Gene No. 


97807 








o LI dllU 


_l_ 
i 






Start 


1775 








End 


5356 






Name 


O.T991 1 09 07 


03? ft 


P1 5 o4 




Method 


TBLASTX: Wheat 






Start 


4042 _ 








End 


4344 






GI 


none 








Score 


394 






P vnn q 


4042 4344 


4062 


. . 4343 










ri § 


Seq. No. 


46133 








Seq. ID 


OJ991109_07.0328 


r C15 




Gene No. 


97807 








Strand 


+ 






Start 


1775 








End 


5356 






Name 


O.T991 109 07 


03?ft 

U *J jI. o 


n s n3 


• LIU 


Method 


TBLASTX: Maize 






Start 


4063 — ■ 








End 


4416 






GI 


none 








Score 


323 




v3 


P vnn *=; 


4063 4416 


4074 


4 334 












Seq. No. 


46133 








Seq. ID 


OJ991109_07.0328 


.CIS 




Gene No. 


97807 . 








Strand. 


+ 






Start 


1775 








End 


5356 • 






Name 


O.T991 109 07 
vu z/ Zs x x \j z? \j f . 


03?ft 


n s oi 

■ x j • w x < 




Method 


TBLASTX: Wheat 






Start 


4 345 _ 








End. 


4854 






GI 


none 








Score 


632 








4345 4854 


4 345 


. .47 64 












Seq. No. 


46133 








Seq. ID 


OJ991109_07.0328 


■ G15 




Gene No. 


97807 








Strand 


+ 






Start 


1775 








End 


5356 






Name 


OJ991109 07. 


0328 


.C15.o3. 


. ts 


Method 


TBLASTX: Soybean 






Start 


4354 








End 


4596 






GI 


none 








Score • 


195 






Exons 


4354. .4596 
















Seq. No. 


46133 








Seq. ID 


OJ991109_07.0328, 


.CIS 



47655- 






Gene No. 


97807 






Strand 


+ 






Start 


1775 






End 


5356 






Name 


OJ991109 07 


.0328 C15 ol 


. tm 


Method 


TBLASTX • Mai ze 






Start 


4417 ~~ 






End 


4770 






GI 


none 






Score 


471 






Exons 


4417. . 4770, 


4419. . 4670, 


4459 . 


^4755 








Seq. No.- 


46133 






Seq. ID 


OJ991109 07.0328 


.C15 




Gene No. 


97807 






Strand 








Start 


1775 






End 


5356 . 






Name 


OJ991109 07 


.0328.C15 o2 


. tw 


Method 


TBLASTX : Wheat 






Start 


4858 ~~ 






End 


5337 






GI 


none 






Score 


570 






Exons 


4858. .5337, 


4876. .5331, 


4953. 


. 5336 








Seq. No. 


46133 






Seq. ID 


OJ991109_07.0328 


.C15 




Gene No. 


97807 






Strand 


+ 






Start 


1775 






End 


5356 






Name 


OJ991109 07 


.0328 C15 o4 


. tm 


Method 


TBLASTX -Maize 






Start 


4954 ~~ 






End 


5355 






GI 


none 






Score 


308 






Exons 


4954 . . 5151. 

~ 7X • • -J X, X. f 


4987 5355. 


5022 . 


.5213 








Seq. No. 


46133 






Seq. ID* 


OJ991109_07.0328 


.C15 


i "a 


Gene No. 


97807 






Strand 


+ 






Start 


1775 






End 


5356 




U * 


Name 


OJ991109 07 


0328 C15 o2 


. t s 


Mp1~ hod 


TBLASTX * Sovbean 






Start 


5125 ~~ 






End 


5355 






GI 


none 






Score 


250 






Exons 


5125 . . 5355 












h.J 


Seq. No. 


46134 






Seq. ID 


OJ991109 07 0328 


. C16 


fy 


Gene No. 


97808 






Strand 


+ — 






Start 


1 






End 


710 






Name 


OJ991109 07 


.0328.C16.ol 


. np 


Method 


AAT/NAP 






Start 


1 — 






End 


700 






GI 


4680179 






Score 


1099 






Exons 


1 . . 700 














GI Descrip. 


(AF111709) i 


DolvDrotein 


[ Ory za 


sativa subsp. indica] 




Pi 


Seq. No. 


46134 






Seq. ID 


OJ991109_07.0328 


.C16 




Gene No. 


97808 






Strand 


+ 






Start 


1 






End 


710 






Name 


OJ991109 07 


0328 C16 o2 


tw ' 


Method 


TBLASTX: Wheat 






Start 


1 _ 






End .. 


229 






GI 


none 






Score 


58 






Exons 


1 . . 132, 1 . . ; 


225. 2 229 












Seq. No. 


46134 






Seq. ID 


OJ991109_07.0328 


.C16 




Gene No. 


97808 






Strand 


+ 






Start 


1 






End 


710 






Name 


OJ991109 07 


.0328.C16.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2 






End 


463 






GI- 


none 






Score 


60 






Exons 


2. .37, 35..; 


133, 37. .132, 151. 


.318, 194. 


..463, 202. .462 






Seq. No. 


46134 






Seq. ID 


OJ991109_07.0328 


.C16 



47656 





Gene No. 


97808 






Strand 


+ 




Start 


1 






FnH 

Lit 1U 


710 




Name 


O.T991109 07 fn?R flfi 


• \J X 


n q 


Mot* H nH 


\J Cj IN O vrtl'l 




Start 


50 ~~ 








70^ 




GI 


none 












P, v n n q 


50 . . 703 












Seq. No. 


46134 






Seq. ID 


OJ991109_07.0328.C16 




Gene No. 


97808 






Strand 


+ 




Start 


1 






End 


710 




Name 




i Ul 


• L W 


L ltr. U 11UU 


X OLinJ 1 /\ ■ VvLi C CL U 




Start 


233 ~ 






FnH 

£jl 1 W. 


6SS 

v) _/ .J 




GI 


none 






Qr"' r~\ t-O 


4 S4 




Rxnn^ 

i*j *v \y 1 10 


233 655 253 459 












Seq. No. 


46134 






Seq. ID 


OJ991109_07.0328.C16 




Gene No. 


97808. 






Strand 


+ 




Start 


1 






End 


710 

/XV 




Name 




> \J£» 


■ LIU 


L it: l_ nuu 


TRT fl QTy • Ma i ^o 




Start 


4 64 ~ 






End 


710 
/ x u 




GI 


none 








1 96 

X :? u 




Fynn q 


464 676 678 710 










fl 


Seq. No. 


46135 






Seq. ID 


OJ991109_07.0328.C20 




Gene No. 


97809 






Strand 






Start 


615. 








1 1 0 9 




Name 


O.TQQ110Q 07 0^9fi P?0 


nl 


• qs 


Mot" T™i r*\ 


IjuuO ^rt.LN 


: U 


Start 


61 S ~~ 

U X 






FnH 


1017 

X L> X / 




GI 


none 








• u^. 




LiAUliO 


fil C. Q-| O QO£J 1 HI 7 










w 

?■: s 


^prr Mo 


4 61 

*i U X J -J 






o t; . x u 


O.T9Q1 1 OQ 07 0^9R P90 


I iff 


Gene No. 


97809 






Strand 






Start 


615 






End 


1102 




Name 


OJ991109 07.0328.C20. 


,ol 


.np 


Method 


AAT/NAP 




Start 


764 




End 


1102 




GI 


5091513 






Score 


599 




Exons 


764. .1102 












GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 



[3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46136 Seq. ID 

97810 Strand 

12407 End 

OJ991109_07.0328.C21.o4.np Method 

12407 End 

6721512 Score 



OJ991109_07.0328.C21 
+ 

15729 
AAT/NAP 
15729 
69 



12407. .12455, 14022 .. 14103, 14132 .. 14245, 15699. .15729 
(AP001072) hypothetical protein [Oryza sativa] 



46136 Seq. ID 

97811 Strand 

15763' End 

OJ991109_07 . 0328.C21.o6.np Method 

15757 End 

6063557 Score 
15757. .15851, 18361. .18382 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ991109_07.0328.C21 
+ 

18382 
AAT/NAP 
18382. 
70 



47657 




Seq. No. 


46136 


Seq. ID 


OJ991109_ 


_07 


.0328 


■ C21 


Gpnp No 


97811 


o l. x aiivu 










u Lai L 


X J / O J 




1 fi 9 








Name 


OJ991109 07 0328 C21 nfi as 


f* h nH 

1 iC L. i IvJU 










Start 


15763 ~~ 




17197 

X / X 1 








GI 


none 


Qporp 










Li AUJ lo 


1S76^ 1SRS7 17007 17197 












Seq. No. 


46136 


Seq. ID 


OJ991109 

\s <*j -/ j. -i. \j y 


07 


. 0328 


. C2i 


Gene No . 


97812 


Strand 


-f- 








Start 


19745 


End 


22841 








Name 


OJ991109 07.0328.C21.o8.np 


Method 


AAT/NAP 








Start 


19745 


End 


22841 








GI 


6630699 


Score 


124 










19745. .19833, 20164 .. 20345, 


22763. .228 


41 








Vj -L L-V C O J_ J_ B 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi | 6721536 | db j IBAA89566. 1 | 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


46136 


Seq. ID 


OJ991109_ 


07 


.0328 


.C21 


Gene No. 


97813 


Strand 


+ 








Start 


22969 


End 


33191 








Name 


OJ991109 07.0328.C21.o9.np 


Method 


AAT/NAP 








Start 


22969 


' End 


25711 








GI 


6539570 


Score 


160 








LiAUllu 


22969. .23172, 23353 .. 234 19, 


23766.-23958, 25662. 


.25711 






(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46136 


Seq. ID 


OJ991109_ 


07. 


.0328 


.C21 


Gene No. 


97813 


Strand 


+ 








Start 


22969 


End 


33191 








Name 


OJ991109 07.0328.C21.ol0.np 


Method 


AAT/NAP 








Qf art* 

O Lai. L 


23761 


End 


33191 








GI 


3885341 


Score 


294 








F von <5 


23761. .23857, 26475 .. 26653, 


27984.-28682, 33162. 


.33191 




OX L> C O X X £J • 


(AC005623) Mutator-like transposase [Arabidopsis 


thaliana] 


Seq. No. 


46136 


Seq. ID 


OJ991109__ 


07, 


.0328 


.C21 


Gene No. 


97814 


Strand 










Start 


1 


End 


4087 








Name 


OJ991109 07.0328.C21.ol.np 


Method 


AAT/NAP 








Start 


1 . 


End 


2430 








GI 


5091513 


Score 


1281 








Rxnn^ 


1..907, 2394. .2430 














(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


4 6136 " 


Seq. ID 


OJ991109_ 


07. 


,0328 


.C21 




97814 


Strand 










O Lai L 


1 


End 


4087 








Name 


OJ991109 07.0328.C21.ol.gs 


Method 


GENSCAN 








Start 


49 


End 


4087 








GI 


none 


Score 


. 42 








Exons 


49. .763, 1169. .1229, 1606.. 


3024, 3508. 


.3591, 4073.. 


4087 




Seq. No. 


46136 


Seq. ID . 


OJ991109_ 


07 . 


0328 


.C21 


Gene No. 


97814 


Strand 











47658 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 



End 

Method 
End 
Score 



4087 
AAT/GAP 
1505 
433 



OJ991109_07 .0328.C21.ol.gp 
1259 
3761181 
1259.. 1505 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



46136 
97815 
4586 

OJ991109_07 .0328.C21.o2.gs 

4586 

none 



Seq. ID OJ991109_07.0328.C21 
Strand 

End 11039 

Method GENS CAN 

End 6899 

Score . 6 



4586. .4773, 5474. .5735, 5799. .5942, 6060. .6249, 6388. .6899 



Seq. No. 


46136 


Seq. ID 


OJ991109 


_07. 


.0328. C21 


Gene No. 


97815 


Strand 








Start 


4586 


End 


11039 






Name 


OJ991109 07.0328.C21.o2.np 


Method 


AAT/NAP 






Start 


5460 


End 


11039 






GI 


5902445 


Score 


2497 






Exons 


5460. .6701, 6741. .6887, 9609. 


.11039 








GI Descrip. 


(AB030283) GAG-POL -precursor 


[Oryza sativa] 






Seq. No.. 


4 6136 


Seq. ID 


OJ991109 


_07. 


.0328. C21 


Gene No. 


■ 97815 


Strand 








Start 


4586 


End 


11039 






Name 


OJ991109 07.0328.C21.o2.gp 


Method 


AAT/GAP 






Start 


7598 


End 


7979 






GI 


uC-osflcyp033a04bl 


Score 


663 






Exons 


7598. .7979 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 46136 Seq. ID 

Gene No. 97815 Strand 

Start 4586 End 

Name OJ991109_07 . 0328 . C21 . o4 . gs Method 

Start 9561 End 

GI none Score 

Exons 9561.. 10050, 10249.. 10850 



OJ991109_07.0328.C21 

11039 
GEN SCAN 
10850 
.74 



Seq. No. 46136 Seq. ID 

Gene No. 97816 Strand 

Start 11103 End 

Name OJ991109JD7 . 0328 . C21 . o5 . gs Method 

Start 11103 . End 

GI none Score 
Exons 



OJ991109_07.0328.C21 

15288 
GENSCAN 
15288 
.47 



11103. .11783, 1194 6. .12520, 12640. .12834, 12877. .14050, 
15142. .15288 



Seq. No. 46136 Seq. ID 

Gene No. 97816 Strand 

Start 11103 End 

Name OJ991109_07 . 0328 . C21 . o3 . np Method 

Start 11106 End 



OJ991109_07.0328.C21 

15288 

AAT/NAP 

15033 



47659 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5902444 Score 885 

11106. .12620, 15013.. 15033 

(AB030283) GAG-POL precursor [Oryza sativa] 



46136 Seq. ID 

97816 Strand 

11103 End 

OJ991109_07 . 0328 ;C21 . o5 . np Method 

14195 End 

7523517 Score 
14195. .14494 

(AP001633) hypothetical protein [Oryza sativa] 



OJ991109_07.0328.C21 

15288 
AAT/NAP 
14494 
366 



OJ991109_07.0328.C21 

17705 
AAT/NAP 
17705 
283 



46136 Seq. ID 

97817 Strand 
16892 End 
OJ991109_07 . 0328 . C21 . o7 . np Method 
168 92 ' «■ . End 

5922620 Score 
168 92. .17209, 174 80. . 17705 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 46136 Seq. ID OJ991109_07 . 0328 . C21 

Gene No. 97818 Strand 

Start 19556 End 22703 

Name OJ991109JD7 . 0328 . C2 1 . o7 . gs Method GENSCAN 

Start 19556 End 22703 

GI none Score .77 

Exons 19556. .19730, 1 98 19 .. 198 69, 19996 .. 20482, 20778 .. 208 64 , 
22376. .22703 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46136 Seq. ID OJ991109_07 . 0328 . C21 

97819 Strand 

22749 End 31502 

OJ991109_07 . 0328 .C21 .o3.gp Method AAT/GAP 

22749 End 23185 

LIB3479-006-Q6-K1-B11 Score 595 

22749. .23185 

'573'4616/dbj | AP000391 . 1 1 AP000391 ■ l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 46136 

Gene No. 97819 

Start 22749 

Name OJ991109_07 . 0328 . C21 . 08 . gs 

Start 22978 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C21 
Strand 

End 31502 

Method GENSCAN 

End 31502 

Score .59 



22978. .23092, 23098 23299, 23545 .. 23772, 24345 .. 24522 , 
24791. .-24965, 24971 ...25227, 25636 .. 25875, 27534 .. 27 587 , 
31392.. 31502 



Seq. No. 
Gene No. 



46136 
97820 



Seq. ID 
Strand 



OJ991109 07.0328.C21 



47660 




Start 


32952 






End 


34405 




Name 


OJ991109 07 


. 0328 


.C21.o2.ts 


Method 


TBT.A9TX • ^nvhpfln 
i- u -i_i.ii.L_) i a ■ ouyjjcciii 




Start 


1663 " 






End 


C. Zt *J £. 




GI 


none 






Score 


8 3 




Exon 

1_J X 1 o 


1663 1800, 


2434 


..2766, 2830.. 2952 






Seq. No. 


.46136 






Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 






Strand 






Start 


32952 






End 


34405 




Name 


OJ991109 07 


0328 . 


. C21 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


5469 _ 






End 


6077 




GI 


none 






Score 


64 




Exons 


5469. . 5600, 


5470 , 


..5595, 5625 


>..6077, bi 


J21..5928, 5977. .6063 


Seq. No. 


46136 






Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 






Strand 


- 




Start 


32952 






End 


34405 




Name 


OJ991109 07 


0328 , 


r?i oS tw 




TBLASTX: Wheat 




Start 


6198 ~~ 






End 


6581 




GI 


none 






Score 


169 ' 




F. von 


6198 6581 


6199 . 


. . 6573 








Seq. No. 


46136 






Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 






Strand 






Start 


32952 • 






End 


34405 




Name 


OJ991109 07 


0328 , 


.C21.o2. tm 


Method 


TBLASTX :Maize 




Start 


6277 ~ 






End 


6581 




GI 


none 






Score 


158 




Exons 


6277 . .6495, 


6285 . 


, .6581 








Seq. No. 


46136 






Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 






Strand 






Start 


32952 






End 


34405 




Name 


OJ991109 07 


0328. 


C21.ol. ts 


Method 


TBLASTX : Soybean 




Start 


10044 ~~ 






End 


10469 




GI 


none 






Score 


36 






10044 10469 


, 10198. .10233, 


10285. .10410 




Seq. No. 


46136 






Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 






Strand 






Start 


32952 






End 


34405 




Name 


OJ991109 07. 


0328. 


C21.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10099' 






End 


10523 




GI 


none 






Score 


216 




F!xon *=; 

i—i <i \J 1 1 o 


10099. .10413, . 10101.. .1.052.3, 


10242. . 10520 . ... 




Seq.- No. 


46136 






Seq. ID 


OJ991109JD7.0328 


.C21 


Gene No. 


97820 






Strand 






Start 


32952 






End 


34405 




Name 


OJ991109 07. 


0328. 


C21.o3.tm 


Method 


TBLASTX: Maize 




Start 


10197 






End 


10580 




GI 


none 






Score 


102 




Exons 


10197. .10580, 10201. .10413, 


10395. .10520 




Seq. No. 


46136 * 






Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 






Strand 






Start 


32952 






End 


34405 





47661 



Name 


OJ991109 07 0328 C21 


. o 1 tm 


Method 


TBLASTX: Maize 




Start 


10608 _ 




End 


10922 




GI 


none 




Score 


200 




Exons 


10608 .. 10922, 10630. 


. 10884 , 


10659. .10910 




Seq. .No. 


46136 




Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 




Strand 


- 




Start 


32952 




End 


34405 




Name 


OJ991109 07 0328 C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10638 ~" 




End 


11094 




GI 


none 




Score 


243 




Exons 


10638. .11093, 10639. 


. 10884, 


10656. .110 


93, 10963.. 11094 




Seq. No. 


46136 




Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 




Strand 


- 




Start 


32952 




End 


34405 




Name 


OJ991109 07 0328 C21 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11286 — 




End 


11741 




GI 


none 




Score 


69 




Exons 


11286 11522. 11404. 

J- J- c_« \J \J * •J-J- <£-* f J- J- i \-/ ^ » 


. 11517, 


11559. .117 


41, 11560. .11733 




Seq. No. 


46136 




Seq. ID 


OJ991109_07.0328 


.C21 


Gene No. 


97820 




Strand 






Start 


32952 




End 


34405 




Name 


OJ991109 07 0328 C21 


> o 6 * t w 


Method 


TBLASTX: Wheat 




Start 


12372 _ 




End 


12666 




GI 


none 




Score 


79 




Exons 


12372 12626, 12411 

j_ ^ w / ^* * • J- \j ^* ^ / ■ J- t J- J- • j 


. 12620, 


12487. . 12666 




O C ^ . LN W * 


4 6136 




Seq. ID 


OJ991109_07.0328, 




Gene No. 


97820 




Strand 






Start 


32952 




End 


34405 




Name 


OJ991109 07 0328 C21 


, o3 . t s 


Method 


TBLASTX: Soybean 




Start 


26576 _ 




End 


28633 




GI 


none 




Score 


94 




Exons 


26576 26647, 27984 


, 28052, 


28051. .28245, 28272 .. 284 51, 






28553 28633 










Seq. No. 


46136 




Seq. ID 


OJ991109_07.0328. 


.C21 


Gene No. 


97820 




Strand 






Start 


32952 




End 


34405 




Name 


OJ991109 07 0328 C21 


o 9 . qs 


Method 


GENSCAN 




Start 


32952 ~ 




End 


34405 




GI 


none 




Score 


.81 




Exons 


32952 33157, 34202 


34405 








Seq. No. 


46137 




Seq. ID 


OJ991109^07.0328. 


.C22 


Gene No. 


97-821 




Strand 


+ 




Start 


9383 




. End 


10533 




Name 


OJ991109 07.0328.C22. 


o2 .gs 


Method 


GENSCAN 




Start 


9383 




End 


10533 




GI 


none 




Score 


.99 




Exons 


9383. .9488, 9923. .10533 








Seq. No. 


46137 




Seq. ID 


OJ991109_07.0328. 


C22 


Gene No. 


97822 




Strand 


+ 




Start 


18438 




End 


22050 





47 662 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ991109_07.0328.C22.o5.gs 
18438 
none 

18438. .18540, 18567. 
20790. .20913, 21590. 



Method GENSCAN 
End . 22050 
Score . 69 
18756, 19802. . 19940, 20178 .. 20315, 
22050 



46137 
97823 
23125 

OJ991109_07.0328.C22.o6.gs 
23125 



Seq. ID ■ OJ991109_07.0328.C22 
Strand + 

37763 
GENSCAN 
37763 
.4 



End 

Method 
End 

none Score 
23125. .23137, 23192 .. 23293, 23828 .. 23934 , 2594 0 .. 25997 , 
27737. .28397, 29877 .. 29936, 30129 .. 30332 , 304 37 .. 30606, 
30826. .31004, 31556 .. 31826, 31950 .. 32343, 33139 .. 33257 , 
34199. .34297, 34 962 .. 35203, 35652 .. 35803, 37637. .37763 



46137 Seq. ID 

97823 Strand 
23125 End 
OJ991109_07 . 0328 . C22 . o2 . np Method 
30729 End 
6539553 Score 
30729. .'32344 

. (AP000836) Similar, to Oryza australiensi's retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ9,91109_07.0328.C22 
+ 

37763 
AAT/NAP 
32344 
2563 



46137 Seq. ID 

97824 Strand 
7 7 End 
OJ991109_07 . 0328 . C22 . ol . gs Method 

77 • End 
none Score 



OJ991109_07.0328.C22 

13915 
GENSCAN 
7613 
.47 



77. .339, 1039. .1114, 2019. .2156, 2279. .2335, 3128. .3313, 
3480. .3545, 5793.. 6134, 6901. .7020, 7473. .7613 

46137 Seq. ID OJ991109_07 . 0328 . C22 

97824 Strand 

77 End 13915 

OJ991109_07 . 0328 . C22 . ol . np Method AAT/NAP 

6859 End 13915 

100294 Score 225 

6859.. 7023, 7473.. 7641, 8933. .8991, 11432 .. 11577, 11911 12062, 
13725. . 13915 

ribonucleoprotein B, 29K - wood tobacco gi | 14 135 | emb | CAA4 34 28 . 1 | 
(X61114) 29kD B ribonucleoprotein [Nicotiana sylvestris] 

46137 Seq. ID OJ991109_07 . 0328 . C22 

97824 Strand 

77 End 13915 

OJ991109_07 . 0328 . C22 . ol . gp Method AAT/GAP 

82'76 .End 8356 

38012_1.R1084 Score 110 

8276. .8356 

M097947/gb|U72255 IOSU72255 2.0e-23 Oryza sativa 



47663 




beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



Sea No 


4 6137 




Seq. ID 


OJ991 1 OQ 

\J*J J Jl 1U 7 


07 


0^?fi 


CO 9 


UCHC LN ^ • 


97824 




q+- rand 










Start 


77 




Fnd 


1 391 R 








Name 


OJ991109 07 0328 C22 


o3 . gs 


Mpr hod 


GENSTAN 








Start 


11405 _ 




End 


1204 9 








GI 


none 




Score 


. 96 








Exons 


11405. . 11572, 11909: 


12049 












Spa Wo 


4 6137 




Spa ID 


OJ991 109 


07 


0328 

. \J J o 


coo 




97824 




St rand 










Sf art 


77 




End 


1 391 5 

-1 *J ZJ X >J 








Name 


OJ991109 07 0328 C22 


a 2 nn 


Mpf h ad 


AAT /GAP 

nn x / on l 










11462 ~ 




End 


1 91 SQ 

-1 X J _7 








\J X 


n on o 




Score 


667 








Exons 


11462. .11572, 11909.. 


12159 












Spa No 


46137 




Seq. ID 


OtT991 1 OQ 


07 


• W J o 


coo 


flpnp "Mo 


97825 














Start 


16772 




End 


1 fl?0^ 








Name 


OJ991109 07 0328 C9? 


o3 gp 


Mf=i t" h oH 


AAT /GAP 

nn i / on c 








Start 


16379 _ 




End 


1 6fiOS 








GI 


4714106 




Score 


7R4 








Exons 


16379. . 16805 












Sea No 


46137 




Seq. ID 


OJ991109_ 


07 


W J £ o 


coo 


Hpnp No 

UC11C LN O • 


97825 




Strand 










Start 


16772 




End 


18203 








Name 


OJ991 1 09 07 0328 COO 


o A rr q 


Method 


GENSCAN 








Start 


16772 _ 




End 


18203 








GI 


none 




Score 


.95 










1 fill 9 1 fiQTO 17 4 96 


1 7701 

X / / \J X / 


17830. . 18034, 18105. 


1 ? 

. X c 






Seq. No. 


46137 




Seq. ID 


OJ991109_ 


_07 


0328 


C22 


Gene No. 


97826 




Strand 










Start 


28205 




End 


28640 








Name 


OJ991109 07.0328.C22. 


o4 . gp 


Method 


AAT /GAP 








Start 


28205 




End 


28640 








GI 


LIB34 31-034-P1-N1-C3 




Score J 


856 








V von q 


28205. .28640 
















1 4521193/dbj | AB013450 


. 1 | AB01 


3450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 


i 










Seq. No. 


46137 




Seq. ID 


OJ991109_ 


07. 


03.28 


C22 


£lpn.p Mo 

LIU * 


97827 




Strand 










Start 


32065 




End 


33417 








Name 


OJ991109 07.0328.C22. 


o3 . np 


. Method 


AAT /NAP 










32065 




End 


33417 








GI 


7340868 




Score 


60 








Exons 


32065. .32223, 33262.. 


33417 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46137 




■ Seq. ID 


OJ991109_ 


_Q7. 


0328. 


C22 


Gene No. 


97828 




Strand 










Start 


36131 




End 


37766 








Name 


OJ991109 07.0328.C22. 


o5 . tm 


Method 


TBLASTX: Maize 





47664 





Start 


24101 




End 


24 388 






GI 


none 




Score 


188 






Exons 


24101 24388, 24176 


.24334 










Seq. No. 


46137 




Seq. ID 


i OJ991109_07.0328 


.C22 




Gene No. 


97828 




Strand 








Start 


36131 




End 


37766 






Name 


OJ991109 07 0328 C22 




Method 


TBLASTX : Soybean 






Start 


24194 ~~ 




End 


24605 






GI 


none 




Score 


112 






Exons 


241 94.. 24355, 24393. 


.24476, 


24401. .24604, 24522. .24605 






Sea No 


4 6137 




Seq. ID 


OJ991109_07.0328 






Gene No. 


97828 




Strand 








Start 


36131 




End 


37766 






Name 


OJ991109 07. 0328. C2 2 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


24414 ~ 




End 


25628 






GI 


none 




Score 


123 






Exons 


24414 24614, 24609 


. 24884 , 


24871. .25146, 25194 .. 25385, 








25524 . . 25628 












Seq. No. 


46137 




Seq. ID 


OJ991109_07.0328, 


.C22 


f 1 


Gene No. 


97828 




Strand 








Start 


36131 




End 


37766 






• Name 


■ OJ991109 07 0328 C22 




Method 


TBLASTX: Soybean 




{h 


Start 


24675 ~ 




End 


25301 




= : ^ 
s i .1 


GI 


none 




Score 


80 




: : 


Exons 


24675. 24839, 24871 


. 2514 6, 


25194. .25301 






Seq. No. 


46137 




Seq. ID 


OJ991109_07.0328, 






Gene No. 


97828 




Strand 






5 b? 


Start 


36131 




End 


37766 






Name 


OJ991109 07.0328 C22 


. o4 . tm 


Method 


TBLASTX: Maize 




r ~ 


Start 


27933 _ 




End 


28422 




% 4 


GI 


none 




Score 


121 






Exons 


27933 28025 27937 


28116 


27937. .28 


026, 28180. .28377, 




i _Jj 




28192 28422, 28195 


. 28344 , 


28209. .28 


364, 28290.. 28376 






Seq. No. 


4 6137 




Seq. ID 


OJ991109_07.0328. 






Gene No. 


97828 




Strand 








Start 


36131 




End 


37766 






Name 


OJ991109 07 0328 C22 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


27937 _ 




End 


28377 






GI 


none 




Score 


132 






Exons 


27937 28116 27948 


. 28019, 


.27952. .28 


026, . 28192. .28365, 








28198 28377 28215 


.28376 










Sea No 


46137 




Seq. ID 


OJ991109_07.0328. 






Gene No... 


97828 




Strand 








Start 


36131 




End 


37766 






Name 


OJ991109 07.0328.C22. 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


27937 




End 


28377 






GI 


none 




Score 


139 






Exons 


27937. .28128, 27961. . 


.28026, 


28177. .28: 


365, 28192. .28377, 








28206. .28376 












Seq. No. 


46137 




Seq. ID 


OJ991109_07.0328. 


C22 



47665 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97828 Strand 

36131 End 

OJ991109_07 . 0328 . C22 . o5 . tw Method 

28129 End 

none Score 



37766 

TBLASTX: Wheat 

28377 

146 



28129. .28377, 28165 . . 28377 , 28209.. 28376 



Seq. No. 46137 * Seq. ID 

Gene No. 97828 Strand 

Start 36131 End 

Name OJ991109_07 . 0328 .C22 . o4 . tw Method 

Start 30495 End 

GI none Score 
Exons 



OJ991109_07.0328.C22 
37766 

TBLASTX : Wheat 

30680 

56 



30495. .30548, 30511, 
30561. .30680 



,30549, 30554. .30676, 30555 .. 30677 , 



Seq. No. 


46137 




Seq. ID 


OJ991109_07.0328 .C22 


Gene No. 


97828 




Strand 




Start 


36131 




End 


37766 


Name 


OJ991109 07.0328.C22, 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


30688 




End 


30929 


GI 


none 




Score 


173 


Exons 


30688. .30927, 30724.. 


.30909, 


30726. .30929, 30770.. 30928 


Seq. -No. 


46137 




Seq. ID 


OJ991109_07.0328.C22 


Gene No. 


97828 




Strand 




Start 


36131 




End 


37766 


Name 


OJ991109 07.0328.C22. 


,o2.ts 


Method 


TBLASTX: Soybean 


Start 


30849 




End 


31312 


GI 


5509260 




Score 


139 


Exons 


30849. .31040, 31022. . 


,31312, 


31054. .31161, 31240. .31293 


GI Descrip. 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46137 
97828 
36131 

OJ991109_07.0328.C22.o2.tc 
30942 
none 

30942. .31040, 3094 4 .. 31030, 31022.. 31201 



Seq. ID OJ991109_07.0328.C22 
Strand 
End 

Method 
End 
Score 



37766 

TBLASTX: Cress 
31201 
134 



46137 Seq. ID 

97828 * Strand 

36131 End 
OJ991109_0.7 . 0328 . C22 . o2 . tw Method 

30984 . End 

none Score 

30984 . .31034, 31022 31327, 31130 .. 31303, 31322 . /31528 , 
31387. .31518 



OJ991109_07.0328.C22 
■37766 

TBLASTX: Wheat 
31528 
52 



Seq. No. 46137 

Gene No. 97828 

Start 36131 

Name OJ991109_07 . 0328 . C22 . o3 . tm 

Start 30984 

GI none 

Exons 30984. .31034, 3104 6 .. 314 47 , 31118.. 31300 



Seq. ID OJ991109_07.0328.C22 



Strand 
End 

Method 

End 

Score 



37766 

TBLASTX: Maize 
31447 
49 



47666 



Seq. No. 46137 

Gene No. 97828 

Start 36131 

Name OJ991109_07 . 0328 . C22 . o3 . ts 

Start 31381 

GI none 

Exons 31381. .31581, 31382.. 31726 



Seq. ID OJ991109_07.0328.C22 
Strand 

End 37766 

Method TBLASTX : Soybean 

End 31726 

Score 304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46137 
97828 
36131 

OJ991109_07. 0328 .C22.o2.tm 

31544 

none 



Seq. ID OJ991109_07.0328.C22 
Strand 

End 37766 

Method TBLASTX : Mai ze 

End 31860 

Score 310 



31544. .31858, 3154 4 3184 3, 31552. .31860 



Seq. No. 46137 

Gene' No. 9.7828 

Start 36131 

Name OJ991109_07 . 0328 . C22 . ol . tw 

Start 31733 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C22 
Strand 

End 37766 

Method TBLASTX : Wheat 

End 32208 

Score 101 



31733. .31807, 31733 .. 318 13, 31822 .. 32208 , 31823.. 32206 



Seq. No. 46137 

Gene No. 97828 

Start 36131 

Name OJ991109_07 . 0328 . C22 . o5 . ts 

Start 31739 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C22 
Strand 

End 37766 

Method TBLASTX : Soybean 

End 32071 

Score 95 



31739. .31852, 317 65 31845, 31871 .. 3207 1 , 31876. .32028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46137 
97828 
36131 

OJ991109_07.0328.C22.o4.np 

36131 

4567236 



Seq. ID OJ991109_07.0328.C22 
Strand 

End 37766 

Method AAT/NAP 

End 37766 

Score 105 



36131. .36150, 36251. .36503, 37744. .37766 

(AC007119) glycine-rich RNA binding protein [Arabidopsis 
thaliana] 



Seq. No. • 46138 • - ■ 

Gene No. 97829 

Start 1371 

Name OJ991109_07 . 0328 . C23 . ol . gs 

Start 1371 

GI none 
Exons 



Seq. ID OJ991109_07.0328.C23 

.Strand + 

End 6327 

Method GEN SCAN 

End 4169 

Score .57 



1371. .1477, 2202. .2363, 2432. .2492, 2674. .2736, 2827. .3039, 
3054 . .3157, 4004. .4169 



Seq. No. 46138 

Gene No. 97829 

Start 1371 

Name OJ991109_07 . 0328 . C23 . o3 . np 

Start 3178 



Seq. ID OJ991109_07.0328.C23 

Strand + 

End 6327 

Method AAT/NAP 

End 6327 



47667 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7106516 Score 130 

3178. .3243, 3978. .4142, 4998. .5107, 6274. .6327 
(AP001278) hypothetical protein [Oryza sativa] 



46138 Seq. ID 

97829 Strand 

1371 End 
OJ991109_07.0328.C23.o2.gs Method 

4737 End 

none Score 
4737. .5204 



OJ991109_07.0328.C23 
+ 

6327 
GEN SCAN 
5204 
.93 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46138 
97830 
6387 

OJ991109_07.0328.C23.o3.gs 

6387 

none 

6387. .6447, 7248. .7648 
46138 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 



OJ991109_07.0328.C23 
+ 

7896 
GENSCAN 
7648 
.44 



OJ991109_07.0328.C23 
+ 

7896 
AAT/NAP 
7896 
135 



97830 Strand 
6387 End 
OJ991109_07.0328.C23.o6.np Method 
7196 ~ . End - 

6069646 Score 
7196. .7634, 7868. .7896 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR ret roe lenient reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


46138 




Seq. ID 


OJ991109 




Gene No. 


97831 




Strand 


+ 




Start 


11081 




End 


12024 


% JL 


Name 


OJ991109 07.0328.C23.o7 


.np 


Method 


AAT/NAP 




Start 


11081 




End 


12024 




GI 


7106516 




Score 


139 




Exons 


11081. .11133, 11858.. 12024 








GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46138 




Seq. ID 


OJ991109. 




Gene No. 


• 97832 




Strand 






Start 


2312 . 




End 


6625 




Name 


OJ991109 07.0328.C23.ol, 


.np 


Method 


AAT/NAP 




Start 


2312 




End 


5594 




GI 


'7523490 




Score ■ 


87 




Exons 


2312. .2622,. 5536. .5594 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46138 




Seq. ID 


OJ991109 




Gene No; 


97832 




Strand 






Start 


2312 




End 


6625 ■ 




Name 


OJ991109 07.0328.C23.o2, 


.np 


Method 


AAT/NAP 




Start 


3173 




End 


4646 




GI 


7228450 




Score 


314 



47668 




Exons 


3173.. 3286, 3372.. 3511, 3646. 


.3731, 4527. .4646 




GT Dp cjrrin 


(AP001366) hypothetical protein [Oryza 


OO Li. V CI J 




Seq. No. 


46138 


Seq. ID 


OJ991109_07.0328 


.C23 


Gene No. 


97832 


Strand 






Start 


2312 


End 


6625 




Name 


OJ991109 07.0328.C23.64.np 


Method 


AAT/NAP 




Start 


4721 


End 


4934 




GI 


2262100 


Score 


73 




Exons 


4721. .4934 








\J J- O X» JU K— ' * 


(AC002343) unknown protein [Arabidopsis thaliana] 




Seq. No. 


46138 


Seq. ID 


OJ991109_07.0328 


. C23 


Gene No. 


97832 


Strand 






Start 


2312 


End 


6625 




Name 


OJ991109 07.0328.C23.o5.np 


Method 


AAT/NAP 




Start 


5317 


End 


6625 




GI 


5777617 


Score 


66 




Exons 


5317.. 5415, 6594.. 6625 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seer No 


46138 


Seq. ID 


OJ991109_07.0328 


. C23 


Gene No. 


97833 


Strand 






Start 


9790 


End 


13057 




Name 


' OJ991109 07.0328.C23.o4.gs 


Method 


GENSCAN 




Start 


9790 


End 


13057 




GI 


none 


Score 


.42 




Exon *5 

i_j 1 1 


9790. .9924, 10164 .. 10298, 10342 10431 , 


11184. . 11325, 






11972. .12044, 12475. .12667, 12983. .13057 




Seq. No. 


46139 


Seq. ID 


OJ990909_17.0303 


.C3 


Gene No. 


97834 


Strand 






Start 


1989 


End 


4141 




Name 


OJ990909 17.0303.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


279 


End 


1215 




GI 


none 


Score 


142 




Exons 


"279. .374, 1073. .1195, 1081. .1215 






Seq. No. 


46139 


Seq. ID 


OJ990909_17.0303 


. C3 


Gene No 


97834 


Strand 






Start 


1989 


End 


4141 




Name 


OJ990909 17.0303.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


318 


End 


2479 




GI 


none 


Score 


67 




Exon s 


-318. .371, . 318. .368, 107 9 .. 1192, 107 9 .. 11 95, .1081. .1215, 






1838. .1873, 1980. .2021, 2233., 


.2304, 2250. .2303, 2372. .2461, 




. 2378. .2479 








Seq. No. 


46139 


Seq. ID 


OJ990909_17.'0303. 


.C3 


Gene No. 


97834 


Strand 






Start 


1989 


End 


4141 




Name 


OJ990909 17.0303.C3.ol.gp 


Method 


AAT/GAP 




Start 


1989 


End 


4141 




GI 


none 


Score 


552 




Exons 


1989. .2115, 2233. .2304, 2387.'. 


,2461, 4102. .4141 




Seq. No. 


46140 


Seq. ID 


OJ990909__17.0303, 


.C4 



47669 



Gene No. 97835 Strand 

Start 56 End 214 

Name OJ990909_17 . 0303 . C4 . ol . gp Method AAT/GAP 

Start 56 End 214 

GI . none Score 287 

Exons 56. .214 



Seq. No. 46140 
Gene No. 97836 
Start 1244 

Name OJ990909_17 . 0303 . C4 . o2 . tc 

Start - 1244 

GI none 

Exons 1244.. 1363, 1290.. 1364, 1476, 

2243.. 2512, 2591.. 2656, 2595. 
3105.. 3161 



Seq. ID OJ990909_17.0303.C4 
Strand 

End 7692 

Method TBLASTX : Cress 

End 3161 

Score 106 

,1586, 1477. .1587, 2241. .2507, 
.2660, 2777. .3025, 2811. .3068, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6140 
97836 
1244 

OJ990909_17.0303.C4 .ol.ts 

1263 



OJ990909 17. 0303. C4 



none 

1263. 

2243. 

2814. 

3719. 



.1364, 1274. 

.2500, 2591. 

.3032, 3257'. 

.3799, 3720. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1363, 1476. .1583, 1477. .1587, 2241. .2507, 
2695, 2595. .2705, • 2796. .3068, 2810.. 3025, 
3403, 3258. .3479, 3530. .3634, 3531. .3635, 
3800, 3898. .4077, 3899. .4090 



7692 

TBLASTX: Soybean 

4090 

108 



Seq. No. 46140 

Gene No. 97836 

Start 1244 

Name OJ990909_17 . 0303 . C4 . o3 . tm 

Start 1480 

GI none 

Exons 1480.. 1587, 2795.. 3079, 2796. 



Seq. ID OJ990909_17.0303.C4 
Strand 

End 7692 

Method TBLASTX : Mai ze 

End 7052 

Score 120 

3068, 6981.. 7052 



Seq. No. 46140 

Gene No. 97836 

Start 1244 

Name OJ990909_17 . 0303 . C4 . o2 . tm 

Start 2243 

GI none 

Exons 2243.. 2512, 2244. .2507, 2556. 



Seq. ID OJ990909_17.0303.C4 
Strand 

End 7692 

Method TBLASTX : Mai ze 

End 2 67 3 

Score 384 

.2672, '2567-. V2 671, 2599. .2673 



Seq. No. 46140 

Gene No. 97836 

Start 1244 

Name OJ990909_17 . 0303 . C4 . ol . tc 

Start 3257 

GI none 

Exons 3257.. 3409, 3258.. 3479, 3531. 

3720.. 3800, 3898.. 4062, 3899. 



Seq. .ID OJ990909_17.0303.C4 
Strand 

End 7692 

Method TBLASTX : Cress 

End 4090 

Score 272 
.3635, 3542.. 3634, 3719.. 3799, 
.4090 



Seq. No. 46140 

Gene No. 97836 

Start 1244 

Name OJ990909 17 . 0303 . C4 . ol . tm 



Seq. ID OJ990909_17.0303.C4 
Strand 

End 7692 

Method TBLASTX : Mai ze 



47670 





Start 


3258 








End 


4108 




GI 


none 








Score 


285 




Exons 


3258 . . 3479, 


3259 


. . 3351, 


3263 . 


.3409, 3327. .3464, 3543.-3683, 






3546. . 3635, 


3717 


. . 3800, 


3720 . 


.3800, 3898.. 4077, 3899.. 4108 




Seq. No. 


46140 








Seq. ID 


OJ990909_17.0303.C4 




Gene No. 


97836 








Strand 






Start 


1244 








End 


7692 




Name 


OJ990909 17. 


. 0303 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3708 ~~ 








End 


4102 




GI 


none 








Score 


104 




Exons 


3708 . . 3800, 


3723 


. . 3800, 


3898 . 


.4080, 3899. .4102 




Sea. No. 


46140 








Seq. ID 


OJ990909_17.0303.C4 




Gene No . 


97836 








Strand 






Start 


1244 








End 


7692 




Name 


OJ990909 17, 


,0303 


.C4 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


6407 








End 


7692 




GI 


none 








Score 


95 




Exons 


6407 . . 6466, 


6407 


. . 6466, 


6452 . 


.6568, 6505. .6567, 6546. .6599, 






6687 . . 6734 , 


6698 


. . 6730, 


7058 . 


.7111, 7204. .7299, 7209. .7298, 






7321 7449. 


7633 


7692 










Seq. No. 


46141 








Seq. ID 


OJ990909_17.0303.C5 




Gene No. 


97837 








Strand 


+ 




Start 


1316 








End 


1642 


y = 


Name 


OJ990909 17. 


,0303 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


?; = 


Start ' 


790 








End 


994 


1, Ji 


GI 


none 








Score 


103 


v.v 


Exons 


790. .978, 794. .979, 798 


980, 


799. .981 


, 815. .994 




Seq. No. 


46141 








Seq. ID 


OJ990909_17.0303.C5 




Gene No. 


97837 








Strand 


+ 




Start 


1316 








End 


1642 


f :a = 


Name 


OJ990909 17. 


0303 


.CS.ol. 




Method 


AAT/GAP 


v s 

"Si 


Start 


1316 








End 


1642 




GI 


none 








Score 


431 


f~ 

i.J 


Exons 


1316. . 1453, 


1538 


. .1642 








f 1 


Seq. No. 


46142 








Seq. ID 


OJ990909_17 .0303. CI 1 




Gene No . 


97838 








Strand 


+ 




Start 


2539 








End 


4011 




Name 


OJ990909 17. 


0303 


.Cll.ol 


,tc 


Method 


TBLASTX: Cress 




Start 


2270 








End 


3804 




GI 


none 








Score 


54 




Exons 


2270. .2341, 


2274 , 


. .2387, 


2312 . 


.2347, 2361. .2915, 2417. .2740, 






2756. .2914, 


3006, 


. .3080, 


3007 . 


.3147, 3016. .3147, 3017. .3151, 






3102. .3152, 


3667, 


. .3792, 


3699 . 


.'3803, 3709.. 3804 




Sea No 


46142 








Seq. ID 


OJ990909_17.0303.C11 




Gene No . 


97838 








Strand 


+ 




Start 


2539 








End 


4011 




Name 


OJ990909 17. 


0303, 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2274 








End 


3981 




GI 


none 








Score 


1050 




Exons 


2274. .2915, 


2312. 


. .2353, 


2417. 


.2914, 3005.. 3106, 3005.. 3151, 






3007. .3147, 


3102. 


. .3152, 


3676. 


.3804, 3684. .3803, 3709. .3840, 



47671 





3934 . . 3966, 


3943 . 


, . 3981 




Seq. No. 


46142 








Gene No. 


97838 








Start 


2539 








Name 


OJ990909 17 


. 0303 . 


Cll . ol 


. ts 


Start 


2274 _ 








GI 


none 








Exons 


2274 . .2915, 


2312 . 


. 2350, 


2417 . 


Seq. No. 


46142 








Gene No. 


97838 








Start 


2539 








Name 


OJ990909 17 


.0303. 


Cll.ol 


. tw 


Start 


2364 ~~ 








GI 


none 








Exons 


2364 . .2516, 


2420 . 


. 2506, 


2501 . 




3026 3151 


3706 . 


. 3729, 


3727 . 


Sea No 


4 6142 








CJpne No 


97838 








Start 


2539 








Name 


OJ990909 17 


.0303. 


Cll.ol 


.gp 


Start 


2539 








GI 


43 3-.JR1084 








F.xon ^ 


2539* .2903, 


3007. 


.3147, 


3709. 


QT np<?rr i r> 

VJ ^ L-/ ^ O w J- J- » 


' 47 68 911ZgblAAD2 967 6.il, 


AF1312 




membrane MIP protein [Zea may 


Seq. No. 


46143 








Gene No. 


97839 








Start 


758 








Name 


OJ990909 17 


.0303. 


C12.ol 


.gp 


Start 


758 








GI 


4715353 








Exon s 

L-J *\ Vw* 1 1 O 


758. .1174 








Seq. No. 


46143 








Gene No. 


97840 








Start 


2006 








Name 


OJ990909 17 


.0303. 


C12.o2 


.gp 


Start 


2006 








GI 


62012 1.R1084 






Exons 


2006. .2408, 


2680. 


.2790 




GI Descrip. 


'4204912 l.i 


0e-29 


.(U58918) MEK 


Sea No 


'46143 








Gene No . 


97841 








Start 


4207 








Name 


OJ990909 17 


.0303. 


C12.ol 


. tm 


Start 


1898 








GI 


none 








Exons 


1898. ,1960, 


1902. 


.1958, 


1902. 




2040. .2375, 


2042. 


.2374, 


2377. 



Seq. ID OJ990909_17. 0303. Cll 

Strand + 

End 4011 

Method TBLASTX : Soybean 

End 3099 

Score 943 

.2914, 3006.. 3080, 3007.. "3099 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2914, 2502 
.3795 



OJ990909_17. 0303. Cll 
+ 

4011 

TBLASTX: Wheat 
3795 
164 

2915, 3007. .3144, 



OJ990909JL7. 0303. Cll 
+ 

4011 
AAT/GAP 
4011 
1448 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4011 

)1_1 2.0e-92 (AF131201) plasma 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17.0303.C12 



OJ990909_ 
+ 

1174 
AAT/GAP 
1174 
794 



OJ990909 17.0303.C12 



2790 
AAT/GAP 
2790 
820 



Seq. ID 

Strand 
End 

Method 
End 
Score 

1982, 1952 
2409, 2378 



OJ990909 17.0303.C12 



5238 

TBLASTX: Maize 
2410 
64 

.2041, 1960. .2043, 
.2410 



Seq. No. 
Gene No. 



46143 
97841 



Seq. ID 
Strand 



OJ990909 17.0303.C12 



47672 



Start 
Name 
Start 
GI 

Exons 



4207 

OJ990909_17.0303.C12.o2.tm 
2856 



End 

Method 
End 

none Score 
2856. .3032, 2860. .3003, 2861. .3004, 2981. .3100, 3005. .3121, 
3006. .3164, 3373. .3495, 3381. .3497, 3551. .3649, 3576. .3650, 
3584. .3646, 3967. .4050, 3968. .4051, 4143. .4280, 4144. .4281 



5238 

TBLASTX: Maize 

4281 

142 



Seq. No. 46143 

Gene No. 97841 

Start 4207 

Name OJ990909_17 . 0303 . C12 . ol . tc 

Start 2915 

GI none 

Exons 2915.. 3121, 2939.. 3100, 2955. 

3584.. 3622, 3585.. 3623, 3931. 
4136. .4282, 4143. .4301, 4144. 
4710. .4796, 5032. .5094, 5034. 

Seq. No. 46143 

Gene No. 97841 

Start 4207 

Name OJ990909_17 . 0303 . C12 . ol . ts 

□ Start 2945 
.% GI none 

J-! Exons 2945.. 3100, 2955.. 3098, 3374. 

Z] ' 3386.. 3496, 3573.. 3653, 3584; 

^ 4143. .4301, 4144. .4302, 4508. 

□ 4710.. 4796 



Seq. ID OJ990909_17.0303.C12 
Strand 

End 5238 

Method TBLASTX : Cress 

End 5165 

Score 70 

.3164, 3375. .3497, 3376. .3495, 
.4050, 3967. .4050, 3968. .4051, 
.4281, 4537. .4605, 4703. .4792, 
.5165 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3496, 3375 
.3646, 3958 
.4600, 4537 



OJ990909 17.0303.C12 



5238 

TBLASTX: Soybean 
4810 
96 

3497, 3385.. 3495, 
4050, 3959.. 4051, 
4605, 4703. .4810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46143 
97841 
4207 

OJ990909_17. 0303.C12.o3.gp 

4207 

4715352 



Seq. ID OJ990909_17.0303.C12 
Strand 

End 5238 

Method AAT/GAP 

End 5238 

Score 814 



4207. .4304, 4534. .4596, 4703. -.4790, 5032. .5238 - 

4204912 1.0e-29 (U58918) MEK kinase [Arabidopsis thaliana] 



*=f Seq. No. 


46144 








Seq. ID 


OJ990909_17.0303 


.C13 


[3 Gene No. 


97842 








Strand 






Start 


7297 








End 


7647 




Name ■ 


OJ990909 17, 


.0303. 


;ci3.oi. 


tc 


Method 


TBLASTX: Cress 




Start 


7297 








End 


7647 




GI 


none 








Score 


285 




Exons 


7297. .7647, 


7334. 


. .7645 










Seq. No. 


46144 








Seq. ID 


OJ990909_17.0303 


.C13 


Gene No. 


97842 








Strand 






Start 


7297 








End 


7647 




Name 


OJ990909 17. 


.0303, 


,C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7297 








End 


7647 




GI 


none 








Score 


345 




Exons 


7297. .7647, 


7313. 


, .7639, 


7318 


. .7641 






Seq. No. 


46144 








Seq. ID 


OJ990909_17.0303 


.C13 


Gene No. 


97842 








Strand 







47673 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•7297 End 

OJ990909_17 . 0303 . C13 . ol . tm Method 

7375 End 

none Score 



7647 

TBLASTX: Maize 

7647 

149 



7375.-7524, 7376. .7510, 7523. .7636, 7528. .7647, 7529. .7630 



46145 
97843 
64 

OJ990909_17.0303.C14.ol.tm 
42 

none 



Seq. ID OJ990909_17.0303.C14 
Strand 

End 536 

Method TBLASTX : Mai ze 

End 4 92 

Score 218 



42. .350, 151. .345, 226. .354, 228. .347, 357. .491, 358. .492 



46145 
97843 
64 

OJ990909_17.0303.C14.ol.ts 
45 

none 

45. .536, 49. .483 



Seq. ID OJ990909__17.0303.C14 
Strand 

End 536 

Method TBLASTX : Soybean 

End 536 

Score 332 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exqns 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46145 
97843 
64 

OJ990909_17 .0303.C14.ol.tc 
48 

none 

48. .491, 154. .486 



Seq. ID OJ990909_17 .0303.C14 
Strand 

End 536 

Method TBLASTX : Cress 

End 4 91 

Score 303 



46145 
97843 
64 

OJ990909_17 .0303.C14.ol.gp 
64 

3061211 

64 . .406 . 

3386598 3.0e-38 (AC004665) putative cytochrome p450 [Arabidopsis 
thaliana] 



Seq. ID OJ990909_17.0303.C14 
Strand 

End 536 

Method AAT/GAP 

End 406 

Score 637 



46146 
97845 
16 

OJ990909_17.0303.C18.ol.ts 
16 

none 



Seq. ID OJ990909_17.0303.C18 

Strand 

End " 434 

Method TBLASTX : Soybean 
End 434 
Score 56 



16. .75, 17. .67, 153. .245, 163. .243, 231. .356, 233. .370, 237. .434 



46146 
97845 
16 

OJ990909_17 .0303.C18.ol.tc 

150 

none 

150. .389, 156. .389 



Seq. ID OJ990909_17 .0303.C18 

Strand 

End 434 

Method TBLASTX : Cress 

End 38 9 

Score 110 



Seq. No. 



46146 



Seq. ID OJ990909 17.0303.C18 



47674 




Gene No. 


97845 






Strand . 






Start 


16 






End 


434 




IN CI 1 LLC 


OJ990909 17 


.0303.C18.ol, 


t-m 


I itr liiuu 


1 O L-tr\0 I A . Lid 1Z.C 






150 






RnH 


*37 1 




ox 


none 






OL.UI t; 






Flxon <=; 


150. .245/ 151. .237, 237. 


. .371, 


237 371 






Seq. No. 


46147 






Seq. ID 


OJ990909_17.0303. 


C20 


Gene No. 


97846 






Strand 






Start 


251 






End 


619 




Name 


OJ990909 17 


.0303.C20.ol, 


, tm 


Mp f- hoH 


TRT.A^TX • i 7P 

L U J_lxi4_) i. /\ . L JO X C 




Start 


251 






End 


619 




GI 


none 






Score 


4 4 9 




R x o n s 


251. .619, 253. .618 










Seq. No. 


46147 






Seq. ID 


OJ990909_17.0303. 


C20 


Gene No. 


97847 






Strand 






Start 


560 






End 


1823 




Name 


OJ990909 17 


.0303.C20.ol. 


.t'S" ■ 


. Method 


TRT.A9TX • 9o\/hp^n 




Start 


560 






End 


1 7P1 

X / O X 




GI 


none 






Score 


U *3 




CjAUHO 


560. .628, 562. .627, 1605. .1775, 1606.. 


T 7 1 f) 1617 1 7R1 

X/XVJ, XvJX/..X/OX 




Seq. No. 


46147 






Seq. ID 


OJ990909_17.0303. 


C20 


Gene No. 


97847 






Strand 






Start 


560 






End 


1823 




Name 


OJ990909 17 


.0303.C20.o2. 


. tm 


Method 


1 D XjrtO i A, • 11 a. X L> ti 




Start 


1608 






End 






GI 


none 






Score 


67 




i — i \j iu 


1608. .1772, 


1636. .1710, 


1782. 


.1823 






Spa No 


46148 






Seq. ID 


OJ990909_17.0303. 


C21 


Cpnp No 


97848 






Strand 






Start 


1247 






End 


2593 




Name 


OJ990909 17 


.0303.C21.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1247 






End 


2593 




GI 


none 






Score 


107 




R von 


1247. .1318, 


1530. .1631, 


1568. 


.1630, 1717. .1830, 1721. .1831, 




1728. .1880, 


2238. .2348, 


2238. 


.2354, 2415. .2483, 2416. .24 


84, 




2430. .2489, 


2431. .2499, 


2567. 


.2593, 2567.. 2593 




Seq. No. 


46148 






Seq. ID 


OJ990909_17.0303. 


C21 


Gene No. 


97849 






Strand 






Start 


2992 






End 


3232 




Name 


OJ990909 17 


.0303.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2992 






End 


3232 




GI 


none 






Score 


298 




R von <=? 


2992. .3231, 


2993. .3232, 


2994 .. 


.3230 






O ~ \J . LN . 


46148 






Seq. ID 


OJ990909_17.0303. 


C21 




97850 






Strand 






Start 


3896 






End 


4550 




Name 


OJ990909 17 


.0303.C21.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


'■' 3896 






End 


4550 




GI 


none 






Score 


108 




Exons 


3896. .3985, 


3897. .3995, 


4311. , 


.4418, 4311. .4460, 4327. .4422, 




4470. .4550, 


4487. .4549, 


4488. , 


.4550 







47675 



Seq. No. 46149 

Gene No. 97851 

Start 4623 

Name OJ990909_17 . 0303 . C22 . ol . ts 

Start 62 

GI none 

Exons 62.. 124, 86.. 127, 216.. 332, 



Seq. ID OJ990909_17.0303.C22 
Strand + 
End 6170 
Method TBLASTX : Soybean 
End 2379 
Score 37 
216. .320, 530. .673, 530. .655, 
738. .911, 739. .912, 982. .1098, 1001. .1099, 1220. .1375, 
1236. .1379, 1470. .1613, 1471. .1617, 1471. .1614, 1873. .2085, 
1873. .2379, 1877. .2326 



Seq. No. 46149 Seq. ID 

Gene No. 97851 Strand 

Start 4623 End 

Name OJ990909__17 . 0303 . C22 . ol . tm Method 

Start 71 End 

GI none Score 
Exons 



OJ990.909_17 . 0303 . C22 
+ 

6170 

TBLASTX: Maize 

2379 

69 



71. .124, 210. .320, 530. .655, 531. .623, 533. .673, 738. .911, 
739. .912, 982. .1077, 1001. .1078, 1066. .1098, 1073. .1096, 
1220. .1375, 1235. .1357, 1236. .1379, 1466. .1615, 1470. .1613, 
1471. .1617, 1471. .1614, 1479. .1613, 1480. .1617, 1873. .1971, 
1877. .1972, 1897. .2220, 1900. .2379, 1901. .2371 



Seq. No. 46149 - Seq. ID 

Gene No. 97851 Strand 

Start 4623 End 

Name OJ990909_17 . 0303 . C22 . ol . tc Method 

Start 77 End 

GI none • Score 
Exons 



OJ990909_17.0303.C22 
+ 

6170 

TBLASTX: Cress 

2379 

40 



77. .127, 77. .133, 207. .353, 210. .320, 522. .623, 530. .655, 
738. .911, 739. .912, 982. .1077, 1001. .1078, 1070. .1096, 
1072. .1098, 1220. .1375, 1233. .1379, 1470. .1613, 1471. .1623, 
1873. .2379, 1876. .2085, 1877. .2326 



Seq. No. 46149 

Gene No. 97851 

Start 4623 

Name OJ990909_17 . 0303 . C22 . o2 . tw 

Start 1220 

GI none 

Exons 1220.. 1375, 1221.. 1379, 1470. 
1873.. 1926, 1876.. 1923 



Seq. ID OJ990909_17.0303.C22 

Strand + 

End ' 6170 

Method TBLASTX : Wheat 

End 1926 

Score 77 

1613, 1471. .1596, 1471. .1620, 



Seq. No. 46149 Seq. ID 

Gene No. 97851 Strand 

Start 4623 End 

Name OJ990909_17 . 0303 . C22 . ol . tw Method 

Start 1927 End 

GI none Score 

Exons 1927.. 2100, 1927.. 2199, 1949.. 2197 



OJ990909_17.0303.C22 
+ 

6170 

TBLASTX: Wheat 

2199 

117 



Seq. No. 46149 Seq. ID 

Gene No. ' 97851 Strand 

Start 4623 ' End 

Name OJ990909_17 . 0303 . C22 . ol . gp Method 

Start 4623 End 



OJ990909_17.0303.C22 
+ 

6170 

AAT/GAP 

6170 



47676 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4623. .4824, 

46150 
97852 
2374 

OJ990909_17, 

2374 

none 

2374. .2973 



5084.. 5232, 5724. 



0303.C23.ol.gp 



Score 
.6170 



1521 



Seq. ID OJ990909_17.0303.C23 

Strand + 

End 2973 

Method AAT/GAP 

End 2973 

Score 1060 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



46150 
97853 
2915 

OJ990909_17, 

2915 

none 

2915. .3028, 
3200. .3355, 
3411. .3434, 

46150 
97854 
3645 

OJ990909_17. 

3645 

none 

3645. .4052, 

46150 
97854 
3645 

OJ990909_17. 

3725 

none 

3725. .4033, 

46150 
97855 
4125 

OJ990909_17. 

4125 

none 

4125. .4187, 

46150 
97856 
4436 

OJ990909_17. 

4436 

none 

4436. .4513, 

46150 
97856 . 
4436 

OJ990909 17. 



0303.C23.ol. tc 



3012. .3152, 3015, 
3216. .3416, 3234. 
3495. .3626 



0303.C23.o2.tm 



3650. .4051 



0303.C23.ol. ts 



3726. .4043 



0303.C23.o3.tm 



■'Seq. ID OJ990909_17.0303.C23 
Strand 

End 3628 

Method TBLASTX: Cress 

End 3628 

Score 4 6 

.3179, - : 3131. .3184, 3134. .3256, 
.3413, 3409. .3480, 3410. .3628, 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 4052 

Method-. TBLASTX : Mai ze 

End " 4052 

Score 515 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 4052 

Method TBLASTX : Soybean 

End 4043 

Score 358 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 4534 

Method TBLASTX : Maize 

End 4534 

Score 74 



4188. .4526, 4255. .4527, 4262. .4525, 4385. .4534 



Seq. ID OJ990909_17.0303.C23 
Strand 

End -4 905 

Method TBLASTX : Soybean 

End 4 7 61 

Score 86 

.4756, 4628.. 4756, 4630.. 4761 



0303.C23.o5. ts 



4437. .4514, 4628. 



0303.C23.o4 . tm 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 4 905 

Method TBLASTX : Maize 



47677 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start; 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



4625 . End 4905 

none Score 204 

4625. .4759, 4631. .4759, 4848. .4904, 4849. .4905 



46150 
97857 
4906 

OJ990909_17.0303.C23.ol.tm 

4906 

none 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 5816 

Method TBLASTX : Maize 

End 5679 

Score 289 



4906. .5151, 4908. .5135, 5020. .5151, 5221. .5430, 5223. .5417, 
5557.. 5679, 5562.. 5678 



46150 
97857 
4906 

OJ990909_17.0303.C23.o2.ts 

5101 

none 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 5816 

Method TBLASTX : Soybean 

End 5406 

Score 7 9 



5101. .5151, 5221. .5406, 5221. .5379, 5229. .5396 



46150 
97857 
4906 

OJ990.909_17.0303.C23.o3.ts 
5565 
5677350 
5565.. 5816, 5575.. 5793 

2264369 6.0e-22 (AC002354) predicted protein of unknown function 
[Arabidopsis thaliana] 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 5816 

Method "TBLASTX : Soybean 

End 5816 

Score 247 



46150 
97858 
7728 

OJ990909_17.0303.C23.o6.ts 

7728 
none 

7728. .7943, 7809. .7940' 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 8844 

Method TBLASTX : Soybean 

End 7943 

Score 109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46150 
97858 
7728 

OJ990909__17.0303.C23.o2.tc 

7806 

none 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 8844 

Method TBLASTX: Cress 

End 8844 

Score 114 



7806. .7976, 7818. .7958, 7891. .7977, 8300. .8533, 8301. .8513, 
8605. .8844 



Seq. No. 46150 

Gene No. 97858 

Start 7728 

Name OJ990909_17 . 0303 . C23 . o5 . tm 

Start 7809 
GI ... none 
Exons 



Seq. ID OJ990909_17.0303.C23 
Strand 

End 8844 

Method TBLASTX : Mai ze 

End 8754 

•Score 65 



7809. .7967, 8300. .8533, 8301. .8492, 8615. .8728, 8632. .8754 



Seq. No. 



46150 



Seq. ID OJ990909_17.0303.C23 



47678 




Gene No. 


97858 










Strand 




Start 


7728 










End 


8844 


Name 


OJ990909 17 


. 0303 


C23 o4 


.ts 




Method 


• TBLASTX: Soybean 


Start 


8288 ~ 










End 


• 8754 


GI 


none 










Score 


108 


Ex on 


8288 8533 


8298 


. .8477, 


8632. 


.8754, 8663.. 8728 


Seq. No. 


46151 










Seq. ID 


OJ990909_17.0303.C24 


Gene No. 


97859 










Strand 




Start 


1202 










End 


1571 


Name 


OJ990909 17 


. 0303 


. C24 . ol . 


ts 




Method 


TBLASTX: Soybean 


Start 


1202 _ 










End 


1571 


GI 


none 










Score 


137 


Exons 


1202 . . 1405, 


1204 


. . 1512, 


12* 


36.., 


.1510, 1318. .1512, 1494. .1571 


Seq. No. 


46151 










Seq. ID 


OJ990909_17.0303.C24 


Gene No.. 


97859 










Strand 




Start 


1202 










End 


1571 


Name 


OJ990909 17 

v/u y y,\J s \J -s x » 


. 0303 


. C24 . ol . 


tc 




Method 


TBLASTX: Cress 


Start 


1204 _ 










End 


1513 


GI 


none 










Score 


118 


J— 1 *i K-t L 1 O 


1204 1512 


1286 


1513 










Seq. No. 


.46151 










Seq. ID 


OJ990909_17.0303.C24 


Gene No. 


97859 










Strand 




Start 


1202 










End 


1571 


Name 


OJ990909 17 

y y \j y \J y - j_. / 


. 0303 


. C24 . ol . 


tm 




Method 


TBLASTX: Maize 


Start 


1225 










End 


1514 


GI 


none 










Score 


249 


Ex on 

1—1 *\ \_/ 1 1 o 


1225 1512 


1226 


. .1513, 


1323. . 


,1514 




Seq. No. 


46152 










Seq. ID 


OJ990909_17.0303.C26 


Gene No. 


97860 










Strand 


+ 


Start 


920 










End 


1049 


Name 


OJ990909 17 

w y y \j y \j y x. i 


. 0303 


C26 ol 


gp 




Method 


AAT/GAP 


Start 


920 ~~ 










End 


1049 


GI 


none 










Score 


211 


Exons 


920 . . 1049 














Seq. No. 


46153 










Seq. ID 


OJ990909_17.0303.C27 


Gene No. 


97861 










Strand 


+ 


Start 


1019 










End 


1107 


Name 


OJ990909 17 

wu y y \j y \j y x. i 


. 0303' 


.C27 . ol . 


ts 




Method 


TBLASTX: Soybean • 


Start 


3 — 










End 


553 


GI 


none 










Score 


13.9 


Ex on ^ 


3 . . 107, 11 . 


. 106, 


230 . . 32 


8, 


232 


!..321, 340. .552, 341. .553 


Sea No 


4 6153 










Seq. ID 


OJ990909_17 . 0303 .C27 


Gene No. 


97861 










Strand 


+ 


Start 


1019 










End 


1107 


Name 


OJ990909 17, 


.0303 


.C27.ol. 


tm 




Method 


TBLASTX: Maize 


Start 


14 










End 


634 


GI 


none 










Score 


116 


Exons 


14. .121, 24, 


. .122, 


, 230. .331, 


232. .330, 


347. .550, 349..S43, 




554. .634, 559. .621 










Seq. No. 


46153 










Seq. ID 


OJ990909_17.0303.C27 



47679 



Gene No. 


97861 




Strand 


+ 




Start 


1019 




End 


-1107 




Name 


OJ990909 17 0303 C27 ol 


tc 


Method 


TBLASTX: Cress' 




Start 


340 ~~ 




End 


1106 




GI 


none 




Score 


528 




R x o n s 


340 807, 341 847, 967 


.1092, 968.. 1105, 969.. 1106 




Seq. No. 


46153 




Seq. ID 


OJ990909JL7.0303, 


.C27 


Gene No. 


97861 




Strand 


+ 




Start 


1019 




End 


1107 




Name 


OJ990909 17 0303 C27 o2 


tm 


Method 


TBLASTX: Maize 




Start 


683 _ 




End 


1106 




GI 


none 




Score 


175 




L-J V_f 1 1 <J 


683 847. 691 834. 957 


.1094, 969. .1106, 971. .1099 




Seq. No. 


46153 




Seq. ID 


OJ990909_17.0303, 


.C27 


Gene No. 


97861 




Strand 


+ 




Start 


1019 




End 


1107 




Name 


OJ990909 17.0303.C27.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


960 




End 


1107 




GI 


none 




Score 


185 




F 1 Ynn ^ 


960. .1106, 970. .1107, 983.. 


.1105 






kJ C V-J ■ LN \-/ • 


46153 




Seq. ID 


OJ990909_17.0303. 


. C27 


Gene No . 


97861. 




• Strand 


. + 




Start 


1019 




; End' 


1107 




Name 


OJ990909 17.0303.C27.ol. 


gp 


Method 


AAT/GAP 




Start 


1019 




End 


1107 




GI 


' 24957 1.R1084 




Score 


178 






1019.. 1107 










GT Op srri n 


'5689035/dbj | BAA83071.il 


1. 


,0e-57 (AB022053) prolyl 






oligopeptidase [Mus musculus] 1 






Seq. No. 


46154 




Seq. ID 


OJ9909.09_17.0303. 


,C28 


Gene No. 


97862 




Strand 


+ 




Start 


2420 




End 


3379 




Name 


OJ990909 17.0303.C28.ol. 


gp 


Method 


AAT/GAP 




Start 


2420 




End 


3379 




GI 


LIB3433-006-Q6-K6-F11 




Score 


802 




Exons 


2420. .2745, 3247. .3379 











GI Descrip. ' 4 966342/gb | AAD34 673 . 1 | AC00634 1_1 1.0e-13 (AC006341) ESTs 

gb_T04357 and gb_AA595092 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. . 46154 

Gene No. 97862 

Start 2420 

Name OJ990909_17 . 0303 . C28 . ol , 

Start 2611 

GI none 

Exons 2611.. 2703, 2613.. 2711, 
3245. .3379, 3246. .3368 



Seq. ID OJ990909_17.0303.C28 

Strand + 

End 3379 

tm Method TBLASTX : Maize 

End 3379 

Score 112 
2686. .2745, 2697. .2825, 3232. .3372, 



Seq. No. 46155 Seq. ID 

Gene No. 97863 Strand 

Start 13831 End 

Name OJ990909_17 . 0303 . C33 . o3 . gp Method 



OJ990909_17.0303.C33 
+ 

14782 
AAT/GAP 



47680 




Start 13831 End 14782 

GI 23314_1.R1084 Score 1413 

Exons 13831. .13878, 13968 .. 142 14 , 14340.. 14782 

GI Descrip. 1 1698774/gb | U70311 | CVU70311 1.0e-20 Filamentous phage display 

expression cloning vector pZGTS with murine Ig kappa light chain 
fragment insert, complete sequence 1 



Sea No 


46155 








Seq. ID 


OJ990909 


_17.0303.C33 




97864 








Strand 


+ 




Start 


14795 








End 


15319 




Name 


OJ990909 17 


.0303.C33.o4 


.gp 


Method 


AAT/GAP 




Start 


14795 








End 


15319 




GI 


3767768 








Score 


981 




Pyrin <? 


14795. .15319 












Sea No 


46155 








Seq. ID 


OJ990909 


_17.0303.C33 


ripnp No 


97865 








Strand 






Start 


.- 4283 








End 


4760 




Name 


OJ990909 17 


.0303 


.C33.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1783 








End 


2660 




GI 


none 








Score 


137 




Exons 


1783. .1962, 


2077 


2277, 


2094. 


,.2267, 2355. .2495, 


2357 2473 




2577 2660 














kJC . LN • 


46155 








Seq. ID 


OJ990909 


X / ■ U J\/ J • v J J 


Cpnp Mn 


97865 








Strand 






Start 


4283 








End 


4760 




Name 


OJ990909 17, 


.0303. 


C33 ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1791 








End 


4420 




GI 


none 








Score 


204 




Exons 


1791. .1958, 


1792, 


1962, 


1807. 


.1965, 2053. .2277, 






2354. .2488, 


2354 , 


2491, 


2355 . 


.2492, 2559.. 2672, 


9 r 67 9 £9 7 




2868 2975 


2891 , 


2983, 


3320 . 


.3430, 3321. .3431, 


3701. .3862, 




3744. .3863, 


3744, 


3863, 


4282 . 


.4404, 4283. .4399, 


4286. .4420, 




4287. .4406 














Sea No 


46155 








Seq. ID 


OJ990909 


_17.0303_.C33 


flpnp Mn 


97865 








. Strand 






Start 


4283 








End 


4760 




Name 


OJ990909 17. 


.0303, 




, ts 


Method 


TBLASTX: 


Soybean 


Start 


1791 








End 


1962 




GI 


none 








Score 


192 




Rynn s 


1791. . 1961, 


1792. 


. .1962 










Seq. No.. 


46155 








Seq. ID 


OJ990909 


_17.0303.C33 


Gene No. 


97865 








Strand 






Start 


4283 








End 


47-60 




Name 


OJ990909 17. 


,030-3. 


,C3'3.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2070 








- End 


4402 


GI 


none 








Score 


210 




Exons 


2070. .2276, 


2098. 


.2277, 


2354. 


.2509, 2355. .2504, 


2559. .2672, 




2868. .2975, 


3321. 


.3431, 


3726. 


.3818, 3744.. 3863, 


3746. .3862, 




4313. .4402 














Seq. No. 


46155 








Seq. ID 


OJ990909 


_17.0303.C33 


Gene No. 


97865 








Strand 






Start 


4283 








End 


4760 





47681 




Name OJ990909_17 . 0303 . C33 . o2 . gp Method AAT/GAP 

Start • 4283 ' End 4760 

GI 2799050 Score 805 

Exons 4283.. 4760 

GI Descrip. 1698774/gb | U70311 | CVU70311 1.0e-20 Filamentous phage display 

expression cloning vector pZGTS with murine Ig kappa light chain 
fragment insert, complete sequence 



Seq. No. 46155 

Gene No. 97866 

Start 14109 

Name OJ990909_17 . 0303 . C33 . o4 . tm 

Start 14109 

GI none 

Exons 14109. .14192, 14 4 34 .. 14736, 
14753. .14881 



Seq. ID OJ990909_17.0303.C33 
Strand 

End 14896 

Method TBLASTX : Mai ze 

End 14896 

Score 66 
14 438. . 14755, 14 750 . . 14 8 96, 



Seq. No. 46155 
Gene No. . 97866 

Start ' 14109 

Name OJ990909_17 . 0303 . C33 . ol . tw" 

Start 14437 

GI , none 

Exons 14 4 37. .14 736, 14 438 ..- 147 34 



Seq. ID OJ990909_17.0303.C33 
Strand 

End 14896 

Method TBLASTX : Wheat 

End 14736 

Score 186 



Seq. No. 46155 

Gene No. 97867 

Start 15647 

Name OJ990909_17 . 0303 . C33 . o2 . ts 

Start 15647 

GI none 

Exons 15647. .15757, 15655 .. 15759, 
15976. .16167, 15976. .16170 



Seq. ID OJ990909_17.0303.C33 
Strand 

End 16194 

.Method TBLASTX : Soybean 

End 16170 

Score 90 
15856. .15972, 158 60. .15970, 



Seq. No. 46155 

Gene No. 978 67 

Start 15647 

Name OJ990909_17 . 0303 . C33 . o2 . tm 

Start 15650 

GI none 

Exons 15650. .15757, 15652 .. 15759, 
15854. .16009, 1585 6. .16008, 



Seq. ID OJ990909_17.0303.C33 
Strand 

End 16194 . 

Method TBLASTX: Maize 

End 16044 

Score 123 
15659. .157 66, 15661 .. 1575 9, 
16000. .16044, 16018. .16044 



Seq. No. 46155 

Gene No. 97867 

Start 15647 

Name OJ990909_17 . 0303 . C33 . o2 . tc 

Start 15848 

GI none 

Exons 15848. .15970, 15853 .. 15972, 



Seq. ID OJ990909_17.0303.C33 
Strand 

End 16194 
. Method TBLASTX : Cress 
""End " 16194 .' 

Score . 54 
1597 6. . 16194, 15977. .16192 



Seq. No. 46155 

Gene No. 97868 

Start .. . 16315 

Name OJ990909_17 . 0303 . C33 . o3 . tc 

Start 16315 

GI none 



Seq. ID OJ990909_17.0303.C33 
Strand 

End 16616 

Method TBLASTX: Cress J 

End 16611 

Score 7 4 



47682 






1 631 S 1 6S1 S 1 631 6 


1 64 QS 

. 1D4 ^ J r 


16567. .16611 




JClj. LN U . 


4D1JJ 




Seq. ID 


OJ990909_17.0303. 




Gene No. 


97868 




Strand 






Start 


16315 




End 


16616 




IN dlLLC 


OJ990909 17 0103 C33 


0 3 "f - m 
\J~J • LIU 


Method 


TBLASTX: Maize 




Q -j- -3 7-+- 
OLaiL 






End 


16616 




ot 
0 i 


n on 0 




Score 


182 




£j A LP 1 1 0 


1 637 S 1 64 Rft 1 637 R 


1 6R94 

10Ji4 , 


16409. .16525, 16523 .. 16612 , 






1 6S4 9 1 6611 1 6S7 S 


1 661 6 

1 UUl u 








O c; (4 • LN (J . 






Seq. ID 


OJ990909_17.0303. 


P3 ^ 


Gene No. 


97869 




Strand 






Start 


16874 




End 


17276 




lvalue; 


O.TQQ0Q0Q 17 0303 P33 


U J • UiLl 


Method 


TBLASTX: Maize 






1 6P174 ~~ 




End 


17260 




or 


none 




Score 


41 




v 0 n c 


16874 16Q36 1 687R 


1 6Q31 


16940. . 17032, 16941 .. 17033., 






17144 17960 1714R 

1/14 4, , X 1 \J \J f 1 / 14 J • ■ 


1794 6 


17189.. 17257 




Seq. No. 


46155 




Seq. ID 


OJ990909_17.0303. 


C33 


Gene No. 


97869 




Strand 






O Lai L 


1 6874 




End 


17276 




Name 


OTQQ0Q0Q 17 0303 P33 


0^ -He 
UO • Lb 


Method 


TBLASTX: Soybean 




oLdl L 


1 6Q04 _ 




End 


17276 




rij 


none 




■Score 


109 




IT v An 0 


16Q04 1703R -17144 


179 63 
± /ZOO, 


17145. .17276 




Qon Mo 


4 61 R 6 




Seq. ID 


OJ990909_17.0303. 




Cono Mo 
OtillC LNU . 


Q7870 




Strand 


+ 




Start 


2193 




End 


3083 




Name 


OJ990909 17.0303.C36. 


ol . tm 


Method 


TBLASTX: Maize 




Jtai L 


2 




End 


3083 




(IT 


none 




Score 


75 






2. .67, 104. .169, 226. 


.276, 


2462. .2572, 


2545.. 2574, 2566. 


.2892, 




2567. .2881,' 2809. .288 


6, 2881. .2955, 2889. .2984, 2967. .3008, 




2969. .3079, 3051. .3083 








Seq. No. 


46156 




Seq. ID 


OJ990909_17.0303. 


C36 


Gene No. 


97870 




Strand 


+ 




O Lai L 


2193 




End 


3083 




Name 


OJ990909 17.0303.C36. 


ol.gp 


Method 


AAT/GAP 




O LclX. L 


2193 




End 


2550 




(IT 


2428668 




Score 


677-*:' ' 




P 1 *v on q 


2193.. 2550 










Seq. No. 


46157 




Seq. ID 


OJ990909JL7.0303. 


C37 


Gene No. 


97871 




.Strand 








658 




End 


1172 




Name 


OJ990909 17.0303.C37. 


ol . tm 


Method 


TBLASTX: Maize 




Of a r-+- 


1 




End 


498 




GI 


none 




Score 


55 




Exons 


1. .63, _3. .71, 84. .497, 162. 


.299, 313.. 


498, 436. .498 




Seq. No. 


' 46157 




Seq. ID 


OJ990909_17.0303. 


C37 


Gene No. 


97871 




Strand 






Start 


658 




End 


1172 





47683 




Name 


OJ990909 17 . 0303.C37 .ol. tc 


Method 


TBLASTX: Cress 


Start 


9 ~~ 


End- 


905 


GI 


none 


Score 


84 


Exons 


9. .221, 13. .111, 210. .317, 


324. .473, 334. .474, 522. .572, 




741 . . 905 






Seq. No. 


46157 


Seq. ID 


OJ990909_17.0303.C37 


Gene No. 


97871 


Strand 




Start 


658 


End 


. 1172 


Name 


OJ990909 17.0303.C37.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9 


End 


896 


GI 


none 


Score 


101 


Exons 


9. .221,. 10. .111, 237. .317, 


327. .395, 331. .402, 396. .455, 




397. .453, 522. .572, 570. .626, 741. .896 




Seq. No. 


46157 


Seq. ID 


OJ990909_17.0303.C37 


Gene No. 


97871 


Strand 




Start 


658 


End 


1172 


Name 


OJ990909 17.0303.C37.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9 


End 


392 


GI 


none 


Score 


76 


F 1 xnn c ? 

1*J \~r I i. O 


9. .230, 19. .198, 237. .320, 


327. .392 




Sea No 


46157 


Seq. ID 


OJ990909_17 . 0303 .C37 


Gene No . 


97871 


Strand 




Start 


658 


End 


1172 


Name 


OJ990909 17..0303.C37.ol.gp 


Method 


AAT/GAP 


Start 


658 


End 


1172 


GI 


uC-osflM202020dllbl 


-Score 


966 


Exons 


658. .1172 






GI Descrip. 


, 3183979/emb|CAA06412.1| 2. 


0e-10 (AJ005171) P69C protein 




[Lycopersicon esculentum] 1 






Seq. No. 


46158 


Seq. ID 


OJ990909_17.0303.C38 


Gene No. 


97872 


Strand 




Start 


69 


End 


265 


Name 


OJ990909 17.0303.C38.ol.gp 


Method 


AAT/GAP 


Start 


69 


End 


265 


GI 


569033 


Score 


318. 


Exons 


69. .265 






Seq. No. 


46158 


Seq. ID 


OJ990909_17.0303.C38 


Gpnp No 


97873 


Strand 




Start 


530 


End 


1914 


Name 


OJ990909 17.0303.C38.o2.gp 


Method 


AAT/GAP 


Start 


530 


End 


1914 


GI 


- 25534 1.R1084 


Score 


784 


Exons 


530. .593, 685. .733, 819. .920, 997. .1053, 1317. .1409, 1746. .1801, 




1873.. 1914 






GI Descrip. 


'3047124 6.0e-26 (AF058919) 


No definition line found 




[Arabidopsis thaliana] ' 






Seq. No. 


46158 


Seq. ID 


OJ990909_17.0303.C38 


Gene No. 


97874 


Strand 




Start 


2892 


End 


2989 


Name 


OJ990909 17.0303.C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


381 


End 


1929 



47684 




GI none Score 61 

Exons 381. .452, 522. .593, 523. .594, 526. .594, 527. .595, 680. .730, 

682. .759, 686..763, 818. .925, 819. .923, 821. .925, 987. .1055, 
994. .1056, 1314. .1406, 1317. .1406, 1319. .1408, 1319. .1408, 
1726. .1803, 1742. .1804, 1873. .1929, 1878. .1919 



Seq. No. 46158 

Gene No. 97874 

Start 2892 

Name OJ990909_17 . 0303 . C38 . ol . ts 

Start 501 

GI none 
Exons 



Seq. ID OJ990909_17.0303.C38 
Strand 
End 

Method 
End 
Score 



2989 

TBLASTX : Soybean 

2988 

83 



501. .593, 682. .732, 818. .925, 819. .923, 987. .1055, 994. .1056, 
1316. .1405, 2877. .2981, 2880. .2987, 2881. .2988 



Seq. No. 46158 

Gene No. 97874 

Start 28 92 "■ • 

Name OJ990909_17 . 0303 . C38 . o3 . gp 

Start 2892 

GI LIB34 31-00 6-P1-K1-C11 

Exons 2892..2989 

GI Descrip. '3047124 5.0e-14 (AF058919) 
[Arabidopsis- thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_17.0303.C38 

2989 
AAT/GAP 
2989 
179 



No definition line found 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46159 
97875 
1360 

OJ990729_04 
1360 
7487755 
1360. . 1428, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1813, 1871. .3701 
hypothetical protein T6H20.180 - Arabidopsis thaliana 
gi|5541680|emb|CAB51186.1| (AL096859) putative protein 
[Arabidopsis thaliana] 



0317 .C2.ol.np 



1735. 



OJ99072.9_04.0317, 
+ 

3704 
AAT/NAP 
3701 
1724 



C2 



iZ Seq. No. 46159 

r „ Gene No. 97875 

^3 Start 1360 

□ Name OJ990729_04 . 0317 . C2 . ol . gs 

p Start 1722 

GI none 

Exons 1722. .3704 



Seq. ID OJ990729_04 .0317.C2 

Strand + 

End 3704 

Method GENSCAN 

End 3704 

Score .99 



Seq. No. 


46159 






Seq. ID 


OJ990729_ 


04 .0317, 


.C2 


Gene No. 


97876 






Strand 


+ 






Start 


15900. 






End 


19941 






Name ■ 


OJ990729 04. 


0317. C2, 


. o3 . gs 


Method 


GENSCAN 






Start 


15900 






End 


19941 






GI 


none 






Score 


.57 






Exons 


15900. .15941 


, 16241. 


. .16420, 


18853. .18979, 19724. 


. 19941 




Seq. No. ■: 


- 4 6159 






Seq. ID 


OJ990729_ 


04 .0317. 


.02 


Gene No. 


97877 






Strand ■■ 








Start 


4281 






End 


14541 






Name 


OJ990729 04. 


0317. C2, 


.ol.gp 


Method 


AAT/GAP 






Start 


4165 






End 


4483 







47685 



GI 

Exons 



2798694 
4165. .4483 



Score 



596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

■Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



46159 
97877 
4281 

OJ990729_04.0317.C2.o2.gs 

4281 

none 



Seq. ID OJ990729_04.0317.C2 
Strand 

End 14541 

Method GEN SCAN 

End 14541 

Score .87 



4281. .4397, 4604. .4697, 4819. .4893, 5107. .5177, 5328. .5394, 
5698. .5848, 6292. .6367, 6666. .6769, 6912. .7023, 7080. .7166, 
7256. .7342, 7429. .7518, 7648. .7725, 7843. .8007, 8224.-8374, 
11482. .11759, 11884. .12045, 12133 .. 12235, 12316 .. 124 19, 
12519. .12590, 13260. . 13400, , 13635 .. 13747, 14433. .14541 



46159 Seq. ID 

97877 Strand 

4281 End 

OJ990729_04 . 0317 . C2 . o2 . gp Method 

4650 End 

428854 Score 



OJ990729J)4.0317.C2 

14541 
AAT/GAP 
5408 
558 



4650. .4742, 4814. .4893, 5107. .5177, 5328. .5408 
2081612/dbj |BAA19916| 2 . Oe-32 (D49714) 

deltal-pyrroline-5-carboxylate synthetase [Oryza sativa] 



46159 
97877 
4281 

OJ990729_04.0317.C2.o2.np 
4818 
6225820 
4818. .4892, 



6292. . 
7429. . 
11884 . 
13260. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5394, 
.7008, 
.8007, 



OJ990729 04. 0317. C2 



14541 
AAT/NAP 
13319 
2332 
5488. .5556, 



7166, 
8374, 



5698. . 
7256. . 
11482. 



5848, 
7342, 
. 11759, 



12519. .12590, 



5106. .5177, 5328. 
6367, 6666.. 6769, 6912.. 7008, 7080. 
7518, 7648. .7725, 7843.. 8007, 8224. 
.1204 5, 12133. .12235", 12316. .12419, 
.13319 

DELTA l-PYRROLINE-5-CARBOXYLATE SYNTHETASE (P5CS) [INCLUDES: 
GLUTAMATE 5-KINASE (GAMMA- GLUTAMYL KINASE) <GK) ; GAMMA- GLUTAMYL 
PHOSPHATE REDUCTASE (GPR) ( GLUTAMATE- 5-SEMI ALDEHYDE 
DEHYDROGENASE) ( GLUTAMYL- GAMMA- S EM I AL DEH Y DE . . . 

gi | 2081612 | dbj | BAA19916 | (D4 9714 ) deltal-pyrroline-5-carboxylate 
synthetase [Oryza sativa] 



46159 
97877 
4281 

OJ990729_04.0317.C2.o3.gp 
12118 

uC-osflm202120c01bl 

12118. .12235, 12316. .12419, 



OJ990729 04. 0317. C2 



Seq. ID 
Strand 

End 14541 
Method AAT/GAP 
End . 13498 
Score 937 
12519. .12590, 13260. .13498 
, 5103807/gb|AAD39637.1|AC007591_2 2.0e-37 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394650 .come from this gene. [Arabidopsis thaliana] 



46159 
97878 



Seq. ID 
Strand 



OJ990729 04. 0317. C2 



.47686 





Start 


20700 








End 


20796 




Name - 


OJ990729 04 


.0317 


.C2.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


204 9 

KJ 1 ZJ 








End 


2972 




CJ 










Score 


123 






2049 9934 


90^5 


. • £~ X \J f 


9 301 


.2552, 2429.. 2524, 2435.. 2566, 






2436 2564 


2561 

t Jul 


2731 


9 565 


.2768, 2589. .2786, 2778. .2870, 






2778 2951 


2816 


28 63 


9868 


.2972 






UC^ • IN ^ t 


46159 








Seq. ID 


OJ990729_04.0317.C2 






97878 








Strand 






Start 


20700 








End 


20796 




Name 


OJ990729 04 


.0317 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2064 








End 


3419 




\J X 


none 








Score 


71 






2064 2216 


2328 

Z. J^. o 


9555 


9334 

jl. J _> *i ■ 


.2561, 2568.. 2762, 2577.. 2777, 






2769 2957 


2778 


291 5 


9780 


.2971, 2781. .2972, 2805,. 2975, 






2976 3419 


2987 

ZJ O f 


3191 

* . yj X X , 


31 67 

J X u / • 


.3412 






iJC^i IN U . 


461 59 








Seq. ID 


OJ990729_04.0317.C2 




Gene No. 


97878 








Strand 






Start 


20700 








End 


20796 




Name 


OJ990729 04 


. 0317 


. C2 . o2 . 


t-w 


Method 


TBLASTX: Wheat 




O-Ldl L. 


9067 _ 








End 


3005 














Score 


109 


1 _H 




2067 9991 


934 0 

^. J *a U . 


9559 


9 567 


.2779, 2577.. 2762, 2790.. 2969, 


in 




2799 9947 




9951 


9 97 3 


.3005 






Seq. No. 


46159 








Seq. ID 


OJ990729_04 .0317.C2 


H 


Gene No. 


97878 








Strand 






Start 


20700 








End 


20796 




LN CUUC 


O.T990799 04 

\J\J ZJ ZJ \J { ZJ 


0317 


P9 06 


L o 


Method 


TBLASTX : Soybean 


f j i 


Start 


2631 _ 








End 


2864 




GI 


none 








Score 


189 


f ^ 


i — i \*/ 1 1 o 


2631 2864 


2693 

U J . 


28 33 










Seq. No. 


46159 








Seq. ID 


OJ990729_04.0317.C2 




Gene No. 


97878 








Strand 






Start 


20700 








End 


20796 




Name 


OJ990799 04 


0317 

■vox/ ■ 


P9 o9 




Method 


TBLASTX : Soybean 




Start 


2868 ~~ 








End 


3400 


f3 


GI 


none 








Score 


78 






2868 2969 

t.UUO • • C. Zf \J ZJ f 


2901 


9948 


9993 

£. ZJ ZJ ~J * 


.3400, 2994.. 3398 




Seq. No. 


46159 








Seq. ID 


OJ990729_04.0317.C2 




Gene No. 


97878 . 








Strand 






Start 


20700 








End 


20796 




LNalUC - - - . 


f),T990799 04 

\JKJ ZJ ZJ\J 1 £. Zt \J *i i 


0317 


P9 o9 




Method 


TBLASTX: Cress 






3177. "~ 








End 


3715 




\J X 










Score 


420 






3177 3704 


3990 

J^. ZJ\J * 


371 5 


34 98 


.3712 






Seq. No. 


46159 








Seq. ID 


OJ990729_04.0317.C2 




Gene No ; 


97878 








Strand 






Start . 


.20700 .y. 








End 


20796 




Name 


OJ990729 04. 


,0317. 


C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3410 








End 


3707 




GI 


none 








Score 


318 



47687 



Exons 



3410. .3703, 3411. .3707 



Seq. No. 46159 Seq. ID 

Gene No. 97878 Strand 

Start 20700 End 

Name 0 J990729_04 . 0317 . C2 . o3 . tm Method 

Start 3420 End 

GI none Score 

Exons 3420.. 3704, 3497.. 3703 



OJ990729_04 .0317.C2 
20796 

TBLASTX: Maize 

3704 

295 



Seq. No. 46159 
Gene No. 97878 
Start 20700 

Name OJ990729__04 . 0317 . C2 . ol . tm 

Start 4806 
GI none 
Exons 4806. 

51.11. 
5490. 
6284. 
6664 . 
7042. 
7256. 



.4892, 
.5179, 
,5558, 
, 6421, 
, 6771, 
,7167, 
,7345, 
7636. .7728, 
7839. .7880, 
7883. .8011, 
11484. .11759 
11883. .12047 
12124. .12237 
12318. .12422 
13257. .13319 



4807 
5325 



4920, 4813 
5399, 5326 
5535.-5585, 5674 
6291.. 6368, 6292 
6665.-6784, 6895 
7083.. 7184, 7089 
7426.. 7518, 7428 
7645.. 7728, 7646 
7840. .7881, 7844 
8218.. 8376, 8219 
11487. .11762, 
11884. .12054, 
12125. .12238, 
12514. .12591, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729 04. 0317. C2 



20796 
TBLASTX: 
13319 
164 



Maize 



. .4902, 5109. .5177, 5110. . 
..5397, 5328. .5414, 5488.. 
..5820, 5699. .5863, 5700.. 
..6369, 6657.. 6770, 6663.. 
..7008, 6909. .7010, 6914.. 
..7172, 7226. .7351, 7254.. 
..7520, 7433. .7519, 7434.. 
..7756, 7646. .7729, 7834.. 
..7879, 7879. .7980, 7879.. 
..8377, 8224.-8376, 11482. 
11861. .12004, 11883. .12044 
11884. .12048,. 12102.. 12164 
12304 . .12420, 12316. .12420 
12514 . .12591, 12516. .12602 



5178, 
5577, 
5849, 
6770, 
7015, 
7289, 
7520, 
7875, 
8010, 
.11631, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46159 
97878 
20700 

OJ990729_04, 
4818 
none 
4818. , 
5326. , 
6290. , 
7042. . 
7'426. . 
7844 . . 
11544 . 
11884 . 
12316. 



0317.C2.ol.tc 



4892, 
5397, 
6376, 
7167, 
7518, 
8002, 
.11762 
.12048 
. 12411 



4825.. 4920, 5106 
5488.. 5559, 5490 
6657.. 6770, 6658 
7077.. 7184, 7080 
7430.. 7519, 7645 
8224. .8376, 8234 
, 11614. .11769, 
, 12124. .12237, 
, 12318. .12422, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5177, 5107.. 
.5573, 5674. 
.6771, 6895. 
.7184, 7250. 
.7728, 7646. 
.8377, 11482 



OJ990729 04. 0317. C2 



20796 

TBLASTX: Cress 
12602 
82 

5178, 5325.. 5399, 
5814, 5700. .5849, 
7014, 6914. .7018, 
7351, 7254.. 7349, 
7729, 7831. .8010, 
.11631, 11487. .11759, 



11690. .11770, 11884. .12072, 
12125. .12238, 12304. .12390, 
12516. .12602, 12517. .12591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46159 Seq. ID 

97878 Strand 

20700 End 

OJ990729_04 . 0317 . C2 . o3 . tw Method 

5130 End 

none Score 



OJ990729_04 .0317.C2 
20796 

TBLASTX: Wheat 

6741 

86 



5130. .5177, 5131. .5178, 5137. .5178, 5325.-5399, 5326. .5397, 
5328. .5399, 5460. .5573, 5488.-5574, 5489. .5584, 5698. .5802, 
5700.. 5852, 5700.. 5852, 6285.. 6368, 6290.. 6376, 6657.. 6734, 



47688 




6657. .6740, 6664. .6741 



Seq. No. 


46159 




Seq. ID 


OJ990729J34.0317 


.C2 


Gene No. 


97878 




Strand 






Start 


20700 




End 


20796 




Name 


OJ990729 04.0317.C2.o4.ts 


Method 


TBLASTX : Soybean 




Q+- art - 


6928 




End 


7905 




GI 


none 




Score 


102 




pvnn q 


6928. . 


7014, 6929.. 7009, 7042 


..7167, 7077. .7184, 7226. .7351 




7253. . 


7330, 7255.. 7365, 7425 


..7502, 7426.. 7506, 7430.. 7501 




7642. . 


7728, 7646.. 7729, 7831 


..7905, 7844. .7903 




Seq. No. 


46159 




Seq. ID 


OJ990729_04.0317 


C7 


Gpnp No 


97878 




Strand 






Start 


20700 




End 


20796 




Name 


OJ990729 04.0317.C2.o5.ts 


Method 


TBLASTX: Soybean 




Start 


7909 




End 


11711 






none 




Score 


122 






7909. . 


8010, 8224. .8376; '8234 


..8377, 11482. .11634, 11482, 


. i; 




11484 . 


.11699, 11487. .11711 








Seq. No. 


46159 




Seq. ID 


OJ990729_04 .0317, 




Gene No. 


97878 




Strand 








20700 




End 


20796 ' 




Name 


OJ990729 04.0317.C2.ol.ts 


Method 


TBLASTX: Soybean 




^1-3 rt- 


11730 




End 


12602 




VJ-L 


none 




Score 


101 




ill 1 1 o 


11730. 


.11759, 11861. .12004, 


11884. .12048, 11899. .12048, 






12124. 


.12237, 12125. .12238, 


12316. .12414, 12318. . 12422, 






12516. 


.12602, 12520. .12591 








Seq. No. 


46159 




Seq. ID 


OJ990729_04.0317. 


,C2 


Gene No. 


97878 




Strand 






Start 


20700 




End 


20796 




Name 


OJ990729 04.0317.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12148 




End 


13331 




GI 


none 




Score 


114 




Pyrin 


12148. 


.12237, 12149. .12238, 


12150. .12239, 12313. .12390, 






12316. 


.12420, 12318. .12422, 


12318. .12422, 12514 .. 12591/ 






12516. 


.12602, 13257. .13331, 


13257. .13307, 13258.. 13308 




Qprr No 


46159 




Seq. ID 


OJ990729_04 .0317, 


,C2 


f!pnp No 

OCl 1C LNU * 


97878 




Strand 






O L Cll L 


207-00 




End 


20796 




LN CtiltC 


OJ990729 04.0317.C2.o4 . gs 


Method 


GENSCAN 




O L. d JL L, 


20700 




End 


20796 




GI 


none 




Score 


.84 




Hi A^JllO 


20700. 


.20796 








Seq. No. 


46160 




Seq. ID 


OJ990729J)4.0317. 


,C3 


Gene No. 


97879 




Strand 


+ 




Start 


166 




End 


3051 




Name 


OJ990729 04.0317.C3.ol.gs 


Method 


GENSCAN 




Start 


- 166 




End 


3051 




GI 


none 




Score 


.81 




Exons 


166. .269, 307. .470, 542. .741 


, 1445. .1485, 1585. .1663, 






2287. . 


2417, 2533.. 2604, 2978 


. .3051 







47689 



• 



Seq. No. 


46160 


Seq. ID 


OJ990729 04 


. 0317 .C3 


Gene No. 


97879 


Strand 


+ _ 




Start 


166 


End 


3051 




Name 


OJ990729 04.0317.C3.ol.gp 


Method 


AAT/GAP 




Start 


460 


End 


2741 




GI 


7319 2.R1084 


Score 


1226 




Exons 


460. .741, 1445. .1485, 1585. 


.1663, 2149 


..2235, 2329 


. .2417, 




2533. .2604, 2678. .2741 








GI Descrip. 


f 2081612/dbj IBAA19916I 2.0e 


-32 (D49714 


) 






deltal-pyrroline-5-carboxylate synthetase [Oryza sativa] 1 


Seq. No. 


46160 


Seq. ID 


OJ990729_04 


.0317. C3 


Gene No. 


97879 


Strand 


+ 




Start 


166 


End 


3051 




Name 


OJ990729 04.0317.C3.ol.np 


Method 


AAT/NAP 




Start 


584 


End 


2778 




GI 


7340678 


Score 


626 




Exons 


584. .741, 1445. .1485, 1585. 


.1663, 2149 


..2235, 2329 


. .2417, 




2533. .2604, 2678.-2778 








GI Descrip. 


(AL162508) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


46160 


Seq. ID 


OJ990729_04 


.0317. C3 


Gene No. 


97880 


Strand • 


+ 




Start 


4111 


End 


4231 ' 




Name 


OJ990729 04.0317.C3.o3.np 


-Method 


AAT/NAP 




Start 


4111 


• End * 


4231 




GI 


7431112 


Score 


119 




Exons 


4111. .4231 








GI Descrip. 


abscisic acid activated protein - alfalfa 






gi I 3378650 | emb | CAA66205 . 1 | 


(X97606) abscisic acid ; 


activated 



[Medicago sativa] 



Seq. No. 46160 
Gene No. 97881 
Start 3316 

Name OJ990729_04 . 0317 . C3 . ol . 

Start 583 
GI none 

Exons 583.. 705, 608.. 739, 705 

1569. .1661, 1569. .1661, 
2147. .2233, 2290. .2412, 
2525.. 2602, 2665.. 2781, 

Seq. No. 46160 
Gene No. 97881 
Start 3316 

Name OJ990729_04 . 0317 . C3 . ol . 

Start 583 
GI none 

Exons 583.. 705, 608. .739, 705 

1589.. 1663, 2137.. 2235, 
2529.. 2603, 2534.. 2599, 



Seq. ID OJ990729_04.0317.C3 
Strand 

End 4231 
tm Method TBLASTX : Maize 

End 2791 
Score 228 
..743, 1445. .1489, 1446. .1487, 
1583. .1663, 2133. .2219, 2134. .2229, 
2328. .2429, 2330. .2413, 2514. .2600, 
2670. .2780, 2678. .2791 

Seq. ID OJ990729_04 .0317.C3 
Strand 

End 4231 
ts Method TBLASTX : Soybean 

End 2781 
Score 214 
..743, 1446. .1484, 1587. .1661, 
2147. .2233, 2290. .2412, 2330. .2413, 
2659. .2781, 2670. .2777 



Seq. No. ' 46160 Seq. ID OJ990729_04 . 0317 . C3 

Gene No. 97881 Strand 

Start 3316 End 4231 



47690 



Name 


OJ990729 04 


.0317.C3.o2. 


tc 


Method 


x o ijrio J. /\ • ^ i. c o o 




Start 


583 






End 


1661 




GI 


none 






Score 


196 




Exons 


583. .699, 608. .739, 1446. .1487, 1599.. 


1661 




Seq. No. 


46160 






Seq. ID 


OJ990729_04.0317 


.C3 


Gene No. 


97881 






Strand 






Start 


3316 






End 


4231 




Name 


OJ990729 04 


.0317.C3.o2. 


gs 


Method 


GENSCAN 




Start 


3316 






End 


4230 




GI 


none 






Score 


.68 




1 — t W 1 JJ 


3316. .3399, 


3737. .3877, 


3967 


..4038, 4177. .4230 




Sea No 


46160 






Seq. ID 


OJ990729_04.0317 




Gene No. 


97881 






Strand 






Start 


3316 






End 


4231 




Name 


OJ990729 04 


.0317.C3.o2. 


np 


Method 


AAT/NAP 




Start 


3319 






Enci 


4231 ■ 




GI 


4895205 






Score 


368 




F.xons 


3319 3450. 


3588. .3877, 


3967 


. .4231 






GI Descrip. 


(AC007661) ] 


putative alcohol 


dehydrogenase [Arabidopsis 


L 1 1 CI -1 L CLllu 




46160 






Seq. ID 


OJ990729_04.0317 




Gene No. 


97881 






Strand 






Start 


• 3316 






End 


4231- 




Name 


OJ990729 04 


.031T.C3.o2. 


ts ' 


Method 


TBLASTX : Soybean 




Start 


3633 






End 


4230 




GI 


none 






Score 


54 






3633. .3713, 


3643. .3774, 


3647 


..3790, 3647. .3871, 3759. .3 


o o o , 




3967. .4080, 


4126. .4230 










Seq. No. 


46160 






Seq. ID 


OJ990729_04.0317 


.C3 


Gene No. 


97881 






Strand 






Start 


3316 






End 


4231 




Name 


OJ990729 04 


.0317.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3642 






■ End 


4230 




GI 


none 






Score 


93 




±-J t\ \w/ 1 Jl *J 


3642. .3821, 


3647. .3838, 


3647 


..3832, 3967. .4080, 4126. .4230 


Sea No 


46160 






Seq. ID 


OJ990729_04.0317 


.C3 


Gene No. 


97881 






Strand 






Start 


3316 






End 


4231 




Name 


OJ990729 04 


.0317.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3725 






End 


4230 




GI 


none 






Score 


132 




Exon^ 


3725. .3862, 


3725. .3877, 


3759 


..3884, 3958. .4080, 3967. .4080, 




3968. .4081, 


4126. .4230, 


4126 


. .4230 






Sea No 


46161 






Seq. ID 


OJ990729_04.0317 


.C4 


Gene No. 


97882 






Strand 


+ 




Start 


9124 






End 


9569 




Name 


OJ990729 04, 


.0317.C4.o2. 


np 


Method 


AAT/NAP 




Start 


9124 






End 


9569 




GI 


6539570 






Score 


141 




Exons 


9124. .9318, 


9503. .9569 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 





47691 



Seq. No. 


46161 - 


Seq. ID 


OJ990729 04 0317 C4 


Gene No. 


97883 


Strand 


+ ~ 


Start 


9496 


End 


12937 


Name 


OJ990729 04.0317.C4.o3.np 


Method 


AAT/NAP 


Start 


9496 


End 


12937 


GI 


6721512 


Score 


159 


Exons 


9496. .9538, 11138 .. 114 13, 12904. .12937 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat i va ] 


Seq. No. 


46161 


Seq. ID 


OJ990729 04 0317 C4 


Gene No . 


97884 


Strand- 




Start 


1 


End 


6403 


Name 


OJ990729 04.0317.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6292 


GI 


7340677 


Score 


543 


Exons 


1..168, 202. .544, 651. .711, 1834. .2213, 


■ 3038. .3073, 3113. .3334, 




6182. .6292 . 






GI Descrip. 


(AL162508) putative homeodomain protein [Arabidopsis thaliana] 


Seq. No. 


4 6161 


Seq. ID 


OJ990729J)4 .0317.C4 


Gene No. 


97884 


Strand 




Start 


1 


End 


6403 


Name 


OJ990729 04.0317.C4.ol.gs 


Method 


GENSCAN 


Start 


16 ■ 


End 


,6403 


GI 


none • 


Score 


.'62 


Exons 


16. .577, 651. .711,- 1834. .2213, 


3038. .3953, 3992. .4187, . 




5021. .5202, 6036. .6403 






Seq. No. 


4 6161 


Seq. ID 


OJ990729_04.0317.C4 


Gene No. 


97885 


Strand 




Start 


9124 


End 


9377 


Name 


OJ990729 04.0317.C4.o2.gs 


Method 


GENSCAN 


Start 


9124 


End 


9377 


GI 


none 


Score 


.86 


Exons 


9124. .9234, 9258. .9377 






Seq. No. 


46161 


Seq. ID 


OJ990729_04 .0317.C4 


Gene No. 


97886 


Strand 




Start 


11937 


End 


13921 


Name 


OJ990729 04.0317.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


221 


End 


711 


GI 


none 


Score 


49 


Exons 


221. .268, 240. .266, 266. .373, 


266. .547, 


270. .449, 277. .546, 




500. .547, 643. .711, 645. .710 






Seq. No. 


46161 


Seq., ID 


OJ990729_04.0317.C4 


Gene No. 


97886 


Strand 




Start- 


11937 


End 


13921 


Name 


OJ990729 04.0317.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


464 


End 


2215 


GI 


none 


Score 


62 


Exons 


464. .547, 495. .545, 645. .710, 


649. .708, 


1833. .1919, 1834. .1917, 




2001. .2180, 2174. .2215 






Seq. No. 


46161 


Seq. ID 


OJ990729JD4 .0317 .C4 


Gene No. 


97886 


Strand 




Start 


11937 


End 


13921 



47692 





Name 


OJ990729 04.0317.C4.o2.tm 


Method 


TBLASTX:: 


Maize 






Start 


1799 


End 


3094 








GI 


none 


Score 


142 








Exons 


1799. .1912, 1831. .1932, 1832. .1960, 1833. .1952, 


2028. .2213 






2029. .2214, 3035. .3094, 3036. .3092 










Seq. No. 


46161 


Seq. ID 


OJ990729 


04 n^i 7 


P4 




Gene No. 


97886 


Strand 










Start 


11937 


End 


13921 








Name 


OJ990729 04.0317.C4.o3.gs 


Method 


. GENSCAN 








Start 


11937 


End 


13717 








GI 


none 


Score 


.76 








Exons 


11937. .11965, 128 91. .13062, 


13361. .13458, 13690 


. . 13717 






Seq. No. 


46161 


Seq. ID 


OJ990729_ 




P4 

■ 1^4 




Gene No. 


97886 


Strand 










Start 


11937 


End 


13921 








Name 


OJ990729 04.0317.C4.o4.np 


Method 


AAT/NAP 








Start 


13009 


End 


13921 








GI 


5042454 


Score 


191 








Exons 


13009. .13069, 13371. .13921 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


46162 


Seq. ID 


OJ990729 


04 0^1 7 

U 4 • U Jl / 


PR 
■ Uj 




Gene No. 


97887 


Strand 


■ + 






V-ji 


Start 


20117 


End 


22945 








Name 


OJ990729 04.0317.C5.o2.gs 


Method 


GENSCAN 






ru 


Start 


20117 


End 


22945 






f =& 


GI 


none 


Score 


.62 






v.y 


Exons 


20117. .20269, 20529 .. 20557, 


20615. .20758, 21301 


. .21475, 




a Ji 




21965. .22037, 22488 .. 22660, 


22792. .22846, 22929 








Seq. No'. 


46162 


Seq. ID 


OJ990729_ 


04 0^1 7 


P R 
. Uj 




Gene No. 


97888 


Strand 


+ 








Start 


31700 


End 


32210 








Name 


OJ990729 04.0317.C5.o4.gs 


Method 


GENSCAN 






L J. 


Start 


31700 


End 


32210 






r ~ 


GI 


none 


Score 


.73 






f 1 


Exons 


31700. .3177 9, 31937. .32210 












Seq. No. 


46162 


Seq. ID 


OJ990729 


04 0^1 7 

» UJl / i 


PR 




Gene No. 


97889 


Strand 


+ 








Start 


36574 


End 


36780 








Name 


OJ990729 04.0317.C5.o5.gs 


Method 


GENSCAN 








Start 


36574 


End 


36780 








GI 


none 


Score 


1 








Exons 


36574 . .36780 












Seq. No. 


46162 


Seq. ID 


OJ990729_ 


_04.0317. 


C5 




Gene No. 


97890 


Strand 


+ 








Start 


40745 


End 


40935 








Name 


OJ990729 04.0317.C5.o8.np 


Method 


AAT/NAP 








Start 


40745 


End 


40935 








GI 


493947 


Score 


121 








Exons 


40745. .40935 












GI Descrip. 


Chain I, Chymotrypsin Inhibitor 2 (Ci2) 


Mutant With He 


76 



Replaced By Val (I76v) 



47693 



Seq. No. 46162 Seq. ID OJ990729_04 . 0317 . C5 

Gene No. 97891 Strand + 

Start 48928 End 52768 

Name ^ OJ990729_04 . 0317 . C5 . o2 . gp Method AAT/GAP 

Start 48928 End 52768 

GI LIB3477-003-P1-K1-E9 Score 82 

Exons 48928. .489*77,- 52730.. 52768 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 46162 Seq. ID 

Gene No. 97892 Strand' 

Start 53105 End 

Name OJ990729_04 . 0317 . C5 . 08 .gs Method 

Start 53105 End 

GI none Score 
Exons 



OJ990729_04.0317.C5 
+ 

58031 
GENSCAN 
57051 
.65 



53105. .53157, 53260 .. 53355, 53434 .. 53508, 54143 .. 54217, 
5431.1. .54527, 54621 55314 , 55429.-55577, 55721'. . 55752, 
55799. .55886, 56350.. 57051 



Seq. No. 46162 Seq. ID OJ990729_04 . 0317 . C5 

Gene No. 1 97892 Strand 

Start 53105 • End 

Name OJ990729JD4 . 0317 . C5 . o9 . np Method 

Start 53195 End 

GI 5764395 Score 
Exons 53195. .53216, 54 962 .. 55314 , 

56350. .56421, 57948.. 58031 

GI Descrip. (AF159587) far-red impaired response protein [Arabidopsis 

thaliana] 



OJ990729_04.0317 < 
+ 

58031 
AAT/NAP 
58031 
520 



55429. .55886, 55965 .. 56246, 



Seq. No. 
Gene No. 
Start 
Name ; 
Start 
GI 

Exons 

GI Descrip. 



46162 
97893 
4180 

OJ990729_04 .0317.C5.ol. gp 
4180 • 
2312838 
4180. .4236 

14 20 932/gb|U61383 IORU61383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_04.0317.C5 

4236 
AAT/GAP 
4236 
67 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 

Gene. No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



46162 Seq. ID 

97894 , . Strand 

8 665 End 

OJ990729_04 . 0317 .C5 . ol . np Method 

8665 End 

3024501 Score 
8665. .9151, 10542. .10702 

RAS-RELATED PROTEIN RAB11C gi | 137014 6 | emb | CAA98179 | (Z73951) 
RAB11C [Lotus japonicus] 

46162 Seq. ID 

97894 Strand 

8665 End 

OJ990729_04 . 0317 . C5 . o2 . np Method 



OJ990729_04.0317.C5 

14732 
AAT/NAP 
10702 
870 



OJ990729_04 .0317.C5 

14732 
AAT/NAP 



47694 



Start 


10477 


End 


12478 


GI 


6069661 


Score 


177 


F, von ^ 


10477. .10538, 10849 .. 11041, 


12220.. 12478 


CtT DpQrr i o 


(AP000616) Similar to Sequence of BAC 


F7G19 from Arabidopsis 




thaliana chromosome 1; similar to Saccharomyces hypothetical 




protein YDROSlc (AC000106) 


[Oryza sativa] 


Sea No. 


4 6162 


Seq. ID 


OJ990729_04.0317.C5 


Gone No . 


97894 


Strand 




Start 


8665 


End 


14732 


Name 


OJ990729 04 0317 C5 o3 nr> 


Method 


AAT/NAP 


Start 


10^02 ~~ 
i u j u 


End 


14732 


GI 


50014 


Score 


66 




10502 10637 12573 12786 


14699. .14732 


GI DescriD. 


(AC007730) putative non-LTR 


retrolelement reverse transcript 




[Arabidopsis thaliana] 






Spa No 


4 61 62 

1 O X \J 


Seq. ID 


OJ990729_04.0317.C5 


Cpnp T\]o 




Strand 




Start 


24084 


End 


30155 


Name 


O.7QQ072Q 04 0^17 PS o^ nc; 


Method 


GENSCAN 


Start 


24084 _ 


End 


30155 


GI 




Score 


.51 


Ej A. 1 1 0 


24084 24182 24211 2496Q 


24842. .25270, 25459 25599, 




25682. .25738, 26061 2644 5, 


26548. ..26907, 26999 27289, 




27372. .27446, 2 94 7 1. . 29625, 


29728. .29844, 29936. .30155 


Qpn No 




Seq. ID 


OJ990729_04.0317.C5 


(^pnp Nn 


978 95 


Strand 




Start 


24084 


End 


30155 


Name 


O.T9Q072Q 04 0^17 PS o4 no 


Method 


AAT/NAP 


Start 


24981 _ 
*4 z, o X 


End 


29847 


GI 


7340675 


Score 


1262 


P, von ^ 


24281 24300 26337 26445 


26548. .26907, 26999 .. 27289, 




27372 27446 29471 29625 


29728.-29847 




(AL162508) putative protein 


[Arabidopsis thaliana] 


Sea No 


46162 


Seq. ID 


OJ990729_04.0317.C5 


Gene No . 


97896 


Strand 




Start 


35897 


End 


38508 


Name 


OJ990729 04.0317.C5.o6.np 


Method 


AAT/NAP 


Start 


35897 


End 


38508 


GI 


7486674 


Score 


96 


J— 1 AUllU 


35897. .35991, 38351. .38508 






\J X I—/ V — J_ _1_ k_/ ■ 


hypothetical protein F8F16. 


50 -Arabidopsis thaliana 




gi 12827518 I emb | CAA16526 . 1 1 


(AL021633) 


putative protein 




[Arabidopsis thaliana] gi | 7270025 | emb | CAB79841 . 1 | (AL161578) 




putative protein [Arabidopsis thaliana] 


Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317.C5 


Gene No. 


97896 


Strand 




Start 


35897 


End 


38508 


Name 


OJ990729 04.0317.C5.o6.gs 


Method 


GENSCAN 


'Start 


37595 


End 


38483 


GI 


none 


Score 


.98 


Exons 


37595. .37670, 37850 .. 37968 , 


38061. .38170, 38300. .38483 



47695 




Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317 


. C5 


Gene No. 


97896 


Strand 






Start 


35897 


End 


38508 




Name 


OJ990729 04 . 0317 . C5 . o5 . np 


Method 


AAT/NAP 




Start 


37598 


End 


38474 




GI 


6714413 


Score 


393 




Exons 


37598. .37670, 37850 .. 37968 , 


38061. .38170, 38300.. 38474 




GI Descrip. 


(AC012328) unknown protein [Arabidopsis thaliana] 




Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317 


. C5 


Gene No. 


97897 


Strand 






Start 


40351 


End 


41776 




Name 


OJ990729 04.0317.C5.o7.np 


Method 


AAT/NAP 




Start 


40351 


End 


41776 




GI 


5852084 


Score 


92 




Exons 


40351. .40434, 41746. .41776 








GI Descrdp . 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317 


.C5 


Gene No. 


97898 


Strand 






Start 


57778 


End 


58025 




Name 


OJ990729 04.0317.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


8617 


End 


10703 




GI 


none 


Score 


257 




Exons 


8617. .9141,, 8671. .9150, 8681 


..9148, 10542. .10703, 10544- 


10702 


Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317 


. C5 


Gene No. 


97898 


Strand 






Start 


57778 


End 


58025 




Name 


OJ990729 04.0317.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


8671 


End 


10720 




GI 


none 


Score 


45 




Exons 


8671. .8793, 8684. .8728, 8740 


..9150, 8774. .9145, 10544.. 


10720, 




10545. .10709 








Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317 


.C5 


Gene No. 


97898 


Strand 






Start 


57778 


End 


58025 




Name 


OJ990729 04.0317.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


8671 


End 


10703 




GI 


none 


Score 


187 




Exons 


8671.. 9150, 8754.. 9104, 8774 


..9145, 10542. .10703, 10544 


10702 


Seq. No. 


46162 


Seq. ID 


OJ990729_04.0317 


.C5 


Gene No. 


97898 


Strand . 






Start 


57778 


End 


58025 




Name 


OJ990729 04 . 0317 . C5 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


8767 


End 


9147 




GI 


none 


Score 


233 




Exons 


8767. .9147, 8774. .9130 








Seq. No. 


46162 


Seq. ID 


OJ990729_04 .0317 


.C5 


Gene No. 


97898 


Strand 






Start 


57778 


. End 


58025 




Name 


OJ990729 04 . 0317 . C5 . o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10542 


End 


10730 




GI 


none 


Score 


255 





47696 



Exons 



10542. .10730, 1054 4. .10729 



Seq. No. 46162 

Gene No. 97898 

Start 57778 

Name OJ990729_04 . 0317 . C5 . o7 . tm 

Start 11771 

GI none 

Exons 11771. .11854, 11908 12186, 11927. .12172 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX: Maize 

End 12186 

Score 93 



Seq. No. 46162 

Gene No. 97898 

Start 57778 

Name OJ9907 29_04 . 0317 ,C5 . o3 . tc 

Start 24728 

GI none 

Exons 24728. .24757, 24843 .. 25094 , 



Seq. ID OJ990729_04 .0317 .C5 
Strand 

End 58025 

Method TBLASTX : Cress 

End 25094 

Score 169 
24844. .25092 



Seq. No. ' 4 61*62 • 

Gene No. 97898 

Start 57778 

Name OJ990729_04 . 0317 . C5 . o4 . tw 

Start 24843 

GI none 

Exons 24843. .25094, 24844.. 25092 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX : Wheat 

End 25094 

Score 209 



Seq. No. 46162 

Gene No. 97898 

Start 57778 

Name OJ990729_04 . 0317 . C5 . 06 . tm 

Start 24843 

GI none 

Exons 24843. .25094, 24844. .25092 



Seq. ID OJ990729_04 . 0317 .C5 
Strand 

End 58025 

Method TBLASTX : Mai ze 

End 25094 

Score 217 



Seq. No. 46162 Seq. ID 

Gene No. 978 98 Strand 

Start 57778 End 

Name OJ990729_04 . 0317 . C5 . o5 . ts Method 

Start 24843 ' End 

GI none Score 

Exons 24843. .25073, 24844.. 25074 



OJ990729_04.0317.C5 
58025 

TBLASTX: Soybean 

25074 

203 



Seq. No. 46162 ' 

Gene No. 97898 

Start 57778 

Name OJ990729_04 . 0317 . C5 . o2 . tm 

Start 26347. 

GI none 

Exons 26347. .26445, 2 6378 .. 264 4 6, 
26755. .26907, 26762 .. 26905, 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990729 04. 0317. C5 



58025 

TBLASTX: Maize 
27184 
75 

26548. .26718, 26551 .. 26685, 
26999. .27184, 27003. .27182 



Seq. No. 46162 Seq. ID 

Gene No. 97898 Strand 

Start 57778 End 

Name OJ990729_04 . 0317 . C5 . o2 . ts Method 

Start 26698 End 

GI none Score 



OJ990729_04 .0317.C5 
58025 

TBLASTX: Soybean 

27229 

153 



47697 



Exons 



26698. .26907, 26729 .. 26920, 
27000. .27227 



26999. .27193, 26999.-27229, 



o rt n vr 0 


4 61 69 

H \J J- \J£- 




Seq. ID 


OJ990729_04.0317 


PR 


o n o KIo 


Q7RQR 
y 1 0 y 0 




Strand 






Q+- a r*+- 
OLdXl. 


R777R 




End 


58025 




Ma mo 


n.TQQ079Q 04 0^17 PS 




Method 


TBLASTX: Cress 




OLdiL 


96776 ~~ 




End 


27290 




pT 






Score 


76 




HiXOIlo 


96776 96Q07 96777 


9 6R R1 


26999. .27289, 27003 .. 27182, 






27219. .27290 










cprr Ma 






Seq. ID 


OJ990729_04 .0317 


PR 


Cano KT rt 
belle 1NU . 


Q7R QR 
.7 f 0 :? 0 




Strand 






CH- a rh 
otdl L 


R777R 




End 


58025 




Name 


O.7QQ079Q 04 0^17 PR 


oft hm 


Method 


TBLASTX: Maize 




O L Ci i. l_ 


9791 fl _ 




End 


27452 




p, t 


none 




Score 


112 




Exons 


9791 R 979RQ 9791Q 


979Q0 
• • z / z y \j , 


27241. .27 300, 27364 .. 27 4 47, 






27372. .27452, 27372. 


. .27449 








Corf KT/-\ 
Ocl^. LNtJ • 


4 6169 




Seq. ID 


OJ990729_04 .0317 


PR 




Q7 fl Qfl 




Strand 








R777R 
0 / / / 0 




End 


58025 




Name 


O.7QQ079Q (14 0^17 PR 


( Oj • urn 


Method 


TBLASTX: Maize 




Qf- a rt" 
U LdJ. L 


9 Q 4 6 R _ 




End 


29846 






none 




Score 


97 




Exons 


29468. .29530, 29472. 


. .29552, 


29531. .2964 4, 29532. .2 9633, 






29707. .29796., 29727. 


. .29846, 


29729. .29824 ' 




Crt/y KT rt 

O c . Ln U • 


4 61 69 




Seq. ID 


OJ990729_04 .0317 


PR 


ucllc LnvJ • 


y 1 0 y 0 




Strand 








R777 R 




End 


58025 




Name 


O.TQQ079Q 04 0^17 PR 




Method 


TBLASTX : Soybean 




C4- 0 r-f- 
0 Lai l_ 


Z .7 ft .7 0 




End ' 


29824 




GI 


none 




Score 


70 




Exons ■ 


29498. .29635, 29499. 


. .29633, 


29732. .29824 • - 




Oclj. IN (J . 


4 6169 




Seq. ID 


OJ990729_04 .0317 


P R 


('"I rt ti rt KT rt 


QTOQQ 

3 / 0 y 0 




Strand 






OLdi L 


R777 p 




End 


58025 




Ma m 0. 


D.7QQ079Q 04 0^1 7 PS 


06 fc; 


Method 


TBLASTX: Soybean 




Qt- a r-t- 
OLdl L 


'36R7'* ~~ 




End 


36783 




PT 


none' 




Score 


79 




Exons 


36573. .36704, 36573. 


, ,36758, 


.36574. .36783 




Crtrt- Mrt 


461 69 




Seq. ID 


OJ990729_04 .0317 


PR 


P £^ r^i ^ Kl rt 

bene lno . 


Q7 O QO 

y f 0 3 0 




Strand 






Start 


57778 




End 


58025 




Name 


OJ990729 04. 0317. C5. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


37604 




End 


38465 




GI 


none 




Score 


70 




Exons 


37604 . .37687, 37607. 


.37672, 


37843. .37950, 3784 3 .. 37 971 , 






37850. .37960, 38058. 


.38180, 


38301, .38465 




Seq. No. 


46162 




Seq. ID 


OJ990729_04.0317 


.C5 


Gene No. 


97898 




Strand 







47698 



Start 
Name 
Start 
GI 

Exons 



57778 End 
OJ990729_04 .0317 .C5.o5.tm Method 
37843 End 
none Score 

37843. .37950, 3784 3 . . 37 97 1 , 37850 .. 37960, 38058 .. 38180 , 
38301. .38465 



58025 

TBLASTX: Maize 

38465 

74 



Seq. No. 46162 

Gene No. 97898 

Start 57778 

Name OJ990729JD4 . 0317 . C5 . o2 . tw 

Start 37849 

GI none 

Exons 37849. .37971, 37850 .. 37969, 
38301. .38366, 38302 .. 38361 , 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX : Wheat 

End 38480 

Score 125 
38058. .38180, 38079 .. 38129, 
38367. .38477, 38385. .38480 



Seq. No. 46162 

Gene No. 97898 

Start 57778 ' V ■ 

Name OJ990729_04 . 0317 . C5 . o5 . tc 

Start 37849 

GI none 

Exons 37849. .38013, 37868 .. 37963, 38058 38 180, 38301 38 4 65 , 
38302.. 38466 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX : Cress 

End 38466 

Score 87 



Seq. No. 46162 

Gene No. 97898 

Start 57778 

Name OJ990729_04 . 0317 . C5 . o4 . tc 

Start 54954 

GI none 

Exons 54954. .55313, 55061 .. 55312, 

Seq. No. 46162 

Gene No. 97 8 98 

Start 57778 

Name OJ990729_04 . 0317 . C5 . o4 . tm 

Start 55008 

GI none 

Exons 55008. .55313, 55109 .. 55312, 
55428. .55541 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX: Cress 

End 55315 

Score 231 • 
55205. .55315 

Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX : Maize 

End 55541 

Score 264 
55110. .55313, 55418. .55540, 



Seq. No.' 46162 ' 

Gene No. 97898 

Start ..57778 

Name OJ990729_04 . 0317 . C5 . o3 . ts 

Start 55068 

GI . none 

Exons 55068. .55313, 55106 .. 55312, 

Seq. No. 46162 

Gene No. 97898 

Start 57778 

Name • OJ990729_04 . 0317 . C5 . o3 . tw 

Start 55242 

GI none 

Exons 55242. .55313, 55428.. 55787 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method TBLASTX: Soybean 

End 55748 

Score 266' 
55428. .55748 

Seq. ID OJ990729JD4.0317.C5 
Strand 

End 58025 

Method TBLASTX : Wheat 

End 55787 

Score 66 



47699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46162 
97898 
57778 

OJ990729_04. 0317 . C5 . 06 . tw 

55971 

none 



Seq. ID OJ990729_04 .0317.C5 
Strand 

End 58025 

Method TBLASTX : Wheat 

End 56460 

Score 84 



55971. .56075, 56115 .. 56255, 56123 .. 56248 , 56341. . 56460 



46162 
97898 
57778 

OJ990729_04 . 0317 . C5 . o9 . gs 

57778 

none 

57778. .57891, 57981.. 58025 



Seq. ID OJ990729_04.0317.C5 
Strand 

End 58025 

Method GENSCAN 

End 58025 

Score .88 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method AAT/NAP 

End 3398 

Score 1634 



Seq. No. 46163 
Gene No. 97899 
Start 1 

Name OJ990909_03 . 0303 . CI . ol . np 

Start 1 
GI 7248394 
Exons . 1..746, 1014.. 2054, 3065.. 3398 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165) - 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome" II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 46163 

Gene No. 97899 

Start 1 

Name OJ990909_03 . 0303 . CI . o3 . ts 

Start 716 

GI none 

Exons 716. .940, 730. .849, 947. .1081 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method TBLASTX : Soybean 

End 1081 

Score 134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



46163 
97899 
1 

OJ990909_03.0303.Cl.ol.tw 

878 

none 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method TBLASTX : Wheat 

End ' 1282 

Score 70 



J78..934, 878.. 934, 929.. 1282, 937.. .1215, 938.. 1282 



46163 
97899 
1 

OJ990 909_03.0303.Cl.o2.tm 

932 

none 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method TBLASTX: Maize 

End 1150 

Score 269 



932.. 1150, 932.. 1132, 937.. 1149 



46163 
97899 
1 



Seq. ID OJ990909_03.0303.C1 
Strand + 
End 3398 



47700 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990909_03 . 0303 . CI . ol . tm Method TBLASTX : Maize 

1151 End 1607 

none Score 402 

1151. .1492, 1151. .1432, 1300. .1497, 14 97 . . 1607 fij 1523 . . 1 606 



Seq. No. 46163 

Gene No. 97899 

Start 1 

Name OJ990909_03 . 0303 . CI . o2 . ts 

Start 1226 

GI none 
Exons 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method TBLASTX : Soybean 

End 1456 

Score 219 



1226. .1456, 1253. .1432, 1318. .1455 



46163 
97899 
1 

OJ990909_03 . 0303 . CI . o2 . np 
1346 
4680180 
1346. .2903 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method AAT/NAP 

End 2903 

Score 567 



46163 
97899 
1 

OJ990909_03.0303.Cl.ol. ts 

1922 

none 



Seq. ID OJ990909_03.0303.C1 

Strand + 

"End 3398 

Method TBLASTX : Soybean 

End 2328 

Score 148 



1922. .2053, 1924. .2067, 2074. .2328, 2075. .2326 



Seq. No. 46163 

Gene No. 97899 

Start 1 

Name OJ990909_03 . 0303 . CI . o2 . tw 

Start 1961 
GI ; hone 
Exons 



Seq. ID OJ990909_03.0303.C1 

Strand + 

End 3398 

Method TBLASTX : Wheat 

End 2359 

Score 77 



1961.. 2050, 2089.. 2169, 2090.. 2359, 2206.. 2295 



Seq. No. 46164 

Gene No. 97900 

Start 1 

Name OJ990909_03 . 0303 . C2 . ol . np 

Start i 

GI 4544372 

Exons 1. .876 . 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990909_03.0303.C2 

Strand + 

End 2289 

Method AAT/NAP 

End 876 

Score 343 



Seq. No. 46164 

Gene No. 97900 

Start 1 

Name OJ990909_03 . 0303 . C2 . o2 . np 

Start 1 

GI 629693 

Exons 1..879, 972.. 1016 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. ID OJ990909_03.0303.C2. 

Strand + 

End 2289 

Method AAT/NAP 

End 1016 

Score 351 



47701 



Seq. No. 46164 Seq. ID 

Gene No. 97900 Strand 

Start 1 End 

Name OJ990909_03 . 0303 . C2 . ol . tw Method 

Start 72 End 

GI . none Score 

Exons 72. .317,' 73. .342, 397. .486 



OJ990909_03.0303.C2 
+ 

2289 

TBLASTX: Wheat 

486 

165 



Seq. No. 46164 Seq. ID 

Gene No. 97900 Strand 

Start 1 End 

Name OJ990909_03 . 0303 . C2 . ol . gs Method 

Start 283 End 

GI none Score 

Exons 283.. 866, 1873.. 2036, 2179.. 2289 



OJ990909_03.0303.C2 
+ 

2289 
GENSCAN 
2289 
.47 



Seq. No. 


46164 


Seq. ID 


OJ990909_03.0303.C2 


Gene No'. 


97900 . 


Strand 


+ 


Start 


1 


End 


2289 


Name 


OJ990909 03.0303.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


661 


End 


887 


GI 


none 


Score 


206 


Exons 


661. .882, 675. .809, 849. .887 






Seq. No. 


46165 


Seq. ID 


6J990909 03. 0303. C3 


Gene No . 


97901 


Strand 


+ ~~ 


Start 


1 


End 


1804 


Name 


OJ990909 03.0303.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1804 


GI 


7340868 


Score 


50 


Exons 


1..20, 459. .585, 1782. .1804 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46165 


Seq. ID 


OJ990909_03.0303.C3 


Gene No. 


97902 


Strand 




Start 


507 


End 


1947 


Name 


OJ990909 03.0303.C3.ol.gs 


Method 


GENSCAN 


Start 


507 


End 


1947 


GI 


none 


Score 


.65 


Exons 


507. .748, 1940. .1947 






Seq. No. 


46166 


Seq. ID 


OJ990909_03.0303.C4 


Gene No . 


97903 


Strand 


+ 


Start \ 


1260 


End 


3062 


Name 


OJ990909. 03.0303.C4 .ol.np 


Method . 


AAT/NAP 


Start 


1260 


End 


3062 


GI 


6063554 


Score 


473 


Exons 


1260. .1532, 1653. .1883, 2222., 


.2249, 28 


88. .3062 


GI Descrip. 


(AP000615) ESTs AU075609 (C633< 


34) ,C71850 (E04 64) ,C98 611 (E04 64) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


46166* 


Seq. ID 


OJ990909_03.0303.C4 


Gene No. 


97903 


Strand 


+ 


Start 


1260 


End 


3062 


Name 


OJ990909 03.0303.C4 .ol.gp 


Method 


AAT/GAP 



47702 



Start 1536 End 1883 

GI 101153_1.R1084 Score 464 

Exons 1536.. 1883 

GI Descrip. ■ 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


46166 


Seq. ID 


OJ990909_03.0303, 


, C4 


Gene No. 


97904 


Strand 






Start 


3598 


End 


4416 




Name 


OJ990909 03.0303.C4 .o2.np 


Method 


AAT/NAP 




Start 


3598 


End 


4416 




GI 


6997177 


Score 


386 




J_i /\ \J Uu 


3598. .3837, 3922. .4039, 4085 


. .4416. 






\J -L J_/ ^ l_> J- -1- Kri/ ■ 


(AC023839) hypothetical protein [Arabidopsis thaliana] 




Sea No 


46166 


Seq. ID 


OJ990909_03.0303. 


C4 




97905 


Strand 






Start 


1419 


End 


3223 . 




Name 


OJ990909 03.0303.C4.o2.gs 


Method 


GEN SCAN 




Start 


1419 


End 


3223 




GI 


none 


Score 


.47 




F.xon 

i_j *Y \*r 1 X 


1419. .1784, 1799. .1974, 2793 


..2917, 3121. .3223 




Sea No 


4 6166 " t . •'. 


Seq.- ID 


OJ990909__03.0303. 


C4 




97905 


Strand 






Start 


1419 


End 


3223 




Name 


OJ990909 03. 0303. C4 . o2 . gp 


Method 


AAT/GAP 




Start 


2457 


End 


2972 




GI 


uC-osflM20204 8cl2bl 


Score 


718 




Exons 


2457. .2972 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ? 






Sea No 


46166 


Seq. ID 


OJ990909__03.0303. 


C4 


Gene No . 


97906 


Strand 






Start 


3429 


End 


3737 




Name 


OJ990909 03.0303.C4 .o3.gp 


Method 


AAT/GAP 




Start 


3429 


End 


3737 




GI 


61605 3.R1084 


Score 


440 




Exons 


r 3429. .3737 








GT De srri n 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidops: 




thaliana] 1 








Sea No 


46166 


Seq. ID 


OJ990909_03.0303. 


C4 


uCllC L1IU • 


97907 


Strand 






Start 


3992 


End 


4416 




Name 


OJ990909 03.0303.C4 .ol.tm 


Method 


TBLASTX : Maize 




Start 


3992 ■ 


End 


4416 




GI 


none 


Score 


63 




Exons 


3992. .4063, 4046. .4411, 4051 


. .4200, 4237. .4416 




Seq. No. 


46166 


Seq. ID 


OJ990909_03.0303. 


C4 


Gene No.. 


97907 


Strand 






Start 


3992 


' End 


4416 




Name 


OJ990909 03.0303.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


4192 


End 


4414 




GI 


none 


Score 


253 





47703 




Exons 


4192. .4407, 4193. .4414, 4292 


. . 4408 




Seq. No. 


46167 


Seq. ID 


OJ990909 03. 0303. C5 


Gene No. 


97908 


Strand 


+ . . ~ 


Start 


1 


End 


463 


Name 


OJ990909 03.0303.C5.ol.np 


Method 


AAT/NAP 


Start 


. 1 


End 


463 


GI 


4726116 


Score 


374 


Exons 


1..463 






GI Descrip. 


(AC006436) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


46167 


Seq. ID 


OJ990909_03.0303.C5 


Gene No. 


97909 


Strand 


+ 


Start 


1277 


End 


7581 


Name 


OJ990909 03.0303.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


340 


GI 


none 


Score 


136 


Exons 


1. .93, 2. .103, 2. .103, 106. . 


336, 106.. 


336, 113. .340, 113. .337 


Seq. No. 


'46167 


Seq. ID 


OJ990909_03.0303.C5 


Gene No. 


97909 


Strand 


+ 


Start 


1277 


End 


7581 


Name 


OJ990909 03.0303.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


352 


GI 


. none , 


Score 


314 


Exons 


2.. 247, 7. .246, 78.7266, 97. 


.258, 244. 


.285, 245. .283, 287. .352, 




314. .352 






Seq. No. 


46167 


Seq. ID 


OJ990909_03.0303.C5 


Gene No. 


97909 


Strand 


+ 


Start 


1277 


End 


7581 


Name 


OJ990909 03.0303.C5.o2.np 


Method 


AAT/NAP 


Start 


1277 


End 


6023 


GI 


7106512 


Score 


1545 


Exons 


1277. .1337, 1411. .2811, 3354 


..4382, 4469. .4639, 5994. .6023 


GI Descrip. 


(AP001278) EST C9842 9 (E0138 ) 


corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


46167 


Seq. ID 


OJ990909_03.0303.C5 


Gene No. 


97909 


Strand 


+ 


Start 


1277 


End 


7581 


Name 


OJ990909 03.0303.C5.o2.gs 


Method 


GENSCAN 


Start 


2530 


End 


7581 


GI 


none 


Score 


.61 


Exons 


2530.. 2685, 3072.. 3130, 3547 


..4446, 4850. .5053, 5126. .5257, 




6136.. 6284, 6354.. 6550, 6945 


..6989, 7431. .7581 


Seq. No. 


46168 


Seq. ID 


OJ990909_03.0303.C6 


Gene No. 


97910 


Strand 


+ 


Start 


311 


End 


1474 


Name 


OJ990909 03.0303.C6.ol.np 


Method 


AAT/NAP 


Start 


311 


End 


1471 


GI 


5902382 


Score 


261 


Exons 


311. .491, 706. .876, 1388. .1471 




GI Descrip. 


(AC009322) Unknown protein [Arabidopsis thaliana] 


Seq. No. 


46168 


Seq. ID 


OJ990909_03.0303.C6 



47704 




Gene No. 


97910 


Strand 


+ 




Start 


311 


End 


1474 




Name 


OJ990909 03 0303 rfi ni rrq 


Mo t" hnH 


\J J-i IN O v^^iLN 




Start 


691 ~" 


End 


1474 




GI 


none 


S core 


71 




Rxon 


691 876 1388 1474 








Seq. No. 


46168 


Seq. ID 


OJ990909JD3.0303 


.C6 


Gene No. 


97911 


Strand 


+ 




Start 


2107 


End 


11792 




Name 


OJ990909 03 0303 C6 o2 as 


Mpt - hnH 

L iC L11UU 


\J Hi LN OV^fiLN 




Start 


2107 ~ 


End 


3396 




GI 


none 


S core 


. 83 






' 2107 2275 3308 3396 








Seq. No. 


4 6168 




O.7990Q0Q m n^n? 

wu z? z? \j z? \j z? u j • u ju j 


• ^ u 


Gene No. 


97911 


Strand 


+ _ 




Start 


2107 


End 


11792 




Name 


OJ990909 03 0303 C6 o3 no 

v \J -s S \J ~/ \J S \J>-/*\J~J\J*J* Vw* \J * U Jill kj* 


Method 


AAT/NAP 




Start 


3093 ~~ 


End 


5464 




GI 


69070 9^ 


Score 


336 




Rynn^ 


3093 3157 4631 4885 5134 


. .5464 






CIT Dp^pti in 

VJ J- L~s ^ O V— • J- J- . 


(AP001129) Similar to Drv73 


sativa Sell protein (AF067401) 


*J C ^ . LNU • 


4 6168 


Seq. ID 


OJ990909_03.0303 


.C6.V 


Gene No. 


97911 


Strand 


+ • 




Start 


2107 


End 


11792 




Name 


OJ990909 03.0303.C6.o3.gs 


Method 


GENSCAN 




Start 


4555 


End 


11792 




GI 


none 


Score 


.63 




J—J V-/ 1 1 o 


4555. .4670, 4715. .4880, 5177 


..5464, 5761. .5823, 8736. .8( 


377, 




9112. .974 9, 9896. .10207, 104 09. .10711, 


11106. .11792 






46168 


Seq. ID 


OJ990909_03.0303, 


.C6 


Gene No. 


97911 


Strand 


+ 




Start 


2107 


End 


11792 




Name 


OJ990909 03.0303.C6.o2.np 


Method 


AAT/NAP 




Start 


4583 


End 


4831 




GI 


4314401 


Score 


110 




Exons 


4583. .4831 








GI Dp d 


(AC006232) putative beta-1,3 


-glucanase 


[Arabidopsis thaliana] 


Seq. No. 


46168 


Seq. ID 


OJ990909_03.0303, 


.C6 


Gene No. 


97912 


Strand 






Start 


12452 


End 


16105 




Name 


OJ990909 03.0303.C6.o3.ts 


Method 


TBLASTX: Soybean 




Start 


12206 


End 


12451 




GI 


none 


Score 


134 




T7" von Q 

uAUllO 


12206. .12451, 12270. .12449 








Seq. No. 


46168 


Seq. ID 


OJ990909_03.0303. 


,C6 


Gene No. 


97912 


Strand 






Start 


.12452 


End 


16105 




Name 


OJ990909 03.0303.C6.o4.np 


Method 


AAT/NAP 




Start 


12212 


End 


16105 




GI 


4544372 


Score 


729 




Exons 


12212. .13783, 1388 9. .14074, 


14 991. .15222, 15283. .15598, 





47705 




16061. .16105 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



r ^ 



o c * Vi \J . 


4 61 68 




Q&n t n 

Ofc:*-} • J- u 


n.TQQHQDQ 0303 


P£ 




97912 




q+- ranr] 






Start 


12452 






i 6i n r 

X D J. \J J 




Name 


OJ990909 03 0303 C6 


t vj 1 t L W 




TRT.a^TY'Whpat- 

1 O J_ir\0 1A ■ vVlltJd L 




Start 


12227 ~~ 




End 


12634 




GI 


none 




Score 


78 




Exons 


12227. . 12634, 12261, 


. .12404 








Sea No 


4 6168 




Seq. ID 


OJ990909_03.0303, 


r6 


Ppinei ]S]o 


97 912 




Strand 






Start 


124 52 




End 


16105 




Name 


OJ990909 03 0303 C6 


. o4 . gs 


Method 


GENSCAN 




Start 


12452 _ 




End 


15611 




GI 


none 




Score 


.49 




Exons 


12452. . 13206, 13255. 


. .13385, 


'13605. .14112, 14212. .14272, 






14590 14820 14892 


15024 , 


15177. . 15210, 15575. .15611 




JCU ■ LN \J ■ 


4 6168 




Seq. ID 


OJ990909_03.0303. 


p£ 




Q7 Q1 ? 




Strand 






Start 


124 52 




End 


16105 




Name 


OJ990909 03 (1303 P6 

\JKJZfZ/\JZJ\JZr UJtUJUJ»UUi 




Method ; 


TBLASTX: Soybean 




Start 


12794 




End 


13192 " 




GI 


none. 




Score 


91 




Exons 


12794 13192. 12972 


13088 








Sea No 


46168 




Seq. ID 


OJ990909_03.0303. 


P6 




97912 




Strand 






Start 


12452 




End 


16105 




Name 


OJ990909 03 0303 T6 


\J C. . L.1U 


Method 


TBLASTX: Maize 




Start 


12815 




End 


13147 




GI 


none 




Score 


76 




Exons 


12815 13039 13037 


. 13147 








Sea No 


.4 6168 




Seq. ID 


OJ990909_03.0303. 


P6 


Gene No . 


97912 




Strand 






Start 


12452 




End 


16105 




Name 


OJ990909 03 03D3 P6 




Method 


TBLASTX: Wheat 




Start 


13613 




End 


14011 




GI 


none 




Score 


40 




l—ur±\J 1. i o 


1 361 3 1 388? 1 363S 


137 66 


13803. .13871, 13922. .14011 






4 61 68 

4 v 1 UU 




Seq. ID 


OJ990909_03.0303. 


P£ 


Gene No. 


97912 




Strand 






Start 


12452 




End 


16105 




Name 


OJ990909 03. 0303. C6. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


13644 




End 


14056 




GI 


none 




Score 


125 




Exons 


13644. .13898, 13646. 


.13897, 


13919. .14 056, 13923. .14 054 




Seq. No. 


46168 




Seq. ID 


OJ990909JD3.0303. 


C6 


Gene No. 


97912 




Strand 






Start 


12452 




End 


16105 




Name 


OJ990909 03. 0303. C6. 


o2. ts 


Method 


TBLASTX : Soybean 





47706 



Start 


15163 




End 


15592 




GI 


none 




• Score 


75 




Exons 


15163. . 15297, 15164, 


. . 15268, 


15314. .15592, 15489.. 15557 




Seq. No. 


46168 




Seq. ID 


OJ9?0909_03.0303. 


.C6 


Gene No. 


97912 




Strand 






Start 


12452 




End 


16105 




Name 


OJ990909 03. 0303. C6. 


, ol . tm 


-Method 


TBLASTX: Maize 




Start 


15284 ~ 




End 


15607 




GI 


none 




Score 


87 




Exons 


15284 . . 15607, 15285 . 


. . 15434, 


15489. .15593 




Seq. No. 


46168 




Seq. ID 


OJ990909_03.0303, 


,C6 


Gene No. 


97912 




Strand 






Start 


12452 




End 


16105 




Name 


OJ990909 03. 0303. C6, 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15290 




End 


15596 




GI 


,-.none 




Score 


57 




Exons 


15290. .15592, 15486. 


, .15596 









Seq. No. 46168 Seq. ID 

Gene No. 97912 Strand 

Start 12452 End 

Name ■ OJ990909_03 . 0303 ..C6 ..o5 . gs Method 

Start' 15790 End. 

GI none Score 

Exons 15790. .15923 



OJ990909_03. 0303. C6 

16105 
GENSCAN 
15923 
.44 



Seq. No. 46168 
Gene No. 97912 
Start 12452 " 

Name OJ990909_03 . 0303 . C6 . o5 . np 

Start 15793 
GI 5922620 

Exons 15793. .15935, 16010.. 16105 

GI Descrip. (AP000492) EST D15357(C0514 

predicted gene 

gi I 6016853 |dbj 

corresponds to 

protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_03.0303.C6 

16105 
AAT/NAP 
16105 
157 



corresponds to a region of the 
; hypothetical .protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



OJ990909_03.0303.C7 

6610 
AAT/NAP 
6610 
847 



Seq. No. 46169 Seq. ID 

Gene No. 97913 ' Strand 

Start 1 End 

Name . QJ990909_03.03Q3.C7.ol.np. .. Method 

Start 1 End 

GI 7248394 . Score 

Exons 1..124, 393. .896, 6192. .6610 

GI. Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 
Gene No. 
Start 



46169 
97913 
1 



Seq. ID 

Strand 

End 



OJ990909 03. 0303. C7 



6610 



47707 



Name 

Start 

GI 

Exons 



OJ990909_03 . 0303 . C7 . ol . gs Method GENSCAN 

196 End 663 

none Score . 9 
196. .663 



Seq. No. 46169 Seq. ID 

Gene No. • 97914 Strand 

Start 8878 End 

Name OJ990909_03 . 0303 . C7 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1. .168, 3. . 197 



OJ990909_03. 0303.C7 
9607 

TBLASTX: Maize 

197 

149 



Seq. No. 46169 

Gene No. 97914 

Start 8878 

Name OJ990909_03 . 0303 . C7 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990909_03.0303.C7 
Strand 
End 

Method 
End 
Score 



9607 

TBLASTX : Wheat 

261 

164 



2. .166, 3. .197, 4. .168, 148. .201, 148. .210, 205. .261, 229. .261 



Seq. No. 


46169 


Seq. ID 


OJ990909_03, 


.0303. 


C7 


Gene No. 


97914 


Strand 








Start 


8878 


End 


9607 






Name 


OJ990909 03.0303.C7.o2.np • 


Method 


AAT/NAP 






Start 


8878 


■ End 


9607 






GI 


7248393 


Score 


447 






Exons 


8878. .9225, 9301. .9607 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46170 


Seq. ID 


OJ990909_03, 


.0303. 


C8 


Gene No. 


97915 


Strand 








Start 


18 


End 


5087 






Name 


OJ990909 03.0303.C8.ol.gs 


Method 


GENSCAN 






Start 


18 


End 


5087 






GI 


none 


Score 


.5 






Exons 


18. .130, 1000.'. 1061, 1583. . 1* 


316, 1950., 


.2132, 4251.. 


.4447, 






4485.. 4603, 4699. .4823, 4834. 


..4968, 5042. .5087 






Seq. No. 


46171 


Seq. ID 


OJ990909_03, 


.0303. 


C9 


Gene No. 


97916 


Strand 


+ 






Start 


1243 


End 


1542 






Name 


OJ990909 03.0303.C9.ol.gs 


Method 


GENSCAN 






Start 


1243 


End 


1542 






GI 


none 


Score 


.63 






Exons 


1243.. 1542 











Seq. 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46172 Seq. ID 

97917 Strand 
2407 End 
OJ990909_03. 0303. C10. ol.np Method 
2407 End 
7489805 Score 
2407. .2536, 4134. .7285 

polyprotein - maize retrotransposon Cinful-1 

gi I 4 206306 | gb | AAD11615 . 1 1 (AF049110) prpol [Zea mays] 



OJ990909_03. 0303. C10 
+ 

7285 
AAT/NAP 
7285 
2652 



47708 



Seq. No. 46172 
Gene No. 97918 
Start 13278 

Name OJ990909_03 . 0303 . CIO . o2 . np 

Start 13278 
GI 7487640 

Exons 13278. .13339, 13756 .. 13824 , 

GI Descrip. hypothetical protein T4F9.4 
gi | 4539436 | emb | CAB40024.il 
reverse-transcriptase-like 
gi I 7267755 | emb | CAB78181 . 1 1 
reverse-transcriptase-like 



Seq. ID OJ990909_03.0303.C10 

Strand + 

End 18374 

Method AAT/NAP 
'End 18374 

Score 336 
15275. .15993, 18301.. 18374 
0 - Arabidopsis thaliana 
(AL049523) putative 
protein [Arabidopsis thaliana] 
(AL161517 ) putative 
protein [Arabidopsis thaliana] 



Seq. No. 


46172 


Gene No. 


97918 


Start 


13278 


Name 


OJ990909 03 


Start 


18172 


GI 


6705984 


Exons 


18172. .1837 


GI Descrip. 


(AB033235) « 


Seq. No. 


46172 


Gene No. 


97919 


Start 


8668 


Name 


OJ990909 03 


Start 


8668 


GI 


none 


Exons 


8668. .9132, 



Seq. ID OJ990909 03. 0303. C10 



Strand 
End 

Method 

End- 

Score 



+ 

18374 
AAT/NAP 
18374 
167 



(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990909_03. 0303. C10 
Strand 

* End 12116 

03.C10.o2.gs Method GENSCAN 
End 12116 
Score . 62 

8668.. 9132, 9292.. 9435, 9530.. 10515, 10604 .. 10679, 10752 .. 11508 , 
11622. .11736, 11925. .11998, 12109. .12116 



Seq. No. 


46172 






Seq. ID 


OJ990909_03.0303. 


C10 


Gene No. 


97920 






Strand 






Start 


17117 






End 


18204 




Name 


OJ990909 03. 


0303. 


C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


3483 






End 


3815 




GI 


none 






Score 


176 




Exons 


3483. .3815 












Seq. No. 


46172 






Seq. ID 


OJ990909_03.0303. 


C10 


Gene No. 


97920 






Strand 






Start 


17117 






End 


18204 




Name 


OJ990909 03. 


0303. 


ClO.ol. tw 


Method 


TBLASTX: Wheat 




Start 


4238 






End 


15987 




GI 


none 






Score 


467 




Exons 


4238. .4669, 


4264. 


.4668, 15874 


. . 15987 






Seq. No. 


46172 






Seq. ID 


OJ990909JD3.0303. 


C10 


Gene No . 


97920 






Strand 






Start 


17117 






End 


18204 




Name 


OJ990909 03. 


0303. 


ClO.ol. tm 


Method 


TBLASTX: Maize 




Start 


4454 






End 


16000 




GI 


none 






Score 


139 




Exons 


4454. .4663, 


15634 


. .15993, 15666. .15965, 


15809. . 16000, 






15820. .15990 












Seq. No. 


46172 






Seq. ID 


OJ990909_03.0303. 


C10 



47709 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



97920 
17117 

OJ990909_03. 

4454 

none 

4454. .4546, 



Strand 

End 18204 
0303 . CIO . o2 . ts Method TBLASTX : Soybean 

End ' 15966 

Score 72 
15766. .15966, 15789.. 15965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46172 
97920 
17117 

OJ990909_03. 

4727 

none 

4727. .5110, 



Seq. ID OJ990909_03. 0303. C10 
■ Strand 

End 18204 

0303 . C10 . o2 . tm Method TBLASTX : Mai ze 

End 5110 

Score 383 
4748. .5062, 4837. .5097 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



46172 
97920 
17117 

OJ990909_03. 

4784 

none 

4784. .5203, 



0303. C10. o2.tw 

End 
Score 

483?.. 5097, 5123.. 5176 



Seq. ID OJ990909_03. 0303. C10 
Strand 

End 18204 
Method TBLASTX : Wheat 
5203 
436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46172 
97920 
17117 

OJ990909_03. 

4829 

none 

4829. .5212, 



0303. C10. ol.ts 



4879. .5022 



Seq. ID OJ990909_03. 0303. C10 
Strand 

End 18204 

Method TBLASTX: Soybean 

End 5212 

Score 254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46172 
97920 
17117 

OJ990909_03. 

5354 

none 

5354. .5578, 



0303. C10. o3.tw 



Seq. ID OJ990909_03. 0303. C10 
Strand 

End 18204 
Method TBLASTX : Wheat 
End 57 61 

Score . 208 



5407.. 5595, 5609.. 5761, 5620.. 5760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46172 
97920 
17117 

OJ990909_03. 

6062 

none. 

6062. .6520, 

46172 
97920 
17117 

OJ990909_03. 

6170 

none 

6170. . 6556 



0303. C10. o3.tm 

End 
Score 

6187.. 6381, 6427.. 6519 



0303. C10. o4 .tw 



Seq. ID OJ990909_03. 0303. C10 
Strand 

End 18204 
Method TBLASTX: Maize 
6520 
347 



Seq. ID OJ990909_03. 0303. C10 
Strand 

End 18204 

Method TBLASTX: Wheat 

.End 6556 

Score 249 



Seq. No. 
Gene No. 



46172 
97920 



Seq. ID OJ990909JD3. 0303. C10 
Strand 



47710 




Start 


17117 


End 


18204 




Name 


OJ990909 03.0303.C10.o5.tm 


Method 


TBLASTX: Maize 




Start 


6520 


End 


6692 




GI 


none 


Score 


56 




R von •=? 


6520.. 6555, 6521.. 6556, 6546.-6692, 6551.. 6691 




Seq. No. 


46172 


Seq. ID 


OJ990909_03.0303. 


. C10 


Gene No. 


97920 


Strand 






Start 


17117 


End 


18204 




Name 


OJ990909 03.0303 C10.o5 tw 


Method 


TBLASTX: Wheat 




O U Cl -L L. 


6678 


End 


7178 






none 


Score 


96 






6678.. 6797, 6825.. 7022, 684 


2. .7048, 7149. .7178 




Seq. No. 


46172 


Seq. ID 


OJ990909_03.0303. 


C10 


Gene No. 


97920 


Strand 






S1- 3 rt* 

O Lai L 


17117 


End 


18204 




v* cunt; 


OJ990909 03 0303 C10 06 tm 


Method 


TBLASTX: Maize 




91- a rt- 

O Lai t 


6723 


End 


6965 






none 


Score 


198 




DA VliO 


6723. .6965 








Seq. No. 


46172 


Seq. ID 


OJ990909_03.0303. 


C10 


Gene No. 


97920 


Strand 






Start 


. 17117 


End ' 


18204 " - 




LN CLILLC 


OJ990909 03 0303 C10 o4 tm 


Method 


' TBLASTX: Maize 






14877 


End • 


15348 






none 


Score 


267 




Pvnn 

J_J w 1 1 «— ? 


14877. .15011, 14908. . 15348, 


14923.. 15024 




Seq. No. 


46172 


Seq. ID 


OJ990909_03.0303. 


C10 


Gene No. 


97920 


Strand 






Start 


17117 


End 


18204 




Name 


OJ990909 03.0303.C10.o4.gs 


Method 


GENSCAN 




u Lai L 


17117 


End 


18204 




GI 


none 


Score 


.7 




P von ^ 


17117. .17285, 18122. .18204 










46173 


Seq. ID 


OJ990909_03^0303. 


W X J. 


Gene No. 


97921 


Strand 


+ 




Start 


1 


End 


4562 




Name 


OJ990909 03.0303.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4463 




GI 


6705984 


Score 


6031 




F,3fnn9 


1 . . 4463 








VJ -L 1— ' ~ O L- J — 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Qpn No 


46173 


Seq. ID 


OJ990909_03.0303. 


n i 


Gene No. 


97921 


Strand 


+ 




Start 


1 


End 


4562 




Name 


OJ990909 03.0303.Cll.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


4562 




GI 


none 


Score 


.63 




Exons 


54. .1490, 1599. .1771, 1870. 


.2021, 2157 


..2243, 2334.. 3274 


f 




3466. .3485, 4026. .4562 








Seq. No. 


46173 


Seq. ID 


OJ990909_03.0303. 


Cll 



47711 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



97921 Strand 

1 End 

OJ990909_03 . 0303 . Cll . o2 . tw Method 

224 End 

none Score 



+ 

4562 

TBLASTX: Wheat 

801 

201 



224. .430, 241. .432, 242. .430, 431. .793, 436. .801, 437. .793 



Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . 06 . tm 

Start 226 

GI none 

Exons 226.. 345, 227.. 424, 236.. 463, 238.. 462 



Seq. ID OJ990909_03. 0303. Cll 
Strand 
End 

Method 
End 
Score 



+ 

4562 

TBLASTX: Maize 

463 

59 



O C VJ . \J . 


46173 






Seq. ID 


OJ990909_03. 0303. Cll 




97921 






Strand 


+ 


Start 


1 






End 


4562 


Name 


OJ990909 03 


.0303. Cll. o4, 


. ts 


Method 


TBLASTX: Soybean 


Start 


271 ' 






End 


667 


w -L 


none 






Score 


131 


F" von c; 


271. .405, 272. .406, 446, 




466. .654 




*—J ~ ^ • 1NU • 


46173 






Seq. . ID 


OJ990909_03. 0303. Cll 


uCUC I'U • 


97921 






Strand 


+ - 


Start 


1 






End- 


4562 


Name 


OJ990909 03, 


.0303*. Cll. o3. 


. tw 


Method 


TBLASTX: Wheat-. 


Start 


1151 






End 


1633 


GI 


none 






Score 


336 


Exons 


1151. .1426, 


1163. .1420, 


1171. 


.1425, 1425. .1595, 1439. .1633, 




1444. .1605 










Seq. No. 


46173 






Seq. ID 


OJ990909__03. 0303. Cll 


Gene No. 


97921 






Strand 


+ 


Start 


1 






End 


4562 


Name 


OJ990909 03, 


.0303. Cll. o3. 


,ts 


Method 


TBLASTX : Soybean 


Start 


1391 






End 


1633 . 


GI 


none 






Score 


288 


Exons 


1391. .1633, 


1393. .1587, 


1397. 


.1627 




Seq. No. 


46173 






Seq. ID 


OJ990909_03. 0303. Cll 


Gene No. 


97921 






Strand 


+ 


Start 


1 






End 


4562 


Name 


OJ990909 03. 


0303. Cll. o5. 


tm 


Method 


TBLASTX: Maize 


Start 


1391 






End 


1636 


GI 


none 






Score 


297 


Exons 


1391. .1636, 


1393. .1602, 


1397. 


.1627 





Seq. No. 46173 Seq. ID 

Gene No. 97921 Strand 

Start 1 End 

Name OJ990909_03 . 0303 . Cll . 08 . tw Method 

Start 1687 End 

GI none ' Score 

Exons 1687. .1866, 1688. .1870 



OJ990909_03. 0303. Cll 
+ 

4562 

TBLASTX: Wheat 

1870 

186 



Seq. No. 46173 Seq. ID OJ990909_03 . 0303 . Cll 

47712 





Gene No. 


97921 








Strand 


+ 






Start 


1 








End 


4562 








Ol7990909 03 

\J\jZJZs\JZs\JZJ \J , 


0303 


fl 1 nR 
. ^ x x • \jo 




Method 


TBLASTX: Maize 






Start 


1709 ~~ 








End 


1959 






GI 


none 








Score 


67 






i_J -A. Ul IO 


1709 1804 


1817 


. . 1867 , 


1819. 


.1887, 1861. .1959, 1863. .1958 




Seq. No. 


- 46173 








Seq. ID 


OJ990909_03.0303 


.Cll 




Gene No. 


97921 








Strand 


+ 






Start 


1 








End 


4562 






Name 


OJ990909 03 


. 0303 


. Cll . 06 


. tw 


Method 


TBLASTX: Wheat 






Start 


1915 ~ 








End 


2397 






GI 


none 








Score 


384 






P von ^ 


1915 2397 


2010 , 


2363 












Seq. No. 


46173 








Seq. ID 


OJ990909_03.0303 


.Cll 




Gene No. 


97921 








Strand 


+ 






Start 


1 








End 


4562 






Name 


OJ990909 03 

\J (J Zf Zf \J Zf \J Z? \J *J i 


, 0303 , 


. Cll . o3 


. tm 


Method 


TBLASTX : Maize 






Start 


1984 _ 








End 


2451 






GI 


none 








Score 


402 










2059 


2181 

1 • c* X O X / 


<C X _7 VJ . 


.2420 








Seq. No. 


46173 








Seq. ID 


OJ990909_03.0303 


.Cll 


1 S3 1 - 


Gene No.. 


97921 








Strand 


+ - 




Jt:3J.. 


Start 


1 








End 


4 562 




rlf 


Name 


OJ990 90 9 03 

\J\JZ/Z?\JZJ\JZ? U J 1 


0303 
i \j ~j \j j 1 


.Cll . o2 




Method 


TBLASTX: Cress 






Qf art" 
0 u a. J. u 


2062 _ 








End 


2364 




L.J 


GI 


none 








Score 


178 




Lit 

i 3 


uAUllO 


2062 2364 
















Seq. No. 


46173 








Seq. ID 


OJ990909J)3.0303 


.Cll 


S 


Gene No. 


97921 








Strand 


+ 






Start 


1 








End 


4 562 




I J 


Name 


OJ990909 03 

\j\Jz>z?\Jz>\J^ u J 1 


0303 
. \j j u j < 


, Cll . o2 




Method 


TBLASTX : Soybean 








2374 ~~ 








End 


2733 




ki 


GI 


none 








Score 


341 




V™ 


F.xnn s 


2374 2733 


2493 . 


,.2720 










^ -5 


Seq. No. 


46173 








Seq. ID 


OJ990909_03.0303 


.Cll 


.■a? 


Gene No. 


97921 








Strand 


+ 






Start 


1 








FnH 


4 562 






Name 


OJ990909 03 


0303 . 


Cll . o7 


.'tw 


Method 


TBLASTX: Wheat 






Start 


244 6 ~ 








End 


2847 






GI 


none 








Score 


311 






ill tw* 1 IO 


244 6 2847 


24 93 . 


.2846 












Seq. No. 


4 6173 








Seq. ID 


OJ990909_03.0303 


.Cll 




Gene No. 


97921 








Strand 


+ 






u Lai. L. 


1 








End 


4562 






Vi Gil LLC 


0,7990909 03 

\J\JZ?Z?\JZS\JZs U J • 


0303 




• L.1U 


Method 


TBLASTX: Maize 






Start 


2494 








End 


2997 






GI 


none 








Score 


414 






Exons 


2494 . .2997, 


2535. 


.2915 












Seq. No. 


46173 








Seq. ID 


OJ990909_03.0303 


.Cll 




Gene No. 


97921 








Strand 


+ 





47713 



Start 1 

Name OJ990909_03 . 0303 . Cll . ol . ts 

Start 2757 

GI none 

Exons 2757.. 3014, 2758.. 3012 

Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . ol . tw 

Start 2934 

GI none 

Exons 2934.. 3359, 2934.. 3359, 2935. 

Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . o5 . ts 

Start 3019 

GI none 

Exons 3019.. 3123, 3033.. 3131, 3127. 

Seq. No. 46173 

Gene No. 97921 

Start 1 

Name " OJ990909J33 . 0303 . Cll . o9 . tm . 

Start • 3139 

GI none 

Exons 3139.. 3309, 3141.. 3314 

Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . CI 1 . ol . tc 

Start 3310 

GI none 

Exons 3310. .3675,. 3382. .3672, 3450. 

Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . ol . tm 

Start 3394 

GI none 

Exons 3394.. 3738, 3397.. 3735, 3404. 

Seq.' No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . o5 . tw 

Start 3487 

GI none 

Exons 3487.. 3846, 3492.:3836 

Seq. No. 46173 

Gene No. 97921 

Start 1 



End 4562 

Method TBLASTX : Soybean 

End 3014 

Score 349 



Seq. ID OJ990909JD3. 0303. Cll 

Strand + 

End 4562 

Method TBLASTX: Wheat 

End 3360 

Score 369 
.3360, 2935. .3360 

Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4 562 

Method TBLASTX : Soybean 

End 3218 

Score 161 
.3213, 3129. .3218 

Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4 562 " 

Method TBLASTX : Mai ze 

End 3314 

Score 212 



Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4562 

Method TBLASTX : Cress 

End 3675 

Score 456 
.3674 

Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4562 

Method TBLASTX : Mai ze 

End 37 42 

Score 521 



.3742, 3426. .3737. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990909_03. 0303. Cll 
+ 

4562 

TBLASTX: Wheat 

3846 

417 



OJ990909_03. 0303. Cll 
+ 

4562 



47714 



Name OJ990909_03 . 0303'. Cll . 06 . ts 

Start 3541 

GI none 

Exons 3541.. 3615, 3556.. 3621, 3627. 

Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . olO . tm 

Start 3745 

GI none 

Exons 3745.. 3918, 3948.. 4037 



Method TBLASTX : Soybean 

End 3810 

Score 83 
.3683, 3628.. 3810 

Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4 562 

Method TBLASTX : Mai ze 

End 4037 

Score 157 



Seq. No. 46173 

Gene No. 97921 

Start 1 

Name • OJ990909JD3 . 0303 . Cll . o4 . tw 

Start 3877 

GI none 
Exons 



Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4562 

Method TBLASTX : Wheat 

End 4274 • 

Score 60 



3877.. 3921, 3878.-3928, 3879.. 3938, 3916.. 4017, 3920.. 4186, 
3920.. 4264, 3921.. 4274 



Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . o4 . tm 

Start 4041 

GI none 
Exons 



Seq. ID OJ990909_03. 0303. Cll 

' Strand + 

End 4562 

Method TBLASTX: Maize 

End 4315 

Score 34 3 



4041. .4313, 4043. .4315, 4075. .4314 



Seq. No. 46173 

Gene No. 97921 

Start 1 

Name OJ990909_03 . 0303 . Cll . o7 . tm 

Start 4317 

GI none 
Exons 



Seq. ID OJ990909_03. 0303. Cll 

Strand + 

End 4562 

Method TBLASTX : Mai ze 

End 4556 

Score 225 



4317. .4505, 4319;. 4438, 4321. .4479, 4353. .4493, 4518. .4556 



Seq. No. 46174 

Gene No. 97922 

Start 1 

Name OJ990909_03 . 0303 . C12 . ol . np 

Start 1 

GI 3810596 

Exons 1..298, 394.. 1197 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990909_03.0303.C12 

Strand + 

End 11232 

Method AAT/NAP 

End 1197 

Score ■ 599 



Seq. No. 46174 

Gene No. 97922 

Start 1 

Name OJ990909_03 . 0303 . C12 . ol . gs 

Start 720 

GI none 
Exons 



Seq. ID OJ990909_03.0303.C12 

Strand + 

End 11232 

Method GENSCAN 

End 7409 

Score .56 



720. .1330, 1471. .1602, 3718. .3786, 3869. .4296, 5041. .5159, 
5242. .5901, 6008. .6085, 6171. .6260, 6563. .6700, 7401. .7409 



47715 



Seq. No. 46174 Seq. ID 

Gene No. 97 922 Strand 

Start 1 End 

Name OJ990909_03 . 0303 . C12 . ol . gp Method 

Start 3875 End 

GI 27635_1.R1084 Score 

Exons 387S..4296 

GI Descrip. 1 1737492 1.0e-46 (U81318) poly (A) -binding protein [Triticum 
aestivum] 1 



OJ990909_03.0303.C12 
+ 

11232 
AAT/GAP 
4296 
811 



Seq. No. 46174 

Gene No. 97922 

Start 1 

Name OJ990909_03 . 0303 . C12 . o2 . np 

Start 4041 

GI 7439967 

Exons 4041. .4296, 
6563. .6700, 

GI Descrip. 



5041. .5159, 5242. 



Seq. ID OJ990909_03.0303.C12 

Strand + 

End 11232 

Method AAT/NAP 

End 11022 

Score 2363 

.5901, 6008.. 6085, 6171.. 6260, 



10207. .10377, 10479. . 10685, 10780. .11022 
polyadenylate-binding protein - wheat gi | 17374 92 | gb | AAB38974 . 1 | 
(U81318) poly (A) -binding protein [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46174 Seq. ID 

97922 Strand 

1 End 
OJ990909_03 . 0303 . C12 . o2 . gp Method 

5276 End 

23869JL.R1084 Score ■ 
5276. .5876 

* 1737492 2.0e-74 (U81318) poly (A) -binding protein [Triticum 
aestivum] ' 



OJ990909_03.0303.C12 
+ 

11232 
AAT/GAP 
5876 
1160 



46174 Seq. ID 

97922 Strand 

1 End 

OJ990909_03 . 0303 . C12 . o3 . gp Method 

10230 End 

1498 1.R1084 Score 



OJ990909_03.0303.C12 
+ 

11232 
AAT/GAP 
11232 
1520 



10230. .10377, 10479. .10685, 10780. .11232 

'1737492 3.0e-59 (U81318) poly (A) -binding protein [Triticum 
aestivum] 1 



46174 
97922 
1 

OJ990909_03. 030*3. C12 .o3.gs 

10243 

none 



Seq. ID OJ990909 03.0303.C12 



Strand 
End 

Method 

End 

Score 



+ 

11232 
GENSCAN 
11022 
.86 



1024 3. .10377, 104 79. .10685, 10780. .11022 



46174 
97923 
12220 

OJ990909_03. 0303.C12.o4 .gs 

12220 
none 



Seq. ID OJ990909_03. 0303.C12 



Strand 
End 

Method 

End 

Score 



+ 

15576 
GENSCAN 
15576 
.58 



12220. .12280, 13834 1397 9, 1404 9 .. 14292 , 15509.. 15576 



47716 




Seq. No. 


46174 




Seq. ID 


OJ990909 03 0303 


. C12 


Gene No. 


97924 




Strand 


+ -~ 




Start 


18544 




End 


18879 




Name 


OJ990909 03.0303.C12.o3 


.np 


Method 


AAT/NAP 




Start 


18544 




End 


18879 




GI 


6815052 




Score 


244 




Exons 


18544 . . 18724, 18806. . 18 


879 








GI Descrip. 


■ (AP001080) hypothetical 


protein [Oryza 


sat iva ] 




Seq. No. 


46174 




Seq. ID 


OJ990909_03.0303 


.C12 


Gene No. 


97925 




Strand 






Start 


8967 




End 


9798 




Name 


OJ990909 03.0303.C12.o2 


.gs 


Method 


GENSCAN 




Start 


8967 




End 


9798 




GI 


none 




Score 


.44 




Exons 


8967. . 9214, 9235. . 9389, 


9467. 


.9635, 9765.. 9798 




Seq. No. 


46174 




•Sec?. ID 


OJ990909_03.0303 


.C12 


Gene No. 


97926 




' Strand 






Start 


16737 




End 


17265 




Name 


OJ990909 03.0303.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


76 




End 


387 




GI 


none 




Score 


206 




Exons 


76. .258, 79. .246, 87. .251, 241. .387, 294. .386 




Seq. No. 


46174 




Seq. ID 


OJ990909_03.0303 


.C12 


Gene No. 


97926 




Strand 






Start * 


16737 




End 


17265 




Name 


OJ990909 03.0303.C12.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


100 




End 


393 




GI 


none 




Score 


298 




Exons 


100. .393, 103. .393 










Seq. No. 


46174 




Seq. ID 


OJ990909_03.0303, 


.C12 


Gene No. 


97926 




Strand 






Start 


16737 




End 


17265 




Name 


OJ990909 03.0303.C12.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


154 




End 


393 




GI 


none 




Score 


186 




Exons 


154. .393, 159. .386 










Seq. No. 


46174 




Seq. ID 


OJ990909_03.0303, 


,C12 


Gene No. 


97926 




Strand 






Start 


16737 




End 


17265 




Name 


OJ990909 03.0303.C12.o4, 


■ tm 


Method 


TBLASTX: Maize 




Start 


390 




End 


551 




GI . 


none . 




Score 


220 




Exons 


390. .551, 404. .541, 411. 


. .551 








Seq. No*. 


46174 




Seq. ID 


OJ990909_03.0303. 


C12 


Gene No. 


97926 




Strand 






Start 


16737 




End 


17265 




Name 


OJ990909 03.0303.C12.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


555 . 




End 


1216 




GI 


none 




Score 


381 




Exons 


555. .998, 569. .610, 698, 


. .961, 


984. .1214, 1031. .1216, 1087. .1215 



47717 



Seq. No. 46174 Seq. ID 

Gene No. 97926 Strand 

Start 16737 End 

Name OJ990909_03 . 0303 . C12 . o3 . tw Method 

Start 663 End 

GI none Score 

Exons 663.. 1073, 698.. 1072 



OJ990909_03.0303.C12 
17265 

TBLASTX: Wheat 

1073 ■ 

350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46174 

97926 

16737 

OJ990 

4133 

none 

4133. 

5040. 

5497. 

5773. 

6008. 

10203 

10754 



909 03.0303.C12.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_03.0303.C12 
17265 

TBLASTX: Cress 

10947 

193 



.4294, 4140. .4295, 4140. .4244, 5036. .5158, 5040. .5159, 

.5159, 5239. .5853, 5239. .5469, 5239. .5721, 5241. .5723, 

.5772, 5500. .5745, 5505. .5726, 5611. .5682, 5642. .5743, 

.5850, 5809. .5844, 5848. .5904, 6005. .6091, 6007. .6084, 

.6097, 6180. .6260, 6186. .6248, 6560. .6700, 6568.-6684, 
..10289, 10204. .10392, 10207 .. 10290, 10587 .. 10682 , 
..10942, 10780. .10947, 10830. .10946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46174 
97926 
16737 

OJ990909_03. 

4133 

none 

4133. .4294, 
5239. .5853, 
5505. .5726, 
5833. .5910, 
6171. . 6260, 
6659. .6700, 
10550. .10681 
10780. .10974 



0303.C12.ol.tm 



4140. . 
5239. . 
5511. . 
5848. . 
6177. . 
10206. 



4295, 
5472, 
5714, 
5904, 
6245, 
.1032 



10554. 
10780. 



,10 
,10 



Seq. ID OJ990909_03.0303.C12 
Strand 

End 17265 
Method TBLASTX: Maize 
End 11034 
Score 193 
4140. .4298, 5036. .5155, 5040. .5159, 
5241.. 5723, 5500.. 5745, 5500.. 5772, 
5611. .5703, 5645. .5770, 5825. .5842, 
6001.. 6096, 6002.. 6091, 6005.. 6097, 
6181. .6264, 6554. .6592, 6593. .6628, 
8, 10207. .10290, 10542 .. 10688 , 
685, 10778. . 10963, 10778 .. 10960 , 
962, 10948.. 11034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46174 

97926 

16737 

OJ990 

4133 

none 

4133. 

5239. 

5505. 

5848. 

6180. 

10210 

10474 

10780 



909 03.0303.C12.ol.ts 



4288, 4140.. 4295, 5036 
5718, 5239.. 5469, 5241 
5726, 5611.. 5682, 5642 
5895, 6001.. 6084, 6005 
6254, 6556.. 6684, 6556 
.10290, 10348. .10383, 
.10509, 10557. .10622, 
.10968, 10957. .11025, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 03.0303.C12 



17265 

TBLASTX: Soybean 
11025 
193 

5158, 5040. .5159, 5239.-5853, ■ 
..5723, 5500. .5778, 5500. .5772, 
..5773, 5791. .5847, 5833. .5904, 
..6088, 6008. .6088, 6180. .6260, 
. .6684, "6560. .6700, 10209. .10328, 
10348. . 10380, 10450. .10491, 
10626. . 10682, 10780 .. 10968 , 
10957. .11022 



Seq. No. 46174 Seq. ID 

Gene No. 97926 Strand 

Start 16737 End 

Name OJ990909_03 . 0303 . C12 . o5 . tw Method 

Start 4157 End 



OJ990909_03.0303.C12 
17265 

TBLASTX: Wheat 
5160 



47718 



GI 


none 








Score 


221 


■LJ •#% v> 1 1 O 


4157 4294 


4158 , 


4295 


4 158 . 


.4298, 4210. .4299, 5031. .5159, 




5033 5155 


504 0 , 


5159, 


5101 . 


.5160 




Sea No 


4 6174 








Seq. ID 


OJ990909_03.0303.C12 


Gene No. 


97926 








Strand 




Start 


16737 








End 


17265 


Name 


OJ990909 03 


0303 . 


. C12 . ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


5241 ~~ 








End 


6088 


GI 


none 








Score 


129 


_J 1 1 


5241 5480 


5242 . 


, .5472, 


54 90 . 


.5726, 5491.. 5853, 5500.. 5577, 




5501 5836 


5773 . 


5853 


5833 . 


.5889, 5848. .5904, 6008. .6088 


Qpn NO 


46174 








Seq. ID 


OJ990909_03.0303.C12 




97926 








Strand 




Start 


16737 








End 


17265 


Name 


OJ990909 03. 


0303. 


,C12.o6 


. tw 


Method 


TBLASTX: Wheat 


Start 


6159 








End 


10383 


GI 


none 








Score 


120 


TTy on S 


6159. .6260, 


6171. 


.6260, 


6190 . 


.6297, 6560.. 6625, 6562.. 6642, 




6646. . 6678, 


6659. 




6677 


.6700, 10206. .10382, 10206.. 10: 




10207. .10383 










i_> G ■ livj • 


46174 








Seq. ID 


OJ990909_03.0303.C12 


Gene No. 


97926 








Strand 




Start 


16737 








End 


17265 


Name 


OJ990909 03. 


0303. 


C12.o2, 


. tw 


Method 


TBLASTX: Wheat 


Start 


10577 








End 


11019 


GI 


none 








Score 


117 


F.vnns 

1—1 V*/ 1 1 tj) 


10577. .10681, 10578. .10688, 10632 .. 10688 , 10778 .. 10957, 




10780. .11019, 107 


'80. .11019 






Seq. No. 


46174 








Seq. ID 


OJ990909_03.0303.C12 


Gene No. 


97926 








Strand 




Start 


16737 








End 


17265 


Name 


OJ990909 03. 


0303. 


C12.o5. 




Method 


GENSCAN 


Start 


16737 








End 


17265 


GI 


none 








Score 


.53 


Exons 


16737. .17054 


, 17059.. 17265 






Seq. No. 


46175 








Seq. ID 


OJ990909_03.0303.C15 


Gene No. 


97927 








Strand . 


+ 


Start 


4962 








End 


5464 


Name 


OJ990909 03. 


0303. 


CIS.ol. 


,gs 


Method 


GENSCAN 


Start 


4962 








End 


5464 


GI 


none 








Score 


. 91 




4962. .5093, ' 


5186. 


.5268, 


5313. 


.5464 




kj \^ vj . nu • 


46175 








"Seq. ID 


OJ990909_03.0303.C15 


Gene No. 


97928 








Strand 




Start 


4858 








End 


7001 


Name 


OJ990909 03. 


0303. 


CIS.ol. 


np 


Method 


AAT/NAP 


Start 


4858 








End 


6410 


GI 


7363272 








Score 


462 


Exons 


4858. .4996, 


5044. 


.5614, 


6343. , 


.6410 




GI Descrip. 


(AP001552) hypothetical 


protein [Oryza 


sativa] 



47719 






Seq. No. 


46175 


Seq. ID 


OJ990909_03.0303 


.C15 




Gene No. 


97928 


Strand 








Start 


4858 


End 


7001 






Name 


OJ990909 03 0303 CIS o2 as 


Method 


GENSCAN 






• Start 


5753 ~~ 


End 


7001 






GI 


none 


Score 


. 87 






<U **■ V-^ i 4 o 


5753 5877. 6284 6460. 6870 


. . 7001 








Seq. No. 


46176 


Seq. ID 


OJ990909__03.0303 


.C17 




Gene No. 


97929 


Strand 








Start 


954 


End 


1337 






Name 


OJ990909 03 0303 C17 o2 tw 


Method 


TBLASTX - Wheat 






Start 


954 ~~ 


End 


1337 






GI 


none 


Score 


147 






Exons 


954. .1322, 976. .1323, 1140.. 


1337 








Seq. No. 


46176 


Seq. ID 


OJ990909_03.0303. 


.C17 




Gene No. 


97930 


Strand 








Start 


1621 


End 


1986 






Name 


OJ990909 03.0303.C17 ol.ts 


Method 


TBLASTX * Sovbean 






Start 


1621 ~~ 


End 


1971 






GI 


none 


Score 


160 






Exons 


1621 .. 1677. 1771 .. 1971 










Seq. No. 


46176 


Seq. ID 


OJ990909_03.0303. 


.G17 




Gene No. 


97930 


Strand 






Lis 


Start 


1621 


End 


1986 




lit 


Name 


OJ990909 03 0303 C17 ol tw 


Mpt hod 


TBLASTX • Wheat 




SiZS. 


Start 


1701 ~ 


End 


1984 




car 


GI 


none 


Score 


213 




UJ 

W 


Exons 


1701. 1982. 1705 1983. 1712 


1984 






= : : 

i y 


Seq. No. 


46176 


Seq. ID 


OJ990909_03.0303. 


,C17 


3- 


Gene No. 


97930 


Strand 






l .j 


Start 


1621 


End 


1986 




~H 


Name 


OJ990909 03 0303 C17 ol tm 


Mp1~ h nd 


TBLASTX • Mai ze 






Start 


-- 1744 ~~ ' ' 


End 


1986 






GI 


none 


Score 


89 






Exons 


1744. .1986, 1757.. 1903 










Sea. No 


"46177 


Seq. ID 


OJ990809 01 0303 


, C3 




Gene No. 


97931 


Strand 


+ " 






Start 


2605 


End 


3444 ' •' ' 






Name 


OJ990809 01.0303.C3.ol.gp 


Method 


AAT/GAP 






Start 


2605 


End 


3444 






GI 


uC-osflcypl58dl2bl 


Score 


647 






Exons 


2605. .2752, 3082. .3138, 3271 


...3444 








GI Descrip. 


* 4 680178/gb|AF111709. 1 IAF111709 5'r0e-81 


. Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 





retrotransposon, 


complete 


sequences ; 


and unknown genes 1 


Seq. No. 


46177 




Seq. ID 


OJ990809_01. 0303 


Gene No. 


97 932 




Strand 




Start ■■" 


3440 




End 


4470 


Name 


OJ990809 01.0303, 


.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


3440 




End 


4413 


GI 


none 




Score 


336 



47720 




Exons 


3440 3937. 3589 


3720. 3763 


.3891, 4031. . 4174, 4111. .4173 




4170 . . 4406, 4171 . 


.4413 






Seq. No. 


46177 




Seq. ID 


OJ990809_01.0303.C3 


Gene No. 


97932 




Strand 




Start 


3440 




End 


4470 


Name 


OJ990809 01 0303 


C3 ol tc 


Method 


TBLASTX • Cress 


Start 


3464 ~~ 




End 


3904 


GI 


none 




Score 


57 


Exons 


3464 . .3529, 3560. 


. 3904 , 3595 . 


. 3903 




Seq. No. 


46177 




Seq. ID 


OJ990809_01.0303.C3 


Gene No. 


97932 




Strand 




Start 


3440 




End 


4470 


Name 


OJ990809 01 0303 


C3 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


3560 ~~ 




End 


4209 


GI 


none 




Score 


302 


Exons 


3560. .3976, 3595. 


.3903, 3950 . 


4081, 41 


80 4209 


Seq. No. 


46177 ' 




Seq. ID 


OJ990809_01.0303.C3 


Gene No. 


97932 




Strand 




Start 


3440 




End 


4470 


Name 


OJ990809 01 0303 


03 ol tw 


Mpf hod 


TRLASTX • Wheat 


Start 


4170 _ 




End 


4470 


GI 


none 




Score 


260 


P, von s 

J—J K^s 1 1 O 


4170 4409 4171 


. 4470 






Sea No 


4 6178 




Seq. ID 


OJ990809 01 . 0303. C4 


Gene No . 


97933 




Strand 


+ ~ 


Start 


1095 




End 


1167 


Name 


OJ990809 01.0303. 


C4 .ol.gp 


Method 


AAT/GAP 


Start 


1095 




End 


1167 


GI 


1631463 




Score 


81 


Exons 


1095. .1167 








QT Dpsrri n 

_L- !_/ ^ O w J- -J- ■ 


4 680178/gb|AF111709. 1 IAF111709 5.0e-81 


Oryza sativa subsp. 




indica Retrosat 1 


retrotransposon and 


Ty3-Gypsy type Retro: 




retrotransposon, 


complete sequences; and unknown genes 


Seq. No. 


46179 




Seq. ID 


OJ990809_01.0303.C5 


Qene No . 


97934 




Strand 


+ 


Start 


1 




End 


224 


Name 


OJ990809 01.0303. 


C5.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


224 


GI 


101595 1.R1084 




Score 


155 


Exons 


1..34, 150. .224 










'3047066 3.0e-15 


(AF058825) contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 


Seq. No. 


46179 




Seq. ID 


OJ990809_01.0303.C5 


Gene No. 


97935 




Strand 




Start 


165 




End 


439 


Name 


OJ990809 01.0303. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


165 




End 


439 


GI 


none 




Score 


391 


Exons 


165. .437, 166. .43 


8, 167. .439, 


' 167. .439 




Seq. No. 


46179 




Seq. ID 


OJ990809_01.0303.C5 



47721 




Gene No. 


97936 






Strand 






Start 


483 






End 


887 




Name 


OJ990809 01. 0303. C5. 


ol . 


ts 


Method 


TBLASTX * Sovbean 




Start 


483 ~ 






End 


863 




GI 


none 






Score ■ 


80 




Exons 


483. . 632, 615 . .863 












Seq. No. 


46179 . 






Seq. ID 


OJ990809_01.0303. 


C5 


Gene No. 


97936 






Strand 






Start 


483 






End 


887 




Name 


OJ990809 01. 0303. C5 . 


ol . 


tw 


Method 


TBLASTX * Wheat 




Start 


728 ~~ 






End 


887 




GI 


none 






Score 


242 




Exons 


728 . . 886, 729. . 887 












Seq. No. 


46180 






Seq. ID 


OJ990809_01.0303. 


C20 


Gene No. 


97939 






Strand 






Start 


275 






End 


733 




Name 


OJ990809 01.0303.C20 


. ol 


. ts 


Mpf hnti 


TBLASTX * Sovhpan 




Start 


275 ~ 






End ■ 


706 




GI 


none 






S core 


282 




Exons 


: 275 . . 316, 344 . .706 












Seq. No. 


46180 






Seq. ID 


OJ990809_01.0303. 


C20 


Gene No. 


97939 






Strand 






Start 


275 






End 


733 




Name 


OJ990809 01.0303.C20 


. o2 


. tm 


Met hod 


TBLASTX * Maize 




Start 


284 ~ 






End 


7 33 




GI 


none 






Score 


121 




Exons 


284 . .316, 350 . .403, 


444 


. . 728, 


446 . .733 






Seq. No. 


46180 






Seq. ID 


OJ990809_01.0303. 


C20 


Gene No. 


97940 






Strand 






Start 


857 






End 


1198 




Name 


OJ990809 01 0303 C20 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


857 ~~ 






End 


1198 




GI 


none 






Score 


125 




Exons 


857 1003. 861* 1004 


,. 1043.. 1189, 1082 


. . 1198, 1140. .1196 


Seq. No. 


46181 






Seq. ID 


OJ990809_01.0303. 


C56 


Gene No. 


97 951 






Strand 






Start 


1 






End 


585 




Name 


OJ990809 01 0303 C5 6 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 ~~ 






End 


253 




GI 


none 






Score 


275 




E von *=? 


1 252 2 253 












Sea No 


46182 






Seq. ID 


OJ990809_01.0303. 


C57 


Gene No. 


97954 • 






Strand 






Start 


1885 






End 


2082 




Name 


OJ990809 01.0303.C57 


.ol 


• gp 


Method 


AAT/GAP 




Start 


1885 






End 


2082 




GI 


5667165 






Score 


322 




Exons 


1885. .2082 ■ 












GI Descrip. 


"5670155/gb|AF161269. 


1IAF161269 4.0e-86 


Oryza sativa subsp. 



japonica BAC clone 34K24, complete sequence 



47722 



Seq. No. 46183 Seq. ID OJ990809_01 . 0303 . C58 

Gene No. 97 955 Strand 

Start 6601 End 6965 

Name OJ990809_01 . 0303 . C58 . ol . gp Method AAT/GAP 

Start 6601 End 6965 

GI LIB3434-043-P1-K1-D5 Score 467 

Exons 6601.. 6965 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. .46183 Seq. ID 

Gene No. 97 95 6 Strand 

Start 7 64 6 End 

Name OJ990809_01 . 0303 . C58 . ol . tm Method 

Start 4073 End 

GI none Score 

Exons 4073.. 4387, 4111.. 4386, 4501.. 4620 



OJ990809_01.0303.C5* 
8140 

TBLASTX: Maize 

4620 

251 



Seq. No. 46183 Seq. ID OJ990809_01. 0303 . C58 

Gene No. " 97956 Strand 

Start 7646 End 8140 

Name OJ990809_01 . 0303 . C58 . o2 . gp Method AAT/GAP 

Start 7646 End 8140 

GI 63917_1.R1084 Score 941 

Exons ' 7646.-. 8140 

GI Descrip. ' 4521193/dbj | AB0134 50 . 1 | AB0134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 46183 

Gene No. 97957 

Start 8771 

Name OJ990809_01 . 0303 . C58 . ol . ts 

Start 8771 

GI none 

Exons 8771.. 8845, 8879. .9235, 9018.. 9233 



Seq. ID OJ990809_01.0303.C5S 



Strand 
End 

Method 
End 
Score 



9262 

TBLASTX : Soybean 

9235 

80 



Seq. No. 46183 

Gene No. 97957 

Start 8771 

Name OJ990809_01 . 0303 . C58 . o2 . tm 

Start 8801 

GI none 
Exons 



Seq. ID OJ990809_01.0303.C5J 
Strand 
End 

Method 
End 
Score 



9262 

TBLASTX: Maize 

9262 

130 



8801. .8845, 8879. .8935, 8942. .9262, 8964. .9251 



Seq. No. 


46183 






Gene- No. 


97958 






Start 


9386 






Name 


OJ990809 01, 


.0303 


.C58.o3 


Start 


9386 






GI 


none 






Exons 


9386. .9544, 


9387 


. . 9524, 


Seq. No. 


46184 






Gene No. 


97959 






Start 


21318 






Name 


OJ990809 01, 


.0303 


.C59.ol 


Start 


1030 







Seq. ID OJ990809_01.0303.C58 
Strand 

; End . . 9728 

.tm Method TBLASTX : Maize 

End 9728.. 

Score 89 
9575. .9676, 9576. .9674, 9672. .9728 

..Seq. ID OJ990809_01-.0303.C59 

Strand .+ 

End 21421 

.ts Method TBLASTX : Soybean 

End 15243 



47723 





GI 


none 


Score 


234 

C. J *± 






Exons 


1030. .14.01, 14778. .14852, 14935. .15243 








Qpn No 


46184 


Seq. ID 




• ^ «J _7 




Gene No. 


97959 


Strand 


+ ~ 






Start 


21318 


End 


21421 






Name 


OJ990809 01-0303. C59.o3.tm 


Method 








Start 


1048 


End 








GI 


none 


Score 


114 






Fynn q 


1048. .1098, 1142. .1417, 1144. 


.1437, 14 


ROR 1 4 fl 

\J \J \J • . J. U -J , It ^ J J 


1 S?7Q 






15029. .15256 










Sea No 


46184 


Seq. ID 


OJ990809_01.0303 


. C59 




Gene No. 


97959 


Strand 


+ 






Start 


21318 


End 


21421 






Name 


OJ990809 01. 0303.C59.o2.tm 


Method 


TBLASTX: Maize 






Start 


1555 


End 


15690 






GI 


none 


Score 


103 






P. von 


1555. .1701, 1559. .1702, 1741. 


.1842, 1838. .1894, 15397.. 


JL *J -J *J f 






154 01. . 1554 4, 155 98. .15690 










Sea No 


46184 


Seq. ID 


OJ990809_01.0303 






Gene No. 


97959 


Strand 


+ 






Start 


21318 


End 


21421 




i ~5 


Name 


OJ990809 01.0303.C59.ol.tm 


Method 


TBLASTX: Maize 






Start 


9322 


End 


11510 




GI 


none 


Score 


99 




fll 




9322.. 9486, 9495.. 9605, 9496. 


.9726, 9772. .9858, 11093.. 




~-~ 




11234. .11437, 11235. .11441, 11457. .11510 






Seq. No. 


46184 


Seq. ID 


OJ990809_01.0303 


.C59 




Gene No. 


97959 


Strand 


+ 






Start 


21318 


End 


21421 






Name 


OJ990809 01.0303.C59.ol.tw 


Method 


TBLASTX: Wheat 






Start 


9547 


End 


11395 






GI 


none 


Score 


131 




; : 
i 


F.xon <z 

-L-> ^rv 1 1 O 


9547.. 9684, 9790.. 9864, 10991 


..11203, : 


L1258. .11395 






Sea ■ No 


46184 


Seq. ID 


OJ990809_01.0303 


. \^ o y 






97959 


Strand 


+ 






Start 


21318 


End 


21421 






Name 


OJ990809 01.0303.C59.o2.gp 


Method 


AAT/GAP 






Start 


'21318 


End 


21421 






GI 


956 1.R1084 


Score 


185 






F.xon ^ 

l_j v> llo 


21318. .21421 










vj -i- i-j \z, \j x. jl yj . 


l 5815410/gb|AAD52659.1|AF177392 1 0.0e+00 (AF177392) blast and 






wounding induced mitogen-activated protein kinase [Oryz; 








sativa] 1 










Seq. No. 


46185 


Seq. ID 


OJ990809_01.0303 


.C62 




Gene No . 


97960 


Strand 








Start 


1814 


End 


2940 






Name 


OJ990809 01.0303.C62.o2.tc 


Method 


TBLASTX: Cress 






Start 


1814 


End 


2212 






GI 


none 


Score 


72 






Exons 


1814. .2011, 1814. .2068, 2064.. 


.2210, 2069.. 2212 





47724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46185 
97960 
1814 

OJ990809_01.0303.C62.ol.tm 

1865 

none 

1865. .2275, 
2522'. .2641, 



46185 
97960 
1814 

OJ990809_01, 

1995 

none 

1995. .2228, 



1866. .1931, 1868. 
2562. .2729, 2820. 



Seq. ID OJ990809_01.0303.C62 
Strand 

End 2940 
Method TBLASTX : Mai ze 
End 2940 
Score 61 

.2287, 2333.-2728, 2409.. 2534, 
.2939, 2821.. 2940 



46185 
97960 
1814 

OJ990809_01. 

2069 

none 

2069. .2317, 

46185 
97960 
1814- 

OJ990809_01. 

2366 

none 

2366. .2725, 



0303.C62.ol.tw 
1995. .2123, 1997, 

0303.C62.ol. ts 
2070.. 2231, 2366. 

0303.C62.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2260, 1997. .2227 



OJ990809_01.0303.C62 
2940 

TBLASTX: Wheat 
2260 
315 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2722 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990809_01.0303.C62 
2940 

TBLASTX : Soybean 

2722 

69 



OJ990809_01.0303.C62 
2940 

TBLASTX: Cress 

2915 

43 



2478. .2570, 2619. .2711, 2781. .2915 



46186 Seq. ID 

97961 Strand 

4 4 . End 
OJ990809_01.0303.C63.ol.gp Method 

4 4 End 

4714647 Score 
44. .704 



Seq. No. 46187 Seq. ID 

Gene No. 97 962' ' Strand 

Start 4 92 End 

Name OJ990809_01 . 0303 . C64 . ol . gp Method 

Start 4 92 End 

GI none Score 

Exons 492. .1046 

Seq. No. 46187 Seq. ID 

Gene No. 97963 Strand 

Start 1823 End 

•Name OJ990809_01 . 0303 . C64 . o2 . gp Method 

Start 1823 End 

GI *" none Score 

Exons 1823.. 2331 



OJ990809_01.0303.C63 
+ 

704 

AAT/GAP 

704 

1143 



OJ990809_01.0303.C64 
+ 

1046 
AAT/GAP 
1046 
997 



OJ990809_01.0303.C64 

2331 
AAT/GAP 
2331 
959 



47725 




Seq. No. 


46188 






Seq. ID 


OJ990809_01. 0303.C67 


Gene No. 


97964 






Strand 




Start 


416 






End 


1121 


Name 


OJ990809 01.0303. 


C67.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


57.8 






•End 


1121 


GI 


none 






Score 


296 


Exons 


578. .694, 582. .926, 740 


. . 880, 


915. .1121, 996. .1103 


Sea. No. 


46189 






Seq. ID 


OJ990809_01.0303.C68 


Gene No. 


97965 






Strand 


+ 


Start 


6818 






End 


8243 


Name 


OJ990809 01.0303. 


C68.0I 


.gp 


Method 


AAT/GAP 


Start 


6818 






End 


8243 


GI 


uC-osrocyp012bllbl 




Score 


918 


Exons 


6818. .6938, 7143. 


.7242, 


7472. 


.7689, 8190.. 8243 


GI Descrip. 


M102839 8.0e-32 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Sea. No. 


46189 






Seq. ID 


OJ990809_01.0303.C68 


Gene No. 


97966 






Strand 


+' 


Start 


8471 






End 


9021 


Name 


OJ990809 01.0303. 


C68.o2 


• gp 


Method 


AAT/GAP 


Start 


8471 






End 


9021 


GI 


LIB3432-028-P1-K1 


-G9 




Score 


877 


F, x n n s 


8471. .8728, 8819. 


.9021 








GI .Descrip. 


'432'2327/gb|AAD16016| 1 


Oe-33 


(AF080545) peptide transporter 




[Nepenthes alata] 


i 








Sea No 


46189 






Seq. ID 


OJ990809_01.0303.C68 


Gene No . 


97967 






Strand 


+ 


Start 


10658 






End 


10763 


Name 


OJ990809 01.0303. 


C68.o4 


gp 


Method 


AAT/GAP 


Start 


10658 






End 


10763 


GI 


5816518 






Score 


155 


Exons 


10658. .10763 










GI Descrip. 


4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence 


to Pib 


gene 






Seq. No. 


46189 






Seq. ID 


OJ990809_01.0303.C68 


Gene No 


97968 






Strand 




Start 


9334 






End 


9724 


Name 


OJ990809 01.0303. 


C68.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


7134 






End 


9625 


GI 


none 






Score 


107' 


Exons 


7134. .7250, 7468. 


.7662, 


7470. 


.7661, 8246. .8500, 8247. .8723, 




8555.. 8599, 8850. 


. 9110, 


8882. 


.8947, 8999. .9109, 9271. .9333, 




9275.. 9331, 9346. 


.9528, 


9348. 


9554, 9519.. 9617, 9533.. 9625 


Seq. No. 


46189 






Seq. ID 


OJ990809_01.0303.C68 


Gene No. 


97968 






Strand 




Start 


9334 






End 


9724 


Name 


OJ990809 01.0303. 


C68.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7140 






End 


7614 


GI 


none 






Score 


144 


Exons 


7140. .7250, 7145. 


.7246, 


7156. 


7260, 7468. .7614, 7470.-. 7610 


Seq. No. 


46189 






Seq. ID 


OJ990809_01.0303.C68 


Gene No. 


97968 






Strand 





47726 



Start 
Name 
Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9334 

OJ990809_01.0303.C68.o3.tm 

7154 

none 

7154. .7246, 7155. .7253, 7437, 



46189 
97968 
9334 

OJ990809_01. 

7468 

none 

7468. .7680, 
9275. .9331, 



0303.C68.ol. ts 



7515. .7679, 
9349. .9462 



End 

Method 

End 

Score 



9724 

TBLASTX: Maize 

7694 

95 



.7694, 7468. .7668 



OJ990809_01.0303.C68 
9724 

TBLASTX: Soybean 
9462 
132 

8256. .8717, 8285. .8500, 8835. .9029, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 46189 
Gene No. 97968 
Start - ■ 9334 

Name OJ990809_01 . 0303 . C68 . ol . tm 

Start 8267 "< 

GI none 

Exons 8267.. 8389, 8277.. 8414, 8381. 

8844. .9110, 8882..8947, 8999. 
9348.. 9527, 9349.. 9528, 9519. 



Seq. ID OJ990809_01.0303.C68 
Strand 

End 9724 

Method TBLASTX: Maize 

End 9623 

Score 151 

.8446, 8451. .8729, 8453. .8500, 
.9106, 9275.. 9331, 9278.. 9337, 
.9623, 9533.. 9622 



Seq. No. 46189 

Gene No. 97968 

Start 9334 

Name OJ990809_01 . 0303 . C68 . o3 . tw 

Start 9284 

GI none 

Exons 9284.. 9331, 
9346. .9528 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990809_01.0303.C68 
9724 

TBLASTX: Wheat 

9590 

58 



9287.. 9334, 9292.. 9345, 9344.. 9382, 9345.. 9590, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



46189 
97968 
9334 

OJ990809_01.0303.C68.o3.gp 
9334 

uC-osrocyp012bllal 
9334. .9724 

f 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ990809_01.0303.C68 
Strand 

End 9724 

Method AAT/GAP 

End 9724 

Score 671 



46189 
97969 
18924 

OJ990809_01.0303.C68 .o2.tm 

18924 

none 



Seq. ID OJ990809_01.0303.C68 
Strand 

End 19899 

Method TBLASTX : Maize 

End 19899 

Score 170 



18 924 . .192 92, 19144 .. 19293, 19584 .. 197 87 , 19585. .19773, 
19809. .19898, 19825. .198 99 



Seq. No. 46189 

Gene No. 97969 

Start 18924 

Name OJ990809 01 . 0303 . C68 . o2 . tc 



Seq. ID' OJ990809_01.0303.C68 
Strand 

End 19899 

Method TBLASTX : Cress 



47727 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18945 
none 



End 
Score 



19899 
54 



18945. .19292, .18958. .19113, 19150. .19305, 19584. .197 93, 
19585. .19776, 19806 .. 19898 , 19825.. 19899 



46189 
97969 
18924 

OJ990809_01.0303.C68.o2.ts 
19116 
none 
19116 
19806 



Seq. ID 

Strand 

End 

Method 

End 

Score 



19292, 19168. .19293, 19584 19775 , 19588 
19898, 19825.. 19899 



OJ990809_01.0303.C68 
19899 

TBLASTX : Soybean 

19899 

104 

19776, 



46189 
97969 
18924 

OJ990809_01.0303.C68. 

19164 

none 

19164. .19292, 19167., 
19609. .19770 



ol . tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990809_01.0303.C68 
19899 

TBLASTX: Wheat 

19859 

79 



19292, 19168. .19293, 19602 .. 1 9859, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000316_33.0410.C4 
+ 

822 

AAT/NAP 

822 

822 



46190 Seq. ID 

97978 Strand 
1 • End 

OJ000316_33 . 04 10 . C4 . ol . np Method 
1 End 
1346396 Score 
1. .822 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 
gi I 100913 Ipir | | S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 16114 04A receptor protein kinase [Zea 
mays] 



46190 Seq. ID 

97978 Strand 

1 End 

OJ000316_33 . 04 10 . C4 . ol . gs Method 

406 End ' 

none Score 
406... 676 



OJ000316_33.0410.C4 
+ 

822 

GENSCAN 

676 

.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



46190 
97978 
1 

OJ000316_33.0410.C4.ol.tc 
4 67 
none 

467. .568, 526. .564, 583. .723, 584. .715 



Seq. ID OJ000316_33.0410.C4 



Strand 
End 

Method 

End 

Score 



+ 

822 

TBLASTX: Cress 

723 

85 



46190 
97978 
1 



Seq. ID OJ000316_33.0410.C4 
Strand + 
End 822 



47728 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000316_33.0410.C4.ol.ts 

500 

none 

500. .691, 501. .692, 503. .715, 

46190 
97978 
1 

OJ000316_33.0410.C4.ol . tm 

559 

none 



Method TBLASTX : Soybean 

End 7 92 

Score 219 
.514. .723, 742. .792 

Seq. ID OJ000316_33.0410.C4 

Stxand + 

End 822 

Method TBLASTX: Maize 

End 822 

Score 91 



559. .651, 560. .652, 560. .652, 653. .703, 659. .715, 661. .723, 
732. .785, 739. .786,. 787. .822 



OJ000316_33.0410.C5 
+ 

526 

AAT/NAP 

526 

605 



46191 Seq. ID 

97 97 9 Strand 
1 End 
OJ000316_33 . 04 10 . C5 . ol . np Method 
1 End 
1346396 Score 
1. .526 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 
gi I 100913 Ipir | IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 224 32 | emb | CAA36611 1 (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



46191 
97979 
1 

OJ000316_33.0410.C5.ol, 
1 

none 

1..210, 2. .217 



tw 



Seq. ID OJ000316_33.0410.C5 

Strand + 

End 526 

Method TBLASTX : Wheat 

End 217 

Score 322 



Seq. No. 46191 Seq. ID 

Gene No. 97979 Strand 

Start 1 End 

Name OJ000316_33 . 04 10 . C5 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 271, 4.. 201, 5.. 268 



OJ000316_33.0410.C5 
+ 

526 

TBLASTX: Maize 
271 
'267 



Seq. No. 46191 

Gene No. 97979 

Start 1 

Name OJ000316_33 . 04 10 . C5 . ol . tc 

Start 5 

GI none 

Exons 5.. 268, 43.. 207, 374.. 511 

Seq. No. 46191 

Gene No. 97 97 9 

Start 1 

Name OJ000316 33 . 04 10 . C5 . ol . ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000316_33.0410.C5 
+ 

526 

TBLASTX: Cress 

511 

234 



OJ000316_33.0410.C5 
+ 

526 

TBLASTX: Soybean 



47729 




Start 


5 


End 


526 


GI 


none 


Score 


160 


Exons 


5 124. 16 117 137 304 


154 210 


422 . .526 


Sea No 


46192 


Seq. ID 


OJ000316 33 0410 C6 


Gene No. 


97980 


Strand 




Start 


1 


End 


1390 


Name 


OJ000316 33.0410.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


' 1390 


GI 


7415941 


Score 


511 


p. von s 


1..1390 






GI Descrip. 


(AB013451) NBS-LRR type resistance gene [Oryza sativa] 


Seq. No. 


46192 


Seq. ID 


OJ000316_33.0410.C6 


Gene No. 


97980 


Strand 


+ 


Start 


1 


End 


1390 


Name 


OJ000316 33.0410.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


508 


GI 


none • 


Score 


66 ' 


r vnn ^ 

J_j Si. \J 1 1 0 


1..75, 2. .76, 164. .298, 164 


..283, 302 


..508, 326. .493 




46192 


Seq. ID 


OJ000316_33. 0410. C6 


Gene No. 


97980 


Strand 


+ 


Start 


1 


-End 


1390- 


Name 


OJ000316 33.0410.C6.o2.np 


Method 


■AAT/NAP 


Start 


1 


• End 


1390 


GI 


6721547 


Score 


731 


Rvon *=? 

X-J ^ \-/ 1 1 O 


1..1390 






GI Dpqrrin 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Sea No 


46192 


Seq. ID 


OJ000316_33.0410.C6 


Gene No. 


97980 


Strand 


+ 


Start 


1 


End 


1390 


Name 


OJ000316 33.0410.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2 


End 


1321 


GI 


none 


Score 


72 


Evon 


2. .70, 19. .75, 65. .298, 166 


..213, 271 


..297, 298. .372, 299.-535, 




545. . 610, 743. .889, 1211. .1321 




Seq. No. 


46192 


Seq. ID 


OJ000316_33.0410.C6 


Gene No. 


97980 


Strand 


+ 


Start 


1 


End 


1390 


Name 


OJ000316 33.0410.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


5 


End 


748 


GI 


none 


Score 


60 


p. von «; 


5. .70, 143. .292, 311. .490, , 


506. .595, 704. .748 


Seq. No. 


46192 


Seq. ID 


OJ000316_33.0410.C6 


Gene No. 


97980 


Strand 


+ 


Start 


1 


End 


1390 


LN CHUG 


OJ000316 33.0410.C6.ol.gs 


Method 


GENSCAN 


Start 


98 


End 


1363 


GI 


none 


Score 


.47 


Exons 


98. .1363 






Seq. No. 


46192 


Seq. ID 


OJ000316_33.0410.C6 


Gene No. 


97980 


Strand 


+ 



47730 




Start 


1 


End 


1390 


Name 


OJ000316 33 0410 C6 ol tw 


Method 


TBLASTX • Whpat 


Start - 


203 _ 


End 


484 


GI 


none 


Score 


134 


Exon 

\-* 1 1 \j 


203 307, 311 475 326 484 






Sea. No. 


46193 


Seq. ID 


OJ000316 33 0410 C7 


Gene No . 


97981 


Strand 


+ ~~ 


Start • 


211 


End 


528 


Name 


OJ000316 33.0410.C7.ol.np 


Method 


AAT/NAP 


Start 


211 


End 


528 


GI 


6069646 


Score 


82 


Exons 


211. .528 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639, 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




£J LL L. d L. J. v C Jj 1 I\ ICLIUCICILICIIL 


reverse transcriptase. (AC006248) 




fnrU7a Q i~ "1 T7 3 1 
\_\JJL y od LI va J 






Seq. No. 


46193 


Seq. I'D* 


OJ000316_33.0410.C7 


Gene No. 


97982 


Q-}- rand 




Start 


1 64 6 

X \J 1 \J 


End 


1 7 1 Q 

X / X _7 


Name 


0.700 0^1 6 041 fl CI r>9 rrQ 




\J Cj LN O 


Start 


164 6 _ 


End 


1719 


GI 


none 


Score 


61 

• U X 


Exons 


164 6 1 71 Q 

XU t iU..X/X_7 






Seq. No. 


46194 


Seq.. ID 


OJ000316_33.0410.C8 


Gene No. 


97983 


St" ra nH 


-f- 


Start 


97 6 


Fnd 


91 1 

17 X X 


Name 


O.TODn^l 6 ^ 0410 PR n1 rr<5 


Mof h nH 


\J Cj LN O V—rt IN 


Start 


97 6 _ 




901 

_? w x 


GI 




S pi r~ 


Q 
* o 


Exons 


976 Q01 






Seq. No. 


46194 


Seq. ID 


OJ000316_33.0410.C8 


Gene No. 


97983 


Strand 


+ 


Start 


276 


End 


911 


Name 


OJ000316 33.0410.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


287 


End 


618 


GI 


none 


Score 


222 


Exons 


287. .445, 291. .446, 297. .446, 


298. .450, 


447. .614, 544. .618 


Seq. No. 


46194 


Seq. ID 


OJ000316_33.0410.C8 


Gene No. 


97983 


Strand 


+ 


Start 


276 


End 


911 


Name 


OJ000316 33.0410.C8 .o2. ts 


Method 


TBLASTX: Soybean 


Start 


732 


End 


911 


GI 


none 


Score 


195 


Exons 


732. .911, 737. .910 






Seq. No. 


46194 


Seq. ID 


OJ000316_33.0410.C8 


Gene No. 


97983 


Strand, 


+ 


Start 


276 


End 


911 


Name 


OJ000316 33.0410.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


779 


End 


911 


GI 


none 


Score 


215 



47731 



Exons 



779. .910, 780. .911, 780. .911 



Seq. No. 46195 Seq., ID OJ000316_33 . 04 10 . C9 

Gene No. 97984 Strand + . 

Start 1034 End 1656 

Name OJ000316_33 . 04 10 . C9 . ol . gp Method AAT/GAP 

Start 1034 End 1656 

GP 27916_1.R1084 Score 721 

Exons 1034.. 1431, 1608.. 1656 

GI Descrip. ' 3183310/sp | 014 199 | YDQ6_SCHPO 4.0e-12 HYPOTHETICAL 23.2 KD 

PROTEIN C5D6.06C IN CHROMOSOME I >gi_228197 6__emb_CAB10854 . 1_ 
(Z98056) putative glycosyl transferase [ Schizosaccharomyces 
pombe] 1 



Seq. No. 46195 

Gene No. 97985 

Start 1227 

Name OJ000316_33 . 04 10 . C9 . ol . tm 

Start 1209 

GI none 
Exons 



Seq. ID OJ000316_33.0410.C9 



Strand 
End 

Method 

End 

Score 



1721 

TBLASTX: Maize 
'1329 
- 126 



1209. .1310, 1215. .1328, 1222. .1329, 1222. .1329 





Seq. No. 


46195 






Seq. ID 


OJ000316_33.0410. 


C9 




Gene No. 


97985 






Strand 








Start 


1227 






"Endv 


1721 






Name 


OJ000316 33. 


0410. 


C9.ol.tc 


Method 


TBLASTX: Cress 






Start 


1224 






End 


1409. 






GI 


none 






Score 


131 






Exons 


1224. .1406, 


1227. 


.1409, 1228 


. .1407 








Seq. No. 


46195 






Seq. ID 


OJ000316_33.0410. 


C9 




Gene No. 


97985 






Strand 








Start 


1227 






End 


1721 






Name 


OJ000316 33. 


0410. 


C9.ol.gs 


Method 


GENSCAN 






Start 


1227 






End 


1403 






GI 


none 






Score 


.89 






Exons 


1227. . 1403 














Seq. No. 


46195 






Seq. ID 


OJ000316_33.0410. 


C9 




Gene No. 


97985 






Strand 








Start 


1227 






End 


1721 






Name 


OJ000316 33. 


0410. 


C9.ol.np 


Method 


AAT/NAP 






Start 


1230 




End 


1721 






GI 


3183310. 






Score 


76 






Exons 


1230. .1375, 


1613. 


.1721 










GI Descrip. 


HYPOTHETICAL 


» 23.2 


KD PROTEIN 


C5D6.06C 


IN CHROMOSOME I 





gi I 74926.09 | pir | IT38960 probable glycosyl transferase - fission 
yeast (Schizosaccharomyces pombe) gi j 2281976 | emb | CAB10854 . 1 | 
(Z98056) putative glycosyl transferase [Schizosaccharomyces 
pombe] 



Seq. No. 46196 Seq. . ID OJ000316_33 . 04 10 . C10 

Gene No. 97986 Strand 

Start 561 End 720 ■ 

Name OJ000316_33 . 04 10 . C10 . ol . gs Method GENSCAN 

Start 561 End 720 

GI none Score .79 



47732 



Exons 



561. .720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46196 
97987 
1714 

OJ000316_33.0410.C10.o2.gs 

1714 

none 



Seq. ID OJ000316_33. 0410. CIO 
Strand 

End 2180 

Method GENSCAN 

End 2180 

Score .7 



1714. .1722, 1834. .2042, 2119. .2180 



46197 
97988 
1572 

OJ000316_33. 0410.Cll.o2.gp 
1572 

16335_1.R1084 
1572. . 1746 

, 736721/dbj |BAA08636| 1.0e-44 (D49833) stearoyl-acyl carrier 
protein desaturse [Sesamum indicum] ' 



Seq. ID OJ000316_33.0410.C11 

Strand + 

End 17 4 6 

Method AAT/GAP 

End 1746 

Score 317 



Seq. No. 46197 

Gene No. 97989 

Start 96 

Name OJ000316_33 . 0410 . Cll . ol . gp 

Start 96 - 

GI none 

Exons 96. . 384 



Seq. ID OJ000316_33. 0410. Cll 

Strand 

End 384 

Method AAT/GAP 

End ' 384 

Score 510 



Seq. No. 46198 

Gene No. 97990 

Start 69 

Name OJ000316_33 . 0410 . C12 . ol . gs 

Start 69 

GI none 
Exons 



Seq. ID OJ000316_33.0410.C12 

Strand + 

End 2003 

Method GENSCAN 

End 2003 

Score .49 



69. .215, 529. .700, 1371. .1534, 1806. .2003 



Seq. No. " 46198 

Gene No. 97991 

Start . 1 

Name OJ000316_33 . 04 10 . C12 . ol . np 

Start . 1 

GI , 6539570 

Exons 1. .203 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ000316_33.0410.C12 
Strand 

End 203 

Method AAT/NAP 

End 203 

Score 133 



Seq. No. 46198 
Gene No. 97992 
Start 330 

Name OJ000316_33 . 04 10 . C12 . o2 . np 

Start 330 
GI 6630699 
Exons 330.. 407, 1651.. 1674 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protMn 
[Oryza sativa] 



Seq. ID OJ000316_33.0410.C12 
Strand 

End 1674 

Method AAT/NAP. 

End 1674 

Score 87 



Seq. No. 



46199 



Seq. ID OJ000316_33.0410.C13 



47733 



Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



97993 Strand + 

2645 -End 3171 

OJOX>0316_33.0410.C13.o2.np Method ' AAT/NAP 

2645 End 3171 

5042447 Score 561 
2645. .3171 

(AC007789) putative polyprotein [Oryza sativa] 



46199 Seq. ID 

97994 Strand 

1 End 

OJ000316_33.0410.C13.ol.np Method 

1 End 

5295955 Score 



OJ000316_33.0410.C13 

2952 
AAT/NAP 
2952 
276 



1..231, 917. .1030, 1572. .1638, 2754. .2952 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



46199 - Seq. ID 

97995 Strand 

2860 End 
OJ000316_33.0410.C13.ol. tw Method 

2860 End 

none Score 
2860. .3090,. 2861. .3082 



OJ000316_33.0410.C13 
3090 

TBLASTX: Wheat 

3090 

224 



Seq. No. 46200 Seq. ID 

Gene No. 97996 Strand 

Start 580 End 

Name OJ000316_33 . 04 10 . C14 . ol . gs Method 

Start 580 End 

GI none Score 

Exons 580.. 705 



OJ000316_33.0410.C14 
+ 

705 

GENSCAN 

705 

.48 



Seq. No. 46200 Seq. ID 

Gene No. 97997 Strand 

Start 889 End 

Name OJ000316_33 . 04 10 . C14 . o2 . np Method 

Start 889 End 

GI 4176733 Score 

Exons 889.. 1064 

GI Descrip. (AF040667) ribulose 1, 5-bisphosphate carboxylase [Siparuna 
lepidota] gi | 441644 9 | gb IAAD20355 . 1| (AF121366) ribulose 
1, 5-bisphosphate carboxylase large - subunit [Nemuaron 
vieillardii] 



OJ000316_33.0410.C14 
+ 

1064 
AAT/NAP 
1064 
115 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



46200 Seq. ID 

97998 Strand 

1 End 

OJ000316_33. 04 10. CI 4 .ol.np Method 

1 End 

6539570 ^ Score 

1..19, 230. .296, 511. .714 

(AP000836) hypothetical protein [Oryza sativa] 



OJ000316_33.0410.C14 
714 

AAT/NAP 
714 
177 



46200 
97999 



Seq. ID 
Strand 



OJ000316 33.0410.C14 



47734 



Start 


904 


End 


1051 






Name 


OJ000316 33 0410 C14 ol tw 










Start 


904 ~~ 


FnH 


1 OM 






GI " 


none 




o .7 






Exons 


904.. 1005. 919 1050- 920 


1051 








Seq. No. 


46201 


Seq. ID 


OJ000316 


_33.0410 


.C17 


Gene No. 


98000 


Strand 








Start 


1345 


End 


1537 






Name 


OJ000316 33 0410 C17 o2 as 




O Cj Ln O rt.LN 






Start 


1345 ~~ 


End 


1537 






GI 


none 


Score 


. 6 






Exons 


1345 1402, 1449 1537 










Seq. No. 


46202 


Seq. ID 


OJ00031 fi 

v> U U U U J 1 u 


J J . \J *a X . 


. X O 


Gene No. 


98001 


Strand 


+ 






Start 


261 


End 


2589 






Name 


OJ000316 33.0410.C18.ol.np 


Method 


AAT /NAP 






Start 


. 261 


End 


6 JO ^ 






GI 


6721516 


Score 


X X 






p, von s 


261. .294, 1722. .1915, 2320. 


.2589 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


t" 1 \TPi 1 
Ou L 1 V u J 






Seq. No. 


46202 


Seq. ID 


OJ000316 


_33.0410. 


.C18 


Gene No". 


98002 


Strand 








Start 


37 


End 


2347 






Name 


OJ000316 33.0410.C18.ol.gs 


Method 


GENSCAN 






Start 


37 


End 


2347 






GI 


none 


Score 


.81 






Exons 


37. .94, 212. .324, 1176. .1205, 1327. .1415, 2290. 


. Z. J *i / 




Seq. No. 


46203 


Seq. ID 


OJ000316_ 


33 0410 


. C19 


Gene No. 


98003 


Strand 


+ 






Start 


115 


End 


5696 






Name 


OJ000316 33.0410.C19.ol.np 


Method 


AAT /NAP 






Start 


115 


End 


5696 






GI 


7340884 


Score 


155 






Exons 


115. .266, 498. .672, 5655. .5696 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase / (AB013982) [Oryza sativa] 



46203 
98003 
115 

OJ000316_33.0410.C19.ol.gs 
428 
. none 



Seq. ID OJ000316_33.0410.C19 

Strand + 

End 5696 

Method GENSCAN 

End 4117 

Score .45 



428. .532, 1947. .2250, 2550. .2766, 2935. .3099, 3299. .3942, 
4104.. 4117 



Seq. No. 46203 

Gene No. 98003 

Start 115 

Name ' OJ000316_33 . 04 10 . C19 . o3 . np 

Start 3177 

GI 6069646 

Exons 3177.. 3934, 4222. .5196 



Seq. ID OJ000316_33.0410.C19 

Strand + 

End 5696 

Method . AAT /NAP 

End 5196 

Score 768 



47735 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





OctJ. LNU . 


*i O £. \J J 










n.TOoo^i £ ^"3 0410 n q 






QR004 














Start 


4627 








End 


6435 




Name 


OJ000316 33. 


0410 


.C19.o4 


. tm 


Method 


TBLASTX: Maize 




O Ldi L 


2091 








End 


2351 




PT 


none 








Score 


150 






90Q1 99^4 


9 9 ?ft 


9 










Con Ma 


4 690^ 








Seq. ID 


OJ000316_33.0410.C19 




UCilC IN (J. 


Qft 004 








Strand 






OLaiL 










End 


6435 




Name 


OJ000316 33. 


0410 


,C19.o2 


.tm" 


Method 


TBLASTX: Maize 




Start 


3153" 








End 


3509 






none 








Score 


112 




TP /"~\ 


jIjj. . jZOj, 


"31 ^7 


^9 £4 


^9 67 


.3509, 3269.. 3478 




C d /-t K7/^i 

oeq. in o . 










Seq. ID 


OJ000316_33.0410.C19 




bene ino . 


qo n n 4 








Strand 




at 


C -I- -a y--f- 


4 £97 








End ^ 


64 35 ... 




Name 


OJ000316 33. 


0410 


.C19.01 


.tm 


Method 


TBLASTX: Maize 




Start 


3510 








End 


4130 


F y 




none 








Score 


58 


i-.J 


Exons 


r>c. -1 n "3 RQ 4 
JJlU . .JOOfi/ 


^ R80 




^ R84 


.3610, 3609. .4130, 3716. .3850, 


: i H 
V~ 




TOO /I A 1 O C 












i "1 


OC^i LN (J . 


4 690^ 








Seq. ID 


OJ000316_33.0410.C19 


?j ! 
. i- 




Qft 004 








Strand 






Start 


4627 








End 


6435 




Name 


OJ000316 33. 


0410 


.C19.o3 


tm 


Method 


TBLASTX: Maize 




O UcljL L 


4 £9 4 

4 U£4 








End 


5166 






none 








Score 


161 




Exons 


4694 4Q71 


4 Q££ 


m ££ 








IJ 


O t5 CJ > IN U . 


a aon'i 

*i OZ.KJ 3 








Seq. ID 


OJ000316_33.0410.C19 




d -r\ (— v N7 
Vjfcillt! LNO . 


qp 004 

"OUU4 








Strand 






Start 


4627 








End 


6435 




Name 


OJ000316 33. 


0410 


,C19.o2 


gs 


Method 


GENSCAN 




Start 


4627 








•End 


6435 




GI 


none 








Score 


.9 




Exons 


4627. .5046, 


6394 


. . 6435 










Seq. No. 


46204 








Seq. ID 


OJ000316_33.0410.C20 




Gene No. 


98005 








Strand 






Start 


1 








End 


882 




Name 


OJ000316 33. 


0410 


.C20.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


882 




GI 


7488259 








Score 


447 




Exons 


1..41, 171.. 


882 











GI Descrip. protein kinase homolog F4I18.11 - Arabidopsis thaliana 

gi|3386604|gb|AAC28534.1| (AC004665) putative protein kinase 
[Arabidopsis thaliana] 



47736 



Seq. No. 


• 46204 




Seq. ID 


OJ000316_33.0410.C20 


Gene No. 


98005 




Strand 




Start 


1 




End 


882 


Name 


OJ000316 33.0410.C20.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


6 




End 


791 


GI 


none 




Score 


51 


Exons 


6. .53, 168. .215, 252. .548, 319. .384, 445. .546, 645. .686, 




714 . .791 








Seq. No. 


46204 




Seq. ID 


OJ000316 33 0410 C20 


fipnp Mo 


98005 




Strand 




Start 


1 




End 


882 


Name 


OJ000316 33.0410.C20.ol. 


as 


Method 


GENSCAN 


Start 


165 ~ 




End 


755 


GI 


none 




Score 


. 4 


F.xons 


165. . 755 








Seq. No. 


46204 




Seq. ID 


OJ000316 33 0410 C20 


Gene No. 


98005 




' Strand 




Start 


1 




End 


882 


Name 


OJ000316 33.0410.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


262 




End 


878 


GI 


none 




Score 


164 


Fyon ^ 


262 546, 264 560. 471 


: 566, 


645 686 


652 678 ■ 699 821* 




709 819, 825 878 








Seq. No. 


4 6204 




Seq. ID 


OJ000316 33 0410 C20 


Gene No. 


98005 




Strand 




Start 


1 




End 


882 


Name 


OJ000316 33.0410.C20.ol. 


tw 


Mpt* hod 


TBLASTX • Wheat 


Start 


614 ~~ 




End 


881 


GI 


none 




Score 


4 9 


Exons 


614 643, 639 686 639 


. 689, 


649 690 


702 821 709 822 




709. .822, 825. .881, 826. 


. 876 






Seq. No. 


46205 




Seq. ID 


OJ00031 6 3"} 0410 f?4 


\J i. J- \^ liU • 


98006 




Strand 




Start 


173 




End 


941 


Name 


OJ000316 33 0410 C24 ol 




Mpf" h od 




Start 


173 ~~ 




End 


739 


GI 


none 




Score 


. 5 


R v n n 


173. .256, 490. .684, 686. 


.739 






Seq. No. 


4 6205 




Seq. ID 


OJ000316_33.0410.C24 


Gene No. 


98006 




Strand 




Start 


173 




End 


941 


Name 


OJ000316 33.0410.C24.ol. 


tm' ^ ' 


Method 


TBLASTX: Maize 


Start 


, 589 




End 


896 


GI 


none 




Score 


107 


Exons 


589. .690, 618. .689, 637. 


.690, 


682. .780, 


686. .778, 690. .785, 




779. .820, 784. .822, 825. 


.896 






Seq. No. 


■ 46205 




Seq. ID 


OJ000316_33.0410.C24 


Gene No. 


98006 




Strand 




Start 


173 




End 


941 


Name 


OJ000316 33.0410.C24 .ol. 


ts 


Method 


TBLASTX: Soybean 



47737 



Start 


602 




End 


897 


GI 


none 




Score 


72 


Exons 


602 . . 688,. 603. . 689, 


604 . . 690, 


637 . . 708. 


682 . .795. 686 778 - 




690. .815, 780. .821,- 


781 . . 822, 


784 . . 822, 


808 . . 897, 825 . .896 


Seq. No. 


46205 




Seq. ID 


OJ000316_33.0410.C24 


Gene No. 


98006 




Strand . 




Start 


173 




End 


941 


Name 


OJ000316 33.0410.C24 


. ol . tc 


Method 


TBLASTX • Cress 


Start 


604 ~ 




End 


896 


GI 


none 




Score 


58 


Exons 


604 . . 690, 686. .778, 


690. .785, 


779. . 820, 


784 822. 825 896 


Seq. No. 


46205 




Seq. ID 


OJ000316 33. 0410. C2 4 


Gene No. 


98006 




Strand . 




Start 


173 




End 


941 


Name 


OJ000316 33.0410.C24 


.ol.np 


Method 


AAT/NAP 


Start 


605 




End" 


941 


GI 


7438326 




Score 


232 


Exons 


605. .941 








GI Descrip. 


myb-related protein 


homolog T20D16.8 - 


Arabidopsis thaliana 



gi|2642435|gb|AAB87103.1| (AC002391) putative MYB family 
transcription factor [Arabidopsis thaliana] 



Sea No ■ 


46206 




Seq. ID 


OJ000316_33.0410. 


. C2-6 


Gene No . 


98007 




Strand 


+ 




Start 


1 




End 


1031 




Name 


OJ000316 33.0410.C26 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1031 




GI 


6735290 




Score 


418 




Exons 


1. .1031 










GI Descrip. 


(AL137079) putative 


transposase [Arabidopsis thaliana] 




Seq. No. 


46206 




Seq. ID 


OJ000316_33.0410. 


.C26 


Gene No. 


98007 




Strand 


+ 




Start 


1 




End 


1031 




Name 


OJ000316 33.0410.C26 


. ol . gs 


. Method 


GEN SCAN 




Start 


142 ■ 




End 


667 




GI 


none 




Score 


.85 




Exons 


142. .667 










Seq. No. 


46206 




Seq. ID 


OJ000316_33.0410, 


.C26 


Gene No. 


98008' 




Strand 


+ 




Start 


1496 




End 


1949 




Name 


OJ000316 33.0410.C26 


•ol.gp ... 


Method 


AAT/GAP 




Start 


1496 




End 


1949 




GI 


2431259 




Score 


821 




Exons 


1496. .1949 










Seq. No. 


46206 




Seq. ID 


OJ000316_33.0410. 


,C26 


Gene No. 


98009 




Strand 






Start 


1651 




End 


2650 




Name 


OJ000316 33.0410.C26 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


970 




GI 


none 




Score 


358 




Exons 


2. .514, 4. .456, 764. 


.826, 884 


. .970 







47738 




Seq. No. 


46206 








Seq. ID 


OJ000316_33.0410.C26 


Gene No . 


98009 








Strand 




Start 


1651 








End 


2650 


Name 


OJ000316 33 


,0410 


. C26 . ol 


. tc 




TBLASTX • Cress 


Start 


2 ~ 








End 


412 


GI 


none 








Score 


260 




2 . .412 












Seq. No. 


' 46206 






- 


Seq. ID 


OJ000316_33.0410.C26 


Gene No. 


98009 








Strand 




Start 


1651 








End 


2650 


Name 


OJ000316 33 


, 0410 


.C26.ol 


. ts 


Mpt hod 


TBLASTX • Sovbean 


Start 


2 ~~ 








End 


514 


GI 


none 








Score 


333 


F x o n ^ 


2 514. 158 


.490 










Seq. No. 


46206 








Seq. ID 


OJ000316_33.0410.C26 


Gene No. 


98009 








Strand 




Start 


1651 








End 


2 650 


Name 


OJ000316 33. 


0410, 


. C26 .'ol 


. tw 


Mpt* hnH 


TBLASTX * Whpat 


Start 


170 








End 


517 


GI 


none 








Score 


208 


i_J X 1 o 


170. .517, 302. .4? 


34 








Seq. No. 


46206 








Seq. ID 


OJ000316_33.0410.C26 


Gene No. 


.98009 








Strand 


— ^ 


Start 


1651 








End 


2650 


Name 


OJ000316 33. 


0410. 


. C26 . o2 


CJS 


Mp* t" h nH 


W DIM kJ Viiti 


Start 


1651 








End 


2650 


GI 


none 








S core 


. 62 


Exons 


1651. .1811, 


2437, 


2650 








Cpn No 


46207 








Seq. ID 


OJ000316_33.0410.C27 


Gene No. 


98010 








Strand 




Start 


1384 








End 


4251 


Name 


OJ000316 33. 


0410. 


, C27 . ol 


gs ■ 


Method 


GEN SCAN 


Start 


1384 








End. 


4251 


GI 


none 








Score 


. 95 


Fi x o n s 


1384. .1465, 


1970. 


, .2153, 


2299 . 


.2389,- 3198. .3367, 3717. .3911, 




4131. .4251 












Cpn NO 

IkJ C VJ . 1.N Vw/ • 


46207 








Seq. ID 


OJ000316_33.0410.C27 


Gene No. 


98010 








Strand 




Start 


1384 • 








End 


■ 4251 


Name 


OJ000316 33. 


0410. 


.C27.01 


.gp 


Method 


AAT/GAP 


Start 


1492 








End 


3387 


GI 


730 3.R1084 








Score 


1474 


F x n n <^ 


1492. .1891, 


1970. 


, .2153, 


2299. 


.2389, 3198.. 3387 


GI Dp^rrio 


'730456/spl P4097E 


i |RS19_0RYSA 


3.0e-74 40S RIBOSOMAL PROTEIN i 


Seq. No. 


46207 








Seq. ID 


OJ000316_33.0410.C27 


Gene No. 


98010 








Strand 




Start 


1384 








End 


4251 


Name 


OJ000316 33. 


0410. 


C27.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1738 








End 


3291 


GI 


none 








Score 


37 


Exons 


1738. .1779, 


1828. 


.1890, 


1829. 


.1891, 1934. .2155, 1969. .2154, 



47739 



2299. .2421, 2300. .2389, 2301. .2390, 3195. .3290, 3199. .3291 



Seq. .No. 46207 
Gene No. ■ 98010 

Start 1384 

Name OJ000316_33 . 0410 . C27 . ol . np 

Start 1819 

GI 730456 

Exons 1819.. 1891, 1970.. 2153, 2299.. 2389, 3198.. 3287 
GI Descrip. 40S RIBOSOMAL PROTEIN S19 



Seq. ID OJ000316_33.0410.C27 
Strand 

End 4251 

Method AAT/NAP 

End 3287 

Score 675 



Seq. No. 46207 

Gene No. 98010 

Start 1384 

Name OJ000316_33 . 04 10 . C27 . ol . tc 

Start 1828 

GI none 
Exons 



Seq. ID OJ000316_33.0410.C27 
Strand 

End 4251 
Method TBLASTX: Cress 
End 3427 
Score 60 

1828. .1890, 1829. .1891, 1952... 2155, 1969. .2154, 2300. .2389, 
2301. .2390, 3195. .3278, 3199. .3276, 3407. .3427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 

v 5f Gene No. 

V3 Start 

fj Name 
a . ' Start 

n GI 

T v . Exons 



46207 
98010 
1384 

OJ000316_33.0410-C27.ol.ts 

1828 
none 



Seq. ID OJ000316_33.0410.C27 
Strand 

End 4251 

Method TBLASTX : Soybean 

End 3278 

Score 45 



1828. .1890, 1829. .1891, 1969. .2154, 1970. .2185, 2300. .2389, 
2301. .2390, 3195. .3278, 3199. .3276 



46208 
98011 
382 

OJ000316_33.0410.C30.ol.gs 

382 
none 
382. .882 



Seq. ID OJ000316_33.0410.C30 

Strand + 

End 8 90 

Method GENSCAN 

End 882 

Score .69 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46208 
98011 
382 

OJ000316_33.0410.C30.ol.np 
688 

7433271 
688. .890 

acyl- [acyl-carrier-protein]. desaturase (EC 1.14.99.6) - common, 
sunflower gi | 2290400 | gb | AAB6514 4 . 1 | (U91339) stearoyl-ACP 
desaturase [Helianthus annuus] 



Seq. ID OJ000316_33.0410.C30 

Strand + 

End 8 90 

Method AAT/NAP 

End 8 90 

Score 81 



46209 
98012 
147 

OJ000316_33.0410.C31.ol.np 
147 

7523517 
147. .201, 346. .645 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000316_33.0410.C31 
Strand 

End 645 

Method AAT/NAP 

End 645 

Score 349 



47740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



46210 
98013 
1 

OJ000316_33.0410.C32.ol.np 
1 

5042454 
1..103, 1238. .1556 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000316_33.0410.C32 
Strand 

End 1556 

Method AAT/NAP 

End 1556 

Score 256 



46211 
98014 
1 

OJ000316_33.0410.C33.ol.np 
1 

5902445 
1. .1504 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000316_33.0410.C33 
Strand 

End 1559 

Method AAT/NAP 

End 1504 

Score 1645 



.46211 
98014 
1 

OJ000316_33.0410.C33.o3.tw 
11 

none 



Seq. ID OJ000316_33.0410.C33 
Strand 

End 1559 

Method TBLASTX: Wheat 

End 419 

Score 40 



11. .184, 12. .86, 191. .379, . 194. .418, 201. .419 



Seq. 'No. 46211 

Gene No. 98014 

Start 1 

Name OJ00031 6_33 . 04 10 . C33 . ol . gs 

Start 18 

GI none 

Exons 18.. 821, 921.. 1504 



Seq. ID OJ000316_33.0410.C33 
Strand 

End 1559 

Method GENSCAN 

End 1504 

Score .78 



Seq. No. 46211 

Gene No. 98014 

Start 1 

Name OJ000316__33 . 04 10 . C33 . ol . ts 

Start 509 

GI none 

Exons 509.. 934, 750.. 884 



Seq. ID OJ000316_33.0410.C33 
Strand 

End . 1559 

Method TBLASTX : Soybean 

End 934 

Score 85 



Seq. No. 46211 

Gene No. 98014 

Start . 1 

Name OJ000316_33 . 0410 . C33 . o2 . tw 

Start 564 

GI none ■ 

Exons 564.. 887, 566.. 988, 707.. 985 



Seq. ID OJ000316_33.0410.C33 
Strand 

End 1559, 

Method TBLASTX : Wheat 

End. 988 

Score 259 



Seq. No. 46211 

Gene No. 98014 

Start 1 

Name ■ OJ00031 6_33 . 04 10 . C33 . o2 . tm 

Start 662 

GI none 

Exons 662.. 1045, 663.. 884 



Seq. ID OJ000316_33. 0410.C33 
Strand 

End 1559 

Method TBLASTX : Maize 

End 1045 

Score 122 



47741 



Seq. No. 46211 

Gene No. 98014 

Start 1 

Name OJ000316_33 . 04 10 . C33 . ol . tm 

Start 1073 

GI none 

Exons 1073.. 1429, 1074.. 1394 

Seq. No. 46211 

Gene No. 98014 

Start 1 

Name OJ000316_33 .0410. C33 . ol . tw 

Start 1103 

GI none 

Exons 1103.. 1558, 1104.. 1559 



Seq. ID OJ000316_33.0410.C33 
Strand 

End 1559 

Method TBLASTX: Maize ' 

End 1429 

Score 231 



Seq. ID OJ000316_33.0410.C33 
Strand 

End 1559 

Method TBLASTX : Wheat 

End 1559 

Score 374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46212 
98015 
1 

OJ000316_33.0410.C34.ol.np 
1 

5902444 

1..I533, 1705.-. 2172.. 2273 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000316_33.0410.C34 
Strand - * 
2273 
AAT/NAP 
2273 
996 



End 

Method 

End 

Score 



46212 
98015 
1 

OJ000316_33.0410.C34.ol.gs 
30 

none 



Seq. ID OJ000316_33.0410.C34 
Strand 

End 2273 

Method GENSCAN 

End 1927 

Score .54 



30. .466, 617. .990, 1060. .1467, 1497. .1927 



46212 
98015 
1 ' 

OJ000316_33.0410.C34 .ol.tw 
51 

none 



Seq. ID OJ000316_33.0410.C34 
Strand 

End ■ 2273 

Method TBLASTX : Wheat 

End 506 

Score 41 



51. .287, 125. .217, 199. .285, 321. .506 



46212 

'98015 ■ ■ 

.1 . 

OJ000316_33.0410.C34.o2 .tw 

1137 ' 

none 



Seq. ID OJ000316_33.0410.C34 

Strand - - 

End 2273. 

Method TBLASTX : Wheat 

End v 1535 

Score 63 



1137. .1412, 1176. .1328, 1186. .1365, 1392. .1484, 1423. .1461, 
1485. .1535 



Seq. No. 46213 

Gene No. 98016 

Start 773 

Name OJ00031 6_33 . 04 10 . C35 . ol . np 

Start 773 

GI 7523517 



Seq. ID OJ000316_33.0410.C35 
Strand 

End 1272 

Method AAT/NAP 

End 1272 

Score 307 



47742 



Exons 773.. 827, 972.. 1272 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 46214 Seq. ID 

Gene No. 98017 . Strand 

Start 66 End 

Name OJ000316_33 . 0410 . C37 . ol . gs Method 

Start 66 End 

GI none Score 

Exons 66.. 185, 1069.. 1191 



OJ000316_33.0410.C37 
+ 

1191 
GENSCAN 
1191 
.76 



Seq. No. 46215 

Gene No. 98018 

Start 1 

Name OJ000316_33 . 04 10 . C40 . ol . gp 

Start 1 

GI 7062_2.R1084 . 

Exons 1..159, 355.-482 

GI Descrip. 1 458 1181/gb | AAD24 664 1 1 AC006220 
protein [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000316_ 
+ 

482 

AAT/GAP 

482 

470 



33.0410.C40 



20 1.0e-31 (AC006220) unknown 



Qprr N]n 

O v_» ■ w « 


4 6215 




Seq. ID 


OJ000316 33 0410 


. C40 




98019 




^t - nH 






Start 


739 




End 


1019 




Mama 


n.Tnnn^i'fi ^ 041 o T40 


\j . y 








Start 


600 




End 


1019 




GI 


none 




Score 


812 




17 von q 












Cp/Y Ma 
OCl^. IN KJ a 






Seq. ID 


OJ000316_33.0410, 


.C40 


Gene No. 


98019 




Strand 






Start 


739 




End 


1019 




Name 


OJ000316 33.0410.C40. 


ol . gs 


Method 


GENSCAN 




Start 


739 




End 


903 




GI 


none 




Score 


.72 




Exons 


739. .903 










Seq. No. 


46216 




Seq. ID 


OJ000316_33.0410, 


.C42 


Gene No. 


98020 




Strand 






Start 


340 




End 


735 




Name 


OJ000316 33.0410.C42. 


ol . gs 


Method 


GENSCAN 




Start 


340 




End 


735 




GI 


none 




Score 


.74 




Exons 


340. .433, 695. .735 










Seq. No. 


46217 ' 




Seq. ID 


OJ000316J33.0410. 


.C46 


Gene No. 


98021 




Strand 






Start 


1 




End 


910 




Name 


OJ000316 33.0410.C46. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


910 




GI 


6721517 




Score 


690 




Exons 


1..323, 372. .910 










GI Descrip. 


(AP001072) Similar to 


polyprotein. (AF061282) [Oryza sativa; 


Seq. No. 


46217 




Seq. ID 


OJ000316_33.0410. 


,C46 


Gene No. 


98021 




Strand 






Start 


1 




End 


910 





47743 




Name 


OJ000316 33.0410.C46.ol.gs 


Method 


GENSCAN 




Start 


112 ~ 


End 


839 




GI 


none * 


Score 


. 95 




Exons 


112. .189, 288. .839 








Seq. No. 


46217 


Seq. ID 


OJ000316_33.0410 


.C46 


Gene No. 


98021 


Strand 






Start 


1 


End 


910 




Name 


OJ000316 33 . 04 10 . C4 6 . o2 . tw 


Method 


TBLASTX * Wheat 




Start 


168 ~~ 


End 


398 




GI 


none 


Score 


103 




Exons 


168. .314, 184. .300, 333. .398 








Seq. No. 


46217 


Seq. ID 


OJ000316_33.0410 


.C46 


Gene No. 


98021 


Strand 






Start 


1 


End 


910 




Name 


OJ000316 33.0410.C46.ol.tw 


Method 


TBLASTX : Wheat 




Start 


612 ~ 


End 


896 




GI 


none 


Score 


41 




Exons 


612. .710, 613. .654, 678. .896 


, 755. . 826 


i, 766. . 882 




Seq. No. 


46218 


Seq. ID 


OJ000316_33.0410 


.C48 


Gene No. 


98022 


Strand 


+ 




Start 


203 


End 


370 




Name 


OJ000316 33.0410.C48 ol as 


Met hod 


GENSCAN 




Start 


203 ~~ • 


End 


370 




GI 


none 


S core 


.71 




Exons 


203. .370 








Seq. No. 


46218 


Seq.- ID 


OJ000316_33.0410 


. C48 


Gene No . 


98023 


Strand 


+ 




Start 


1104 


End 


2145 




Name 


OJ000316 33.0410.C48.ol.gp 


Method 


AAT/GAP 




Start 


1104 


End 


2145 




GI 


7062 2.R1084 


Score 


1092 




Exons 


1104. .1178, 1324. .1371, 1470 


. .1694, 1875. .2145 




GI Descrip. 


'4581181/gb|AAD24664.1|ACp06220 20 1.0e-31 (AC006220) unknot 




protein [Arabidopsis thaliana] 1 






Seq. No. 


46218 


Seq. ID 


OJ000316_33.0410 


.C48 


Gene No. 


98023 


Strand 


+ 




Start 


1104 


End 


2145 




Name 


OJ000316 33.0410.C48.ol.np 


Method 


AAT/NAP 




Start 


1995 


End 


2145 




GI 


7263610 


Score 


90 




Exons 


1995. .2145 








GI Descrip. 


(AL138664) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


46218 


Seq. ID 


.OJ000316_33.0410 


.C48 


Gene No. 


98024 


Strand 






Start 


1116 


End 


2145 




Name 


OJ000316 33.0410.C48.o2.gs 


Method 


GENSCAN 




Start 


1116 


End 


2118 




GI 


"none 


Score 


.83 




Exons 


1116. .1149, 1946. .2118 








Seq. No. 


46218 


Seq. ID 


OJ000316_33.0410 


C48 



47744 



Gene No . 




Strand 




Start 


1116 


End 


2145 


Name 


OJ000316 33.0410.C48.ol.tm 


Method 


TBLASTX: Maize 


Start 


1925 


End 


2145 


GI 


none 


Score 


69 


Exons 


1925. .1975, 1939. .1974, 1981 


...2142, 1999. .2145, 2088. .2144 


Seq. No. 


46219 


Seq. ID 


* OJ000316_33.0410.C49 


Gene No. 


98025 


Strand 


+ 


o l art 


i 

X 


End 


1076 


Name 


OJ000316 33.0410.C49.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1076 


GI 


4680492 


Score 


513 


Exons 


1..110, 523. .1076 






GI Descrip. 


(AF119222) putative reverse 


transcriptase [Oryza sativa] 


Seq. No. 


46219 


Seq. ID 


OJ000316_33.0410.C49 


Gene No . 




Strand 




Start 


1072 


End 


1191 


Name 


OJ000316 33.0410.C49.ol.gs 


Method 


GENSCAN 


Start 


1072 


End 


1191 


GI 


none , 


Score 


.86 


Exons 


1072. .1191 






Seq. No. 


46220 


Seq. ID 


OJ000316_33.0410.C50 


Gene No. 


~98027 


Strand 




Start 


785 


End 


1970 


Name 


OJ000316 33.0410.C50.ol.np 


Method 


AAT/NAP 


Start 


702 


End 


1970 


GI 


7488259 


Score 


719 


Exons 


702. .892, 1070. .1807, 1873.. 


1970 





GI Descrip. protein kinase homolog F4I18.11 - Arabidopsis thaliana 

gi I 3386604 | gb | AAC28534.il (AC004665) putative protein kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46220 
98027 
785 

OJ000316_33.0410.C50.ol.ts 

714 

none 



Seq. ID OJ000316_33.0410.C50 

Strand ' - - 

End 1970 

Method TBLASTX: Soybean 

End 1678 

Score 7 5 



714. .794, 803. .895, 807. .896, 1070. .1114, 1157. .1450, 1469. .1678 



46220 
98027 
785 

OJ000316_33. 0410.C50.ol..gs 

785 

none 

785. .886, 1064. .1822 



Seq. ID OJ000316_33.0410.C50 
Strand 

End 1970 

Method GENSCAN 

End 1822 

Score .77 



Seq. No. 46220 

Gene No. 98027 

Start 785 

Name OJ000316_33 . 0410 . C50 . ol . tm 

Start 1067 

GI none 



Seq. ID OJ000316_33.0410.C50 
Strand 

End 197 0 

Method TBLASTX : Mai ze 

End 1810 

Score 140 



47745 




Exons 1067. .1450, 1164. .1376, 1234. .1464, 1490. .1810, 1506.!l808 





Seq. No. 


. 46220 


Seq. ID 


OJ000316 33 0410 C50 




Gene No . 


98027 


Strand 






Start 


785 


End 


1970 




Name 


OJ000316 33.0410.C50.ol.tw 


Mp1" hod 






Start 


1511 ~~ 


End 


1799 




GI 


none 


Score 


279 




Exons 


1511. . 1783,'' 1512.. 1784, 1512. 


. 1799 






Seq. No. 


46220 


Seq. ID 


OJ000316 33.0410.C50 




Qene No m 


98027 


Strand 






Start 


785 


End 


1970 




Name 


OJ000316 33 . 0410 .C50 . ol . tc 


Method 


TBLASTX * Cress 




Start 


1544 ~ 


End 


1816 




GI 


none 


Score 


95 




Exons 


1544.. 1816, 1545.. 1808 








•Seq. No. 


46221 


Seq. ID 


OJ000316__33.0410.C51 




Gene No. 


98028 


Strand 






Start 


1 


End 


1427 




Name 


OJ000316 33 0410 C51 ol no 


Mpt" hnH 


AAT /NAP 




Start 


1 _ 


End 


1427 




.GI 


6671947 


Score 


133 




Exons 


1..77, 745. 857- 931 994. Wi 


35 . .1192, 


127 9 1427 


v3 


GI Dpspti'd 

— - I— ' O _» J- k-' * 


(AC016795} outativp ubiaui-Hn 


Lai jjuAy x 


— +* o T"m l na 1 Y\\ rr\ rol n co 
L-CJ-UixiictJ. iiyui UJ-doc 


T Hi 




[Arabidopsis thaliana] 






f ^ 
Vs? 


Seq. No. 


46221 


Seq. ID 


OJ000316 33 0410 CS1 


w 


Gene No 


98028 


St* r And 






Start 


1 


Fnd 


j. *± / 


i J 


Name 


OJ000316 33.0410 C51 ol as 


Mpthnri 


GENSCAN 


f 1 H 


Start 


1171 ~~ 


End 


1 37? 


s. 


GI 


none 


Score 


.57 




Exons 


1171 . . 1372 






i i. 


Seq. No. 


46222 


Seq. ID 


OJ000316 33 0410 C53 


Gene No. 


98029 


Strand 


+ _ 


• 1 


Start 


1 


End 


612 




Name 


OJ000316 33.0410.C53.o2.np 


Method 


AAT /NAP 


C3 


Start 


1 


End 


612 




GI 

Exons 


6069646 
1..612 


Score 


303 




GI Descrip. 


(AP000616) similar to putative reverse 


trfln^rrintp^p / APOD R^l S ^ 






[Oryza sativa] gi | 6907112 | dbj | 


BAA90639 


* -L | V r\C KJ \J X -L C J I O _L1LL J — L CI _L \~\J 






Arabidopsis thaliana chromosome II BAC 








putative non-LTR retroelement 


reverse 








[Oryza ;sativa] ? v-' 








Seq. No. 


46222 


Seq. ID 


OJ000316_33.0410.C53 




Gene No. 


98029 


Strand 


+ 




Start 


1 


End 


612 




Name 


OJ000316 33.0410.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


31 


End 


582 




GI 


none 


Score 


303 




Exons 


31. .582, 174. .401 







47746 




Seq. No. 


46223 


Seq. ID 


OJ000316_33.0410.C54 


Gene No. 


98030 


Strand 




Start 


302 


End 


1332 


Name 


OJ000316 33.0410.C54.ol.gs 


Method 


GENSCAN 


Start 


302 


End 


1332 


GI 


none 


Score 


. 62 


Exons 


302. .442, 539. .592, 1210. .1332 




Seq. No. 


46224 


Seq. ID 


OJ000316 33 0410 CSS 


Gene No. 


98031 


Strand • 


+ ~ 


Start 


599 


End 


875 


Name 


OJ000316 33.0410.C55.ol.np 


Method 


AAT/NAP 


Start 


599 


End 


875 


GI 


7438326 


Score 


231 


Exons 


599. .875 






GI Descrip. 


myb-related protein homolog T20D16.8 - 


Arabidopsis thaliana 




gi|2642435|gb|AAB87103.1| (AC002391) putative MYB family 




transcription factor [Arabidopsis thaliana] 


Seq. No. 


46224 


o c ^ . iu 


O.TOOO^I f> ^ D41D rss 


Gene No. 


98031 


Strand 


+ _ 


Start 


599 


End 


875 


Name 


OJ000316 33.0410.C55.ol.ts 


Method 


TBLASTX : Soybean 


Start 


642 


End 


870 


GI 


none 


Score 


70 


Exons 


642.. 695, 642.. 692, 643.. 693, 


693. .857, 


693.. 857', 703.. 861, 




853. .870, 854. .868 






Seq. No. 


46224 


Seq. ID 


OJ000316_33.0410.C55 


Gene No. 


98031 


Strand 


+ 


Start 


599 


End 


875 


Name 


OJ000316 33.0410.C55.ol.tc 


Method 


TBLASTX: Cress 


Start 


643 


End 


870 


GI 


none 


Score 


43 


Exons 


643. .693, 653. .694, 693. .857, 


758. .826, 


853. .870 


Seq. No. 


46224 


Seq. ID 


OJ000316_33.0410.C55 


Gene No. 


98031 


Strand 


+ 


Start 


599 


End 


875 


Name 


OJ000316 33.0410.C55.ol.tm 


Method 


TBLASTX: Maize 


Start 


646 


End 


872 


GI 


none 


Score 


53 


Exons 


646. .693, ' 653. .694, 693. .857, 


702. .857, 


703. .861, 852..872, 




854. .871 






Seq. No. 


4 6225 


Seq. ID 


OJ000316_33.0410.C57 


Gene No. 


98032 


Strand 




Start 


1 


End 


377 


Name 


OJ000316 33.0410.C57.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


377 


GI 


1346396 


Score 


280 



Exons 1 . . 377 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi 1 100913 | pir | | S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi [ 22432 | emb I CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi I 224 36 | emb I CAA4 7 962 | (X67733) receptor-like protein kinase 



47747 



[Zea mays] gi | 226927 | prf I 1 1611404A receptor protein kinase [Zea 
mays] 





Seq. No. 


46225 








Seq. ID 


OJ000316 


33 . 


0410 


. C57 




Gene jsjo . 


98032 








Strand 












Start 


1 








End 


377 










Name 


OJ000316 33 


.0410 


.C57.ol.gs 


Method 


GEN^CAN 










Start 


' 40 








End 


365 










GI 


none 








Score 


.45 










Exons 


40. .103, 169. .365 
















Seq. No. 


46226 








Seq. ID 


OJ000316 


24 . 


0410 


. CI 




Gene No . 


98033 








Strand 


+ 










Start 


702 








End 


844 










Name 


OJ000316 24 


.0410 


.Cl.ol, 


* 


Method 


AAT /GAP 










Start 


702 








End 


844 










GI 


none 








Score 


262 










Exons 


702 . . 844 




















Seq. No. 


46226 








Seq. ID 


OJ000316 


24 . 


0410 


. CI 




Gene No 


98033 










+ 










Start 


702 








End 


84 4 










Name 


OJ000316 24 


.0410 


.Cl.ol. 


. as 


Mp1" h ori 


GENSCAN 










Start 


717 








End 


741 










GI 


none 








Score 


.56 










Exons 


717 . . 741 


















a.: t 
j : : 


Seq. No. 


46227 








Seq. ID 


OJ000316 

V-/ U u U U J 1 u 


24 . 


0410 


. C2 


h — 


Gene No . 


98034 








St rand 


+ 










Start 


1410 








End 


1696 










Name 


OJ000316 24, 


.0410, 


.C2.ol. 




Mp t hod 


GEN SCAN 










Start 


1410 








End 


1696 








ry 


GI 


none 








Score 


.76 










Exons 


1410. . 1696 


















^4 


Seq. No. 


46227 








Seq. ID 


OJ00031 6 


24 . 


0410 


. C2 


i z 


Gene No . 


98035 








Strand 


+ 










' Start 


5037 








End 


5135 










Name 


OJ000316 24, 


.0410, 


,C2.ol. 




Mpr hod 


AAT /GAP 










Start 


5037 








End 


5135 










GI 


none 








Score 


198 










Exons 


5037. .5135 




















■Seq. No. 


46227 








Seq. ID 


OJ00031 6 


24 . 


04 1 n 






Gene No 


98036 








uLI CI 1 1 Li 












Start 


2761 








End 


502 6 










Name 


OJ000316 24, 


.0410. 


C2.o2. 


gs 














Start 


2761 






End 


5026 










GI 


none • 








Score 


.68 










Exons 


2761. .2851, 


3224. 


, .3472, 


4761. 


.5026 












Seq. No. 


46228 








Seq. ID 


OJ000316_ 


24. 


0410, 


.C3 




Gene No. 


98037 








Strand 


+ 










Start 


1 








End 


972 










Name 


OJ000316 24. 


,0410. 


C3.ol. 


np 


Method 


AAT /NAP 










Start 


1 








End 


720 










GI 


1352681 








Score 


631 









47748 



Exons 1. .720 

GI Descrip. PROTEIN PHOSPHATASE 2C (PP2C) gi 1 1076391 I pir | | S55457 

phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
thaliana gi | 633028 | dbj | BAA07287 | (D38109) protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb | AAF00655 . 1 | AC008153J7 - 
(AC008153) protein phosphatase 2C { PP2C) [Arabidopsis thaliana] 



Seq. No. 46228 Seq. ID 

Gene No. 98037 Strand 

Start 1 End 

Name OJ00031 6_24 . 04 10 . C3 . ol . gs Method 

Start 52 End 

GI none Score 

Exons 52.. 711 



OJ000316_24.0410.C3 
+ 

972 

GENSCAN 

711 

.79 



Seq. No. 46228 Seq. ID 

Gene No. 98037 Strand 

Start 1 End 

Name OJ000316_24 . 0410 . C3 .o2 .gp Method 

Start 479 End 

GI 61499_1.R1084 Score 

Exons 479.. 972 

GI Descrip. 1 3980397 5.0e-17 (AC004561) putative protein phosphatase 2C 
[Arabidopsis thaliana] 1 



OJ000316_24.0410.C3 
+ 

972 

AAT/GAP 

972 

913 



Seq. No. 46228 

Gene No. 98038 

Start 2721 

Name OJ000316_24 . 04 10 . C3 . o2 . gs 

Start 2721 

GI none 
Exons 



Seq. ID OJ000316_24.0410.C3 

Strand + 

End 5045 

Method GENSCAN 

End 5045 

Score . 6 



2721. .3055, 3111. .3357, 3451. .3611, 4871. .5045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46228 Seq. ID 

98038 Strand 

2721 V End 

OJ000316_24.0410.C3.o2.np Method 

2730 End 

7434307 Score 



OJ000316_24.0410.C3 
+ 

5045 
AAT/NAP 
4978 
121 



2730. .2843, 2871. .3138, 4907.. 4978 

hypothetical protein F25G13.90 - Arabidopsis thaliana 
gi | 5123941 | emb | CAB4 54 99 . 1 | (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268002 | emb | CAB'78342 . 1 | "(AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 46228 

Gene No. : 98039 

Start 1 

Name " OJ00031 6_24 . 04 10 . C3 . ol . gp 

Start 1 

GI uC-osroM202030f09al 

Exons- 1 . . 366 

GI Descrip. '3980397 9.0e-34 (AC004561) putative protein phosphatase 2C 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



Seq. ID OJ000316_24.0410.C3 
Strand 

End 843 

Method AAT/GAP 

End 366 

Score 716 



46228 
98039 



Seq. ID OJ000316_24 .0410.C3 
Strand 



47749 



Start 


1 




End 


843 




Name 


OJ000316 24. 0410. C3 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


843 




GI . 


none 




Score 


52 




Exons 


1..42, 97. .144, 157 


.192, 175 


..588, 195. .296, 346. .543, 






363. . 641, 597 . . 689, 


607. . 696, 


745. .843 






Seq. No. 


46228 




Seq. ID 


OJ000316 24.0410 


.C3 


Gene No. 


98039 




Strand 






Start 


1 




End 


843 




Name 


OJ000316 24 .0410.C3 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


1*66 




End 


696 




GI 


none 




Score 


451 




Exons 


166. . 588, 204 . .296, 


355. . 540, 


366. . 584, 


591. .689, 592.. 


696 


Seq. No. 


46228 




Seq. ID 


OJ000316_24.0410 


.C3 


Gene No. 


98039 




Strand 






Start 


1 




End 


843 




Name 


OJ000316 24. 0410. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


259 




End 


588 




GI 


none 




Score 


457 




Exons 


259. .588, 264. .587 













Seq. No. 


46228 


Seq. ID 


OJ000316 24 0410 


. C3 




Gene No. 


98039 


Strand 








Start 


1 


End 


843 






Name 


OJ000316 24.0410.C3.ol.tw 


Method 


TBLASTX: Wheat 






Start 


259 


End 


588 






GI 


none 


Score 


470 




lu 


Exons 


259. .588, 264. .587 










Seq. No. 


46229 


Seq. ID 


OJ000316_24.0410 


C4 


= : : 
: : : 


Gene No. 


98040 


Strand 


+ 






Start 


11 


End 


243 






Name 


OJ000316 24.0410.C4.ol.gs 


Method 


GENSCAN 






Start 


11 


End 


243 






GI 


none 


Score 


.87 






Exons 


11. .62, 128. .243 










Seq. No. 


46229 . 


Seq. ID 


OJ000316_24.0410 


C4 




Gene No. 


98041 


Strand 








Start 


874 


End 


2968 






Name 


OJ000316 24.0410.C4.o2.gs 


Method 


GENSCAN 






Start 


874 


End ■ 


2968 






GI 


none 


Score 


.48 






Exons 


874.. 928, 1882.. 2057, 2861 


. .2968 








Seq. No. 


46230 ■ 


Seq. ID 


OJ000316_24.0410. 


C5 




Gene No. 


98042 


Strand 








Start 


331 


. End 


5787 






Name 


OJ000316 24.0410.C5.o2.np 


Method 


AAT/NAP 






Start 


331 


End 


5787 






GI 


5734709 


Score 


476 






Exons 


331.. 450, 544.. 88^8, 1145.. 


1680, 2722.. 


3206, 3402.. 3788, 





5562.. 5787 

GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



47750 




Seq. No. 


46230 




Seq. ID 


OJ000316_24.0410. 


C5 


Gene No . 


98042 




Strand 






Start 


331 




End 


5787 




Name 


OJ000316 


?4 0410 CS tm ■ 


Mp1~ h nd 






Start 


464 




End 


815 




GI 


none 




Score 


282 




P v n n s 


464 514 


564 809 567 815 


569 . .814 






Seq. No. 


46230 




Seq. ID" 


OJ000316_24 .0410. 


C5 


Gene No. 


98042 




Strand 






Start 


331 




End 


5787 




Naine 


OJ000316 


24 .0410.C5.ol.np 


Method 


AAT/NAP 




Start 


494 




End 


3647 




GI 


6560764 




Score 


2136 




Exons 


494 . .888, 


1145. .3647 








GI Descrip. 


(AC010155) F3M18.12 [Arabidopsis thaliana] 




Seq. No. 


46230 




Seq. ID 


OJ000316_24.0'410. 


C5 


fipnp No 


98042 




Strand 






Start 


331 




End 


5787 




Name 


OJ000316 


24.0410.C5.ol.gs 


Method 


GENSCAN 




Start 


533 • 




End 


3692 




GI 


none 




Score 


'.99 




l?Yon ^ 


533. .888, 


1145. .3692 








Seq. No. 


46230 




Seq. ID 


OJ000316_24.0410. 


C5 


Gene No. 


98042 




.Strand 






Start 


331 




End 


5787 




Name 


OJ000316 


24.0410.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


578 




End 


3404 




GI 


none 




Score 


85 




Exons 


578.-754, 


797. .889, 801. .890, 


819. .890, 


1147. .1185, 1149 







1197. 


.1535, 


1198. 


. .1317, 


1396. 


.1530, 


1569. . 


1730, 


1615. 


.1722, 




1947. 


.2183, 


1956, 


. .2363, 


1956. 


.2183, 


1956. . 


2411, 


1956. 


.2183, 




2031. 


.2213, 


2046. 


. .2177, 


2097. 


.2177, 


2161. . 


2340, 


2172. 


.2579, 




2173. 


.2412, 


2242. 


. .2406, 


2244. 


.2705, 


2244. . 


2699, 


2244 . 


.2651, 




2280. 


.2378, 


2316, 


. .2699, 


2391. 


.2711, 


2397. . 


2708, 


2419. 


.2688, 




2529. 


.2699, 


2749, 


, .2979, 


2766. 


.3236, 


2766. . 


3230, 


2811. 


.3116, 




2818. 


.3048, 


2973, 


. .3047, 


3027. 


.3113, 


3036. . 


3152, 


3105. 


.3404, 




3123. 


.3230, 


3246. 


. .3404, 


3246. 


.3377, 


3246. . 


3404, 


3258. 


.3404 


Seq. No. 


46230 










Seq. 


ID OJ000316 


24 .0410. C5 


Gene No. 


98042 










Strand 








Start 


331 










End 


5787 






Name 


OJ000316 24 


.0410. 


,C5.ol. 


tc 


Method TBLASTX: 


Cress 




Start 


582 










End 


3404 






GI 


none 










Score 


190 






Exons 


'582. . 


890, 584. .907, 1146. .1193, 1147. .1194, 1209. .1376, 




1213. 


.1368, 


1244. 


, .1372, 


1377. 


. 1535, 


1389. . 


1541, 


1402. 


.1614, 




1602. 


.1709, 


1603. 


, .1713, 


1890. 


.2003, 


1900. . 


1923, 


1953. 


.2183, 




1956. 


.2156, 


1956. 


.2180, 


1956. 


.2651, 


1977. . 


2156, 


2004 . 


.2183, 




2004 . 


.2321, 


2005. 


.2061, 


2028. 


.2183, 


2040. . 


2177, 


2100. 


.2147, 




2116. 


.2688, 


2152. 


.2319, 


"2227. 


.2640, 


2241. . 


2450, 


2244 . 


.27 08, 




2244. 


.2699, 


2244. 


.2567, 


2244. 


.2459, 


2244. . 


2699, 


2245. 


.2571, 




2298. 


.2699, 


2391. 


.3152, 


2460. 


.2687, 


2547. . 


2708, 


2758. 


.3030, 




2781. 


.3008, 


2806. 


.3024, 


2811. 


.3245, 


2811. . 


3113, 


2818. 


.2979, 



47751 



3031. .3216, 3246. .3404, 3246. .3404, 3246. .3389, 3255. .3404, 
3258. .3404, 3258. .3404, 3261. .3404 



Seq. No. 


46230 










Seq. ID 


OJ000316 


i_24.0410.C5 


Gene No . 


98042 










Strand 






Start 


331 










End 


5787 




Name 


OJ000316 24 


.0410, 


.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


815 










End ' 


1754 




GI 


none 










Score 


73 




Exons 


815. . 


889, 8 


16. .890, 1147. .1185, 1155.. 


1529, 1207.. 1524, 




1605. 


.1754, 


1614 . 


. . 1721, 


1615. 


.1740 






Seq. No. 


46230 










Seq. ID 


OJ000316 


9 A 0410 rs 


Gene No . 


98042 










Strand 






Start 


331 










End 


5787 




Name 


OJ000316 24 


.0410. 


,C5 .ol . 


tw 


Method 


TBLASTX : 




Start 


1236 










End 


1543 




GI 


none 










Score 


226 




Exons 


1236. 


.1535, 


• 1237. 


. 1533, 


1242. 


.1535, 1262. . 1543 




Seq. No. 


46230 










Seq. ID 


OJ000316 


_24.0410.C5 


Gene No . 


98042 










Strand 






Start 


331 










End 


5787 




Name 


OJ000316 24 


.0410. 


C5.o2. 


tm 


Method. 


TBLASTX: 


Maize 


Start 


1911 










End 


• 3404 




GI 


none 










Score 


64 




Exons 


1911. 


.2426, 


1956. 


.2069, 


2010. 


.2285, 2097.. 2354, 


2116. .2211, 




2236. 


.2427, 


2241. 


.2492, 


2244 . 


.2483, 2244. .2429, 


2244. .2648, 




2298. 


.2591, 


2391. 


.2699, 


2391. 


.2642, 2391. .2708, 


2443. .2928, 




2446. 


.2643, 


2452. 


.2646, 


2455. 


.2592, 2468. .2542, 


2529. .2711, 




2529. 


.2702, 


2665. 


.2688, 


2765. 


.2830, 27 


66. .2975, 


2766. .2930, 




2769. 


.3152, 


2790. 


.3068, 


2811. 


.3083, 2817.. 2975, 


2829. .3101, 




2974 . , 


.3051, 


3036. 


.3116, 


3123. 


.3233, 3123. .3245, 


3123. .3230, 




3243. , 


.3404, 


3246. 


.3374, 


3246. 


.3368, 3258.. 3404, 


3258. .3404, 




3271. . 


.3342, 


3328. 


.3354 











Seq. No. 


46231 








Seq. ID 


OJ000316_ 


_24 .0410.C6 


Gene No. 


98043 








Strand 


+ 




Start 


5187 








End 


7440 




Name 


OJ000316 24 


.0410, 


,C6.ol. 


gs 


Method 


GENSCAN 




Start 


5187 








End 


5899 




GI 


none 








Score 


.73 




Exons 


5187. .5256, 


5544, 


. .5899 










Seq. No. 


46231 








Seq. ID 


OJ000316_ 


_24.0410.C6 


Gene No. 


98043 








Strand 


+ 




Start 


5187 








End 


7440 




Name 


OJ000316 24. 


.0410. 


.C6.o4. 


np 


Method 


AAT/NAP 




Start 


5569 








End 


7440 




GI 


5922620 








Score 


317 




Exons 


5569. .5610, 


5648. 


. .5758, 


6029. 


.6053, 6873. . 6943, 


7042. .7321, 



7358. .7440 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.1 | (AP000570) EST D15357 (C0514) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47752 



Seq. No. 


4 6231 


Seq. ID 


OJ000316 


Gene No. 


9804 4 • 


Strand 




Start 


2605 


End 


5296 


Name 


OJ000316 24.0410.C6.o2.np 


Method 


AAT /NAP 


Start 


2605 


End 


5296 


GI 


6539570 


'Score 


149 


J—J \»/ 1 iij 


2605. .2632, 4872. .4931, 5102. .5296 




\J -L L-/ W *J Vw A. _I_ V*/ * 


(AP000836) hypothetical protein [Oryza 


caf i va 1 


Seq. No. 


46231 


Seq. ID 


OJ000316 


Gene No . 


98045 


Strand 




Start 


5431 


End 


5508 


Name 


OJ000316 24.0410.C6.o3.np 


Method 


AAT /NAP 


Start 


5431 


End 


5508 


GI 


6630699 


Score 


84 


Rxon 

J-J \u/ 1 I 


5431. .5508 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sat iva ] 




gi| '6721*536 I dbj IBAA89566. 1 | 


(AP001073) 


hvnotheti i 




[Oryza sativa] 






Seq. No. 


46232 


Seq. ID 


OJ000316^ 


Gene No. 


98046 


Strand 


+ 


Start 


954 


End 


1376 


Name 


OJ000316 24.0410.C7.ol.gp 


Method 


AAT /GAP 


Start 


954 


End 


137 6 


GI- 


LIB347 9-006-Q6-K1-B11 


Score 


593 


Exons 


■ 954. .1376 







GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


46232 




Seq. ID 


OJ000316_24 


.0410. C7 


Gene No. 


98047 




Strand 






Start 


727 




End 


1168 




Name 


OJ000316 24.0410.C7.ol. 


np 


Method 


AAT /NAP 




Start 


727 




End 


1168 




GI 


6539570 




Score 


153 




Exons 


727. .785, 953. .1168 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46232 




Seq. ID 


OJ000316_24 , 


.0410. C7 


Gene No. 


98048 




Strand 






Start 


1294 




End 


1371 




Name 


OJ000316 24.0410.C7.o2. 


np 


Method 


AAT /NAP 




Start 


1294 




End 


1371 




GI 


6630699 




Score 


80 




Exons 


1294. .1371 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 | dbj IBAA89566 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


46233 




Seq. ID 


OJ000316_24 . 


.0410. C8 


Gene No. 


98049 




Strand 


+ 




Start 


754 




End 


2816 




Name 


OJ000316 24.0410.C8.ol. 


gs 


Method 


GENSCAN 




Start 


754 




End 


1042 




GI 


none 




Score 


.6 





47753 



Exons 



754.. 858, 878.. 1042 



Seq. No. 46233 
Gene No. 98049 
Start 754 

Name OJ000316_24 . 04 10 . C8 . o2 . np 

Start 754 
GI 6721561 
Exons 754 . .860, 2787 

GI Descrip. (AP001073) EST 

predicted gene 

gil 6815086|dbj 

corresponds to 

protein [Oryza 



Seq. ID OJ000316_24.0410.C8 
Strand + 
End 2816 
Method AAT/NAP 
End 2816 
Score 84 

.2816 

AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


46233 




Seq. ID 


OJ000316_ 


_24. 


.0410 


. C8 


Gene No . 


98050 




Strand 










Start 


. 632 




End 


4 682 








Name 


OJ000316 24 


.0410.C8 .ol.np 


Method 


AAT/NAP ' 








Start 


632 




End 


4682 








GI 


4680183 




Score 


129 








F. v n n s 


632. .793, 4635. .4682 












C^T Dpsrri id 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. -No. 


4 6234 




Seq. ID 


OJ000316_ 


_24-. 


.0410 


. C10 


Conp Ma 


98051 




Strand 


+ 








Start 


200 




End 


318 








Name 


OJ000316 24 


.0410. C10. ol.np 


Method 


AAT/NAP 








Start 


200 ~ 




End 


318 








GI 


5852093 




Score 


57 










200. .318 














GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 










Spa No 


46234 




Seq. ID 


OJ000316_ 


_24 . 


,0410 


. C10 


fipnp No 


98052 




Strand 


+ 








Start 


1644 




End 


1929 








Name 


OJ000316 24 


.0410. C10. ol.gs 


Method 


GENSCAN 








Start 


1644 




End 


1929 








GI 


none 




Score 


.93 








Exons 


1644 . .1929 














Seq. No. 


46235 




Seq. ID 


OJ000316_ 


_24 . 


,0410 


.Cll 


Gene No*. 


98053 




Strand 


+ 








Start 


3357 




End 


9010 








Name 


OJ000316 24 


. 0410. Cll. ol.np 


Method 


AAT/NAP 








Start 


3357 




End 


6490 








GI 


7340868 




Score 


68 








Exons 


3357. .3396, 


: 5140. .5272, 6469. 


. 6490 










GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


46235 




Seq. ID 


OJ000316_ 


24 . 


0410, 


.Cll 


Gene No. 


98053 • 




Strand 


+ ■ 








Start 


3357 




End 


9010 








Name 


OJ000316 24 


.0410. Cll. o2.np 


Method 


AAT/NAP 








Start 


5484 




End 


9010 








GI 


6721516 




Score 


435 








Exons 


5484 . .5541, 


7264. .7522, 7922. 


.8256, 8840. .9010 









47754 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 46235 

Gene No. 98054 

Start 207 

Name OJ000316_24 . 04 10 . Cll . ol . gs 

Start 207 
GI .* none 
Exons 



Seq. ID OJ000316_24. 0410. Cll 
Strand 

End 9921 

Method GENSCAN 

End 9921 

Score .48 



207. .312, 787. .930, 5030. .5108, 5842. .5991, 6138. .6219, ' 
6583.-6663, 7474. .7606, 8057. .8141, 9310. .9426, 9769. .9921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46236 Seq. ID 

98055 Strand 

279 End 
OJ000316_24.0410.C12 .ol.gp Method 

27 9 End 

uC-osroM202001e08bl Score 

279. .323, 415. ,621, 704. .804, 1382 



OJ000316_24 .0410.C12 
+ 

5293 
AAT/GAP 
1502 
644 
1502 



*4512653/gb|AAD21708.1| 1.0e-24 (AC007048) unknown protein 
[Arabidopsis thaliana] 1 



Seq. No. 46236 Seq. ID 

Gene No. 98055 Strand 

Start 279 End 

Name ' -OJ000316_24 . 0410 . C12 . ol . gs Method 

Start 511 End 

GI none Score 

Exons 511. .621, 704. .804, 1382. .1502, 1876. 



OJ000316_24 .0410.C12 
+ 

. 5293 
GENSCAN 
5281 
. 9 

1943, 2478.. 2520, 



3006. .3071, 3226. .3264, 3381. .3463, 3566.-3677, 3987. .4145, 
42S2..4359, 4365. .4529, 4620. .4760, 4862. .4966, 5060. .5281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



46236 
98055 
279 

OJ000316_24.0410.C12.ol 
511 

7485895 

511. .621, ' 704. .804, 138 
2478.. 2520, 3006.. 3071, 
3763. .3837, 3987. .4145, 
4862. .4975, 5069. .5293 
hypothetical protein F2 
gi|2842489|emb|CAA16886 
[Arabidopsis thaliana] 
putative protein [Arabi 



np 



Seq. ID OJ000316_24 .0410.C12 
Strand + 

5293 
AAT/NAP 
.5293 
1453 

.1696, 1848. .1943, 
3226. .3264, 3381. .3463, 3566. .3681, 
4252. .4359, 4425. .4577, 4618. .4760, 



End 

Method 
End 
Score 
2.. 1502, 1588 



009.150 - Arabidopsis thaliana 

1| (AL021749) putative protein 
gi| 7269701 | emb | CAB7 964 9 . 1| (AL161572) 
dopsis thaliana] 



Seq. No. 46236 Seq. ID 

Gene No. 98055 Strand 

Start 279 End 

Name OJ000316_24 . 04 10 . C12 . ol . ts Method 

Start 704 End 

GI none Score 
Exons 



OJ000316_24 .0410.C12 
+ 

5293 

TBLASTX: Soybean 

5292 

130 



704. .805, 1376. .1501, 1380. .1502, 1380. .1502, 1582. .1623, 
1623. .1649, 1626. .1646, 1873. .1944, 2476. .2520, 3003. .3083, 
3208. .3267, 3225. .3287, 3380. .3466, 3381. .3467, 3558. .3674, 
3563. .3670, 3765. .3815, 4026. .4169, 4061. .4156, 4249. .4359, 
4255. .4359, 4257. .4364, 4415. .4531, 4422. .4535, 4424. .4534, 



47755 



4425. .4535, 4616. .4753, 4619. .4759, 4620. .4760, 4912. .4959, 
5021. .5281, 5041. .5292, 5042. .5281, 5110. .5283 



Seq. No. 46236 Seq. ID 

Gene No. 98055 Strand 

Start 279 End 

Name OJ000316_24 . 0410 . C12 . o2 . gp Method 

Start 4481 End 

GI uC-osflm202111al0bl Score 

Exons 4481. .4529, 4620. .4760, 4862. .4944 
GI Descrip. 



OJ000316_24.0410.C12 
+ 

5293 
AAT/GAP 
4944 
494 



? 4512653/gb | AAD21708.il 2.0e-32 (AC007048) unknown protein 
[Arabidopsis thaliana] 1 



Seq. No. 46236 

Gene No. 98055 
Start . 279 

Name OJ000316_24 . 04 10 . C12 . ol . tc 

Start 4 661 

GI none 
Exons 



Seq. ID OJ000316 24.0410.C12 



Strand 
End 

Method 

End 

Score 



+ 

5293 

TBLASTX: Cress 

5221 . 

145 



4661. .4765, 4662. .4760, 4903. .4962, 5042. .5221, 5089. .5220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000316_24.0410.C12 
Strand 
End 

Method 
End 

Score.. 

4864. .4962, 4865. .4972, 5041. .5121, 5042. .5131, 5113. .5292, 
5126. .5281, 5128. .5283 



46236 
98055 
279 

OJ000316_24. 0410.C12.ol.tm 

4864 

none 



+ 

5293 

TBLASTX: Maize 

5292 

103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46237 
98056 
1005 

OJ000316_24 .0410.C13.ol.np 
1005 
4512653 



Seq. ID OJ000316_24.0410.C13 
Strand + 

2976 
AAT/NAP 
2822 
1131 



End 

Method 
End 
Score 

1005.. 1126, 1226.. 1441, 1769.. 1828, 1909 .. 2022; 2131 .. 2216, 
2300. .2408, 2495. .2673, 2753. .2822 

(AC007048) 26S proteasome regulatory subunit S2 [Arabidopsis 
thaliana] 



Seq. No. 46237 Seq. ID 

Gene No. 98056 Strand 

Start 1005 End 

Name OJ000316_24 . 04 10 . C13 . ol . gp Method 

Start 1010 End 

GI LIB3474-008-P1-K1-E3 Score 

Exons 1010.. 1126, 1226.. 1285 

GI Descrip. 1 4 512 653/gb | AAD21708 . 1 1 2.0e-39 (AC007048) unknown protein 
[Arabidopsis thaliana] 1 



OJ000316_24.0410.C13 
+ 

2976 
AAT/GAP 
1285 
274 



Seq. No. 46237 Seq. ID 

Gene No. 98056 Strand . 

Start 1005 End 

Name OJ000316_24 . 04 10 . C13 . ol . gs Method 

Start 1013 End 

GI none Score 



OJ000316_24 .0410.C13 
+ 

2976 
GENSCAN 
2825 
.88 



47756 



Exons 



1013. .1126, 1226. .1441, 1769. .1828, 2131. .2216, 2300. .2408, 
2495. .2673, 2753. .2825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46237 Seq. ID 

98056 Strand 

1005 End 

OJ000316_24 .0410.C13.o2.gp Method 

134 4 End 

21459 1.R1084 Score 



OJ000316_24.0410.C13 
+ 

2976 
AAT/GAP 
2379 
768 



1344. .1441, 1769. .1828, 1909. .2022, 2131. .2216, 2300. .2379 
'4512653/gb|AAD21708.1| 1.0e-100 (AC007048) unknown protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46237 
98056 
1005 

OJ000316_24.0410.C13.o4 , 
1700 

21459_1.R1084 

1700. .1828, 1909. .2022, 

2753. .2786 

? 4 512653/gb | AAD21708 . 1 1 
[Arabidopsis thaliana] 1 



Seq. ID OJ000316_24.0410.C13 

Strand + 

End 2976 

gp Method AAT/GAP 

End 2786 

Score 972 
2131. .2216, 2300. .2408, 2495.-2673, 

1.0e-100 (AC007048) unknown protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No.- 



462-37 -Seq. ID 

98056 Strand 
1005 End 
OJ000316_24.0410.C13.o3.gp Method 
1756 . End 
21459_1.R1084 Score 

1756. .1828, 1909. .2022, 2131. .2216, 2300. .2408, 2495. .2706 

■ 4512653/gb | AAD21708.il 1.0e-100 (AC007048) unknown protein 
[Arabidopsis thaliana] 1 



OJ000316_24.0410.C13 
+ 

297 6 
AAT/GAP 
2706 
913 



46237 
98056 
1005 

OJ000316_24 .0410.C13.o5. 
1808 

21459_1.R1084 
1808. .1828, 1909. .2022, 
2753. .2825, 2859. .2894 
' 4 512 653/gb | AAD217 08 . 1 1 
[Arabidopsis thaliana] ' 



Seq. ID OJ000316_24.0410.C13 

Strand + 

End 2976 - 

gp Method AAT/GAP 

End 2894 

Score 1016 
2131. .2216, 2300. .2408, 2495. .2673, 

l.Oe-100 (AC007048) unknown protein 



46237 Seq. ID 

98056 Strand 

1005 End 

OJ000316_24.0410.C13.o6.gp Method 

2351 " End 

21459 2.R1084 Score 



OJ000316_24.0410.C13 
+ 

2976 
AAT/GAP 
2976 
800 



2351. .2408, 2495. .2673, 2753. .2976 

, 4512653/gb|AAD21708,l| 5.0e-30 (AC007048) unknown protein 
[Arabidopsis thaliana] 1 



46237 
98057 



Seq. ID OJ000316_24 .0410.C13 
Strand + 



47757 



Start 


3982 










End 


4078 




Name 


OJ000316 24 


.0410. 


C13 . o7 






AAT /GAP 




Start 


3982 










End 


4078 




GI 


none 










Score 


173 






3982. 


.4078 














Q opr Nn 


46237 










Seq. ID 


OJ000316 


24 0410 CI 3 


fi^np No 

OC11C LNU « 


98058 










Strand 






Start 


3825 










End 


4283 




Name 


OJ000316 24 


.0410. 


C13 . ol 


. ts 


Method 


TBLASTX: 


Q f\ \r)r\ pan 
ouy kJ C CI 1 1 


Start 


1009 










End 


2825 




GI 


none 










Score 


47 






1009. 


.1110, 


1010 . 


. 1129, 


1012 . 


.1128, 1216. .1443, 


1220 1444. 




1225. 


.1461, 


1768 . 


. 1827, 


1769 . 


.1834, 1908. .2024, 


1909 2025 




2104 . 


.2217, 


2130 . 


.2216, 


2135 . 


.2221, 22? 


35. .2428, 


2304 2408 




2463. 


.2672, 


2483 . 


. 2674 , 


24 92 . 


.2680, 2494. .2679, 


2744 2809 




2751. 


.2825, 


2769 . 


. 2822 










• t_J C V-J • W « 


46237 










Seq. ID 


OJ000316 


24 0410 C13 




98058 










Strand 






Start 


3825 










End 


4283 




Name 


OJ000316 24 


. 04 10 . 


C13 . ol 


. tm 


Method 


TBLASTX: 


Mai. ze 


Start 


1074 










End 


2825 




GI 


none 










Score 


69 




Exons 


1074. , 


.1127, 


1074. 


. 1127, 


1075. 


.1128, 1076. .1129, 


1220. .1444, 




1224 . , 


.1289, 


1225 . 


.1443, 


1317 . 


.1445, 1688.*:i831, 


1768 1836 




1769. , 


.1834, 


1904 


• L. \J J , 


1 908 

-L Z? \J O * 


.2024, 1908.. 2027, 






2125. . 


.2217, 


2130 . 


.2216, 


2138 . 


.2218, 2150.'. 2236, 


OOQO 9408 




2292. , 


.2408, 


2300 . 


.2428, 


2474 . 


.2674, 2482. .2538, 


2492 2683 




2744 . . 


.2821, 


2751 . 


. 2825 










Sea No 


46237 










Seq. ID 


OJ000316 


24 0410 013 


f^prip No 


98058 










Strand 






Start 


3825 










End 


4283 




Name 


OJ000316 24 


.0410. 


C13.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1235 










End 


2849 




GI 


none - 










Score 


271 






1235. . 


.1453, 


1252 . 


1443 


1766 . 


.1828, 1767. .1829, 


1768 1836 




1769. . 


, 1834, 


1907 . 


* X ZJ Zf Z/ , 


1908 . 


.2024, 1909. .2025, 


1912 202S 




2104. . 


.2217, 


2124 . 


2216 


2300 . 


.2416, 2304. .2408, 


2468 269S 




2483. . 


.2674, 


24 93 . 


. 2684 , 


2751 . 


.2849 






Seq. No. 


46237 










Seq. ID 


OJ000316 


_24.0410.C13 


Gene No. 


98058 










Strand 






Start 


.. 3825 . 










End 


4283 . 




Name 


OJ000316 24 


0410 


n 3 n? 




Method 


GEN SCAN 




Start 


3825 










End 


4283 




GI 


none 










Score 


.89 




Exons 


3825.. 


,4283 














Seq. No. 


46238 










Seq. ID 


OJ000316 


24.0410 C15 


Gene No. 


98059 










Strand 


+ 




Start 


3092 










End 


3636 




Name 


• OJ000316 24 


.0410. 


CIS.ol. 


.gs 


Method 


GENSCAN 




Start 


3092 










End 


3636 




GI 


none 










Score 


.84 




Exons 


3092. . 


3295, 


3367. 


.3636 











47758 




Seq. No. 


46239 




Seq. ID 


OJ000316 24, 


.0410 C17 


Gene No. 


98060 




Strand 


+ 




Start 


1673 




End 


1976 




Name 


OJ000316 24 


.0410.C17 o2 od 


Method 


AAT/GAP 




Start 


1673 ~ 


End 


1976 




GI 


427610 




Score 


412 




Exons 


1673. . 1883, 


1923 . . 1976 








GI Descrip. 


5852172/emb 


|CAB55410.1| 4. 


0e-ll (AL117265) zhb0002. 


1 fOrvza 




sat iva] 










Seq. No. 


46239 




Seq. ID 


\J<J \J \J \J >J X \J ^.*±< 


,0410. C17 


Gene No. 


98061 




Strand 






Start 


527 




End 


5125 




Name 


OJ000316 24 


.0410.C17.ol.gs 


Method 


GENSCAN 




Start 


527 




End 


5125 




GI 


none 




Score 


. 5 




Exons 


527.. 692, 1706.. 1957, 2003 


. .2087, * 2186. 


■ . ^ ^ -~> f <j O O A. t 


4531 , 




4553 5125 










Seq. No. 


46239 




Seq. ID 


OJ000316_24 . 


,0410. C17 


Gene No. 


98061 




Strand 






Start 


527 




End 






Name 


OJ000316 24 


.0410.C17.ol.np 


Method 






Start 


1782 




End 






GI 


5852172 




Score 


J- C. D 




Exons 


1782. .1871, 


1911. .1957 








GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza sativa] 






Seq. No. 


46239 




Seq. ID 


OJ000316_24 . 


0410. C17 


Gene No. 


98062 




Strand 






Start 


5847 




End 


9674 




Name 


' OJ000316 24 


.0410.C17.o2.gs 


Method 


GENSCAN 




Start 


5847' 




End 


8757 




GI 


none 




Score 


.6 




Exons 


5847. .6018, 


7269. .7384, 8608. .8757 






Seq. No. 


46239 




Seq. ID 


OJ000316_24 . 


0410. C17 


Gene No. 


98062 




Strand 






Start 


5847 




End 


9674 




Name 


OJ000316 24 


.0410.C17.o2.np 


Method 


AAT/NAP 




Start 


7271 




End 


9674 




GI 


5042463 




Score 


200 




Exons 


7271. .7384, 


■ 7436. .7591, 8253. .844 5, 9654. .9674 




GI Descrip. 


(AC0Q7789) unknown protein 


[Oryza sativa] 




Seq. No. 


46240 




Seq. ID 


OJ000316_24 . 


0410. C20 


Gene No. 


98063 




Strand 


+ 




Start ' 


1 




End 


1347 




Name 


OJ000316 24, 


.0410.C20.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1332 




GI 


6175140 




Score 


664 




Exons 


1..31, 359., 


.481, 660. .803, 


892. .1332 






GI Descrip. 


(AC010796) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


46240 




Seq. ID 


OJ000316_24 . 


0410. C20 


Gene No. 


98063 




Strand 


+ 





47759 



Start 
Name 
Start 
GI 

Exons 



OJ000316_24 .0410.C20.ol.gs 

359 
none 

359. .481, 892. .1347 



End 

Method 

End 

Score 



1347 
GEN SCAN 
1347 
.49 



JC^ • iiU • 


4 6240 


Seq. ID 






98064 


* Strand 




Start 


2090 


End 


2692 


Name 


OJ000316 24 0410 C20 o2 


f rn MphhnH 




Start 


5 ~ 


End 


725 


GI 


none 


Score 


56 


Exons . 


5. .40, 3S3..496, 358. .48 


9, 369. .491, 


651. .725, 651. .725 




4 6240 


Seq. ID 


OJ000316_24.0410.C20 




98064 


Strand 




Start 


2090 


End 


2692 


Name 


o.Tonrm 94 n4in r?n ni 


ts Method 


TBLASTX : Soybean 


Cf aft 

j Lai l 


7^S" ~~ 


End 


1335 




■J -*J \J Zs *J f -L 


Score 


77 


Exons 


735 809. 737 793. 894 


.929, 925.. 11 


88, 927. .1049, 929. .1174, 




1105. .1188, 1252. .1335 






GI Descrip. 


2129655/pir S71212 3.0e 


-33 OBP32pep ] 


protein - Arabidopsis 




thaliana (fragment) >gi 


1022799 (U37698) OBP32pep [Arabidopsis 




thaliana] 






Seq. No. 


46240 


Seq. ID 


OJ000316_24.0410.C20 


Gene No. 


98064 


Strand 




Start 


2090 


End 


2692 


Name 


OJ000316 24.0410.C20.ol. 


tm Method 


TBLASTX: Maize 


Start 


1041 


End 


1290 


GI 


none 


Score 


144 


Exons 


1041. .1184, 1042. .1290, 


1042. .1185 





Seq. No. 46240 Seq. ID 

Gene No. 98064 Strand 

Start 2090 End 

Name OJ000316_24 . 0410 . C20 . ol . tc Method 

Start 1042 End 

GI none Score 

Exons 1042.. 1185, 1270.. 1311 



OJ000316_24.0410.C20 
2692 

TBLASTX: Cress 

1311 

202 



Seq. No. 46240 Seq. ID 

Gene No. 98064 Strand 

Start 2090 End 

Name O JO 0 0 3 1 6_2 4 . 0 4 1 0 . C2 0 . o2 . gs Method 

...Start 2090 . End 

GI none ' Score 

Exons 2090.. 2692 



OJ000316_24.0410.C20 

2692 
GENS CAN 
2692 
. 91 



Seq. No. 46241 Seq. ID 

Gene No. 98065 Strand 

Start . 2742 End 

Name OJ00031 6_24 . 04 10 . C21 . ol<. gp Method 

Start 2742 * ■ End 

GI 34683JL.R1084 Score 

Exons 2742.. 2837, 2956.. 3075, 3265.. 3295 



OJ000316_24.0410.C21 
+ 

3295 
AAT/GAP 
3295 
349 



47760 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'2501555/sp|Q40784 |AAPC_PENCL 2.0e-13 POSSIBLE 
APOSPORY-ASSOCIATED PROTEIN C >gi_549984 (U13148) possible 
apospory-associated protein [Pennisetum ciliare] 1 



46241 
98065 
2742 

OJ000316_24 . 0410,C21.ol.gs 

2755 

none 

2755.-2837, 2956.. 3075 



Seq. ID OJ000316_24.0410.C21 

Strand + 

End 3295 

Method GENSCAN 

End 3075 

Score .87 



Seq. No. 46241 

Gene No. 98065 

Start 2742 

Name OJ000316_24 . 04 10 . C21 . ol . tm 

Start 2968 

GI none 

Exons 2968.. 3075, 2990.. 3073, 2994, 



Seq. ID OJ000316_24 .0410.C21 

Strand + 

End 3295 

Method TBLASTX: Maize 

End 3094 

Score 149 
.3089, 3002.. 3094 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46242 
98066 
1 

OJ000316_24.0410.C22.ol.np 
1 

6970044 



Seq. ID OJ000316_24 .0410.C22 
Strand + 
End 1406 
Method AAT/NAP 
End 1270 ■ 

Score 162 

1..47, 130. .227, 739. .846, 933. .1017, 1149. .1270 

(AF19524 3) apospory-associated protein C; APOC [Chlamydomonas 

reinhardtii] 



Seq. No. 46242 

Gene No. 98066 

Start 1 

Name OJ000316_24 . 0410 . C22 . ol . gs 

Start 130 

GI none 

Exons 130. .227, 739. .907 



Seq. ID OJ000316_24.0410.C22 

Strand + 

End 1406 

Method GENSCAN 

End 907 

Score '.45 



Seq. No. 46242 

Gene No. 98066 

Start 1 

Name OJ000316_24 . 04 10 . C22 . ol . gp 

Start 148 

GI none 

Exons 148.. 227, 739.. 846, 933.. 1014, 



Seq. ID OJ000316_24 .0410.C22 

Strand + 

End 1406 

Method AAT/GAP 

End 1406 

Score 964 
1149. . 1406 



Seq. No. 46242 

Gene No. 98067 ■ 

Start 2063 

Name OJ000316_24 . 0410 . C22 . o2 . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000316_24.0410.C22 
Strand - . : 

End 3103 
Method TBLASTX: Maize 
End 1017 
Score 76 

2. .43, 3. .50, 4. .45, 129. .227, 130. .243, 131. .244, 728. .829, 
729. .830, 736. .846, 737. .868, 930. .1007, 931. .1017, 932. .1006, 
933.. 1010 



Seq. No. 



46242 



.Seq. ID OJ000316 24.0410.C22 



4 77 61 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98067 Strand 

2063 End 

OJ000316_24 .0410.C22.o2.ts Method 

3 End 

none Score 



3103 

TBLASTX : Soybean 

1017 

54 



3.-56, 127. .243, 129. .227, 736. .828, 736. .840, 737. .841, 
924. .1010, 933. .1010, 937. .1017 



Seq. No. 46242 

Gene No. 98067 

Start 2063 

Name OJ000316_24 . 04 10 . C22 . o2 . tc 

Start 184 

GI none 
Exons 



Seq. ID OJ000316_24.0410.C22 
Strand 

End 3103 

Method TBLASTX : Cress 

End 1017 

Score 73 



184. .243, 729. .827, 735. .827, 736. .846, 746. .868, 930. .998, 
931.. 1017, 932.. 994, 933.. 1016 



Lis 



v3 



f °5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46242 
98067 
2063 

OJ000316_24 .0410.C22.o2.gp 
1931 

12084_1.R1084 
1931.. 2251, 2584 



OJ000316 24.0410.C22 



Seq. ID 

Strand - 

End 3103 

Method AAT/GAP 

End 2 94 5 

Score 1093 
.2751, 2843. .2945 
? 3786006 4.0e-51 ..(AC005499) hypothetical protein [Arabidopsis 
thaliana] f 



46242 Seq. ID 

98067 Strand 

2063 End 

OJ000316_24 .0410.C22.ol.tm Method 

2027 End 

none Score 



OJ000316_24 .0410.C22 
3103 

TBLASTX: Maize 

3079 

52 



2027. .2083, 2084. .2251, 2088. .2252, 2094. .2252, 2582. .2668, 
2584. .2658, 2626. .2754, 2639. .2764, 2843. .3079, '2844. .3032, 
2929.. 3066 



46242 Seq. ID 

98067 Strand 

2063 End 
OJ000316_24 .0410.C22.o2.gs Method 

2063 End 

none Score 

2063. .2251, 2584. .2751, 2843. .3076 



OJ000316_24.0410.C22 

3103 
GENSCAN 
3076 
.76 



Seq. No. 46242 
Gene No. 98067 
Start 2063 

Name OJ000316_24 . 04 10 . C22 . ol . ts 

Start 2087 
GI none 

Exons 2087.. 2242, 2091.. 2234, 2102, 

2584. .2751, 2594. .2755, 2835. 
2938.. 3036 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2245, 2582 
.3035, 2843 



OJ000316 24.0410.C22 



3103 

TBLASTX: Soybean 
3037 
157 

2680, 2584. .2715, 
3037, 2844.. 3032, 



Seq. No. 
Gene No. 



46242 
98067 



Seq. ID 
Strand 



OJ000316 24.0410.C22 



47762 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2063 - ■ End 

OJ000316_24 .0410. C22 . o2 . np Method 
2090 End 
3786006 Score. 



3103 
AAT/NAP 
3103 
637 



2090. .2251, 2584. .2751, 2843. .3103 

(AC005499) methylenetetrahydrofolate dehydrogenase [Arabidopsis 
thaliana] 



46242 
98067 
2063 

OJ000316_24.0410.C22.ol.tc 

2102 
none 



Seq. ID OJ000316_24 .0410.C22 
Strand 

End 3103 

Method TBLASTX: Cress 

End 3088 

Score 128 



2102. .2233, 2106. .2234, 2608. .2754, 2615. .2764, 2633. .2761, 
2843. .3088, 2844. .3032, 2948. .3079 



46243 
98068 
1 

OJ000316_24.0410.C23.ol.np 
1 

3786006 
1..36, 183. .511, 1409. .1571 

(AC005499) methylenetetrahydrofolate dehydrogenase [Arabidopsis 
thaliana] 



Seq. ID OJ000316_24.0410.C23 
Strand 

End 1571 

Method AAT/NAP 

End 1571 

Score 293 



Seq. No. 46243 

Gene No. 98068 

Start 1 

Name OJ000316_24 . 0410 . C23 . ol . tc 

Start 181 

GI none 

Exons 181.. 498, 186.. 503 

Seq. No. 46243 

Gene No.- 98068 

Start 1 

Name OJ000316_24 .0410. C23 . ol . tm 

Start 187 

GI none 

Exons 187.. 525, 192.. 512 



Seq. ID OJ000316_24.0410.C23 
Strand 

End 1571 

Method TBLASTX : Cress 

End 503 

Score 147 



Seq. ID OJ000316_24 .0410.C23 
Strand 

End 1571 

Method TBLASTX: Maize 

End 525 

Score 197 



Seq. No. 46243 

Gene No. 98068 

Start 1 

Name * OJ000316_24 . 04 10 . C23 . ol . gs 

Start 192 

GI none 

Exons 192.. 511, 1173.. 1446 

Seq. No. 46243 

Gene No. 98068 

Start 1 

Name OJ000316_24 . 04 10 .C23 . ol . ts 

Start 192 

GI none 



Seq. ID OJ000316_24.0410.C23 
Strand 

End 1571 

Method GENSCAN 

End 1446 

Score .94 



Seq. ID OJ000316_24 .0410.C23 
Strand 

End 1571 

Method TBLASTX : Soybean 

End 503 

Score 116 



47763 



Exons 



192. .431, 192. .503, 193. .498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000316 24.0410.C24 



46244 
98069 
1 

OJ000316_24.0410.C24.ol.np 
1 

4263522 
1. .1401, 1765. .2568 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

2571 
AAT/NAP 
2568 
2367 



46244 
98069 
1 

OJ000316_24 . 0410.C24 . o2 . tm 
43 

none 



Seq. ID OJ000316_24 .0410.C24 

Strand + 

End 2571 

Method TBLASTX : Mai ze 

End 1365 

Score 138 



43. .342, 49. .435, 69. .227, 154 . . 528 ,'..235 . . 62 1 , 288. .434, 
291. .629, 328. .714, 372'.. 713, 420. .815, 421/. 807, 514. .900, 
558. .908, 607. .993, 607. .969, 651. .1001, 666. .809, 700. .1062, 
752. .904, 865. .1062, 1195. .1365, 1195. .1365, 1207. .1365, 
1261. .1308, 1287. .1364 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



46244 Seq. ID 

98069 Strand 

1- End 

OJ000316_24 .0410.C24 .o2.tc Method 

7 3 End 

none Score 



OJ000316_24.0410.C24 
+ 

2571 

TBLASTX: Cress 

1956 

68 



73. .216, 298. .519, 322. .510, 343. .612, 421. .705, 513. .761, 
514. .684, 514. .783, 531. .686, 603. .875, 607. .891, 628. .816, 
694. .876, 700. .981, 808. .1062, 811. .987, 853. .969, 919. .1062, 
946. .1062, 1084. .1392, 1084. .1365, 1086. .1238, 1096. .1173, 
1150. .1365, 1222. .1314, 1240. .1410, 1261. .1365, 1765. .1851, 
1864 . . 1956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46244 Seq. ID 

98069 Strand 

1 End 
OJ000316_24 .0410.C24 .ol.gs Method 

85 End 

none Score 

85. .1030, 1217. .1401, 17.65 .'. 2442 ' 



OJ000316_24.0410.C24 
+ 

2571 
GENSCAN 
2442 
.92 



46244 
98069 
1 

OJ000316_24 .0410.C24 .ol . tw 
90 

none 



Seq. ID . OJ000316_24.0410.C24 
Strand + 
End 2571 
Method TBLASTX : Wheat 
End 1410 
Score 71 

90. .203, 298. .402, 360. .521, 388. .510, 436. .537, 453. .575, 
454. .597, 525. .629, 529. .630, 547. .681, 622. .723, 640. .789, 
645. .761, 706. .816, 733. .876, 754. .876, 826. .969, 848. .1006, 
919. .1062, 973. .i T 080,- 1099. .1305, 1222. .1410 



Seq. No. 
Gene No. 



46244 
98069 



Seq. ID OJ000316_24 .0410.C24 
Strand + 



47764 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000316_24 .0410.C24.o3.ts 

349 

none 



End 2571 

Method . TBLASTX: Soybean 

End 1412 

Score ; 80 



349. .522, 420. .617, 421. .615, 514. .684, 628. .801, 700. .876, 
808. .987, 1000. .1410, 1238. .1270, 1287. .1412 



46244 Seq. ID 

98069 Strand 

1 End 
OJ000316_24 .0410.C24.o3.tm Method 

1765 End 

none Score 
1765. . 1977 



OJ000316_24.0410.C24 
+ 

2571 

TBLASTX: Maize 

1977 

202 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46244 
98069 
1 

OJ000316_24 .0410.C24 .ol.ts" 
1810 
none 

1810. .2346, 1845. .2306 

46244 
98069 
1 

OJ000316_24 .0410.C24.ol.tm 
1978 
none 

1978. .2526, 1980. .2306, 2370. .2477 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



46244 
98069 
1 

OJ000316_24.0410.C24.ol.tc 

2040 
none 

2040. .2570, 2044. .2571 ' 

46244 
98069 
1 

OJ000316_24 .0410.C24 ,o2.ts 
2353 
none 

2353. .2571, 2361. .2570 

46245 
98070 
204 

OJ000316_24-.0410.C25.ol.gs 
204 
none 

204. .227, 402. .638; 1668. .2100 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



46245 
98070 



Seq. ID 
Strand 



OJ000316_24.0410.C24 
+ 

2571 

TBLASTX : Soybean 

2346 

445 



OJ000316_24.0410.C24 
+ 

2571 

TBLASTX: Maize 

2526 

441 



OJ000316_24 .0410.C24 
+ 

2571 

TBLASTX: Cress 

2571 

543 



OJ000316_24.0410.C24 
+ 

2571 

TBLASTX: Soybean 

2571 

292 



OJ000316_24..0410.C25 
+ 

2100 
GENSCAN 
2100 
.79 



OJ000316_24.0410.C25 
+ 



47765 



Start 


204 


End. . 


2100 




Name 


OJ000316 24.0410.C25.ol.np 


Method 


AAT/NAP 




Start 


418 


End 


2097 




GI 


7438432 


- Score 


983 




LJ tfV 1 1 O 


418 '638, 1668 2097 








C^T Dp^rr "i r> 

VJ -L 1— ' w ±> .±. k_/ ■ 


(tT p— Ki nciincr Drofpi n — rr^r*Hpn 


pea gi|303742|dbj IBAA02112 


.11 




(D12544) GTP-bindina nrotpin 


[Pisum sativum] 






ai 1 738936 1 nrf 1 1 2001457D GTP- 


binding protein [Pisum sativum] 


Qprr M/-\ 

ij C \J • L' W • 


46245 


Seq. ID 


OJ000316_24.0410 


.C25 


Gene No. 


98071 


Strand 






Start 


3673 


End 


4552 




Name 


OJ000316 24.0410.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


414 


End 


2100 




GI 


none 


Score 


336 




TT v n n q 


414. .641, 415. .639, 1659. .1835, 1663.. 


1989, 1665.. 2009, 






1666 2010, 2052. 2093, 2053 


. .2100 






Seq. No. 


46245 


Seq. ID 


n.Tnnn^i 6 9A Odin 


pot; 


Gene No. 


98071 


Strand 






Start 


3673 


End 


4552 




Name 


OJ000316 24 0410 C25 o2 tm 


Mpt" lioH 


TBLASTX: Maize 




Start 


417 ~~ 


End 


641 




GI ■ 


none 


Score 


371 




Rvrjn c 

1—1 S\. V*/ 1 1 


417 641 418 639 597 641 








Seq. No. 


46245 


Seq .ID 


OJ000316_24 .0410 


.C25 


Gene No. 


98071 


Strand 






Start 


3673 


End 


4552 




Name 


OJ000316 24.0410.C25.o2.tw 


Method 


TBLASTX: Wheat 




Start 


421 


End 


585 




GI 


none 


Score 


235 




1—1 AW Uu 


421. .585, 453. .572 








Sea No 


46245 


Seq. ID 


OJ000316_24.0410 


.C25 


Gene No. 


98071 


Strand 






Start 


3673 


End 


4 552 




Name 


OJ000316 24.0410.C25.ol.ts 


Method 


TBLASTX: Soybean 




Start 


423 


End 


2137 




GI 


none 


Score 


350 




J—j 1 1 0 


423. .641, 424. .639, 1662. .18 


41, 1665.. 


2093, 1666.. 2106, 






. 1678. .2130,' 1784. .2137 








Seq. No. 


46245 


Seq. ID 


OJ000316_24 .0410 


.C25 


Gene No. 


98071 


Strand 






Start 


3673 


End 


4552 « 




Name 


OJ000316 24.0410.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


586 


End 


2078 . 




GI 


none 


Score 


56 




Exons 


586.-639, 1665. .1835, .1665. .2078, 1666 


. .2076 




Seq. No. 


46245 


Seq. ID 


OJ000316_24.0410 


.C25 


Gene No. 


98071 


Strand - 






Start 


3673 


End 


4552 




Name 


OJ000316 24 . 0410.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


1701 


End 


2052 




GI 


none 


Score 


588 





47766 




Exons 


1701 2051. 


1702 2052 


1705 . 


. 2052 






Seq. No. 


46245 






Seq. ID 


OJ000316_24.0410 


.C25 


Gene No. 


98071 






Strand 






Start 


3673 






End 


4 552 




Name 


OJ000316 24 


0410 C25 o2 




Mot" h nH 


\j cj lm kj 




Start 


3673 .. ~~ 






End 


4537 




GI 


none 






Score 


. 89 




Exons 


3673 4308. 


4391 4537 










Seq. No. 


46245 






Seq. ID 


OJ000316_24 .0410 


.C25 


Gene No. 


98071 






Strand 






Start 


3673 






End 


4552 




Name 


OJ000316 24 


0410 C25 o3 


. tm 


Mpt hnH 


TBLASTX • Ma i 7p 




Start 


3793 ~~ 






End 


3942 




GI 


none 






Score 


108 




Exons 


3793 3942 


3794 3907 


3826 . 


.3912 






Seq. No. 


46245 






Seq. ID 


OJ000316_24 .0410 


.C25 


Gene No. 


98071 






Strand 






Start 


3673 






End 


4552 




Name 


OJ000316 24 


0410 P25 o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


3835 ~ 






End 


4552 




GI 


none 






Score 


130 




J— J VhS 1 1 O fc . - 


3835 3972 


4021 414 6 


4186. 


.4302, 4391. .4552 






'46246 






Seq. ID 


OJ000316 24.0410 




Gene No. 


98072 






Strand 


+ 




Start 


280 






End 


1690 




Name 


OJ000316 24. 


0410.C27.ol 


• gp 


Method 


AAT/GAP 




Start 


280 






End 


1690 




GI 


1124 1.R1084 




Score 


2779 




F.ynn^ 

i—J *± W 1 1 


280. .1690 












GI Descrip. 


? 4160402/emb|CAA10616| 


1.0e-104 (AJ132240) eukaryotic 






translation 


initiation 


factor 


5 [Zea mays] 1 




Sea No 


46246 






Seq. ID 


OJ000316_24 .0410 


P?7 


Gene No. 


98073 






Strand 






Start 


566 






End 


1918 




Name 


OJ000316 24. 


0410.C27.ol 


.np 


Method 


AAT/NAP 




Start 


562 






End 


1918 




GI 


4160402 






Score 


1754 




Exons 


562. .1918-" 












GI Descrip . 


■ (AJ132240) eukaryotic translation initiation factor 5 [Zea mays] 


Seq. No. 


46246 






Seq. ID 


OJ000316_24.0410, 


.C27 


Gene No . 


98073 






Strand 






Start 


566 






End 


1918.. 




Name 


OJ000316 24. 


0410.C27.ol 


.gs 


Method 


GENSCAN 




Start 


566 






End 


1918 




GI 


none 






Score 


1 




Exons 


566. . 1918 












Seq. No. 


46246 






Seq. ID 


OJ000316_24 .0410. 


.C27 


Gene No. 


98074 






Strand 






Start 


1841 






End 


2234 




Name 


OJ000316 24. 


0410.C27.ol 


. tw 


Method 


TBLASTX: Wheat 





47767 






Start 


575 




End 


849 




GI 


none 




Score 


246 




Exons 


575. .832, 583.-849, 596 


. . 817 








Seq. No. 


46246 




Seq. ID 


OJ000316 24.0410.C27 




Gene No. 


98074 




Strand 






Start 


1841 




End 


2234 




Name 


OJ000316 24.0410.C27.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


583. 




End 


1210 




GI 


none 




Score 


55 




Exons 


583. .648, 591. .647, 596 


. .694, 


629. .769, 


. 684 . . 773, 819. . 893, 






855. .995, 875. .1009, 1095. .1205, 1109.. 


. 1210, 1118 . . 1189 




Seq. No. 


46246 




Seq. ID 


OJ000316_24.0410.C27 




Gene No. 


98074 




Strand 






Start 


1841 




End 


2234 




Name 


OJ000316 24.0410.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


596 




End 


2198 . 




GI 


none 




Score 


331 




Exons 


596. .817, 609. .995, 875 


. .1027 


, 1086.'. 1205, 1092. .1214, 






1093. . 1209, 1227 . . 1268, 


1253. 


.1336, 1253. .1279, 1356. .1457, 






1393. .1413, 1406. .1501, 


1436. 


.1924, 1464. .1925, 2040. .2090, 


- _ 




2041. .2088, 2052 . .2198, 


2083. 


.2175 






Seq. No. 


46246 




Seq. ID 


OJ000316_24.0410.C27 


\2 


Gene No. 


98074 




Strand 




f r-r. 


Start 


1841 




End 


2234 


F : r 


Name 


OJ000316 24.0410.C27.ol 


. ts 


Method 


TBLASTX: Soybean 


f 


Start 


596 




End 


2174 




GI 


none 




Score 


110 




Exons 


596. .694, 629. .814, 641 


. ..919, 


645. .929, 


669. .845, 1043. . 118! 


w 




1044.. 1205, 1353.. 1457, 


1406. 


.1480, 1436. .1480, 1436. .1924, 


! Li 




1464. .1919, 1840. .1932, 


1999. 


.2139, 2019. .2138, 2046. .2174 


b 


Seq. No. 


46246 




Seq. ID 


OJ000316_24.0410.C27 




Gene No. 


98074 




Strand 






Start. 


1841 




End 


2234 




Name 


OJ000316 24.0410.C27.ol 


. tc 


Method 


TBLASTX: Cress 


v3 


Start 


1368 




End 


1736 


?! 


GI 


none 




Score 


311 




Exons 


1368. .1451, 1406. .1501, 


1436. 


.1732, 1467. .1736 




Seq. No. 


46246 




Seq. ID 


OJ000316_24 .0410.C27 




Gene No. 


98074 




Strand 






Start 


1841 




. End 


2234 




Name 


OJ000316 24.0410.C27.o3, 


. tc 


Method 


TBLASTX: Cress 




Start, 


1790 




End 


2135 




GI 


none • ;, 




Score 


131 




Exons 


1790.. 1921', 1799.. 1918, 


1806. 


.1946, 1834. .1926, 2055. .2135 




Seq. No. 


46246 




Seq. ID 


OJ000316_24.0410.C27 




Gene No. 


98074 




Strand 






Start 


1841 




End 


2234 




Name 


OJ000'316 24.0410.C27.o2. 


■ gp 


Method 


AAT/GAP 




Start 


1841 




End 


2234 




GI 


29079 1.R1084 




Score 


655 




Exons 


1841. .2234 









47768 



GI Descrip. * 4 160401/emb | AJ132240 | ZMA132240 2.0e-12 Zea mays eIF-5 gene, 
exons 1-2 1 



Seq. No. 46247 

Gene No. 98075 

Start 1435 

Name 0 JO 0 0 3 1 6_2 4 . 0 4 1 0 . C 2 8 . o 1 . gp 

Start 1435 

GI 29079_1.R1084 

Exons 1435.. 1585 

GI Descrip. 1 4 160401/emb | AJ132240 | ZMA132240 2.0e-12 Zea mays eIF-5 gene, 
exons 1-2 ' 



Seq. ID OJ000316_24 .0410.C28 

Strand + 

End 1585 

Method AAT/GAP 

End 1585 

Score 217 . 



Seq. No. 46248 

Gene No. 98076 

Start 357 

Name OJ000316_24 . 04 10 . C2 9 . ol . gs 

Start 357 

GI none 

Exons 357.. 473 



Seq. ID OJ000316_24 .0410.C29 

Strand + 

End 4 73 

Method GEN SCAN 

End 473 

Score . . 65 



Seq. No. 46248 

Gene No. 98077 

Start 1128 

Name OJ000316_24 . 04 10 . C29 . ol . gp 

Start 1128 

GI none 

Exons 1128.. 1221 



Seq. ID OJ000316_24 .0410.C29 
Strand 

End 1221 

Method AAT/GAP 

End 1221^ 

Score 145 



Seq. No. 46249 

Gene No. 98078 

Start 1 

Name OJ000316_24 . 04 10 . C33 . ol . gs 

Start 1 

GI none 

Exons 1..137, 1155.. 1314, 1758.. 2118 



Seq. ID OJ000316_24 .0410.C33 
Strand 

End 2118 

Method GENSCAN 

End 2118 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46249 
98079 
2040 

OJ000316_24 .0410.C33.ol. tm 
2040 
none 



End 

Method 
End 
Score 

2040. .2210, 2052. .2108, 2053. .2097, 2100. .2360, 2101. .2358, 
2157.. 2249, 2244.. 2384 



Seq. ID OJ000316_24 .0410.C33 
Strand 

2384 

TBLASTX: Maize 
2384 
51 



Seq. No. '46250 
Gene No. ' 98080 
Start 258 

Name OJ000316_24 . 04 10 . C34 . ol . gp 

Start 258 
GI 34683JL.R1084 
Exons 2S8..379, 456.. 536 

GI Descrip. ' 2501555/sp | Q40784 | AAPC_PENCL 2.0e-13 POSSIBLE ' 

APOSPORY-ASSOCIATED PROTEIN C >gi_54 9984 (U13148) possible 
apospory-associated protein [Pennisetum ciliare] f 



Seq. ID OJ000316_24 .0410.C34 

Strand +. 

End 739 

Method AAT/GAP 

End 536 

Score 279 



47769 




Seq. No. 


46250 


Sea ID 


OJ000316 24 0410 C34 


Gene No. 


98080 


Strand 


+ ^ 


Start . 


258 - 


End 


739 


Name 


OJ000316 24.0410.C34.ol.np 


Method 


AAT/NAP 


Start 


270 


End 


739 


GI 


6970044 


Score 


159 


Exons 


270. .379, 456. .507, 692. .739 






GI Descrip. 


(AF195243) apospory-associated protein 


C; APOC rChlamvdomonc 




rp"i nha rdt iil 






Seq. No. 


46250 


Seq. ID 


OJ000316_24 .0410.C34 


Gene No . 


98081 


Strand 




Start 


333 ' 


End 


507 


Name 


OJ00031 6 24 0410 C34 ol 


Mf=i t" hnH 

L J C U11UU 


TBLASTX: Soybean 


Start 


257 ~~ 




507 


GI 


none 




192 


Exons 


257 379 264 377 266 379 


4^0 SOfi 


454 . . 507 


Seq. No. 


4 6250 




OJ000316 24 0410 C34 


Gene No. 


98081 


Strand 




Start 


333 


End 


507 


Name 


OJ000316 24 0410 C34 ol tm 


Mo *h hnH 


TBLASTX • Maize 


Start 


263 ~~ 

^1 U 


HjI in 


507 


GI 


livelier 


Score 


189 


Exons 


263 379 264 377 268 37R 


969 ^79 


4 50 50 6 4 50 506 




454 507 






Seq. No. 


46^50 


Seq. ID 


OJ000316_24 . 0410.C34 


Gene No. 


98081 


Strand 




Start 


333 


End 


507 


Name 


OJD0031 6 24 0410 P34 ol n<* 


Mo +* h^rl 




Start 


333 _ 


End 


4 90 


GI 


none 




.43 


Exons 


33^ 49fl 






Seq. No. 


46251 


Seq. ID 


OJ000306_14.0410.C2 


Gene No. 


98082 


Strand 




Start 


193 


End 


2277 


Name 


n.Tnno306 1 4 ruin o oi n<z 


Lit; LllUU 


GENSCAN 

\J 1—1 ll Kv-/ Villi 


Start 


193 ~ 


FnH 


2277 


GI 


none 




. 83 


Exons 


193 2277 






Seq. • No. 


46251 


Seq. ID 


OJ000306_14.0410.C2 


Gene No. 


98083 


.Strand 




Start 


2310 


End 


2481 


Name 


OJ000306 14.0410.C2.ol.gp 


Method' 


AAT /HAP 

ii-ti J. / "Oil L 


Start 


2310 


End 


2481 


GI 


2800454 


Score 


240 


Exons 


2310. .2481 






Seq. No. 


46252 


Seq. ID 


OJ000306_14 . 0410. C4 


Gene No. 


98084 


Strand 


+ 


Start 


366 


End 


7946 


Name 


OJ000306 14.0410.C4.ol.gs 


Method 


GENSCAN 


Start 


366 


End 


7946 


GI 


none 


Score 


.72 



47770 




Exons 366. .449, 547. .680, 1008. .1112, 5767. .5922, 5980. .6100, 

6105. .6190, 6587. .6724, 7134. .7299, 7731. .7946 



Seq. No. 


46252 


Seq. ID 


OJ000306 14 . 0410 .C4 


Gene No . 


98084 


Strand 


+ ~ 


Start 


366 


End 


7946 


Name 


OJ000306 14 .0410.C4 .ol.gp 


Method 


AAT/GAP 


Start 


604 . ~ • : 


End 


1291 . 


GI 


none 


Score 


834 


Exons 


604. .680, 812. .898, 1008.. 


,1291 




Seq. No. 


46252 


Seq. ID 


OJ000306 14. 0410. C4 


Gene No. 


98085 


Strand 


+ 


Start 


8929 


End 


9193 


Name 


OJ000306 14.0410.C4.o4.gp 


Method 


AAT/GAP 


Start 


8929 


End 


9193 


GI 


5607533 


Score 


144 


Exons 


8929. .8953, 9091. .9193 






GI Descrip. 1 


11957/emb 1X15901 | CHOSXX 1. 


. Oe-145 Rice 


complete chloroplast 



genome 



Seq. No. 


46252 Seq. ID 


OJ000306_14 .0410.C4 


Gene No. 


98086 Strand 


+ 


Start' 


21267 End 


23723 


Name 


OJ000306 14.0410.C4.o6.np Method 


AAT/NAP 


Start 


21267 End 


23723 


GI 


6006359 Score 


55 


Exons 


21267. .21288, 23056 .. 23175, 23698.. 23723 


GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46252 Seq. ID 


OJ000306_14 .0410.C4 


Gene No. 


98087 Strand 




Start 


8109 End 


8325 


Name 


OJ000306 14 .0410.C4 . o2 . gp Method 


AAT/GAP 


Start 


8109 End 


8325 


GI 


5886 1.R1084 Score 


303 


Exons 


8109.. 8325 




GI Descrip. 


' 11957/emb|X15901 | CHOSXX 0.0e+00 Rice 


complete chloroplast 




genome 1 





OJ000306_14.0410.C4 

10516 
AAT/NAP 
10119. . 
187 



Seq. No. 46252 Seq. ID 

Gene No. 98088 Strand 

Start 924 0 ' End 

Name OJ000306_14 . 04 10 . C4 . o3 . np Method 

Start 8236 ... . , . . End 

GI 128732 Score 

Exons 8236.. 8305, 9959.. 10119 

GI Descrip.- NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 4, CHLOROPLAST 

gi| 66181|pir| | DERZN4 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - rice chloroplast gi | 12050 | emb | CAA33953 | 
(X15901) NADH dehydrogenase ND4 [Oryza sativa] 

gi I 226670 Iprf | | 1603356CX NADH dehydrogenase ND4 [Oryza sativa] 



Seq. No. 46252 Seq. ID 

Gene No. 98088 * Strand 

Start 9240 End 

Name OJ000306_14 . 0410. C4 . o3 . gp Method 



OJ000306JL4 .0410.C4 

10516 
AAT/GAP 



47771 



Start 8298 End 8357 

GI 2409JL.R1084 Score 77 

Exons 8298 . .8357 

GI Descrip. 1 128690/sp | P12126 | NU3C_0RYSA 2.0e-56 NADH- PLASTOQU I NONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_661 61_pir DERZN3 NADH 

dehydrogenase (ubiquinone) {EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_1198 9_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3. [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46252 .Seq. ID OJ000306_14 . 0410 . C4 

98088 ' Strand 

9240 End 10516 

OJ000306_14 .0410.C4 .o4 .np Method AAT/NAP 

8815 End 10464 

116528 Score 106 

8815. .8843, 10205. .10464 

PROBABLE CLPP-LIKE PROTEASE ( ENDOPEPT I DASE CLP) (ORF 216) 

gi I 82633 | pir | | S12408 probable proteinase, ATP-dependent, chain 

cplP - wheat chloroplast gi | 12336 | emb | CAA38 354 | (X54484). 

proteolytic subunit of ATP-dependent protease [Triticum 

aestivum] 



Seq. No. 46252 

Gene No. 98088 

Start 9240 

Name OJ000306_14 . 0410 . C4 . o2 . gs 

Start 9240 

GI none 

Exons 9240.. 9359, 10165 .. 10233, 10457.. 10516 



Seq. ID OJ000306JL4.0410.C4 
Strand 

End 10516 

Method GENSCAN 

End 10516 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46252 Seq. ID OJ000306_14 . 04 10 . C4 

98088 Strand 

9240 End 10516 

OJ000306_14 . 0410 . C4 . o2 . np Method AAT/NAP 

9246 End 9413 

82532 Score 254 

9246. .9413 

hypothetical 6K protein (rpsl5-trnL intergenic region) - rice 
chloroplast gi | 1204 6 | emb | CAA3394 9 | (X15901) ORF56; 5' portion of 
ORF393 [Oryza sativa] gi I 226666 | prf | | 1603356CT ORF 393 N term 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46252 Seq. ID OJ000306_14 . 04 10 . C4 

98089 . Strand 

12382 End 19523 

OJ000306_14 . 0410.C4 .o6.gp Method AAT/GAP 

11995 ' - End 12395 

uC-osflcyp032bllbl Score 794 

11995. .12395 

1 4 17 6420/dbj | BAA371 67 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 



46252 
98089 
12382 

OJ000306_14 .0410.C4 .o3.gs 



Seq. ID OJ000306_14.0410.C4 
Strand 

End 19523 

Method GENSCAN 



47772 



Start 12382 End 19523 

GI none Score .45 

Exons 12382. .12832, 12961 .. 13066, 13229 .. 13314 , 14468 14558, 

16162. .16286, 16347 .. 16450, 1674 5. .17170, 17 64 8. .17800, 

18965. .19223, 19309 194 40, 19462.. 19523 



Seq. No. 


46252 


Seq. ID 


OJ000306_14 .0410.C4 


Gene No . 


98090 ^ ■ 


Strand 




Start 


20372 


End 


22000 


Name 


. OJ000306 14 .0410.C4 .o4 . gs 


Method 


GENSCAN 


Start 


20372 


End 


22000 


GI 


none 


Score 


.58 


Exons 


20372. .20810, 21384 .. 214 81 , 21899. .22000 


Seq. No. 


46252 


Seq. ID 


OJ000306_14 .0410.C4 


Ge^e No m 


98091 


Strand 




Start 


22502 


End 


22581 


Name 


OJ000306 14.0410.C4.o7.gp 


Method 


AAT/GAP 


Start' 


22502 


End 


22581 ' 


GI 


3760640 


Score 


97 


Exons 


22502. .22581 






GI Descrip. 


4176420/dbj |BAA37167| 2.0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 






Seq. No. 


46252 - - 


Seq. ID 


OJ000306JL4 .0410. C4 


Gene No. 


98092 


Strand 




Start 


22648 


End 


23723 


Name 


OJ000306 14 .0410.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


323 


End 


691 


GI 


none 


Score 


168 


Exons 


323. .457, 324. .449, 504. .626, 


532. . 660, 


544. .627, 545. .691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46252 
98092 
22648 

OJ000306_14 , 

6522 

none 

6522. .6626, 
6728. .6793, 



0410.C4 .o2.tm 



6548. 
6730. 



,6628, 6572. 
6792, 6792. 



Seq. ID 
Strand 
End 

Method 

End ■ 

Score 
.6631, 
,6863 



OJ000306_14 .0410.C4 
23723 

TBLASTX: Maize 
6863 
• 73 

6630.. 6788, 6630.. 6788, 



Seq. No. 46252 Seq. ID 

Gene No. 98092 Strand 

Start • 22648 End 
Name . . . OJ000306_14 . 0410 . C4 . ol . ts , Method 

Start 9226 End 

GI none Score 

Exons 9226.. 9399, 9255.. 9419 

Seq. No. 46252 

Gene No. 98092 Strand 

Start 22648 End 

Name OJ000306_14 . 04 10 . C4 . o2 , ts Method 

Start 9975 End 

GI none Score 
Exons 



OJ000306_14 .0410.C4 
23723 

TBLASTX : Soybean 

9419 

208 



Seq. ID OJ000306_14 .0410.C4 



23723 

TBLASTX : Soybean 

10114 

172 



9975. .10109, 9980. .10111, 9981. .10112, 9982. .10113, 9983. .10114 



47773 



Seq. No. 
• Gene Nc . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



46252 Seq. .ID 

98092 Strand 

22648 End ' 

OJ000306_14 .0410.C4 .ol.tc Method 

9980 End 

none Score 
9980. .10114, 9981. .10112 

46252 Seq. ID 

98092 Strand 

22648 End 

OJ000306_14 . 0410.C4 .o5 .np Method 

22 64 8 End 

7340920 Score 
22648. .22727, 23696.. 23723 

(AP001550) hypothetical protein [Oryza sativa] 



OJ000306_14.0410.C4 
23723 

TBLASTX: Cress 
10114 
167 



OJ000306 14. 0410. C4 



23723 
AAT/NAP 
23723 
84 



46253 Seq. . ID 

98093 Strand 

996 End 

.OJ000306_14 . 0410.C5.ol .gs Method 

996 End 

none Score 

996. .1223, 1357. .1642, 2879. .3205 



OJ000306_14. 0410. C5 

+ ■ . 

3205 

GENSCAN 

3205 

.75 



46253 
98094 
6537 

OJ000306_14 . 0410.C5.o3.np 



Seq. ID OJ000306_14.0410.C5 
Strand + 
End 11110 
Method AAT/NAP 
End 11110 
Score 423 

.8073, 8198. .8313, 8548. .8630, 
11110 

hypothetical protein T10I14.90 - Arabidopsis thaliana 
gi|2832676|emb|CAA16776.1| (AL021712) putative protein 
[Arabidopsis thaliana] gi 1.7269072 | emb | CAB7 9181 . 1 | (AL161557) 
putative protein [Arabidopsis thaliana] 



6537 
7486836 
6537. .6643, 
9011. .9036, 



7668. .7872, 7980.. 
9138. .9206, 11055. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46253 Seq. ID 

98094 Strand 

6537 End 

OJ000306_14 . 0410.C5.o3.gp Method 

7562 End 

uC-osrocyp014el2bl Score 
7562.-7872, 7980.. ,8036 

'3929647/emb|CAA06190| 4.0e-ll (AJ004881) Immutans protein 
[Arabidopsis thaliana] 1 



OJ000306_14 .0410.C5 
+ 

11110 
AAT/GAP 
8036 • 
543 



Seq. No. 46253 Seq. ID 

Gene No. 98095 Strand 

Start 579 End 

Name OJ000306_14 . 04 10 . C5 . ol . np Method 

Start 579 End 

GI 7340924 - Score 

Exons 579. .810 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



OJ000306_14 .0410.C5 
810 

AAT/NAP 
810 
75 



47774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46253 
98096 . 
1002 

OJ000306_14.0410.C5.o2.np 

1002 

6016874 



Seq. ID OJ000306_14 .0410.C5 
Strand 

End 5797 

Method AAT/NAP 

End 5797 

Score 2162 



1002. .1022, 28.67. .3121, 3630. .3966, 4076. .4258, 4652. .4811, 
5201. .5433, 5498. .5635, 5719. .5797 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



46253 
98096 
1002 

OJ000306_14.0410.C5.o2.gs 
3626 

none ■ * 



Seq. ID OJ000306_14 .0410.C5 
Strand 

End 5797 

Method GENSCAN 

End 5797 

Score .71 



3626. .4078, 4170. .4258, 4652. .4811, 5345. .5433, 5498. .5597, 
5648. .5797 



Seq. No. 46253 

Gene No. 98096 

Start 1002 

Name 0 JO 0 0 3 0 6_1 4 . 0 4 1 0 . C 5". o 3 . tm 

Start 3692 

GI none 

Exons 3692.. 3925, 3777.. 3935 



Seq. ID OJ000306_14.0410.C5 
Strand 

End 57 97 

'Method TBLASTX: Maize 

End 3935- 

Score 97 



Seq. No. 46253 

Gene No. 98096 

Start ' 1002 

Name OJ000306__14 . 0410 . C5 . o5 . tm 

Start 4009 

GI none 

Exons 4009.. 4380, 4110.. 4391 



Seq. ID OJ000306_14 .0410.C5 
Strand 

End 5797 

Method TBLASTX : Mai ze 

End 4391 

Score 141 



Seq. No. 46253 

Gene No. 98096 

Start 1002 

Name OJ000306_14 . 0410 . C5 . o4 . tm 

Start 4596 

GI none 
Exons 



Seq. ID OJ000306_14.0410.C5 
Strand 

End 57 97 

Method TBLASTX : Maize 

End 4910 

Score 108 



4596. .4823, 4597. .4815, 4836. .4910 



Seq. No. 46253 
Gene No. 98096 
Start 1002 

Name OJ000306JL4 . 0410 . C5 . o2 . gp 

Start 4601 
GI uC-osflcypll0c07bl 
Exons 4601.. 5108 

GI Descrip. ' 4680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 "retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. ID OJ000306_14 .0410.C5 
Strand 

End 5797 

Method AAT/GAP 

End 5108 

Score 961 



Seq. No. 



46253 



Seq. ID OJ000306_14.0410.C5 



47775 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98096 
1002 

OJ000306_ 

5003 

none 



14.0410.C5.o2.tm 



Strand 
End 

Method 

End 

Score 



57 97 

TBLASTX: Maize 

5449 

110 



5003.. 5041, 5036.. 5092, 5129.. 5377, 5169.. 5378, 5363.-5449 



Seq. No. 46253" ' 

Gene No. 98097 

Start 7698 

Name OJ000306_14 . 04 10 . C5 . ol . tm 

Start 7698 

GI none 

Exons 7698.'. 7838, 7699.. 7800, 7816. 

8196.. 8279, 8197.. 8280, 8206. 



Seq.. ID 
Strand 
End 

Method 
End 
Score 

.7872, 7955 
.8280 



OJ000306 14. 0410. C5 



9198 

TBLASTX: Maize 
8280 
98 

8089, 7962.. 8093, 



Seq. No. 46253 
Gene No. 98097 
Start. 7698 

Name OJ000306_14 . 0410.C5.ol. 

Start 7816 
GI none 

Exons 7816.. 7872, 7839.. 7886, 

8196. .8315, 8197. .8313, 
9136:. 9198, 9137. .9196 

Seq. No. 46253 

Gene No. 98097 

Start 7698 

Name OJ000306_14 . 0410.C5.ol. 

Start 7816 

GI none 

Exons 7816.. 7872, 7839.. 7874, 
8196. .8315, 8197. .8313, 



Seq. ID OJ000306_14.0410.C5 
Strand 

End 9198 
tc Method TBLASTX : Cress 

End 9198 

Score 72 
7979. .8092, 7980. .8093, 8083. .8196, 
8197. .8316, 8198. .8314, 8198. .8344, 



Seq. ID OJ000306_14.0410.C5 
Strand 

End 9198 
ts Method TBLASTX : Soybean 

End 8317 
Score 59 
7979. .8071, 7980. .8108, 7993. .8073, 
8209. .8316, 8216. .8317 



Seq. No. 46254 Seq. ID 

Gene No. 98098 Strand 

Start 1307 End 

Name OJ000306_14 . 04 10 . C6 . ol . gp Method 

Start 1307 End 

GI 28521JL.R1084 Score 

Exons 1307.. 1401, 1791.. 2147, 222 

3148. .3252 

GI Descrip. ' 5123943/emb | CAB45501 . 1 | 2 . Oe-37 (AL079349) 

serine/threonine-specif ic protein kinase MHK [Arabidppsis 
thaliana] ' 



OJ000306_14.0410.C6 
+ 

5042' 
AAT/GAP 
3252 
1458 



.2306, 2563.. 2631, 2714.. 2803, 



Seq. No. 46254 
Gene No. 98098 
Start 1307 

Name OJ000306_14 . 04 10 . C6 . ol . np 

Start 2196 
GI 7446448 

Exons 2196. .2306, 2563. .2631, 2714. .2803, 3148. .3286, 3372. .3474, 

3559. .3611, 3757. .3823, 4336. .4444, 4523. .4588, 4901. .5042 

GI Descrip. serine/threonine-specif ic protein kinase (EC 2.7.1.-). MHK - 
Arabidopsis thaliana gi | 5123943 | emb | CAB4 5501 . 1 | (AL079349) 



OJ000306_1 : 4 .0410.C6 
+ 

5042 
AAT/NAP 
5042 
755 

2803, 3148.. 3286, 3372 
4444, 4523. .4588, 4901 



Seq. ID 

Strand 

End 

Method 

End 

Score 



47776 



serine/threonine-specif ic protein kinase MHK [Arabidopsis 
thaliana] gi | 7268004 | emb | CAB78344 . 1 | (AL161535) 
serine/threonine-specif ic protein kinase MHK [Arabidopsis 
thaliana] 



Seq. No. 


46254 








Seq. ID 


OJ000306_ 


14 .0410. C6 


Gene No . 


98098 








Strand 


+ 






Start 


1307 








End 


5042 






Name 


OJ000306 14 


.0410. 


C6.o2. 


gs 


Method 


GENSCAN 






Start 


2578 ' 








End 


4588 






GI 


none 








Score 


.95 






Exons 


2578 . .2631, 


3148 . 


. 3286, 


3372. 


.3474, 4336. .4444, 


4523. 


.4588 


Seq. No. 


46254 








Seq. ID 


OJ000306_ 


14. 0410. C6 


Gene No . 


98099 








Strand 








Start 


1063 








End 


4972 






Name 


OJ000306 14 


. 0410 . 


C6 . ol . 


crs 


Method 


GENSCAN 






Start 


1063 ' ~~ • 








End 


2207 






GI 


none 








Score 


.75 






Exons 


1063 . . 1636, 


1837 . 


.1923, 


2029. 


.2207 








Seq. No. 


46254 








Seq. ID 


OJ000306_ 


14. 0410. C6 


Gene No. 


98099 








Strand 








Start 


1063 








End 


4972 






Name 


"OJ000306 14 


.0410; 


C6 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


2045 _ 








End 


4942 






GI 


none 








Score 


65 






Exons 


2045 . . 2125, 


2051 . 


.2125, 


2226 . 


.2312, 2226. .2306, 


2227. 


.2307, 




2549. .2632, 


2553. 


.2630, 


2565 . 


.2633, 2566.. 2637, 


2569. 


.2631, 




2680 . .2805, 


2708 . 


.2803, 


3127 . 


.3285, 3146. .3190, 


3147. 


.3284, 




3151 . . 3297, 


3372 . 


.3431, 


3374 . 


.3430, 3398.-3475, 


3418. 


.3480, 




3434 . . 3475, 


3435 . 


. 3545, 


3435 . 


.3476, 3559. .3609, 


3560. 


.3610, 




3755 . . 3823, 


3756. 


. 3818, 


3760 . 


.3822, 4320. .4439, 


4325. 


.4444, 




4334 . . 4444 , 


4525. 


. 4584, 


4526. 


.4588, 4529. .4588, 


4898. 


. 4942 


Seq. No. 


46254 








Seq. ID 


OJ000306_ 


14. 0410. C6 


Gene No . 


98099 








Strand 








Start 


1063 








End 


4972 






Name 


OJ000306 14 


. 0410 . 


C6 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


2220 ~~ 








End 


4972 






GI 


none 








Score 


107 






Exons 


2220 . .2312, 


2225 . 


. 2308, 


2562 . 


.2627, 2563. .2637, 


2708. 


.2803, 




2125. . 2805, 


3127 . 


. 3285, 


3153 . 


.3284, 3154. .3297, 


3370. 


.3468, 




3371 . . 3475, 


3374 . 


.3475, 


3382 . 


.3504, 3559. .3606, 


3560. 


.3610, 




3755. .3823, 


3756. 


. 3818, 


4333. 


.4434, 4334 . .4435, 


4520. 


.4585, 




4543. .4584, 


4901. 


. 4972 












Seq. No. 


46254 








Seq. ID • 


OJ000306_ 


14 .0410. C6 


Gene No. 


98099 








Strand 








Start 


1063 








End 


4972 






Name, 


■ OJ000306 14 


.0410. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2583 








End 


3865 






GI 


none 








Score 


75 






Exons 


2583. .2627, 


2584 . 


.2646, 


2708. 


.2803, 2722.. 2805," 


2729. 


.2803, 




3127. .3285, 


3147. 


.3284, 


3208. 


.3285, 3370. .3468, 


3371. 


.3475, 




3559. .3582, 


3560. 


.3610, 


3755. 


.3865, 3756. .3815 







47777 




Sea. No. 


46254 


Seq. ID 


OJ000306_14 .0410.C6 


Gene No. 


98099 


Strand 




Start 


1063 


End 


4972 


Naine 


OJ000306 14.0410.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3127 ~ 


End 


3610 


GI 


none 


Score 


176 


Exons 


3127 3285. 3147.. 3284- 3154 


.3285, 3370. .3501, 3371. .3475, 




3403. .3501, 3560. .3610 






Seq. No. 


46255 


Seq. ID 


OJ000306_14.0410.C7 


Gene No. 


98100 


Strand 


+ 


Start 


157 


End 


1165 


Name 


OJ000306 14.0410.C7.ol.gs 


Method 


GENSCAN 


Start 


157 


End 


1165 


GI 


none 


Score 


.68 


Exons 


157. .208, 360. .444, 535. .640, 


1100. .1165 



Seq. No. 46256 Seq. ID OJ000306_14 . 04 10 . C8 

Gene No. ' 98101 Strand + 

Start 1 End 330 

Name OJ000306_14 . 0410 . C8 . ol . gp Method AAT/GAP 

Start 1 End 330 

GI 7406_1.R1084 Score 575 

Exons 1 . . 330 

GI Descrip. M 122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. * 46256 Seq. ID 

Gene No. 98102 . Strand 

Start 4867 End 

Name OJ000306_14 . 04 10 . C8 . o4 . gp Method 

Start 4867 End 

GI 7406_1.R1084 Score 

Exons 4867.. 4948 

GI Descrip. ? 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ000306_14.0410.C8 
+ 

4948 
AAT/GAP 
4948 
109 



Seq. No. 46256 Seq. ID OJ00030 6_14 . 0410 . C8 

Gene No. 98103 Strand 

Start 361 End 4428 

Name OJ000306_14 . 04 10 . C8 . ol . np Method AAT/NAP 

Start 319 End 4428 

GI 7228442 Score ' 4660 

Exons 319.. 503, 1802.. 4428 

GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 46256 . 

Gene No. 98103 ; 

Start 361 

Name OJ000306_14 . 04 10 . C8 . ol . gs 

Start 361 

GI none 
Exons 



OJ000306 14. 0410. C8 



Seq. ID 
Strand 

End 4428 
Method GENSCAN 
End 4428 
Score' .72 

361. .503, 654. .856, 861. .908, 972. .1103, 1194. .1231, 1297. .1479, 
1572. .1999, 2367. .4428 



47778 



Seq. No. 46256 Seq. ID OJ000306_14 . 04 10 . C8 

Gene No. 98103 Strand 

Start 361 End 4428 

Name OJ000306_14 . 04 10 . C8 . o2 . gp Method AAT/GAP 

Start 1580 End 1816 

GI LIB3475-007-P1-K1-G8 Score 431 

Exons 1580.. 1816 

GI Descrip. ' 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 





Seq. No. 


46256 


Seq. ID 


OJ000306_14.0410.C8 




Gene No . 


98103 


Strand 






Start 


361 


End 


4428 




Name 


OJ000306 14.0410.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2740 


End 


3120 




GI 


none 


Score 


77 




Exons 


2740.. 2916, 2770.. 2916, 2801.. 2920, 2914.. 3111, 2926.. 3120 




Seq. No. 


46256 


Seq. ID 


OJ000306_14 ..0410. C8 




Gene No.. 


98103 


Strand 






Start 


361 


End 


4428 




Name 


OJ000306 14.0410.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


2818 


End 


3414 . 




GI 


none 


Score 


151 


rS 

a.: j 


Exons 


2818.. 2889, 2953.-3252, 3014.. 3235, 32E 


J6..3414, 3308. .3406 


I br 


Seq. No. 


46256 


Seq. ID 


OJ000306_14 .0410.C8 




Gene No. 


98103 


Strand 






Start 


361 


End 


4428 




Name 


OJ000306 14.0410.C8.o3.gp 


Method 


AAT/GAP 




Start 


2940 


End 


3371 




GI 


5701669 


Score 


841 


Q 


Exons 


2940. .3371 








GI Descrip. 


5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 


'" s 4 




corresponds to a region of the predicted gene.; Similar to maize 






transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 




Seq. No. 


46257 


Seq. ID 


OJ000306JL4.0410.C9. 


T ■ =t r 


Gene No. 


98104 


Strand 


+ 




Start 


623 


End 


6173 




Name 


OJ000306 14 .0410.C9.ol.gs 


Method 


GEN SCAN 




Start 


623 


End 


6125 




GI 


none 


Score 


.52 




Exons 


623. .753, 1754. .1835, 2615.. 


2791, 2854. 


.3024, 3117. .3172, 






5676. . 6125 








Seq. No. 


46257 


Seq. ID 


OJ000306_14.0410.C9 




Gene No. 


98104 


Strand 


+ 




Start 


623 


End 


6173 




Name 


OJ000306 14 .0410.C9.ol.np 


Method 


AAT/NAP 




Start 


3086 


End 


6173 




GI 


6642637 _ 


Score 


257 




Exons 


3086. .3148, 5661. .6173 








GI Descrip. 


(AC012395) unknown protein [Arabidopsis 


i thaliana] 




Seq. No. 


46257 


Seq. ID 


OJ000306_14.0410.C9 



47779 



Gene No. 


98104 




Strand 


+ 


Start 


623 




End 


6173 


Name 


OJ000306 14 .0410.C9.ol. 


an 


Method 


AAT /GAP 


Start 


5835 . ~ 




End 


6173 


GI 


4968798 




Score 


669 


Exons 


5835. . 6173 








Seq. No. 


46258 




Seq. ID 


OJ000306_14 .04 10. C10 


Gene No. 


98105 




Strand 


+ 


Start 


1 




End 


1025 


Name 


OJ000306 14. 0410. CIO. ol 




Method 


AAT /GAP 


Start 


1 ~ 




End 


175 


GI 


3763684 




Score 


338 


Exons ■ 


1. . 175 








Seq. No. 


46258 




Seq. ID 


OJ000306JL4 .0410. C10 


Gene No. 


98105 




Strand 


+ 


Start 


r. 




End . 


1025 


Name 


,-.,OJ000306 14 . 0410. CIO. ol 


. as 


Method ' 


GENSCAN 


Start 


63 * ~ 




End 


1025 


GI 


none 




Score 


.84 


Exons 


63. .420, 535. .1025 








Seq . No . 


46258 




Seq. ID 


OJ000306__I4 .0410. C10 


Gene No. 


98106 




Strand : " 




Start 


1203 




End 


1944 


Name 


OJ000306 14. 0410. C10. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


66 




End 


983 


GI 


none 




Score 


70 


Exons 


66. . 113, 73. . 129, 145. . 


192, 


172. .192, 241. .297, 248. .298, 




297. .413, 372. .422, 549 


. .665 


, 550. .732, 


550. .684, 688. .720, 




689. .721, 750. .929, 768 


. . 905 


, 914. .982, 


915. .983 


Seq. .No. 


46258 




Seq. ID 


OJ000306__14. 0410. C10 


Gene No. 


98106 




Strand 




Start 


1203 




End 


1944 


Name 


OJ000306 14. 0410. C10. o2 


as 


Method 


GENSCAN 


Start 


1203 ~ 


End 


1944 


GI 


none 




Score 


.87 


Exons 


1203. . 1366, 1670. . 1944 








Seq. No. 


46259 




Seq. ID 


OJ000306 14.0410.C11 


Gene No. 


98107 




Strand 




Start 


151 




End 


1028 


Name 


OJ000306 14.0410.Cll.ol 


CI s 


. Method 


GENSCAN 


Start 


151 ~~ 


End 


1028 


GI 


none 




Score 


.62 


Exons 


151. .231, 582. . 633," 949 


. . 102: 


8 




Seq. No. 


46259 




Seq. ID 


OJ000306_14 .0410.C11 


Gene No. 


98108 




Strand 




Start 


2256 




End 


3573 


Name 


OJ000306 14.0410.Cll.o2 


.gs 


Method 


GENSCAN ■ 


Start 


2256 




End 


3573 


GI 


none 




Score 


.67 


Exons 


2256.. 2339, 3067.. 3360, 


3475 


. .3573 





47780 




Qpa No 


4 6260 


Seq. ID 


OJ000306_14.0410.C12 


fjpnp No 


98109 


Strand 


+ 


Start 


11321 


End 


15057 


Name 


OJ000306 14.0410.C12.o2.gp 


Method 


AAT/GAP 


Start 


11321 


End 


14318 


GI 


1605 2 R1084 


Score 


1663 


F. von 


1132T 11433 11777 11842 


11976. .12028, 12605. .12632, 




13300 13374 13483 13587, 


13741. .13830, 13917.. 14318 


ul L/ vIT O v_/ J L £J • 


'4093169 3 Oe-56 (AF095933) 


p20-Arc [Dictyosteliunf" discoideum] 


o c • n u • 


4 6260 


Seq. ID 


OJ000306_14.0410.C12 


(^e»riP NO 


98109 


Strand 


+ 


Start 


11321 


End 


15057 . 


Name 


OJ000306 14.0410.C12.o3.np 


Method 


AAT/NAP 


Start 


11774 


End 


14000 


GI 


7297077 


Score 


401 


F von 


11774. .11842, 11976. .12028, 


12605. .12632, 13300 .. 13374 , 




13483. .13587, 1374 1 13830, 


13917.. 14000 ■ 


(^T Dp qrrin 

\J J- Ls ^ O v—' i. -L k-^ ■ 


(AE003612) CG5972 gene product [Drosophila melanogaster ] 


Qprr No 


46260 


Seq. ID 


OJ000306_14.0410.C12 






Strand 


+ 


Start 


11321 


End 


15057 


Name 


OJ000306 14 .0410.C12.o3.gs 


Method 


GENS CAN 


Start 


11831 


End 


15057 


ox 


none 


Score ' 


.81 


Hj jti. 1 1 o 


11831. .11842, 11976. .12028, 


12605. .12632, 13300 13374 , 




13483. .13587, 1374 1 .. 13830, 


13917. .13969, 1444 6. .14 622, 




15018. .15057 






Seq. No. 


46260 


Seq. ID 


OJ000306_14.0410.C12 


Gene No. 


98110 


Strand 


+ 


Start 


18619 


End 


19216 


Name 


OJ000306 14 .0410.C12. o4 .gp 


Method 


AAT/GAP 


Start 


18619 


End 


19216 


GI 


2800454 


. Score 


234 


Exon ^ 


18619. . 18643, 19070. .19216 






Spct No 


46260 


Seq. ID 


OJ000306_14.0410.C12 


Cpnp No 


98111 


Strand 




Start 


2000 


End 


8630 


Name 


OJ000306 14.0410.C12.ol.gs 


Method 


GENSCAN 


Start 


2000 


End 


8630 


GI 


none 


Score 


.62 


F. von 


2000. .2079, 2131. .2149, 2464 


..2585, 2625. .3138, 3166. .3210, 




3430.. 3728, 3912.. 4020, 5422 


..5575, 6226. .6323, 6410. .6697, 




.6776.. 6966, 7252.. 7469, 7777 


. .8630 




Seq. No. 


46260 


Seq. ID 


OJ000306_14.0410.C12 


Gene No . 


98111 


Strand 




Start 


2000 


End 


8630 


Name 


OJ000306 14 .0410.C12.ol.np 


Method 


AAT/NAP 


Start 


2455 


End 


3941 


GI 


7448619 


Score 


979 


Exons 


2455. .3941 






GI Descrip. 


lysine decarboxylase cad - Synechocystis sp. (strain PCC 6803) 




gi 1 1651862 |dbj IBAA16789.il (D90900) lysine decarboxylase 



47781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Synechocystis sp. ] 

46260 Seq. ID 

98111 Strand 

2000 End 
OJ000306_14 .0410.C12.o2.np Method 

6506 End 

7435105 Score 



OJ000306_14.0410.C12 

8630 
AAT/NAP 
8630 
1155 



6506. .6697, 6776. .6994, 7250. .7469, 7777. .8134, 8189. .8630 
hypothetical protein F18A5.90 - Arabidopsis thaliana 
gi | 4455299 | emb | CAB36834.il (AL035528) putative protein 
[Arabidopsis thaliana] gi I 7268074 | emb | CAB784 12 . 1 1 (AL161537) 
putative protein [Arabidopsis thaliana] 



Seq. No. 46260 Seq. ID 

Gene No. 98112 Strand 

Start 9558 End 

Name OJ000306_14 . 04 10 . C12 . o2 . gs Method 

Start 9558 End 

GI none Score 
Exons 



OJ000306_14.0410.C12 
11432 

GENSCAN v 

11432 

.59 



9558. .9984, 10221. .10228, 10285. .104 06, 11387. .11432 



C /-r Vf/-v 


d 69 fin 




Seq. ID 


OJ000306_ 


JL4.041O. 


PI 9 
• LIZ 


uciltr LNvJ . 


Qfi 1 1 ^ 
folio 




Strand 








Start 


15744 




End 


17845- - 






Name 


OJ000306 14.0410.C12 


.o4 . gs 


Method 


GENSCAN 






Start 


15744 




End 


17845 






GI 


none 




Score 


. 99 






Exons 


15744 . . 16111, 17560. 


.17845 










Seq. No. 


46260 




Seq. ID 


OJ000306_ 


_14.0410, 


.C12 


Gene No. 


98114 




Strand 








Start 


17809 




End 


18260 






Name 


OJ000306 14.0410.C12 


. o3 . gp 


Method 


AAT/GAP 






Start 


17809 




End 


18260 






GI 


2311066 




Score 


631 






Exons 


17809. .18135, 18238. 


.18260 










Seq. No. 


46260 




Seq. ID 


OJ000306_ 


_14.0410. 


.C12 


Gene No. 


98115 




Strand 








Start 


19115 




End 


20464 






Name 


OJ000306 14.0410.C12 


. o5 . gs 


Method 


GENSCAN 






Start 


19115 




End 


20464 






GI 


none 




Score 


.55 






Exons 


19115. . 1919,4,. 20048. 


.20170, 


20302.. 20464 






Seq. No. 


46260 




Seq. ID 


OJ000306_ 


_14 .0410. 


C12 


Gene No. 


98116 




Strand 








Start 


21987 




End 


23589 






Name 


OJ000306 14.0410.C12 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


2539 




End 


2823 






GI 


none 




Score 


90 






Exons 


2539.. 2634, 2539.. 2634, 2564 


..2635, 2635. .2817, 


2635. .2823, 



274 7. .^2.821 



Seq. No. 46260 Seq. ID OJ000306_14 . 04 10 . C12 

Gene No. 98116 Strand 

47782 



Start 
Name 
Start 
GI 

Exons 



21987 End 

OJ000306_14 . 04 10 . C12 . o5 . tm Method 

3685 End 

none Score 
3685. .4008, 3686.. 4015 



23589 

TBLASTX: Maize 

4015 

231 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



46260 
98116 
21987 

OJ000306_14.0410.C12.ol.tm 

6204 

none 

6204. .6257, 6214. .6258, 6249. 
6404. .6697, 6647. .6703, 6773. 
6820. .6996, 7221. .7391, 7222. 
7446. .7472, 7773. .7817, 7774. 
8188. .8565 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000306 14.0410.C12 



23589 

TBLASTX: Maize 
8565 
50 

6332, 6271.. 6330, 6378. 
6976, 6774. .6977, 6818. 
7404, 7250. .7474, 7250. 



,6698, 
,6997, 
,7471, 



.8130, 7776. .8129, 8187. .8513, 



Seq. No. 46260 ■ 

Gene No. 98116 

Start 21987 

Name OJ000306_14 . 0410 . C12 . ol . tc 

Start 6276 

GI none 
Exons 



Seq. ID OJ000306_14.0410.C12 
Strand 
End 

Method 
End 
Score 

6276. . 6329, 6368. .-§463, 6402. . 6470, 6578. . 6652, 6662. . 6697, 
6773. .6961, 6774. .6962, 7776. .7796, 7857. .7997* 



23589 

TBLASTX: Cress 

7997 

65 



Seq. No. 46260 

Gene No. 98116 

Start 21987 

Name OJ000306_14 . 04 10 . C12 . o3 . ts . 

Start 6276 

GI none 

Exons 6276..6329, 6398.-6469, 6578, 
6843. .6959, 7776,-7796, 7857. 



Seq. ID OJ000306_14.0410.C12 
Strand 

End 23589 

Method TBLASTX : Soybean 

End 8117 

Score 68 

.6652, 6662.. 6697, 6773.. 6961, 
.8003, 8079. .8117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46260 
98116 
21987 

OJ000306_14 .0410.C12.o4 .ts 
11762 



OJ000306 14.0410.C12 



none 
11762. 
13299. 
13738. 



Seq. ID 
• Strand 
End 

_ Method 

End 
Score 

11842, 11776. .11856, 11966 .. 12019, 11970 .. 12029, 
13403, 13300. .13377, 13452 13580, 134 80 .. 13587 , 
13830, 13738. .13830, 13917 14 006, . 1394 9 .. 14 002 



23589 

TBLASTX : Soybean 

14006 

117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46260 
98116 
21987 

OJ000306_14 .0410.C12.o8.tm 

11773 



OJ000306 14.0410.C12 



none 
11773. 
11968. 
13300. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11856, 11776. .11838, 11777 .. 11842 , 1 1966 .. 12028 , 
12033, 11970. .12029, 13293 .. 13376, 13293 .. 13403, 
13377, 13307. .13396, 134 67 .. 13580 , 134 80 .. 13587 , 



23589 

TBLASTX: Maize 

13588 

78 



13480. .13587, 13481. .13588 



47783 



Seq". No. 4 6260 

Gene No. 98116- 

Start 21987 

Name OJ000306_14 . 04 10 . C12 . o4 . tc 

Start 11776 

GI none 
Exons 



Seq. ID OJ000306_14.0410.C12 
Strand 

End 23589 

Method TBLASTX : Cress 

End 14011 

Score 101 



1177 6. .11841, 11777. .11842, 11970. .1202 9, 13293. .13367, 
13300. .13365, 13480 .. 13587 , 134 82 .; 13580 , 13738 .. 13830, 
13738. .13830, 13740 .. 13874 , 13917 .. 14006, 13949. .14011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

'*k Exons 

\ ..3 



46260 
98116 
21987 

OJ000306_14 . 0410 . C12 . o7 . tm 

13738 

none 



Seq. ID OJ000306_14.0410.C12 
Strand 

End 23589 

Method TBLASTX : Maize 

End 14006 

Score 160 



13738. .13830, 13738 .. 13830, 13917 .. 14 006, 13949.. 14002 

OJ000306 14.0410.C12 



4 6260 
98116 
21987 

OJ000306_14.0410.C12.o3. tw 

15618 

none 



Seq. ID _ 
Strand 

End 23589 

Method TBLASTX : Wheat 

End 15935 

Score 42 



15618. .15647, 15713 .. 15898 , 15720 . .15935, 15721 .. 1584 9, 
15725.. 15934 



Seq. No. 46260 
Gene No. 98116 
Start - 21987 

Name OJ000306_14 . 04 10 . C12 . o4 . tm 

Start 15730 
GI none 
Exons ' 15730. 

15746. 

17558. 



15849, 157-30. 
16102, 15892. 
17782 



,15849, 
,16113, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15731 

15954 



OJ000306 14.0410.C12 



23589 

TBLASTX: Maize 
17783 
77 

15898, 15744. . 16112, 
16112, 17532. .17783, 



Seq. No. 46260 Seq. ID 

Gene No. 98116 Strand 

Start 21987 End 

Name OJ000306_14 . 04 10 . C12 . o2 . ts Method 

Start 21966 End 

GI none Score 
Exons 



OJ000306_14.0410.C12 
23589 

TBLASTX : Soybean 

22646 

72 



21966. .22229, 22063 .. 22224 , 22257 .. 2264 6, 22342 224 52 , 
22486. .22641 



Seq. Nq. 46260 Seq. ID 

Gene No. 98116 Strand 

Start 21987 End 

Name OJ000306_14 . 04 10 . C12. 06 . gs Method 

Start 21987 End 

GI none Score 

Exons 21987. .23471 



OJ000306_14 .0410.C12 

23589 
GENSCAN 
23471 
. 96 



Seq. No. 
Gene No. 
Start 



46260 
98116 
21987 



Seq. ID 

Strand 

End 



OJ000306_14.0410.C12 
23589 



47784 



Name OJ000306_14 . 04 10 . C12 . o4 . np Method AAT/NAP 

Start - 21990 End 23589 

GI 6630685 Score 1692 

Exons 21990. .23589 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 





Qpri Mo 








Start 




Name 




Start 




GI 




DAUllO 








bene ino . 




Start 




Name 




Cf art 

■J Lai L 




GI 


a-™. 


T? von Q 
lit aui io 


U 

y 


Sea No 




Gene No . 




qf art 


f l u 


Name 




u Lai L 








W von <? 






f y 


Qpn Mo 






f 


Start 




Name 




Start 


j \ 


GI 




Exons 








Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

GI Descrip. 



46260 
98116 
21987 

OJ000306_14 .0410.C12.o2.tc 

22008 
none 

22008. .22220, 22102 .. 22221 , 
22494. .22667 

46260 
98116 
21987 

OJ000306_14.0410.C12.o2.tm 

22008 

none 

22008. .22664, 22009. .22656 

46260 
98116 
21987 

OJ000306_14.0410.C12.o2.tw 

22431 

none 

22431. .22667, 224 32 .. 22656, 

46260 
98116 
21987 

OJ000306_14 .0410.C12.o5.ts 

22647 

none 

22647. .22871, 22708. .22875 

46260 
98116 
21987 

OJ000306_14 .0410.C12.o3.tm 

22908 
none 

22908. .23354, 22917 23213, 

46260 
98116 
21987 

OJ000306_14 .0410.C12.ol.ts 

23017 

5509260 

23017. .23586, 23019. .23546 



Seq. ID OJ000306_14.0410.C12 
Strand 

End 23589 

Method TBLASTX : Cress 

End 22667 

Score 67 
22239. .22373, 22485 .. 22655, 



Seq. ID OJ000306_14 .0410.C12 
Strand 

End 23589.. 

Method TBLASTX : Mai ze 

End 22664 

Score 301 



Seq. ID OJ000306_14 .0410.C12 
Strand ■ - 

End 23589 

Method TBLASTX : Wheat 

End 22847 

Score 85 
22695. .22847 

Seq. ID OJ000306_14 .0410.C12 
Strand 

End 23589 

Method TBLASTX : Soybean 

End 22875 

Score 70 



Seq. ID OJ000306_14 .0410.C12 
Strand 

End 23589 

Method TBLASTX : Mai ze 

End 23355 

Score 109 
22918. .23355 

Seq. ID OJ000306_14.0410.C12 
Strand 

End 23589 

Method TBLASTX : Soybean 

End 23586 

Score 413 



47785 



Seq. No. 46260 

Gene No. 98116 

Start 21987 

Name OJ000306_14 . 04 10 . C12 . ol . tw 

Start 23034 

GI none 

Exons 23034. .23378, 23035 23202 , 
23418. .23495 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_14 .0410.C12 
23589 

TBLASTX: Wheat 

23501 

151 



23233. .23361, 234 12 ... 23501 , 



Seq. No. 46260 Seq. ID 

Gene No. 98116 Strand 

Start 21987 End 

Name 0 J000306_14 \ 0410. C12 . o3 . tc Method 

Start 23136 End 

GI none Score 

Exons 23136. .23402, 23137.. 23397 



OJ000306_14 .0410.C12 
23589 

TBLASTX: Cress 

23402 

116 



Seq. No. 46261 Seq. ID 

Gene No. 98117 Strand 

Start 24 65 End 

Name OJ000306_14 . 04 10 . C13 . ol . gp Method 

Start 2465 End 

GI none ■ Score 

Exons 2465.. 2657, 3617.. 3882 



OJ000306_14;0410.C13 
+ 

3882 
AAT/GAP 
3882 
880 



Seq. No. 46261 Seq. ID 

Gene No. 98118 Strand 

Start 3803 End 

Name OJ000306_14 . 04 10 . C13 . o3 . gs Method 

Start 3803 End 

GI none Score 

Exons 3803.. 4117, 4217.. 4405 



OJ000306_14 .0410.C13 
+ 

4467 
GENSCAN 
4405 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46261 Seq. ID 

98118 Strand 
3803 End 
OJ000306_14 . 0410.C13.ol.np Method 
4211 End v; ' 
7489517 Score 
4211. .4467 

NOI protein - rice gi | 2642217 | gb | AAB8 6939 . 1 | (AF030387) NOI 
protein [Oryza sativa] 

46261 Seq. ID 

98119 . Strand 
162 End 
OJ000306_14 .0410.C13.ol.gs Method 
162 End 
none Score 
162. .324 



OJ000306_14 .0410.C13 
+ 

4467 
AAT/NAP 
4467 
107 



OJ000306_14 .0410.C13 
324 

GENSCAN 

324 

.48 



Seq. No. 46261 Seq. ID 

Gene No. 98120 Strand 

Start 2066 End • 

Name OJ000306_14 . 04 10 . C13 . o2 '. gs Method 

Start 2066 End 

GI none Score 



OJ000306_14.0410.C13 

2811 
GENSCAN 
2811 
.7 



47786 




Exons 


2066. .2141, 


2422 


. .2551, 


2619. 


. 2811 




Seq. No. 


46261 








Seq. ID 


OJ000306_14 .0410.C13 


Gene No. 


98121 








Strand 




Start 


3605 








End 


4918 


Name 


OJ000306 14 


. 0410 


.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3605 








End 


4360 


GI 


none 








Score 


46 


Exons 


3605 . .3649, 


3674 


. . 3739, 


. 4058'. 


.4117, 4069. .4116, 4190. .4324, 




4216. .4359, 


4217 


. .4360 








Seq. No. 


46261 








Seq. ID 


OJ000306_14 .0410.C13 


Gene No . 


98121 








Strand 




Start 


3605 








End 


4918 


Name 


OJ000306 14 


.0410, 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3611 








End 


4918 


GI 


none 








Score 


69 


Exons 


3611 . . 3655, 


3622 , 


. . 3645, 


3653. 


.3742, 3676.-3735, 3748. .3795, 




3875. .3928-, 


3882 - 


. . 3926, 


3934 . 


.4083, 3938. .4084, 4081. .4116, 




4082. .4117, 


4216, 


. . 4329, 


4217 . 


.4330, 4€ 


173. .4917, 4874. .4918 


Seq. No. 


46262 








Seq. ID 


OJ000306_14 .0410.C14 


Gene No. 


98122 








Strand 


+ 


Start 


67 . 








End 


985 


Name 


OJ000306 14 


.0410. 


.C14.ol, 


. as 


Method 


"GENSCAN 


Start 


67 








End 


985 


GI 


none 








Score 


.65 


Exons 


67. .119, 220. .312, 919., 


. 985 






Seq. No. 


46262 








Seq. ID 


OJ000306_14 .0410.C14 


Gene No. 


98123 








Strand 




Start 


1292 








End 


6905 


Name 


OJ000306 14 


.0410, 


,C14 .o2. 


. as 


Method 


GENSCAN 


Start 


1292 








End 


6905 . 


GI 


none 








Score 


.7 


Exons 


1292. . 1917, 


2161. 


. .2350, 


2474 . 


.2550, 3818. .3923, 4142. .4968, 




4992. .5268, 


■ 5722. 


.5829, 


6821. 


.6905 




Seq. No. 


46262 








Seq. ID 


OJ000306_14 .0410.C14 


Gene No. 


98123 








Strand 




Start 


1292 








End 


6905 


Name 


OJ000306 14 


.0410. 


C14.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1931 








End 


2176 


GI 


none 








Score 


120 


Exons 


1931. , 1969, 


2000. 


.2176, .. 


2006. 


.2173 . 




Seq. No. 


46262 








Seq. ID 


OJ000306_14 .0410.C14 


Gene No. 


98123 








Strand 




Start 


1292 








End 


6905 


Name 


OJ000306 14, 


.0410. 


C14 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3678 








End 


3975 


GI 


none 








Score 


37 


Exons 


- 3678. .3731, 


3696. 


.3731, 


3792. 


.3974, 3793. .3975 


Seq. No. 


46262 








Seq. ID 


OJ000306_14 .0410.C14 


Gene No. 


98123 








Strand 




Start 


1292 








End 


6905 



47787 




Name 


OJ000306 14.04lT0.C14.o2 


. tm 


Method 


TBLASTX: 


Ma i ze 




Start 


3792 ~ 




End 


4158 






GI 


none 




Score 


64 






Exons 


3792 . . 4 007, 37 93. . 3951, 


4014 . 


.4157, 4090. .4158 






Seq. No. 


46262 




Seq. ID 


OJ000306 


_14.0410. 


.C14 


Gene No. 


98123 




Strand 








Start 


1292 




End 


6905 






Name 


OJ000306 14 . 0410.C14 . ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


4089 




End 


4634 




GI 


none 




Score 


81 






Exons 


4089. . 4205, 4265. .4483, 


4290. 


.4409, 4457. .4564, 


4500. .4553, 




4568. .4 633, 4575. .4634 












Seq. No. 


46262 




Seq. ID 


OJ000306 


_14.0410. 


,C14 


Gene No. 


98123 




Strand 








Start 


1292 




End 


6905 






Name 


OJ000306 14.0410.C14.ol 


.np 


Method 


AAT/NAP 






Start 


4283 




End 


4633 






GI 


4587242 




Score 


576 






Exons 


4283. .4633 












GI Descrip. 


(AB022165) A320-4 [Oryza sativa] 








Seq. No. 


46262 




Seq. ID 


OJ000306 


_14 .0410. 


C14 


Gene No. 


9812.3 




..Strand 








Start 


1292 




' End '* 


6905 






Name 




. tm 


Method 


TBLASTX:! 


Maize 




Start 


4502 




End 


4882 






GI 


none 




Score 


.127 






Exons 


4502. .4807, 4527. .4661, 


4540. 


.4662, 4677. .4721, 


4805. .4882 


Seq. No. 


46263 




Seq. ID 


OJ000306 


JL4.0410. 


C16 


Gene No. 


98124 




Strand 


+ 






Start 


535 




End 


941 






Name 


OJ000306 14.0410.C16.ol. 


• gp 


Method 


AAT/GAP 






Start 


535 




End 


780 






GI 


none 




Score 


374 






Exons 


535. .780 












Seq. No. 


46263 




Seq. ID 


OJ000306_ 


_14.0410. 


C16 


Gene No. 


98124 




Strand 


+ 






Start 


535 




End 


941 






Name 


OJ000306 14 .0410.C16.ol. 


,gs 


Method 


GENSCAN 






Start 


535 




End 


941 






GI 


none 




. Score 


.72 






Exons 


535.. 637, 697. .941 












Seq. No. 


46263 




Seq. ID 


OJ000306_ 


_14.0410. 


C16 


Gene No. 


98125 




Strand 


+ 






Start 


1538 




End 


5981 






Name 


OJ000306 14.0410.C16.ol. 


np 


Method 


AAT/NAP 






Start 


1538 




End 


5981 






GI 


7523512 




Score 


373 






Exons 


1538. .1690, 5858. .5981 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46263 




Seq. ID 


OJ000306_ 


_14.0410. 


C16 



47788 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98126 Strand 

4450 ' End 9307 

OJ000306_14 . 0410.C16.o3.gs Method GENSCAN 

4450 End 9307 

none Score .53 

4450. .4521, 4731. .4901, 5371. .5413, 5840. .5907, 6294. .6868, 

8749. .8852, 9216. .9307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46263 Seq. ID 

98126 Strand 
4450 End 
OJ000306_14 .0410.C16.o2.np Method 
5076 End 
134920 Score 
5076.. 5093, 5937.. 6000, 6376.. 6505, 
SULFATED SURFACE 
sulfated surface 

gil 14 05821|emb|CAA35953| (X51616) 
185 [Vol vox carter!] 



.6000, 6376. 
GLYCOPROTEIN 
glycoprotein 



185 
185 



OJ000306_14.0410.C16 

9307 
AAT/NAP 
6868 
128 
6626. .6868 
(SSG 185) gi|99441|pir||A33647 
- Volvox carter! 
SULFATED SURFACE GLYCOPROTEIN 



46264 
98127 
263 

OJ000306_14 .0410.C17.ol.gs 

263 . 
none 



Seq. ID OJ000306_14.0410.C17 
Strand 

End 2517 

Method GENSCAN 

End 2517 

Score .43 



263. .440, 762. .906, 949. .2081, 2099. .2517 



46264 
98127 
263 

OJ000306_14 .0410.C17.ol.np 
347 

7489501 
347. .1027, 1067 . .2091 

NBS-LRR type resistance protein - rice (fragment) 

gi | 2792220 | gb | AAB9.6985.il (AF032688) NBS-LRR type resistance 

protein [Oryza sativa] 



Seq. ID OJ000306_14.0410.C17 
Strand 

End 2517 

Method AAT/NAP 

End 2091 

Score 68 9 



46264 
98128 
8394 

OJ000306_14 .0410.C17.ol.tm 

1091 

none 



Seq. ID OJ000306_14.0410.C17 
Strand 

End 8744 

Method TBLASTX : Mai ze 

End 1459 

Score 70 



1091. .1315, 1092. .1250, 1313. .1459 



46264 
.98128 
8394 

OJ000306_14 .0410.C17.o2.ts 

1169 

none: 



Seq. ID OJ000306_14.0410.C17 
Strand 

End 8744 

Method TBLASTX : Soybean 

End 1438 

Score. 79 



1169. .1312, 1170. .1340, 1352. .143.8 



46264 
98128 



Seq. ID OJ000306_14 .0410.C17 
Strand 



47789 



• 



Start 


8394 






End 


8744 




Name 


OJ000306 14 


.0410.C17.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1562 






End 


1921 




GI 


none 






Score 


66 




Exons 


1562. .1852, 


1587. .1706, 


1856. 


. 1921 






Seq. No. 


46264 






Seq. ID 


OJ000306_14.0410. 


C17 


Gene No. 


98128 






Strand 






Start 


8394 






End 


8744 




Name 


OJ000306 14 


.0410.C17 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1808 






End 


2080 




GI 


none 






Score 


128 




Exons 


1808. .2080, 


1821. .1961, 


1965. 


.2021 






Seq. No. 


46264 






Seq. ID 


OJ000306_14 .0410. 


C17 


Gene No. 


98128 






Strand 






Start 


8394 






End 


8744 




Name 


OJ000306 14 


.0410.C17.o3 


. as 


Method 


GENSCAN 




Start 


8394 






End' 


8744 




GI 


none 






Score 


. 57 




Exons 


8394 . . 8744 












Seq. No. 


46265 






Seq. ID 


OJ000306 14.0410. 


C18 


Gene No. 


98129 






Strand 


+ ~ 




Start 


1 






End 


' 1314 




Name 


OJ000306 14 


.0410.C18.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1314 




GI 


130582 






Score 


520 




Exons 


1. .1314 












GI Descrip. " 


" RETROVIRUS- 


RELATED POL 


POLYPROTEIN FROM TRANSPOSON TNT 1 


-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 |pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 46265 Seq. ID 

Gene No. 98129 Strand 

Start 1 , End 

Name OJ000306_14 . 04 10 . C18 . ol . tw Method 

Start 142 End 

GI none Score 

Exons 142. .291, 159. .284, 196. .282," 271. .381, 

373. .435, 384. .419, 398. .493, 493. .564, 



OJ000306_14.0410.C18 
+ 

1314 

TBLASTX: Wheat 

564 

175 

286. .375, 288. .380, 
520. .564 



Seq. No. 46265 Seq. ID 

Gene No. 98129. Strand. 

Start 1 End 

Name OJ000306_14 . 04 10 . C18 . ol . gs Method 

Start 148 End 

GI none Score 

Exons 148.. 1198 



OJ000306_14. 0410. C18 
+ 

1314 
GENSCAN 
1198 
.41 



Seq. No. 46266 Seq. ID 

Gene No. 98130 Strand 

Start 1 End 

Name OJ000306_14 . 04 10 . CI 9 . ol . np Method 

Start 1 . End 

GI 4388818 Score 



OJ000306_14. 04.10. C19 
+ 

2501 
AAT/NAP 
2501 
1971 



47790 



Exons 1..2501 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46266 
98131 
1 

OJ000306_14 . 0410.C19.o2.np 

1 ' ' 

5042454 



Seq. ID OJ000306_14.0410.C19 
Strand 

End 4965 

Method AAT/NAP 

End 4 965 

Score 142 



1..33, 4424. .4551, 4884. .4965 

(AC007789) putative polyprotein [Oryza sativa] 



46266 
98131 
1 

OJ000306_14 .0410.C19.o4 . tw 

30 

none 



Seq. ID OJ000306_14 .0410.C19 

Strand . - 

End 4965 

Method TBLASTX : Wheat 

End . 585 

Score 117 



30. .170, 83. .163, 169. .426, 255.-386, 523. .585 



Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 04 10 . C19 . o3 . tm 

Start ' 169 

GI none 
Exons 



Seq. ID OJ000306_14 .0410.C19 
Strand 

End 4965 

Method TBLASTX: Maize . 

End- 585 

Score 297 



169. .504, 175. .411, 183. .443, 520. .585 



Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 04 10 . C19 . ol . ts 

Start 196 

GI none 

Exons 196. .525, 225. .443, 511. .648 



Seq. ID OJ000306_14.0410.C19 
Strand 

End 4965 

Method TBLASTX : Soybean 

End 64 8 

Score 276 



Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 0410 . C19 . ol . tc 

Start 214 

GI none 

Exons 214.. 507, 522.. 638, 523.. 681 



Seq. ID OJ000306_14.0410.C19 
Strand 

End 4 965 

Method TBLASTX : Cress 

End 681" 

Score 186 



Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 04 10 . C19 . ol . tw 

Start 861 

GI none 
Exons 



Seq. ID OJ000306_14.0410.C19 
Strand 

End . 4 965 

Method ' TBLASTX: Wheat 

End 1296 

Score 559 



861. .1238, 862. .1296, 1090. .1296 



Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306 14 . 04 10 . C19 . o4 . tm 



Seq. ID OJ000306_14.0410.C19 
Strand 

End 4 965 

Method TBLASTX : Maize 



47791 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1135 
none 



End 
Score 



1565 
197 



1135. .1236, 1138. .1341, 1279. .1341, 1346. .1432, 1347. .1565 

OJ000306 14.0410.C19 



46266 ' * ' Seq. ID 

98131 Strand 

1 End 
OJ000306_14.0410.C19.o3. tc Method 

1138 End 

none Score 

1138. .1335, 1138. .1335 



4965 

TBLASTX: Cress 

1335 

203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



46266 
98131 
1 

OJ000306_14.0410.C19.o2.ts 

1162 

none 

1162. .1341, 1182. .1310, 1188, 
1393. .1512, 1524. .1553 

46266 
98131 
1 

OJ000306_14.0410.C19.o2.tw 

1297 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000306JL4 .0410.C19 
4965 

TBLASTX : Soybean 
1553 
179 

1424, 1343. .1456, -'1344. .1550, 
OJ000306 14.0410.C19 



Seq. ID 
Strand 
End 

Method 

End 

Score 



4965 

TBLASTX: Wheat 

1919 

48 



1297. .1341, 1343. .1444, 1344. .1448, 1485. .1919, 1541. .1675 



Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 0410.C19.o2 

Start 1568 

GI none 

Exons 1568.. 1660, 1569.. 1730,' 
1763. .2011 

Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 04 10 . CI 9 . o2 

Start 1893 

GI none 

.Exons 1893.. .2003, 2040... 2120, 

Seq. No. 46266 

Gene No. 98131 

Start 1 

Name OJ000306_14 . 0410 .C19 .o3 

Start 1997 

GI none 

Exons 1997.. 2206, 2046.. 2249, 

Seq. No. 46266 

Gene No. 98131 

Start 1 



Seq. ID OJ000306_14.0410.C19 
Strand 

End 4 965 

.tm Method TBLASTX : Maize 

End 2014 

Score 133 
1696. .1782, 1703. .2014, 1704. .2009> 



Seq. ID OJ000306_14 .0410.C19 
Strand 

End 4965 

.tc Method TBLASTX : Cress 

End 24 92 

Score 4 9 
2121.. 2267, 2283... 2492 

' Seq. ID OJ000306_14.0410.C19 
Strand 

End 4965 

.tw Method TBLASTX : Wheat 

End 24 68 

Score 170 
2268. .2468, 2277. .2408 

Seq. ID OJ000306_14.0410.C19 
Strand 

End 4965 



47792 



Name ° 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 



"OJ000306_14 .0410.C19.ol.tm Method 
2070 End 

"none Score 
2070. .2492, 2072. .2494, 2251. .2496 



TBLASTX: Maize 

2496 

545 



46266 
98131 
1 

OJ000306_14 .0410.C19.o3.ts 

2094 

none 



Seq. ID OJ000306_14 .0410.C19 
Strand 

End 4965 

Method TBLASTX : Soybean 

End 2492 

Score 295 



2094. .2369, 2096. .2377, 2379.-2492, 2393. .2491 



46266 
98131 
1 

OJ000306_14 .0410.C19.o2.gs 

4524 

none 

4524. .4652, 4816. .'4881 



Seq. ID OJ000306_14 .0410.C19 
Strand 

End 4965 

Method GENSCAN 

End 4881 

Score .77 



Seq. ID OJ000306_14 .0410.C21 

Strand + 

End 1021 

Method AAT/NAP 

End 1021 

Score 510 



46267 
98132 
1 

OJ000306_14 . 0410.C21.ol.np 
1 

6069646 
1..56, 305. .1021 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



46267 
98132 

1 \ 
OJ000306_14 .0410.C21.ol.gs 
87 

none 

87. .189, 309. . 925 

46267 
98132 
1 

OJ000306_14.0410.C21.ol.tm 

290 

none 

290. .703, 307. .702 

46267 
98132 
1 

OJ000306JL4 .0410.C21.ol.tw 

548 

none 

548. .835, 718. .834 



Seq. ID OJ000306_14 .0410.C21 

Strand + 

End 1021 

Method GENSCAN 

End 925 

Score .44 



Seq. ID OJ000306_14 .0410.C21 

Strand ■+ 

End. 1021 

Method TBLASTX : Mai ze 

End 703 

Score 358 



Seq. ID OJ000306JL4 .0410.C21 

Strand + 

End 1021 

Method TBLASTX : Wheat 

End 835 

Score 206 



47793 



Seq. No. 46267 . Seq. ID 

Gene No. 98132 Strand 

Start 1 End 

Name OJ000306_14 . 0410 . C21 . o2 . tm Method 

Start 731 End 

GI none Score 

Exons 731.. 1012, 733.. 777 



OJ000306_14.0410.C21 
+ 

1021 

TBLASTX: Maize 

1012 

246 



Seq. No. 46268 Seq. ID OJ000316_11 . 0410 . C2 

Gene No. 98133 Strand + 

Start 1199 End 8456 

Name OJ000316_11 . 0410 . C2 . o2 . np Method AAT/NAP 

Start 1199 End 8456 

GI 2583130 Score 1368 

Exons 1199.. 1230, 5034.. 8456 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46268 Seq. ID 

98133 Strand 

1199 End 
OJ000316_11.0410.C2.o2.gs . Method 

34 34 End 

none . Score 

3434.. 3702, 3989.. 4880 



46268 
98134 
117 

OJ000316_11.0410.C2.ol.np 
117 

1931651 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000316_11.0410.C2 
+ 

8456 
GENSCAN 
4880 
.73 



OJ000316 11. 0410. C2 



2421 
AAT/NAP 
2421 
659 

117. .239, 1114. .1416, 1512. .1775, 1862. .1946, 2151. .2421 
(U95973) membrane-associated salt-inducible protein isolog 
[Arabidopsis thaliana] 



Seq. No. 46268 Seq. ID 

Gene No. 98134 Strand 

Start 117 End 

Name OJ000316__11 . 04 10 . C2 . ol . gs Method 

Start . . 135 . End 

GI none Score 

Exons 135. .239, 1114. .1416, 1512. .1775, 1862, 
. 2189. .2391 



OJ000316_11.0410.C2 

2421 
GENSCAN 
2391 
.87 

.1946, 2013. .2120, 



Seq. No. 46268 Seq. ID OJ00031 6_11 . 04 10 . C2 

Gene No. 98134 Strand 

Start 117 End 2421 

Name OJ000316_11 . 04 10 . C2 . ol . gp Method AAT/GAP 

Start 1382 End 2272 

GI uC-osflM202043h06bl Score 936 

Exons 1382. .1416, 1512. .1775, 1862. .1946, 2151. .2272 

GI Descrip. ' 1931651 5.0e-36 (U95973) membrane-associated salt-inducible 
protein isolog [Arabidopsis thaliana] 1 



Seq. No. 



46268 



Seq. ID OJ000316 11. 0410. C2 



47794 





Gene No. 


98135 








Strand 








Start 


5889 








End 


6278 






Name 


OJ000316 11 


.0410 


. C2.o2. 


, ts 


Method 


TBLASTX : Soybean 






Start 


5889 








End 


6278 






GI 


none 








Score 


104 






Exons 


5889. . 6014, 


5997 


. . 6278 












Seq. No. 


46268 








Seq. ID 


OJ000316JL1.0410 


.C2 




Gene No. 


98136 








Strand 








Start 


6531 








End 


6915 






Name 


OJ000316 11 


.0410 


.C2-.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


6531 








End 


6909 






GI 


none 








Score 


81 






Exons 


6531. . 6695, 


6531 


. . 6608, 


6532. 


.6732, 6532.. 6660, 6717.. 6893 






6727. .6894, 


6742 


. . 6909 












Seq. No. 


46268 








Seq. ID 


OJ000316 11.0410 


.C2 




Gene No. 


98136 








Strand 








Start 


6531 








End 


6915 






Name 


OJ000316 11, 


.0410, 


. C2 .o2. 


trrr 


Method 


TBLASTX: Maize 






Start 


6658 








End 


6903 






GI 


none 








Score 


182 






Exons 


6658. . 6903, 


6679, 


. . 6756, 


6831. 


. 6902 






i ; 


Seq. No. 


46268 








Seq. ID 


OJ000316 11.0410 


.C2 


r 


Gene No. 


98136 








Strand 








Start 


6531 








End 


6915 




= bl- 


Name 


OJ000316 11. 


.0410, 


,C2 ,o3. 


ts 


Method 


TBLASTX: Soybean 




=;.-? 


Start 


6658 








End 


6915 




iy 


GI 


none 








Score 


182 




ST 


Exons 


6658.. 6915 














ri 3 

a us 


Seq. No. 


46268 








Seq. ID 


OJ000316 11.0410 


,C2 


f ^ 


Gene No. 


98137 








Strand 








Start 


7066 








End 


7671 






Name 


OJ000316 11. 


. 0410. 


,C2 .o4 . 


tw 


Method 


TBLASTX: Wheat 




i -J. 


Start 


7066 ~~ 








End 


7320 






GI 


none ' 








Score 


218 






Exons 


7066. .7320, 


7173. 


, .7316 












Seq. No. 


46268 








Seq. ID 


OJ000316_11.0410. 


.C2 




Gene No. 


98137 








Strand 








Start 


7066 








End 


7671 * 






Name 


OJ000316 11. 


0410. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


7186 








End. . 


7605 






GI 


none 








Score 


97 






Exons 


7186. .7368, 


7393. 


.7605, 


7413 . 


.76.04 








Seq. No. 


46268 * 








Seq. ID 


OJ000316_11.0410. 


>C2 




Gene No. 


98137 








Strand 








Start 


7066 








End 


7671 






Name 


OJ000316 11. 


0410. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


7261 








End 


7632 






GI 


none 








Score 


275 






Exons 


7261. .7632 
















Seq. No. 


46268 








Seq. ID 


OJ000316JL1.0410. 


,C2 



47795 



Gene No. 


98137 






Strand 






Start 


7066 






End 


7671 




Name 


OJ000316 11.0410. 


. C2 . o2 . 


, tw 


Method 


TBLASTX • Wheat 




Start 


7324 ~ 






End 


7671 




GI 


none 






Score 


63 




Exons 


7324. .7368, 7372. 


. .7671, 


7374 . 


.7670 






Seq. No. 


46268 






Seq. ID 


OJ000316_11.0410 


.C2 


Gene No. 


98138 






Strand 






Start 


8084 






End 


8422 




Name 


OJ000316 11.0410. 


,C2.o3. 


, tw 


Method 


TBLASTX: Wheat 




Start 


8084 ~ 






End 


8422 




GI 


none 






Score 


161 




Exons 


8084 . . 8299, *8085. 


. 8309, 


8309. 


.8401, 8318. .8422 




Seq. No. 


46269 






Seq. ID 


OJ000316_11.0410 


.C3 


Gene No. 


98139 






Strand 






Start 


1 






End 


220 




Name 


OJ000316 11.0410. 


C3.ol . 


gp 


Method 


AAT/GAP 




Start 


1 






End 


220 




GI 


24989 1.R1084 






Score 


327 




Exons 


1. .220 












GI Descrip. 


, 50424 37/gb|AC00778 9. 1 | 


AC0077 


89 2.0e- 


13 Oryza sativa BAC T4 9B20 






complete sequence' 






Seq. No. 


"i \J \J Zf 






Seq. ID 


OJ000316_11.0410. 


.C3 


Gene No. 








Strand 






Start 


1141 






End 


2489 




Name 


OJ000316 11.0410. 


C3.o2. 


gp 


Method 


AAT/GAP 




Start 


953 






End 


2430 




GI 


3760631 






Score 


868 




Exons 


953.. 1224, 1320.. 


1370, 


1530. . 


1656, 2376.. 2430 




Seq. No. 


46269 






Seq. ID 


OJ000316_11.0410. 


,C3 


Gene No. 


98140 






Strand 






Start 


1141 






End 


2489 




Name 


OJ000316 11.0410. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1095 






End 


■ 1636 




GI 


none 






Score 


120 




Exons 


1095.. 1223, 1096. 


.1227, 


1097. 


.1222, 1319. .1372, 1320. .1373, 




1320.. 1382, 1528. 


.1599, 


1529. 


.1600, 1544. .1600, 1604. .1636 


Seq. No. 


46269 






Seq. ID 


OJ000316_11.0410, 


,C3 


Gene No. 


98140 






Strand 






Start 


1141 






. End. 


2489 




Name 


OJ000316 11.0410. 


C3.ol. 


gs 


Method 


GENS CAN 




Start 


1141 • , 






End 


2489 




GI 


none. 






Score 


.53 




Exons 


1141.. 1282, 1320. 


.1370, 


1530. 


.1656, 2376. .2489 




Seq. No. 


46270 






Seq. ID 


OJ000316JL1.0410. 


C4 


Gene No. 


98141 






Strand 






Start 


281 






End 


711 




Name 


OJ000316 11.0410. 


C4 .ol. 


gp 


Method 


AAT/GAP 




Start 


281 






End 


711 




GI 


286302 






Score 


617 




Exons 


281. .476, 560. .711 











47796 




Seq. No. 


46270 




Seq. ID 


OJ000316_11.0410.C4 


Gene No. 


98142 




Strand 




Start 


1889 • 




End 


2629 


Name 


OJ000316 11 . 0410.C4 .o2 . 


as 


Method 


GEN SCAN 


Start 


1889 




End 


2629 


GI 


none 




Score 


.79 


Exons 


1889. .2161, 2450. .2629 








Seq. No. 


46270 




Seq. ID 


OJ000316_11.0410.C4 


Gene No. 


98143 




Strand 




Start 


2845 




End 


2919 


Name 


OJ000316 ll.0410.C4.ol. 


tm 


Method 


TBLASTX: Maize ' 


Start 


1848 ~ 




End 


2121 


GI 


none 




Score 


91 


Exons 


1848. .197 9, 1898.. 1993, 


1906. 


.1986, 1907.. 1993, 2015. .2119, 




2016.. 2 120, 20 17.. 2121 








Seq. No. 


46270 




Seq. ID 


OJ000316 11. 0410. C4 " 


Gene No . 


98143 




Strand 




Start 


2845 




End 


2919 


Name 


OJ000316 ll.0410.C4.o2. 


OD 


Method 


AAT/GAP 


Start 


2845 ~~ 




End 


2919 


GI 


568652 




Score 


135 


Exons 


2845 ... 2919 








Seq. No. ' 


46271 




Seq. ID 


OJ000316_11.0410.C5 


Gene No . 


98144 




Strand 




Start 


427 




End 


1007 * 


Name 


OJ000316 11.0410.C5.ol. 


as 


Method 


GENSCAN 


Start 


427 ~~ 




End 


1007 


GI 


none 




Score 


. 9 


Exons 


427 . . 632, 639. . 1007 








Seq. No. 


46272 




Seq. ID 


OJ0.00316_ll.0410.C6 


Gene No. 


98145 




Strand 




Start 


1 




End 


1313 


Name 


OJ000316 11. 0410.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1306 


GI 


7437672 




Score 


1136 


Exons 


1. . 112, 196. . 375, 469. . 


652, 730.. 832, 


1084 . . 1306 


GI Descrip. 


serine — tRNA ligase (EC 


6.1.1 


.11) - maize 




gi | 331977 6 | emb|CAA07 600 


.11 (AJ007665) 


seryl-tRNA synthetase [Zea 




mays ] 








Seq. No. 


46272 




Seq. ID 


OJ000316_11.0410.C6 


Gene No . 


98145 




Strand 




Start 


1 




End 


1313 1 


Name 


OJ000316 ll.0410.C6.o2. 


tm .. . 


Method 


TBLASTX: Maize 


Start 


1 




End 


376 


GI 


none 




Score 


121 




1 87, 2 91- 3 98. 89 


. .115,. 


90. .113, 


193. .366, 194. .376 


Seq. No. 


46272 




Seq. ID 


OJ00'0316_11.0410.C6 


Gene No. 


98145 




Strand 




Start 


1 




End 


1313 


Name 


OJ000316 ll.0410.C6.ol. 


tc 


Method 


TBLASTX: Cress 






47797 







Start 
GI 

Exons 



2 End 1278 

none Score 107 

2. .115, 3. .107, 5. .115, 196. .366, 197. .367, 460. .654, 472. .636, 
477. .653, 521. .655, 731. .835, 741. .833, 1078. .1278, 1083. .1205, 
1084.-. 1233, 1118. .1246 



Seq. No. 

Gene" No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46272 
98145 
1 

OJ000316_11.0410.C6.ol.gp 
17 

10374 1.R1084 



Seq. ID OJ000316_11.0410.C6 
Strand 

End 1313 

Method AAT/GAP 

End 782 

Score 912 



17. .112, 196. .375, .469. .652, 730. .782 

f 3319776/emb|CAA07600| 4.0e-35 (AJ007665) seryl-tRNA synthetase 
[Zea mays] 1 



Seq. No. 46272 

Gene No. 98145 

Start 1 

Name OJ000316_11 . 0410 . C6 . ol . tw 

Start 56 

GI none 
Exons 



Seq. ID OJ000316_11.0410.C6 
Strand 

End 1313 

Method TBLASTX : Wheat 

End 373 

Score 88 

56. .115, 57. .113, 61. .114, 189. .311, 196. .366, 197. .373, 
197. .367 



Seq. \No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46272 
98145 
1 

OJ000316_11.0410.C6.ol.gs 

196 

none 



Seq. ID OJ000316_li;0410.C6 
Strand 

End 1313 

Method GENSCAN 

End 1306 

Score . 8 



196. .375, 469. .652, 726. .832, 1048. .1306 



46272 
98145 
1 

OJ000316_1 1.04-1-0 .'C6.ol.ts 

196 

none 



Seq. ID OJ000316_11.0410.C6 
Strand 

End 1313 

Method TBLASTX : Soybean 

End 1278 

Score 4 9 



196. .270, 197. .268, 268. .366, 269. .469, 460. .654, 475. .633, 

521. .658, 731. .835, 747. .833, 1078. .1278, 1080. .1208, 1118. .1246 



46272 
98145 
1 

OJ000316_11.0410.C6.ol. tm 

469 

none 



Seq. ID OJ000316_11.0410.C6 
Strand 

End 1313. 

Method TBLASTX: Maize 

End 1313 

Score 200 



469. .639, 469. .654, 518. .655, 739. .828, 740. .835, 741. .833, 
741. .839, 1078. .1308, 1083. .1313, 1086. .1277, 1087. .1278 



46272 
98145 
1 

OJ000316_11.0410.C6.o2.gp 
938 

3107670 



Seq. ID OJ000316_11.0410.C6 
Strand 

.End 1313 

Method AAT/GAP 

End 1296 

Score 653 



47798* 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



938.. 1296 

3319776/emb|CAA07600| 4 . Oe-35 (AJ007665) seryl-tRNA synthetase 
[Zea mays] 



46273 
98146 
1 

OJ000316_11. 0410.C7.ol.np 
1 

7437672 

1..30, 372. .533, 617. .692, 791. .923 
serine — tRNA ligase (EC 6.1.1.11) - maize 

gi|3319776|emb|CAA07600.1| (AJ007665) seryl-tRNA synthetase [Zea 
mays] 



Seq. ID OJ000316_11.0410.C7 
Strand 

End 1012 

Method AAT/NAP 

End 923 

Score 403 



Seq. ID OJ000316_11.0410.C7 
Strand 

End 1012 

Method AAT/GAP 

End 975 

Score 626 



46273 
98146 
1 

OJ000316_11.0410.C7.ol.gp 
362 

24959_1.R1084 
362.. 533, 623.. 692, 791.. 975 

' 3319776/emb | CAA07 600 | 4.0e-43 (AJ007665) seryl-tRNA synthetase 
[Zea mays] 1 



Seq. No. 46273 

Gene No. 98146 

■Start 1 

Name OJ00031 6_11 . 04 10 . C7 . ol . gs 

Start 372 

GI none 

Exons 372. .533, 623. .711, 791. .1012 



Seq. ID OJ000316_11.0410.C7 
Strand 

End 1012 

Method GENSCAN 

End 1012 

Score .57 



Seq. No. 46273 

Gene No. 98146 

Start 1 

Name OJ000316_11 . 04 10 .'G7 . ol . tm 

Start 372 

GI none 
Exons 



Seq. ID OJ000316_11.0410.C7 
Strand 

End 1012 

Method TBLASTX : Mai ze • 

End 933 

Score 75 



372. .443, 372. .554, 373. .555, 623. .667, 629. .700, 780. .923, 
790. .924, 853. .933 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



46273 
98146 

1. . . . . 

OJ000316_'11.0410.C7.ol. ts 
372 
none 



Seq. ID OJ000316_11.0410.C7 

Strand ■ - 

End. 1012 

Method TBLASTX : Soybean 

.End 926 

Score 80 



372... 527, 373. .528, 626. .667, 780. .926 



Seq. No. 46274 

Gene No. 98147 

Start 707 

Name OJ00031 6_11 . 0410 . C8 . ol . gp 

Start 707 

GI 47659_1.R1084 

Exons 707 . . 958 



Seq. ID OJ000316_11.0410.C8 

Strand + 

End . 958 

Method AAT/GAP 

End 958 

Score 424 



47799 



GI Descrip. 1 3413717 4.0e-15 (AC004747) unknown protein [Arabidopsis 

thaliana] >gi_3643590 (AC005395) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 


46274 




Seq. ID 


OJ000316 11 0410 C8 


Gene No. 


98148 




Strand 




Start 


657 




End 


755 


Name 


OJ000316 11. 


0410.C8.ol.gs 


Method 


GENSCAN 


Start 


657 




End 


755 


GI 


none 




Score 


.42 


Exons' 


657. .755 








Seq. No. 


46275 




Seq. ID 


OJ000316_11. 0410. C10 


Gene No. 


98149 




Strand 




Start 


98 




End 


2884 


Name 


OJ000316 11. 


0410. C10. ol. tm 


Method 


TBLASTX: Maize 


Start 


92 




End 


2884 


GI 


none 




Score 


39 


Exons 


92. . 136, 99. 


.137, 166.. 237, 


254 . .337, 


261. .353, 405. .452, 




432. .608, 432. .614, 433. .615 


, 433. .615, 804. .839, 814. .840, 




842. .1045, 8 


43. .1052, 1112.. 


1201, 1128 


. . 1340, 1128. . 1340, 




1129. . 1341, 


1241. .1345, 1414 


..1494, 1416. .1493, 2291. .2497, 




2292. .2498, 


2298.. 2498, 2299 


..2499, 2587. .2619, 2589. .2684, 




2590. .2679, 


2785. .2883, 2786 


..2884, 27 


87.. 2882 


Seq. No. 


46275 




Seq. ID 


OJ000316_11. 0410. C10 


Gene No. 


98149 




Strand 




Start 


98 




End 


2884 


Name 


OJ000316 11. 


0410. C10. ol.gp 


Method 


AAT/GAP 


Start 


98 




End 


2884 


GI 


101 1.R1084 




Score 


2561 


Exons 


98. .614, 816 


..1021, 1128. .1340, 1419.. 


1467, 2298.-2497, 




2592. .2677, 


2787. .2884- 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5926740/dbj IBAA84650.il 0.0e+00 (AB025310) asparaginyl 
endopeptidase [Oryza sativa] 1 



46275 - 

98149 

98 

OJ000316_11.0410.C10.ol.gs 

318 

none 



Seq. ID OJ000316_11. 0410. C10 
Strand 

End 2884 

Method GENSCAN 

End 2807 

Score .83 



318. .352, 504. .645, 816. .1021, 1128. .1356, 2298.-2497, 
2592.. 2807 



Seq. No. 46275 Seq. ID 

Gene No. 98149 Strand 

Start 98 End 

Name .. OJ000316_1 1 . 04 10 . C10 . ol . ts Method 

Start' 384 End 

GI none Score 
Exons 



OJ000316_11. 0410. C10 
2884 

TBLASTX: Soybean 

2883 

155 



384. .452, 441. .614, 445. .615, 445. .615, 798. .839, 842. .1045, 
1119. .1295, 1120. .1302, 1128. .1301, 1398. .1493, 1414 ,-. 1494, 
2294.. 2494, 2298.. 2498, 2300.. 2497, 2587.. 2679, 2589. .2684, 
2589. .2684, 2784. .2828, 2785. .2883, 2799. .2879 



Seq. No. 



46275 



Seq. ID OJ000316_11. 0410. C10 



47800 




Genp No 


98149 




Strand 




Start 


98 




End;; 


2884 


Name 


OJ000316 11. 0410. CIO. ol, 


.np 


Method 


AAT/NAP . 


Start 


435 




End 


2884 


GI 


5926740 




Score 


1636 


Ex on s 


435. .614, 816. .1021, 1128. .1340, 1419 


1467 P298 2497. 




2592.. 2677, 2787.. 2884 








GI Descrip. 


(AB025310) asparaginyl endopeptidase 




Sea No 


46275 




Seq. ID 


OJ000316_11. 0410. CIO 




98149 




Strand 




Start 


98 




End 


2884 


Name 


OJ000316 11. 0410. C10. ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


486 




End 


2880 


GI 


none 




Score 


122 


Exons 






813. .848, '899. .1045, 900. .1052, 




1117. .1170, 1134. .1169, 


1215. 


.1340, 1278. .1337, 1279. .1341, 




1398. .1493, 1411. .1494, 


2298. 


.2486, 2300. .2491, 2300. .2497, 




2301. .2498, 2589. .2684, 


2591. 


.2689, 2599.. 2679, 2785.. 2880, 




2786. .2830 








Qpn No 


46275 




Seq. ID 


OJ000316_11. 0410. C10 


flpno No 


98149 




Strand 




Start 


98 




End 


2884 


Name * 


OJ000316 11. 04-10. C10. ol. 


tw , 


Method 


TBLASTX: Wheat 


Start 


1234 




End 


2624 


GI 


none 




Score 


66 


Ex on s 


1234. .1347, 1236. .1340, 


1240. 


.1341, 1414. .1473, 1416. .1493, 




2294. .2494, 2298. .2498, 


2299. 


.2499, 2300. .2497, 2564. .2620, 




2587.. 2622, 2587.. 2619, 


2589. 


.2624 




Sea No 


46276 




Seq. ID 


OJ000316_11.0410.C11 


Gene No . 


98150 




Strand 




Start . 


1 




End 


163 


Name 


OJ000316 ll.0410.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


163 


GI 


101 1.R1084 




Score 


311 


Exons 


1. .163 








GI DescriD 


'5926740/dbj | BAA84 650.il 


0.0e+00 (AB025310) asparaginyl 




endopeptidase [Oryza sativa] ' 






Seq. No. 


46276 




Seq. ID 


OJ000316_11.0410.C11 


Gene No. 


98150 




Strand 




Start 


1 




End 


163 


Name 


OJ000316 ll.0410.Cll.ol. 




Method 


GENSCAN . 


Start 


10 




End 


84. 


GI 


none 




Score 


.94 


Exons 


10. .84 








Seq. No. 


46276 




Seq. ID 


OJ000316_11.0410.C11 


Gene No. 


98151 




Strand 




Start 


845 




End 


1997 


Name 


OJ000316 ll.0410.Cll.o2. 


gs 


Method 


GENSCAN 


Start 


845 




End 


1997 


GI 


none 




Score 


.49 



Exons 845.. 996, 1874.. 1997 



47801 



Sea No 


46277 


Seq. ID 


OJ000316 


11 0410 C12 


Gene No. 


98152 


Strand 


+ 




Start 


2052 


End 


4246 




Name 


OJ000316 11.0410.C12.ol.np 


Method 


AAT/NAP 




Start 


2052 


End 


4246 




GI 


6063557 


Score 


381 




Exons 


2052. .2297, 2546.-2768, 4195. .4246 






GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


qaf 1 1 


Seq. No. 


46277 


Seq. ID 


OJ000316_ 


_11.0410.C12 


Gene No. 


98153 


Strand 






Start 


1991 


End 


3068 




Name 


OJ000316 11.0410.C12.o2.gs 


Method 


GENSCAN 




Start 


1991 


End 


3068 




GI 


none 


Score 


.81 




Exons 


1991. .2307, 3014. .3068 








Sea. No. 


46278 


Seq. ID 


OJ000316 


11 0410 C13 


Gene No. 


98154 


Strand 


+ 




Start 


1305 


End 


4223 




Name 


OJ000316 11.0410.C13.ol.gp 


Method 


AAT/GAP 




Start 


1305 


End 


1816 




GI 


uC-osflM202052c07bl 


Score 


983 




Exons 


1305. .1816 








("4 T DV 1 qpri n 

VJ J- O J_ J. W . 


•4234848 1..0e-12 (AF08213D 


gag-pol polyprotein 




Seq.. No. 


46278 


Seq. ID 


OJ000316_ 


11 0410 C13 


Gene No. 


98154 


Strand 


+ 




Start 


1305 


End 


4223 




Name 


OJ000316 11.0410.C13.ol.np 


Method 


AAT/NAP 




Start 


1415 


End 


4223 




GI 


7489738 


Score 


1276 




Exons 


1415. .1591, 1625. .4223 








GI. Descrip. 


gag-pol polyprotein - maize 


copia-like 


retrotransposon Sto-4 



gi| 4234852 | gb | AAD12997 . 1 | 
mays] 

Seq. No. 46278 
Gene No. 98154 
Start 1305 

Name OJ000316_11 . 04 10 . C13 . ol . tm 

Start 1508 
GI none 
Exons 1508 . .2086, 

. 2367. .2447 



(AF082133) gag-pol polyprotein [Zea 



Seq. ID OJ000316_ll.0410.Cl-3 

Strand + 

End 4223' 

Method TBLASTX : Mai ze 

End 24 53 

Score 474 



1630. .2076, 1832.. 2110, 2169. .2261, 2364. .2453, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



46278 Seq. ID 

98154 Strand 

1305 End 

OJ000316_11.0410.C13.o2.gp Method 

2048 End 

uC-osflcyp006al0bl Score 
2048. .2262, 2370. .2608 

•4234846 7.0e-13 (AF082130) gag-pol polyprotein [Zea mays] 1 



OJ000316_11.0410.C13 
+ 

4223 
AAT/GAP 
2608 
769 



46278 
98154 



Seq. ID OJ000316_11.0410.C13 
Strand + 



47802 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1305 End 
OJ0003f6_ll.0410.C13.ol.ts Method 
3383 End 
5509260 Score 
3383.. 3583/ 3580.. 3702, 3695.-3796 



4223 

TBLASTX: Soybean 

3796 

155 



46278 
98154 
1305 

OJ000316_11.0410.C13.o2.tm 

3383 

none 

3383.. 3583, 3580.. 3681 



Seq. ID OJ000316_11.0410.C13 

Strand + 

End 4223 

Method TBLASTX : Mai ze 

End 3681 

Score 164 - 



Seq. No. 46278 
Gene No. 98154 
Start 1305 

Name ' OJ000316_11 . 0410 . C13 . ol . tw 

Start 3502 
GI none 

Exons 3502.. 3582, 3503.. 3583, 3579. 

3698. .3781, 3706.. 3792, 3792. 
3918. .4088 



Seq. ID OJ000316_11.0410.C13 

Strand + 

End' 4223 

Method TBLASTX : Wheat 

End 4089 

Score 74 

.3692, 3580. .3702, 3698. .3796, 
.3875, 3882. .4082, 3910.'. 4089, 



Seq. No. . 46279 
Gene No. 98155 
Start 123 

Name OJ000316_11 . 0410 . C14 . ol . tm- 

Start 123 
GI none 

Exons 123.. 212, 124.. 282, 125.. 283, 

359. .448 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000316_11.0410.C14 
450 

TBLASTX: Maize 
450 
55 

134. .283, 354. .434, 358. .450, 



Seq. No. 46280 

Gene No. 98156 

Start 392 

Name OJ000316_11 .04 10 . C15 . ol . gp 

Start 392 

GI none 

Exons 392.. 662 



Seq. ID OJ000316_11.0410.C15 
Strand 

End 662 

Method AAT/GAP 

End 662 

Score 513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



46280 Seq. ID 

98157 Strand 
1274 . End 

OJ000316JL1. 0410.C15.ol.np Method 
1274 End 
7487199 Score 
1274. .1357 

hypothetical protein T19L18.24 - Arabidopsis thaliaria 
gi|3413717|gb|AAC31240.1| (AC004747) unknown protein 
[Arabidopsis thaliana] 



OJ000316_11.0410.C15 
+ 

1357 
AAT/NAP 
1357 
95 



46280 Seq. ID 

98158 Strand 

1274 End 

OJ000316_11. 0410.C15.ol.gs Method 



OJ000316_11.0410.C15 
+ 

1357 
GENSCAN 



47803 



Start 
GI 

Exons 



1274 
none 

1274. .1357 



End 
Score 



1357 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



46281 
98159 
1 

OJ000316_11.0410.C16.ol.np 
1 

7487199 

1..20, 943. .1019, 1127. .1186 
hypothetical protein T19L18.24 - Arabidopsis thaliana 
gi|3413717|gb|AAC31240.1| (AC004747) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ000316_11.0410.C16 
Strand + 

1568 
AAT/NAP 
1568 
103 



End 

Method 

End 

Score 



1550. . 1568 



46281 
98159 
1 

OJ000316_11.0410.C16.ol.gp 
184 

24806_1.R1084 
184. .1019, 1127. .1177 

1 3413717 1.0e-12 (AC004747) unknown protein [Arabidopsis 
thaliana] >gi_3643590 (AC005395) unknown protein [Arabidopsis 
thaliana] 1 ' 



Seq. ID OJ000316_11.0410.C16 

Strand + 

End 1568 

Method AAT/GAP 

End 1177 

Score 1750 



46281 
98159 
1 

OJ000316_11.0410.C16.ol.gs 

825 

none 



Seq. ID OJ000316_11.0410.C16 

Strand + 

End 1568 

Method GENSCAN 

End 1184 

Score .87 



825. .849, 942. .1019, 1127. .1184 



46281 
98159 
1 

OJ000316_11.0410.C16.ol.tc 

942 

none 



Seq. ID OJ000316_11.0410.C16 

Strand + 

End ' 1568 

Method TBLASTX : Cress 

End 1342 

Score 100 



942. .1022, 942. .1022, 943. .1029, 943. .1026, 1127. .1192, 
1128. .1196, 1264. .1320, 1271. .1342 



46281 
98159 
1 

OJ000316_11.0410.C16.ol. ts 

942 ■ 
none 



Seq. ID OJ000316_11.0410.C16 

Strand + 

End 1568 

Method TBLASTX : Soybean 

End 1342 

Score 84 



942. .1022, 942. .1022, 943. .1029, 943. .1026, 1127. .1195, 
1128. .1199, 1263. .1319, 1267. .1320, 1271. .1342 



46281 
98159 
1 

OJ000316_11. 0410.C16.ol. tm 
942 



Seq. ID OJ000316_11.0410.C16 

Strand + 

End 1568 

Method TBLASTX : Mai ze 

End 1300 



47804 



GI 

Exons 



none Score 120 

942. .1022, 942. .1022, 943..1029, 943. .1026, 947. .1045, 

1127. .1192, 1128. .1190, 1270. .1299, 1271. .1300 



Seq. No. 46282 
Gene No. 98160 
Start 1 

Name OJ000316_11 . 04 10 . C25 . ol . np 

Start 1 
GI 7228457 
Exons 1..1564, 1626.. 1684 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000316_11.0410.C25 
Strand 

End 1684 

Method AAT/NAP 

End 1684 

Score 2403 



Seq. No. 46282 

Gene No. 98160 

Start 1 

Name OJ000316_11 . 0410 . C25 . o2 . tw 

Start 44 

GI none 

Exons 44. .169, 142. .333, 143. .334 



Seq. ID OJ000316_11.0410.C25 
Strand 

End , 1684 

■ Method TBLASTX : Wheat 

End 334 

Score 89 



Seq.- No. 46282 

Gene No. 98160 :r . 

Start '1 ■ 

Name OJ000316_11 . 04 10 . C25 . ol . gs 

Start 185 

GI none 

Exons 185.. 1653 ' 



Seq. ID OJ000316_11.0410.C25 
Strand 

End 1684 

Method GENSCAN 

End 1653 

Score .73 



Seq. No. 46282 

Gene No. 98160 

Start 1 

Name OJ000316_11 . 04 10 . C25 . ol . tw 

Start 946 

.GI none 
Exons 



Seq. ID OJ000316_11.0410.C25 
Strand 

End 1684 

Method TBLASTX : Wheat 

End 1338 

Score '83 



946. .1203, 1058. .1219, 1186. .1284, 1187. .1267, 1291. .1338 



Seq. No. 46282 

Gene No. 98160 

Start 1 

Name OJ000316_11 . 04 10 . C25 . ol . tm 

Start 1048 

GI none 

Exons 1048.. 1296, 1049.. 1333 



Seq. ID OJ000316_11.0410.C25 
Strand 

End 1684 

Method TBLASTX: Maize 

End 1333 

Score 89 



Seq. No. 46283 

Gene No. 98161 

Start 706 

Name. OJ000316_11 . 04 10 . C2 6 . ol . gs 

Start 706 

GI none 

Exons 706.. 760, 779.. 854, 1016.. 1121 



Seq:- ID OJ000316_11.0410.C26 

Strand + 

End 1121 

Method GENSCAN 

End 1121 

Score . .42 



Seq. No. 
Gene No. 



46283 
98161 



Seq. ID OJ000316_11.0410.C26 
Strand + 



47805 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



706 End 1121 

OJ000316_11 . 04 10 . C26 . o2 . np Method AAT/NAP 
907 End 1032 

7523512 Score 116 

907. . 1032 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46283 Seq. ID 

98162 ....Strand 
52 End 
OJ000316_11 . 0410 . C26 . ol . np Method 
52 End 
5042454 Score 



OJ000316_11.0410.C26 

2059 
AAT/NAP 
2059 
247 



52. .105, 436. .611, 1973. .2059. 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 46283 

Gene No. 98162 

Start. 52 

Name OJ000316_11 . 04 10 . C2 6 . ol . gp 

Start 168 

GI uC-osflcypl72a09al 

Exons 168.. 217, 254.. 577 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1 
DNA, chromosome 6, clone : P0535G04 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000316_11.0410.C26 

2059 
AAT/GAP 
577 
533 



Oe-35 Oryza sativa genomic 



Seq. No. . 


46284 


Seq. ID 


OJ000316_11.0410 


.C28 


Gene No. 


98163 


Strand 


+ 




Start 


46 


End 


939 




Name 


OJ000316 11.0410.C28.ol.np 


Method 


AAT/NAP 




Start 


46 


End 


939 




GI 


5042454 


Score 


92 




Exons 


46. .284, 918. .939 








GI Descrip. 


(AC007789.) putative polyprotein [Oryza 


sativa] 




Seq. No. 


46284 


Seq. ID 


OJ000316 11.0410 


.C28 


Gene No. 


98163 


Strand 


+ 




Start 


46 


End 


939 




Name 


OJ000316 11.0410.C28.o2.np 


Method 


AAT/NAP 




Start 


294 


End 


939 




GI 


4234854 


Score 


668 




Exons 


294. .939 








GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No . 


46284 


Seq. ID 


OJ000316_11.0410 


.C28 


Gene No. 


98163 


Strand 


•f 




Start 


46 


End 


939 




Name 


OJ000316 ll'.0410.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


295 


End 


549.. 




GI 


none 


Score 


210 




Exons 


295. .549, 429.-548 









Seq. No. 46285 Seq. ID OJ000316_ 

Gene No. 98164 Strand + 

Start 1344 _ End 3278 

Name OJ000316_11 . 0410 . C29 . ol . gs Method GENSCAN 

Start 1344 End 3278 



11.0410.C29 



47806 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



none 

1344.. 1446, 3013.. 3278 



Score 



64 



46286 Seq. ID 

98165 Strand 
1 End 
OJ000316_11 . 0410 . C30 . o2 . np Method 
1 End 
1175759 Score 
1..199, 299. .545, 642. .767, 994. .1135, 2171. .2232 
PROBABLE ZINC PROTEASE PQQL gi | 107474 6 | pir | | E64 17 1 hypothetical 
protein HI1368 - Haemophilus influenzae (strain Rd KW20) 
gi|1574200|gb|AAC23015.1| (U32816) zinc protease, putative 
[Haemophilus influenzae Rd] 



OJ000316_11.0410.C30 
+ 

2232 
AAT/NAP 
2232 
242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46286 



Seq. ID OJ000316_11.0410.C30 



98165 Strand 

1 End 

OJ000316_11.0410.C30.ol. ts Method 

3 ' End 

none Score 

3. .209, 146. .220, 299. .508, 327. .509 



+ 

2232 

TBLASTX : Soybean 

509 

197 



Seq. No. 


46286 




Seq. ID 


OJ000316_11. 


0410. C30 


Gene No. 


98165 




Strand 


+ 




Start 


1 




End ' 


2232 




Name 


OJ000316 ll.0410.C30.ol 


.gs 


Method 


GENSCAN 




Start 


54 




End 


1716 




GI 


none 




Score 


.76 




Exons 


54. .199, 299. .545, 642. 


.767, 


994. .1131 


, 1216. .1357, 


1619. .1716 


Seq. No. 


46286 




Seq. ID 


OJ000316_11. 


0410. C30 


Gene No. 


98165 




Strand 


+ 




Start 


1 




End 


2232 




Name 


OJ000316 ll.0410.C30.ol 


. np 


Method 


AAT/NAP 




Start 


62 




End 


2232 




GI 


2507259 




Score 


. 192 




Exons 


62. .199, .299. .545, 642. 


.767", 


994. .1131 


, 2185.. 2232 




GI Descrip. 


PROBABLE ZINC PROTEASE 


PQQL 


gi|7466882 |pir| IA64903 


probable zinc 




proteinase yddC (EC 3.4 


.99.- 


) - Escherichia coli 





gi I 1787770 |gb | AAC74567.il (AE000246) putative peptidase 
[Escherichia coli] 



Seq. No. 46286 Seq. ID OJ000316_11 . 04 10 . C30 

Gene No. 98165 . Strand + " 

Start 1 End 2232 

Name OJ000316_11 . 0410 . C30 . o2 . ts Method TBLASTX : Soybean 

Start 702 End 1275 

GI none Score 90 

Exons 702. .764, 988. .1131, 992. .1096, 993. .1133, 1209. .1253, 
1213. .1254, 1222. .1275 



Seq. No. 46286 

Gene No. .98165 

Start i * 

Name OJ000316_11 . 04 10 . C30 . ol . tc 

Start 1303 



Seq. ID OJ000316_11.0410.C30 

Strand + 

End 2232 

Method TBLASTX: Cress 

End 1701 



47807 



GI 


none 








Score 


79 








Exons 


1303 . . 1377, 


1308 


. . 1352, 


1427 . 


.1654, 1458. .1685, 


1459. .1701 


Seq. No: 


46287 








Seq. ID 


OJ000316 


_11 


.0410 


.C31 


Gene No. 


98166 








Strand 










Start 


565 








End 


693 








Name 


OJ000316 11 


.0410 


.C31.ol 


. tm 


Method 


TBLASTX : : 


Maize 




Start 


565 








End 


693 








GI 


none 








Score 


208 








Exons 


565. . 693, 567. .692 














Seq. No. 


46288 








Seq. ID 


OJ000316 


11 


.0410, 


.C33 


Gene No. 


98167 








Strand 


+ 








Start 


141 








End 


249 








Name 


OJ000316 11 


.0410 


.C33.ol 


CI *5 
. y o 


Method 


GEN SCAN 








Start 


141 








End 


249 








GI 


none 








Score 


.79 








Exons 


141 . .249 


















Seq. No. 


46289 








Seq. ID 


OJ000316 


11 . 


.0410, 


.C34 


Gene No. 


98168 








Strand 


- 








Start 


46 








End 


575 








Name 


OJ000316 11 


.0410, 


.C34.ol 


• yF 


Method 


AAT/GAP 








Start 


46 








End 


575 








GI 


none 








Score 


933 








Exons 


46'. .575 


















Seq. No. 


46289 








Seq. ID 


OJ000316^ 


11 , 


. 0410 . 


X34 


Gene No. 


98169 








Strand 


- 








Start 


1436 








End 


1597 








Name 


OJ000316 11 


.0410. 


,C34.o2 


rr c 
. y £3 


Method 


GENSCAN 








Start 


1436 








End 


1597 








GI 


none 








Score 


.41 








K x o n *3 


1436. . 1597 


















Seq. No. 


46290 








Seq. ID 


OJ000316_ 


11 , 


. 0410 . 


>C35 


Gene No. 


98170 








Strand 


+ 








Start 


1977. 








End 


5278 








Name 


OJ000316 11 


.0410, 


,C35.ol 


. np 


Method 


AAT/NAP 








Start 


1977 








End 


5275 








GI 


6907089 








Score 


4156 








Exons 


1977. .3235, 


3335. 


, .5275 














GI Descrip. 


( AP00 1 12 9 ) hypothet ical 


protein [Oryza 


sativa] ■ 








Seq. No. 


46290 








Seq. ID 


OJ000316_ 


_11. 


,0410. 


C35 


Gene No. 


98170 








Strand 


+ 








Start 


1977 








End 


5278 








Name 


OJ000316 11, 


.0410.. 


C35.o2, 




Method 


GENSCAN 








Start 


1977 








End 


5278 








GI 


none 








Score 


.68 








Pvnn ^ 

l_j *\ \J 1 1 o 


1977. . 3235, 


3335. 


.3962, 


4087. 


.4812, 4976. .5278 








Seq. No. 


46290 








Seq. ID 


OJ000316_ 


_11. 


0410. 


C35 


Gene No. 


98171 








Strand 


+ 








Start 


12113 








End 


13631 








Name 


OJ000316 11, 


.0410. 


C35.o3. 


.np 


Method 


AAT/NAP 








Start 


12113 








End 


13631 









47808 



GI 

Exons 
---■GI -De scrip. 



5922623 Score 281 

12113. .12193, 12565. . 12712, 12879 .. 12954 , 13615. .13631 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


46290 


Seq. ID 


OJ000316 

V-/ U v V v <J -L \J 


11.0410 


. C35 




Gene No . 


98172 


Strand 


+ 








Start 


13796 


End 


17023 








Name 


OJ000316 ll.0410.C35.o4 .np 


Method 


AAT/NAP 








Start 


13796 


End 


17020 








GI 


6907089 


Score 


4068 








Exons 


137 96. .15057, 15150. .17020 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46290 • 


Seq. ID 


OJ000316_ 


11.0410 


. C35 




Gene No . 


98172 


Strand 


+ 








Start 


13796 


End 


17023 








Name 


OJ000316 11.0410.C35.o5.gs 


Method 


GENSCAN 








Start 


13796 


End 


17023 








GI 


none 


Score 


.89 








Exons 


13796. .15057, 15150 .. 1 6578 , 


16580. .17023 






- 55* 


Sea. No. 


46290 


. Seq. ID 


OJ000316_ 


11 0410 


• ^ J *J 




ripnp No 


98173 ^ 


'Strand 








Cfl 


Start 


72 


End 


1095 








Name 


OJ000316 11.0410.C35.ol.gs 


Method 


GENSCAN 








Start 


72 


End 


1095 








GI 


none 


Score 


.81 






1 , : 


Exons 


72. .257, 326. .500, 720. .766, 


1042. .1095 






fi i 


Sea. No. 


46290 


Seq. ID 


OJ000316_ 


XX . U *i X \J 


• ^jj 




Gene No. 


98174 


Strand 








=■ 


Start 


5881 


End 


12036 






f =% 


Name 


OJ000316 11.0410.C35.o3.gs 


Method 


GENSCAN 






% ' 


Start .<., 


5881 


End 


9546 






i. 


GI 


none 


. Score 


.89 








Exons 


5881. .9546 










f ~\ 


Seq. No. 


46290 


Seq. ID 


OJ000316_ 


11.0410. 


.C35 




Gene No . 


98174 


Strand 










Start 


5881 


End 


12036 








Name 


OJ000316 11.0410.C35.o2.np 


Method 


AAT/NAP 








Start 


5884 


End 


12036 








GI 


7228457 


Score 


9259 








Exons 


5884. .7434, 7501. .8652, 8775 


..9609, 9673. .11608, 


11670. . 


. 120: 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 


type 








retrotransposon RetroSorl, polyprotein. 


(AF098806) [Oryza 






sativa] . 












Seq. No. 


46290 


Seq. ID 


OJ000316_ 


11.0410. 


X35 




Gene No. 


98174 


Strand 










Start 


5881 


End 


12036 








Name 


OJ000316 ll.0410.C35.o4 .gs 


Method 


GENSCAN 








Start 


9610 


End 


12036 








GI 


none 


Score 


.63 








Exons 


9610. .12036 











47809 





SeqT'No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35. 




Gene No. 


98175 




Strand 








Start 


17657 




End 


18908 






Name 


OJ000316 11. 


0410.C35.o6. tw 


Method 


TBLASTX: Wheat . 






Start 


1848 




End 


18271 






GI 


none 




Score 


83 






Exons 


1848. .1937, 


5893.. 6018, 5897. 


.6019, 6204. .6494, 6211. .6495, 






6212.'. 6490, 


17669. .17794, 17673. .17795 


, 17825. .17908, 








17938. .18126, 17 98 6 18174 , 17 987 .. 18 130, 18167 .. 1827 1 , 








18168. .18266, 18196. .18267 










Seq. No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35 




Gene No. 


98175 




Strand 








Start 


17657 




End 


18908 






Name 


OJ000316 11. 


0410.C35.o4.tm 


Method 


TBLASTX: Maize 






■ Start 


5884 




End 


17800 






GI 


none 




Score 


120 






Exons 


5884 . .6024, 


5900.. 6019, 17630 


. .17800, 


17631'. .17795 ' 






Seq. No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35 




Gene No. 


98175 




Strand 








Start 


17657 




End 


18908 






Name 


OJ000316 11. 


0410.C35.o4.tw 


Method 


TBLASTX: Wheat 




•M 


Start 


6496 




End 


18653 






GI 


. none 




Score 


165 




- " : 


Exons 


6496. .6876, 


6527.. 6775, 6821. 


.6877, 18272. .18652, 18303 


. . 18551, 


: h? 

1-3 




18597. .18653 








w 


Seq. No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35 




Gene No. 


98175 




Strand 








Start 


17657 




End 


18908 




: b" 


Name 


OJ000316 11. 


0410.C35.o2.tm 


Method 


TBLASTX: Maize 




S 


Start 


6682 




End 


18790 






GI 


none 




Score 


90 






Exons 


6682. .6894, 


6691. .7014, 6704. 


.6985, 68 


88. .6926, 18467.. 


18790, 






18480. . 18773 










f ^ 


Seq. No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35 




Gene No. 


98175 




Strand 






f '"a 


Start 


17657 




End 


18908 






Name 


OJ000316 11. 


0410.C35.o8.tw 


Method 


TBLASTX: Wheat 






Start 


7207 




End 


7519 






GI 


none 




Score 


67 






Exons 


7207. .7467, 


7343. .7519 










Seq. No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35 




Gene No. 


98175 




Strand 








Start 


17657 * 




End 


18908 






Name 


OJ000316 11. 


0410.C35.o2.ts 


Method 


TBLASTX: Soybean 






Start 


7267 




End 


7833 






GI 


5666795 




Score 


68 






Exons 


7267. .7467, 


7.522.. 7659, 7735. 


.7833 








GI Descrip. 


4206306 2.0e 


-10 (AF049110) prpol [Zea mays] 






Seq. No. 


46290 




Seq. ID 


OJ000316_11.0410 


.C35 




Gene No. 


98175 




Strand 







47810 



Start 
Name 
Start 
GI 

Exons 



17657 

OJ000316_11, 

7522 

none 

7522. .7671, 
7732. .7956 



0410.C35.o5.tw 



•End 
Method 
End 
Score 



18908 

TBLASTX: Wheat 

7983 

92 



7523. .7660, 7525. .7662, 7718. .7891, 7732. .7983, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46290 

98175 

17657 . 

OJ000316_11. 

8581 

none 

8581. .8952, 



0410.C35.ol.ts 



8792. .8935 



Seq. ID OJ000316_11.0410.C35 
Strand 

End 18908 

Method TBLASTX : Soybean 

End 8952 

Score 90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46290 
98175 
17657 

OJ000316_11, 

8606 

none 

8606. . 9025, 



0410.C35.o2.tw 



8611. .9030 



Seq. ID OJ000316_11.0410.C35 
Strand 

End 18 908. 

Method TBLASTX : Wheat 

End 9030 

Score 328 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



46290 
98175 
17 657 

OJ000316JL1, 

8704 

none 

8704. .9087, 



0410.C35.o3. tm 



8723. .9088 



Seq. ID OJ000316_11.0410.C35 
Strand 

End ■ 18908 

Method TBLASTX : Mai ze 

End 9088 

Score 221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46290 
98175 
17657 

OJ000316_11. 

9115 

none 

9115. . 9420, 



0410.C35.ol. tm 



9115. .9471, 9125. 



Seq. ID OJ000316_11.0410.C35 
Strand 

End 18-908 

Method TBLASTX : Mai ze 

End. 9471 

Score 115 
. 9436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46290 
98175 
17657 

OJ000316_11, 

9139 

none 

9139. .9600, 



0410.C35.ol.tw 



9140. .9601 



Seq. ID OJ000316_11.0410.C35 
Strand 

End 18908 

Method TBLASTX : Wheat 

End 9601 

Score . 415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6290 
98175 
17657 

OJ000316_11. 

9196 

none 

9196: .9330, 



0410.C35.o3. ts 



9337. .9561 



Seq. ID OJ000316_11.0410.C35 
Strand 

End 18908 

Method TBLASTX : Soybean 

End 9561 

Score 117 



Seq. No. 
Gene No. 



46290 
98175 



Seq. ID OJ000316_11.0410.C35 
Strand 



47811 




Start 


17657 


End 


18908 




Name 


OJ000316 11.0410.C35.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9769 


End 


10252 




GI 


none 


Score 


165 




Exons 


9769.. 10251, .9797. .10057, 10079.. 10252 






Seq. No. 


46290 


Seq. ID . 


OJ000316_11.0410 


. C35 


Gene No. 


98175 


Strand.. 






Start 


17657 


End 


18908 




Name 


OJ000316 11.0410.C35.o7.tw 


Method 


TBLASTX: Wheat 




Start 


10990 


End 


11382 




GI 


none 


Score 


89 




Exons 


10990. .11247, 11024 . .11263, 


11230. .11328, 11231. .11311, 






11335. . 11382 








Seq. No. 


46290 


Seq. ID 


OJ000316_11.0410 


.C35 


Gene No. 


98175 


Strand 






Start 


17657 


End 


18908 




Name 


OJ000316 11.0410.C35.o5.tm 


Method 


TBLASTX: Maize 




Start 


11092 


End 


11377 




GI 


none 


Score 


103 




Exons 


11092. .1134 0, 11093. .11377 








Seq. No. 


46290 


Seq. ID' 


OJ000316_1 1.0410 


.C35 


Gene No. 


98175 


Strand 






Start 


17657 


End 


18908 




Name 


OJ000316 11. 04.10. C35.o6.gs 


Method 


GENSCAN 




Start 


17657 


End 


18861 




GI 


none 


Score 


.53 




Exons 


17657. .17760, 17781 .. 18038, 


18052. .18861 




Seq. No. • 


46290 


Seq. ID 


OJ000316_11.0410 


.C35 


Gene No. 


98175 


Strand 






Start 


17657 


End 


18908 




Name 


OJ000316 11.0410.C35.o5.np 


Method 


AAT/NAP 




Start 


17660 


End 


18908 




GI 


7228457 


Score 


2045 




Exons 


17660. .18908 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein, 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


46291 


Seq. ID 


OJ000316_11.0410, 


.C36 


Gene No. 


98176 


Strand 






Start 


332 


End 


590 




Name 


OJ000316 11.0410.C36.ol.np 


Method 


AAT/NAP 




Start 


332 


End 


572 




GI 


5926740 


Score 


245 




Exons 


332.. 572 








GI Descrip. 


(AB025310) asparaginyl endopeptidase [Oryza sativa] 




Seq. No. 


46291 


Seq. ID 


OJ000316_11.0410. 


.C36 


Gene No. 


98176 


Strand 






Start 


332 


End 


590 




Name 


OJ000316 11.0410.C36.ol.tc 


Method 


TBLASTX: Cress 




Start 


336 


End 


590 




GI 


none 


Score 


155 





47812 




Exons 


336.. 575, 406.. 573, 423. 


, . 590 








Seq. No. 


4629'i 




Seq. ID 


OJ000316_11.0410, 


.C36 


Gene No. 


98176 




Strand 






Start 


332 




End 


590 




Name 


OJ000316 11 0410 C36 ol 


tm 


Mp t" h nci 


TBLASTX * Ma i 7p 




Start 


406 ~~ 




End 


575 




GI 


none 




Score 


261 




Exons 


406. .573, 406. .480, 408. 


. 575, 


417 . . 575 






Seq. No. 


46291 




Seq. ID 


OJ000316_11.0410. 


.C36 


Gene No. 


98176 




Strand 






Start 


332 




End 


590 




Name 


OJ000316 11 0410 C36 ol 


ts 


Mpf hod 


TBLASTX * Sovbean 




Start 


406 ~~ 




End 


575 




GI 


none 




Score 


183 




Exons 


406. .573, 408. .575, 423. 


. 575 








Seq. No. 


46291 




Seq. ID 


OJ000316JL1.0410. 


X36 


Gene No. 


98176 




Strand 






Start 


332 




End 


590 




Name 


OJ000316 11 0410 C36 ol 


tw 




TRLA^TX • Whp^t" 




Start 


406 ~~ 




End 


575 




GI 


none 




Score 


265 




F, von 


406 573 406 486 408 


. 575 








Seq. No. 


46291 




Seq. ID 


ojooo^i 611 0410 


. ^ J u 


Gene No. 


98176 




Strand 






Start 


332 




End 


590 




Name 


OJ000316 ll.0410.C36.ol. 


gp 


Method 


AAT/GAP 




Start 


408 




End 


575 




GI 


101 1.R1084 




Score 


2 92 




Exons 


408. .575 










GI Descrip. 


'5926740/dbj IBAA84650. 1 | 


0.0e+00 (AB025310) asparaginyl 





endopeptidase [Oryza sativa] 1 



Seq. No. -46292 . Seq. ID 

Gene No. 98177 Strand 

Start 4 6 End 

Name OJ000316_18 . 04 12 . C2 . ol . gs Method 

Start 46 End 

GI none Score 
Exons 



OJ000316_18.0412.C2 

1737 
GENSCAN 
1737 
.78 



46. .370, 485. .682, 735. .899, 975. .1128, 1610. .1737 



Seq. No. 46293.. Seq. ID 

Gene No. 98178 Strand 

Start - -145 End 

Name OJ000316JL8 . 04 12 . C3 . ol . gs Method 

Start 145 - End 

GI none Score 

Exons 145.. 197, 276.. 390 



OJ000316_18.0412.C3 
+ 

390 

GENSCAN 
390 
. 63 



Seq. No. 46293 

Gene No. 98179 

Start 1633 

Name OJ000316_18 . 04 12 . C3 . o2 . gs 

Start 1633 



Seq. ID ■ OJ000316_18.0412.C3 
Strand 

End 2652 
Method GENSCAN 
End 2652 



47813 



GI 

Exons 



none Score .7 

1633. .1683, 2051. .2157, 2175. .2332, 2516. .2652 



Seq. No. 46294 

Gene No. ' 98180 

Start 2202 

Name OJ000316_18 . 04 12 . C4 . ol . tm 

Start 2182 

GI none 

Exons 2182.. 2250, 2185 
2449. .2532, 2481 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2352, 2199.. 2357, 2202 
2516 



OJ000316 18. 0412. C4 



2616 

TBLASTX : Maize 

2532 

60 

,2351, 2302.. 2352, 



Seq. No. 46294 Seq. ID 

Gene No. 98180 Strand 

Start ' 2202 End 

Name OJ000316_18 . 04 12 . C4 . ol . gs Method 

Start 2202 End 

GI none Score 

Exons 2202.. 2354, 2455.. 2616 



OJ000316_18.0412.C4 

2616 
GENSCAN 
2616 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46294 Seq. ID 

98180 Strand 

2202 End 

OJ000316_18.0412 .C4.ol.np Method 

2202 -End 

6539252 Score 
2202. .2354, 2455. .2586 

(AC011765) putative DNA-binding protein [Arabidopsis thaliana] 



OJ000316_18.0412.C4 

2616 
AAT/NAP 
2586 
177 



46295 Seq. ID 

98181 Strand 

4 93 End 

OJ000316_18 . 0412 .C6.ol.gs Method 

4 93 End 

none Score 

493. .646, 1011. .1045 



OJ000316_18.0412.C6 

1045 
GENSCAN 
1045 
.43 



Seq. No. 46296 

Gene No. 98182 

Start 1050 

Name OJ000316_18 . 04 12 . C7 . ol . gs 

Start 1050 

GI none 

Exons 1050.. 1226, 1387.. 1493, 1847, 
4574. .4732, 5629. .5736 



OJ000316_18.0412.C7 

5736 
GENSCAN 
5736 
.45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2053, 2062. .2438, 3513. .3886, 



Seq. No. 46297 Seq. ID 

Gene No. 98183 Strand 

Start 781 End 

Name OJ000316_18 . 04 12 . C8 . ol . np Method 

Start 162 End 

GI 419760 Score 

Exons 162.;229, 792.. 1986, 2149.. 2390, 2475. 
GI Descrip. 



OJ000316_18.0412.C8 

3369 
AAT/NAP 
3369 
1897 
.3369 



P-glycoprotein atpgpl - Arabidopsis thaliana 
gi | 3849833 | emb | CAA43646 | (X61370) P-glycoprotein [Arabidopsis 
thaliana] gi | 4 883607 | gb | AAD3157 6 . 1 1 AC006922_8 (AC006922) 
putative ABC transporter [Arabidopsis thaliana] 



47814 




Seq. No. 


46297 






Seq. ID 


OJ000316_18.0412.C8 


\JJ C11C LN L/ • 


98183 






O l_ X CI 1 1 \JL 






781 
/ox 






End 


3369 


Name 


Ol7000316 18 


. 0412 


C8 ol as 






O Lai. 1. 


781 _ 






End 


3300 


GI 


none 






Score 


. 95 


IT vAn c 


781 1 Q8fi 

/OX. . X .70 U , 


214 9. 


2390 2 4 7 S 


3300 

. JOWL/ 




Seq. No. 


46297 






Seq. ID 


OJ000316_18.0412.C8 




98183 






Strand 




Cf art 


781 






End 


3369 


LNCULIC 


OJ000316 18 


.0412 


.C8.o2.ts 


Method 


J. lj ijrio 1 /\ . >J \J y LJ Call 


OLul l 


791 






End 


3312 




none 






Score 


80 


T* 1 von c 


791. .943, 814. .1086, 1055. .1087, 2998. 


3312 3038 3301- 

• J J 1 il. ^ JV JO • • J J O X ' 


Seq. No. 


46297 






Seq. ID 


OJ000316_18.0412.C8 


uCllC iN L* « 


98183 






Strand 




J Lul L 


781 






End 


3369 


LN aiUC 


kJKJ \J Lf W J X \J X (J 


. 0412 


.C8.ol.tm 


Method 


TRT.ASTX-M^i 7P 

J. LJ JjrlO 1 z\ . L JO X \Z 


a rf 
O LclX L 


803 






End 


3301 

J Jul 




none 






Score 


1075 




803. .1741, : 


811. . 


1743, 1682.. 


1744, 3016, 


3300 3020 3301 


Cp n Ma 
O fc; LJ . IN (J . 


46297 






Seq. ID 


OJ000316_18.0412.C8 


Con a Mo 

UtlllC IN L> • 


98183 






Strand 




Start 


781 






End 


3369 


Name 


OJ000316_18 


.0412 


.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


O X X 






End 


3312 


O J. 


none 






Score 


101 


EjAUI 1 2> 


811. .1971, ; 


812. 


946, 812. .955, 814. .1539, 1039. .1509, 




1055. . 1537, 


1055 


..1522, 1540 


..1989, 1570. .1680, 1730. .1984 




1864. .1995, 


2116 


..2391, 2161 


..2298, 24? 


32.. 2643, 3010.. 3312, 




3011. .3301, 


3019 


..3303, 3032 


..3301, 3071.. 3304 


Seq. No. 


46297 






Seq. ID 


OJ000316_18.0412.C8 


VJCilC LN L/ ■ 


98183 






Strand 




Start 


781 






End 


3369 


Name 


OJ000316 18 


.0412 


.C8.ol.tw 


Method 


TBLASTX: Wheat 


O Lai L. 


868 






End 


3309 


\j x 


none 






Score 


229 




868. .1119, 1 


369. . 


1120, 3055.. 


3297, 3059. 


..3298, 3076.. 3309 


Seq. No. 


46297 






Seq. ID 


OJ000316JL8.0412.C8 


Gene No. 


98183 






Strand 






781 






End 


3369 




OJ000316 18 


.0412 


.C8.ol.ts 


Method 


TBLASTX: Soybean 


91-^ rf 
u Lai L 


1087 






End 


1909 


GI 


none 






Score 


481 


Exons 


1087. .1602, 


1097 


..1594, 1603 


..1908, 1603. .1908, 1604. .1909, 




1853. .1909 










Seq. No. 


4 62 97. ■ 






Seq. ID 


OJ000316_18.0412.C8 


Gene No. 


98183 






Strand 




Start 


781 






End 


3369 


Name 


OJ000316 18 


.0412 


. C8 .ol.gp 


Method 


AAT/GAP 



47815 




Start 


1327 






End 


1687 






(IT 

O X 


428951 






Score 


722 






DAUilO 


1327. .1687 
















99741/pir| IS21957 8 . Oe- 


-^7 P- 

*J 1 IT 


glycoprotein pgpl - 


Arabidopsi; 




thaliana 
















A 69 Q7 






Seq. ID 


OJ000316 


_18.0412 


.C8 


Gene No. 


Qft 1 ft ? 






Strand 








Start 


7ft 1 
/ O 1 






End 


3369 






ln emit; 


p.tooo^i 6 i ft 


0419 Pft 


tm 


Method 


TBLASTX: 


Maize 




C-|- a 7-f 


1 1 a s ~ 






End 


2268 






PT 

OX 


none 






Score 


287 






HjAUI is 


1745. .1990, 


1747. .1995, 


17 64 


..1994, 2119. .2268, 


2140. .2262 




9 1 RO 99 66 














Seq. No. 


4 69 Q7 






Seq. ID 


OJ000316 


_18.0412 


. C8 


Gene No. 


Qft 1 ft ^ 






Strand 








o uai l 


7 ft 1 
/ O 1 






End 


3369 






IN cHLlti 


o tdoo^i 6 l r 


fid 1 0 pft 


t <3 


Method 


TBLASTX :Soybean 




o Lai L 


2167 






End 


2778 






(IT 
OX 


none 






Score 


89 






Exons 


91 £7 9^ftft 


9177 9^ftQ 


9 4 70 


..2556, 2476. .2778 






Seq. No. 


4 69 Q7 






Seq. ID 


OJ000316 


1ft 0419 


. C8 


Gene No. 


Qft 1 ft 






. Strand 










7 ft 1 






End 


3369 








OTDOn^l 6 1ft 
UU UUU JlD lO 


OA 1 9 Pft n9 




Method 


TBLASTX: 


Man *7 o 






2299 






End 


3016 






PT 
ox 


none 






Score 


122 








9 9 Q Q 9 ^ Q 1 

Z Z .7 .7 . . ^ J !? 1 / 


9^Q4 


9470 
t, i / \j 


..3015, 2471. .3016 






Seq. No. 


4 £9 Q7 






Seq. ID 


OJ000316 


_18 . 0412 , 


pft 


Gene No. 


Qft 1 ft ^ 






Strand 








91- p. rt 

J LOi. L 


7 ft 1 
/Ol 






End 


3369 






i.\ dlLLt; 


n tooo^i 6 1 ft 

UUUUUjIO 10 


04 1 9 Pft r»9 
. Ufi 1Z . . oz . 




Method 


TBLASTX: 


Cress 




otai L 


Z O *i *J 






End 


2782 






PT 

O X 


none 






Score 


57 






IT von q 


2644. .2781, 


2650. .2769, 


9660 


. .2782 










A 69 Qft 






Seq. ID 


OJ000316 


_18.0412, 


.C9 


Gene No. 


Qft 1 ft A 
^ O X 0 H 






Strand 








Start 


1 
1 






End 


2351 






Vi diuc 


o.tooo^i 6 ift 

UUUUUjID 10 


.0412.C9.ol. 


np 


Method 


AAT/NAP 






91" a rt- 
otai l 








End 


2318 






(IT 
O X 


6671365 






Score . 


544 






F von c 


1..78, 1047 


..1423, 1854 


. .1908, 2052. .2318 








(AF216497) 


P-glycopro.tein [Gossypium hirsutum] 






Seq. No. 


46298 






Seq. ID 


OJ000316 


_18.0412. 


.C9 


Gene No. 


98184 






Strand 








Start 


1 






End 


2351 






Name 


OJ000316 18 


.0412.C9.ol. 


gs 


Method 


GENSCAN 






Start 


966 






End 


2351 






GI 


none 






Score 


.55 






Exons 


966. .1647, 


1664. .1802, 


1854. 


.1908, 2052 


!. .2351 






Seq. No. 


46298 






Seq. ID 


OJ000316 


J.8.0412. 


,C9 



47816 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



98184 Strand 

1 End 

OJ000316_18 . 0412 . C9 . ol . tc Method 

1042 End 

none Score 



2351 

TBLASTX: Cress 

2285 

206 



1042. .1425, 1044. .1424, 1272. .1427, 1299. .1424, 2097. .2285 



46298 Seq. ID 

98184 Strand 

1 End 

OJ000316_18 . 04 12 . C9 . ol . tm Method 

1047 End 

none Score 

1047. .14 06, 104 8. .14 01, 1269. . 14 03 

46298 Seq. ID 

98184 Strand 

1 " End 

OJ000316_18. 0412.C9.ol. ts Method 

1047 . End 

none Score 

1047. .1277, 1048. .1272 



OJ000316_18.0412.C9 
2351 

TBLASTX: Maize 

1406 

261 



OJ000316_18.0412.C9 

2351 . - 
TBLASTX : Soybean 
1277 
135 



46299 
98185 
129 

OJ000316_18.0412.C10.ol.gs 

129 
none 



Seq. ID OJ000316_18.0412.C10 
Strand + 
End 8106 
Method GENSCAN 
End 8067 
Score .41 

129. .598, 2447. .2472, 2615. .2778, 3194. .3267, 3822. .3917, 
4250. .4360, 4765. .4832, 4869. .4976, 5013. .5211, 5389. .5560, 
5746. .5814, 5923. .6009, 6719. .6825, 6920. .7041, 7316. .7389, 
7687. .7800, 7954. .8067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46299 
98185 
129 

OJ000316_18.0412.C10.ol.gp 
5348 

LIB34 34-030-P1-K1-C4 
5348. .5560, 5746. .5814, 5923 
'2135057/pirl 1152726 2.0e-24 

[Homo sapiens] >gi_57 4 8523_emb_CAB53072 . 1_ (AL035071) 
dJ1085F17.2 (EB1 (APC binding protein)) [Homo sapiens] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6009, 



OJ000316_ 
+ 

8106 
AAT/GAP 
6956 
892 
6719. .6825, 



18. 0412. C10 



6920. . 6956 



EB1 - human >gi_998357 (U24166) EB1 



46299 
98185 
129 

OJ000316_18. 0412.C10.ol.np 
5453 
7487371 

5453. .5560, 5746. .5814, 7687. 
hypothetical protein T23J7.20 
gi 147411861 emb | CAB4 1852 . 1 | (AL049746) putative protein 
[Arabidopsis thaliana] 



OJ000316_18. 0412. C10 
+ 

8106 • 
AAT/NAP 
8106 
347 

7804, 7937. .8106 

Arabidopsis thaliana 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



Seq. No. 



46299 



Seq. ID OJ000316_18. 0412. C10 



47817 






Gene No. 


98186 








Strand 






Start 


8822 








End 


9795 




Name 


OJ000316 18 


. 0412 . 


C10.o2 


. as 


Method 


GENSCAN 




Start 


8822 _ 








End 


9795 




GI 


none 








Score 


. 46 




Exons 


8822 8827, 


8955 . 


. 9560, 


9643. 


. 9795 






Qpn No 


4 6299 








Seq. ID 


OJ000316_18. 0412. C10 




Gene No. 


98187 








Strand 






Start 


10804 








End 


11977 




Name 


OJ000316 18 


. 0412 . 


C10. ol , 


. ts 


Method 


TBLASTX: Soybean 




Start 


5461 ~~ 








End 


6009 




GI 


none 








Score 


121 






5461 5559. 


5462 . 


. 5560, 


5743 . 


.5820, 5745.. 5816, 5755.. 5820, 






-5920 . . 6009, 


5920. 


. 5997 










Sea No 


46299 








Seq. ID 


OJ000316_18. 0412. C10 




Gene No. 


98187 . 








Strand 






Start 


10804 








End 


11977 




Name 


OJ000316 18 


. 0412 . 


ClO.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


5745 ~~ 








End 


6818 




GI 


none 








Score 


114 




F von s 


5745 5819 


5746 . 


. 5820, 


5920 . 


.6021, 5920. .6009, 6712. .6813, 


**i 




6713 6814 


6719 . 


. 6814 , 


6744 . 


.6818 




\s* 


Seq. No. 


46299 








Seq. ID 


OJ000316_18. 0412. C10 


4 1 - 


Gene No. 


98187 








Strand 






Start 


10804 








End 


11977 


r ~i 
is? 


Name 


OJ000316 18 


.0412. 


ClO.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


5941 








End 


7755 




GI 


none 








Score 


110 




Exons 


5941. .6009, 


5947. 


.6066, 


6697. 


.6822, 6697. .6828, 6716. .6826, 



6916. .7041, 6921. .7043, 6921. .7040, 7336. .7392, 7684. .7752, 
7686. .7754, 7687. .7755 





Seq. No. 


46299 




Seq. ID- 


OJ000316_18.0412 


.C10 




Gene No. 


98187 




Strand 








Start 


10804 




End 


11977 






Name 


OJ000316 18. 0412. C10 


. o3 . gs 


Method 


GENSCAN 






Start 


10804 




End 


11977 






GI 


none 




Score 


. 68 






Exons 


10804 .. 10975, 11381. 


. 11412, 


11519. . 11562, 11816. . 11977 






Seq. No. 


46300 




Seq. ID 


OJ000316_18.0412 


.Cll 




Gene No. 


98188 




Strand 








Start 


183 




End 


621 






Name 


OJ000316 18.0412.C11 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


'181 




End 


315 : 






GI 


none 




Score 


158 






Exons 


181. .315, 182. .310, 


241. .315 










Seq. No. 


46300 




Seq. ID 


OJ000316_18.0412 


.Cll 




Gene No. 


98188 




Strand- 








- Start 


183 




End 


621 






Name 


OJ000316 18.0412.C11 


. ol . gs 


Method 


GENSCAN 






Start 


183 




End 


621 






GI 


none 




Score 


.51 





47818 



Exons 



183. .621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46301 Seq. ID 

98189. •■ Strand 

552 End 

OJ000316_18 . 0412 . C13 . ol . gs Method 

552 End 

none Score 



OJ000316_18.0412.C13- 

1856 
GENSCAN 
1480 
.7 



552.. 606, 691.. 886, 965.. 1190, 1271.. 1480 



.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000316 18.0412.C13 



46301 
98189 
552 

OJ000316_18 .0412.C13.ol. 
995 

6523547 
995. .1442, 1497. .1856 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



1856 
AAT/NAP 
1856 
150 



Sea. No. 


46302 




Seq. ID 


OJ000316_18. 


. ,U *i -L 


ri 4 


Gene No . 


98190 




Strand . 








Start 


397 




End 


532 






Name 


OJ000316 18.0412.C14.ol 


.gs 


Method 


GENSCAN 






Start 


397 




End 


532 






GI 


none 




Score 


.65 






Exons 


397. .532 












Seq. No. 


46303 




Seq. ID 


OJ000316_18. 


0412 


.C15 


Gene No. 


98191 




Strand 


+ 






Start 


1 




End 


1176 






Name 


OJ000316 18.0412.C15.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


1176 






GI 


6665549 




Score 


116 






Exons 


1..258, 1146. .1176 












GI Descrip. 


(AC013289) putative cullin 


[Arabidopsis thaliana] 






Seq. No. 


46303 




Seq. " ID 


OJ000316_18. 


0412. 


.C15 


Gene No. 


98191 




Strand 


+ 






Start 


1 




End 


1176 






Name 


OJ000316 18.0412.C15.ol 


.gs 


Method 


GENSCAN 






Start 


41 


End 


337 






GI 


none 




Score 


.98 






Exons 


41. .337 












Seq. No. 


46304 




Seq. ID 


OJ000316_18. 


0412, 


.C17 


Gene No. 


98192 




Strand 


+ 






Start 


6969 




End 


8862 






Name 


OJ000316 18. 04.12. C17.o3 


.np 


Method 


AAT/NAP 






Start 


6969 




End 


8862 






GI 


6983857 




Score 


1359 






Exons 


6969. .7087, 7150. .7710, 


78E 


i0..8303, 8364. .8475, 8503. .8653, 




8696. .8770, 8801. .8862 












GI Descrip. 


(AP001168) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46304 




Seq. ID 


OJ000316_18. 


0412. 


C17 


Gene No. 


98193 




Strand 









47819 




Start 


1 


End 


3492 




Name 


OJ000316 18 . 0412 . C17 . ol . np 


Method 


AAT/NAP 




Start 


-1~ • - — ■ 


End 


3492 




GI 


4 680179 


Score 


3204 




Rx on ^ 


1 2333. 2436 3492 








QT Dp qprin 


(AF111709) Dolvnrofpin [Oru7a 


sativa subsp. indica] 




Sea No 


4 6304 


Seq. ID 


OJ000316_18.0412 


pi i 


Gene No. 


98194 


Strand 


- 




Start 


3984 


End 


4765 




Name 


OJ000316 18.0412.C17.o2.np 


Method 


az\T /Map 




Start 


3984 


End 


4765 




GI 


6002794 


Score 


1232 




Exons 


3984. .4765 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


46304 


Seq. ID 


OJ000316_18.0412 


.C17 


Gene No. 


98195 


j li dim. 






Start 


5061 


End 


OUjZ 




Name 


OJ000316 18.0412.C17.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


450 




GI 


none 


Score 


204 




Exons 


1..450, 2. .298 








Seq. No. 


4 6304 


Seq. ID 


OJ000316_18.0412, 


.C17 


Gene No. 


98195 


on emu 






Start 


5061 


End 


OUjZ 




Name 


OJ000316 18.0412.C17.o4.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


279 




GI 


none 


Score 


87 




Exons 


1..279, 2. .166 








Seq. No. 


46304 


Seq. ID 


OJ000316_18.0412. 


.C17 


Gene No. 




otrdnu 






Start 


5061 


End 






Name 


OJ000316 18 . 04 12 . C17 . ol . tm 


Method 


TBLASTX: Maize ' 




Start 


483 


End 


846 




GI 


none 


Score 


190 




Exons 


483. .845, 493. .846, 596. .844 








Seq. No. 


46304 


Seq. ID 


OJ000316_18.0412. 


.C17 


Gene No. 


98195 


Strand 






Start 


5061 


End 


q n q o 




Name 


OJ000316 18.0412.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


493 


End 


919 




GI 


none 


Score 


105 




Exons 


493. .918, 495. .800, 508. .861, 


596. .919 






Seq. No. 


46304 


Seq. ID 


OJ000316_18.0412. 


C17 


Gene No. 


98195 


Strand 






Start 


5061 


End 


8032 




Name 


OJ000316 18.0412.C17.o2.ts 


Method 


TBLASTX: Soybean 




Start 


667 


End 


912 




GI 


none 


Score 


209 




Exons 


667. .912 








Seq. No. 


4.6304 


Seq. ID 


OJ000316_18.0412. 


C17 



47820 



Gene No. 98195 Strand 

Start 5061 End 

Name OJ00031 6_18 .0412. C17 . o3 . tm Method 

Start 853 End 

GI none Score 

Exons 853.. 1200 



8032 

TBLASTX: Maize 

1200 

301 



Seq. No. 46304 Seq. ID 

Gene No. 98195 Strand 

Start 5061 End 

Name OJ000316_18 . 0412 . C17 . o4 . tw Method 

Start 925 End 

GI none Score 

Exons 925.. 1221, 962. .1171 



OJ000316_18.0412.C17 
8032 

TBLASTX: Wheat 

1221 

156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46304 Seq. ID 

98195 Strand 

5061 ■ End 

OJ000316_18.0412.C17 .ol.ts Method 

934 End 

none Score 



934. .1293, 962. .1162, 1075. .1293, 1217. .1312, 1297 
1297. .1329 



OJ000316_18.0412.C17 
8032 

TBLASTX : Soybean 

1329 

126 

1329, 



Seq. No. 46304 . : Seq. . ID 

Gene^No. 98195 Strand 

Start 5061 End 

Name OJ000316_18 . 04 12 . C17 . o2 . tm Method 

Start 1216 End 

GI none Score 

Exons 1216.. 1683, 1253.. 1612 



OJ000316_18.0412.C17 
8032 

TBLASTX: Maize 

1683 

131 



Seq. No. 46304 Seq. ID 

Gene No. 98195 Strand 

Start 5061 End 

Name OJ000316_18 . 04 12 . C17 . o2 . tw , t Method 

Start 1270 '^End 

GI none Score 

Exons 1270.. 1752, 1279.. 1725, 1298.. 1753 



OJ000316_18.0412.C17 
8032 

TBLASTX: Wheat 

1753. 

162 



1=1 Seq. No. 


46304 








Seq. ID 


OJ000316_18.0412 


.C17 


Gene No. 


98195 








' Strand 






Start 


5061 








End 


8032 




Name 


OJ000316 18. 


.0412. 


C17.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


1684 








End 


1881 . 




GI 


none 








Score 


162 




Exons 


1684. .1881, 


1685. 


.1831 










Seq.. No. 


46304 








Seq. ID 


OJ000316_18.0412 


.C17 


Gene No. 


98195 








Strand 






Start 


5061 








End 


8032 




Name 


OJ000316 18. 


.0412. 


C17.o5 


. tw 


Method 


TBLASTX: Wheat 




.Start 


1900 








End 


2299 




GI • 


none 








Score 


85 




Exons 


1900. .2064, 


1913. 


.2068, 


2077. 


.2298, 21' 


U . .2299 




Seq. No. 


46304 








Seq. ID 


OJ000316_18.0412 


.C17 



47821 




Gene No. 


98195 


Strand 






Start 


5061 


End 


8032 




Name 


OJ000316 18.0412.C17.o6.tm 


Method 


TBLASTX: 


Maize 


Start 


1979 ~ 


End 


2305 




GI 


none 


Score 


44 




Exons 


1979. .2062, 1981. .2304, 2164. 


.2298, 2192.. 2305 




Seq. No. 


46304 


Seq. ID 


OJ000316 


_18.0412.C17 


Gene No. 


98195 


Strand 






Start 


5061 


End 


8032 




Name 


OJ000316 18 .0412.C17.o5. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2614 


End 


3015 




GI 


none 


Score 


236 




Exons 


2614 . . 3015 








Seq. No. 


46304 


Seq. ID 


OJ000316 


_18.0412.C17 


Gene No. 


98195 


Strand 


— 




Start 


5061 


End 


8032 




Name 


OJ000316. 18.0412.C17.o6.tw " 


Method 


TBLASTX: 


Wheat 


Start 


2896 


End 


3273 




GI 


none 


Score 


60 




Exons 


28 96. . 3273, 3155. . 3256 








Seq. No. 


46304 


Seq. ID 


OJ000316 


18.0412.C17 


Gene No. 


98195 


Strand 






Start 


5061 


End 


8032;- 




Name 


OJ000316 18.0412.C17.ol.gp 


Method 


AAT/GAP 




Start 


5061 


End 


5554 




GI 


38782 1.R1084 


Score 


797 




Exons 


5061. .5554 








GI Descrip. 


, 6069643/dbj | AP00061 6 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


46304 


Seq. ID 


OJ000316 


_18.0412.C17 


Gene No. 


98195 


Strand 






Start 


5061 


End 


8032 




Name 


OJ000316 18.0412.C17.o2.gs 


Method 


GENSCAN 




Start 


5347 


End 


8032 




GI 


none 


Score 


.58 




Exons 


5347. .5420, 6816. .6858, 7119. 


.7145, 7281. .7763, 


7933. .8032 


Seq. No. 


46305 


Seq. ID 


OJ000316 


18 . 0412 .C20 


Gene No. 


98196 


Strand 


+ 




Start 


178 


End 


1974 • 




Name 


OJ000316 18.0412.C20.ol.np 


Method 


AAT/NAP 




Start 


178 


End 


1888 




GI 


5903066 


Score 


50 




Exons • 


178. .197, 1505. .1671, 1753. .1 


888 






GI Descrip. 


(AC008016) F6D8.26 [Arabidops 


is thaliana] 




Seq. No. 


46305 


Seq. ID 


OJ000316 


18.0412.C20 


Gene No. 


98196 


Strand 


+ 




Start 


178 


End 


1974 




Name 


OJ000316 18.0412.C20.ol.gs 


Method 


GENSCAN 




Start 


242 


'End 


1974 




GI 


none 


Score 


.91 




Exons 


242. .294, 397. .492, 571. .645, 


1280. .1354, 1449. 


.1671, 1765. .1! 



47822 



Seq. No. 


46306 


Seq. ID 


OJ000316_18.0412 


.C21 


Gene No. 


98197 


Strand 


+ 




Start 


384 


End 


549 




Name 


OJ000316 18.0412.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


79 


End 


450 




GI 


none 


Score 


' 231 




Exons 


79. .279, 86. .361, 92. .376, 


370. .450 






Seq. No. 


46306 


Seq. ID 


OJ000316_18.0412, 


.C21 


Gene No. 


98197 


Strand 


+ 




Start 


384 


End 


549 




Name 


OJ000316 18.0412.C21.ol.gs 


Method 


GENSCAN 




Start 


384 


End 


549 




GI 


none 


Score 


.48 




Exons 


384 . .549 








Seq. No. 


46307 


Seq. ID 


OJ000316_18.0412, 


.C25 


Gene No.- 


98198 


Strand 


+ 




Start 


982 


End 


1066 




Name 


OJ000316 18.0412.C25.ol.np 


Method 


AAT/NAP 




Start 


982 


End 


1066 




GI 


6630699 


• Score 


73 




Exons 


982. .1066 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


. sativa] 






gi| 6721536 |dbj IBAA89566.1 | 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


46307 


Seq. ID 


OJ000316_18.0412, 


.C25 


Gene No . 


98199 


Strand 


+ 




Start 


1075 


End 


1302 




Name 


OJ000316 18.0412.C25.ol.gs 


Method 


GENSCAN 




Start 


1075 


End 


1302 




GI 


none 


Score 


.48 




Exons 


1075.. 1120, 1235. -.1302 








Seq. No. 


46307 


Seq. ID 


OJ000316_18.0412. 


.C25 


Gene No. 


98200 


Strand 






Start 


1205 


End 


1426 




Name 


OJ000316 18.0412.C25.o2.np 


Method 


AAT/NAP 




Start 


1205 


End 


1426 




GI 


5922620 


Score 


160 




Exons 


1205. .1426 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene .;. hypothetical protein 


[Oryza sativa] 






gil 6016853 |dbj |BAA85196.1| 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


46308 


Seq. ID 


OJ000316_18.0412. 


C26 


Gene No. 


98201 


Strand 


+ 




Start 


704 


End 


2052 




Name 


OJ000316 18.0412.C26.ol.gs 


Method 


GENSCAN 




Start 


704 


End 


2052 




GI 


none 


Score 


. 63 




Exons 


704. .817, 1874. .2052 









47823 




Seq. No. 


46309 


Seq. ID 


OJ000316_18.0412 


.C27 


Gene No; 


-98202 


Strand 






Start 


64 


End 


278 




Name 


OJ000316 18.0412.C27.ol.gs 


Method 


GENSCAN 




Start 


64 


End 


278 




GI 


none 


Score 


.46 




Exons 


64. .278 








Seq. No. 


46310 


Seq. ID 


OJ000316 18.0412 


.C29 


Gene No. 


98203 


Strand 






Start 


459 


End 


1472 




Name 


OJ000316 18.0412.C29.ol.gp 


Method 


AAT/GAP 




Start 


459 


End 


1472 




GI 


701038 


Score 


337 




Exons 


459. .572, 1378. .1472 








GI Descrip. 


224 5131/emb|CAB10552 . 1 | 3. 


0e-10 (Z97344) hypothetical prote. 




[Arabidopsis thaliana] 








Seq. No. 


46310 


Seq.. ID 


OJ000316 18 0412 


. C29 


Gene No. 


98203 


Strand 






Start 


459 


End 


1472 




Name 


OJ000316 18.0412.C29.ol.gs 


Method 


GENSCAN 




Start 


459 


End 


1453 




GI 


none. 


Score 


.96 




Exons 


459. . 572, 1378 . . 1453 








Seq. No. 


46311 


Seq. ID 


OJ000316_18.0412 


. C31 


Gene No. 


98204 


Strand 


+ 




Start 


983 


End 


2659 




Name 


OJ000316 18.0412.C31.ol.ts 


Method 


TBLASTX : Soybean 




Start 


965 ~" 


End 


1144 




GI 


none 


Score 


193 




Exons 


965. .1144, 982. .1137 








Seq. No. 


46311 


Seq. ID 


OJ000316_18:'0412 


• ^ j i 


Gene No. 


98204 


Strand 


+ 




Start 


983 


End 


2659 




Name 


OJ000316 18.0412.C31.ol.np 


Method 


AAT/NAP 




Start 


983 


End 


2659 




GI 


6665549 


Score 


159 




Exons 


983. .1143, 2449. .2659 








GI Descrip. 


(AC013289) putative cullin 


[Arabidopsis thaliana] 




Seq. No. 


46311 


Seq. ID 


OJ000316_18.0412, 


.C31 


Gene No. 


98204 ... 


Strand 


+ 




Start 


983 


End 


2659 




Name 


OJ000316 18.0412.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


992 


End 


1145 




GI 


none 


Score 


236 




Exons 


992. .1144, 994. .1137, 1044, 


..1145 






Seq. No. 


46312 


Seq. ID 


OJ000306_15. 0406. 


.CI 


Gene No. 


982Q5 ■ 


Strand 


+ 




Start 


8129 


End 


16612 




Name 


OJ000306 15.0406.Cl.o2.np 


Method 


AAT/NAP 




Start 


8090 


End 


11359 




GI 


5817303 


Score 


385 





47824 




Exons 8090.. 8671, 8731.. 9647, 11055 .. 11131, 11296.. 11359 

GI Descrip. (AF087819) auxin transport protein [Arabidopsis thaliana] 





Seq. No. 


4 6312 




Seq. ID 


OJ000306 


15 . 0406 . 


CI 




Gene No . 


98205 




Strand 


+ 








Start 


8129 




End 


16612 








Name 


OJ000306 15. 0406. CI. 


o3 . gs 


Method 


GENSCAN 








Start 


8129 ~ 




End 


8866 








GI 


none 




Score 


. 85 








Exons 


8129. .8866 














Seq. No. 


46312 




Seq. ID 


OJ000306 


_15.0406. 


CI 




Gene No. 


98205 




Strand 


+ 








Start 


8129 




End 


16612 








Name 


OJ000306 15. 0406. CI. 


o4 . gs 


Method 


GENSCAN 








Start 


9552 




End 


16612 








GI 


none 




Score 


.69 








Exons 


9552. .9647, 10109 .. 10206,. 10208. .10226 


, 11055.. 


11131, 








13433. . 13606, 14217 . 


.14398, 


14671. .14844, 15269 


. . 15359, 








15487 . . 15552, 16420. 


. 16612 












Seq. No. 


46312 




Seq. ID 


OJ000306 


_15.0406. 


CI 




Gene No. 


98206 




Strand 


+ 








Start 


21336 




End 


24171 








Name 


OJ000306 15. 0406. CI. 


o4 . np 


Method 


AAT/NAP ■ 








Start 


21336 ~ 




End 


24168 * 






p.; ; 


GI 


6642644 




Score 


790 








Exons 


21336. .21613, .22833. 


.23742, 


23776. .24168 






: _i 

ij 


GI Descrip. 


(AC012395) hypotheti 


cal protein [Arabidopsis thaliana] 




■ 1 


Seq. No. 


46312 




Seq. ID 


OJ000306_ 


_15.0406. 


CI 


■ " 


Gene No. 


98206 




Strand 


+ 








Start 


21336 




End 


24171 








Name 


OJ000306 15. 0406. CI. 


06 . gs 


Method 


GENSCAN 








Start 


21336 




End 


24171 








GI 


none 




Score 


.92 






r* 


Exons 


21336. .21613, 22833. 


.24171 










v3 


Seq. No. 


46312 




Seq. ID 


OJ000306_ 


_15.0406. 


CI 


tta? 


Gene No. 


98207 




Strand 


+ 






l3 


Start 


25912 




End 


31750 








Name 


OJ000306 15. 0406. CI. 


o7 . gs 


Method 


GENSCAN 








Start 


25912 




End 


31750 








GI 


none 




Score 


.46 








Exon^ 

l-j *k 110 


25912. .26247, 26384. 


.26533, 


26566. .270 


29, .27352 


. .27457, 








29816. .30226, 31667. 


.31750 












Seq. No. 


46312- 




■ Seq. ID 


OJ00030"6_ 


_15.0406. 


CI 




Gene No. 


98207 




Strand 


+ 








Start 


25912 




End 


31750 








Name 


OJ000306 15. 0406. CI. 


o3 . gp 


Method 


AAT/GAP 








Start 


29805 




End 


30042 








GI 


-LIB34 32-022-P1-K1-G3 




Score 


398 








Exons 


29805. .30042 













GI Descrip. 1 3236242 8.0e-15 (AC004684) putative ribosomal protein L36 
[Arabidopsis thaliana] f 



47825 




Seq. No. 


46312 




Seq. ID 


OJ000306_ 


15 0406 


CI 


Gene No . 


98208 




• Strand 


+ 






Start 


32004 




End 


39549 






Name 


OJ000306 15. 0406. CI 


. o 6 . np 


Method 


AAT/NAP 






Start 


32004 




End 


36153 






GI 


7299965 




Score 


255 






p. von s 


. 32004. .32114, 33477 


. .33548, 


33876. .33919, 34060. 


.34189, 






34911. .35157, 35785, 


. .35847, 


35962. .36153 






GI Descrip. 


(AE003708) CG4196 gene product [Drosophila melanogaster ] 




Sea No 


46312 




Seq. ID 


. OJ000306_ 


15.0406. 


CI 


Gene No . 


98208 




Strand 


+ 






Start 


32004 




End 


39549 






Name 


OJ000306 15 0406 CI 


. 08 . gs 


Method 


GENSCAN 






Start 


33451 




End 


39549 






GI 


none 




Score 


.53 






Exons 


33451. .33537, 33638, 


. .33694, 


33806. .33922, 34030. 


.34162, 






34950. .35035, * 35962. 


. .36039, 


36767. .36964, 38613. 


.38709, 






38918. .39549 












Sea No 


46312 




Seq. ID 


OJ000306_ 


15.0406. 


CI 


Gpnp No 


98209 




Strand 


+ 






Start 


43449 




End 


51276 






Name 


OJ000306 15.0406.C1, 


.olO.gs 


Method - 


• GENSCAN 






Start 


4 ?4 4 9 
i +j *i i y 




End 


51276 






GI 


none 




Score 


.46 






1—1 *\ W 1 1 o 


43449. .43567, 43611. 


. .43767, 


44233. .44351, 44953. 


.45061, 






45090. .45274, 45683, 


. .45802, 


45847. .47194, 47200. 


.47491, 






48086. .48376, 48400, 


. .48961, 


49765..499S3, 51108. 


.51276 




Sea No 


46312 




Seq. ID 


OJ000306_ 


15.0406. 


CI 


Hone No 


98210 




Strand 


+ 






Start 


51625 




End 


67888 






Name 


OJ000306 15. 0406. CI. 


oll.gs 


Method 


GENSCAN 






Start 


51625 




End 


67888 






GI 


none 




Score 


.68 






Exons 


51625. .51817, 52215. 


.53726, 


54262. .54886, 55659. 


.55847, 






56838. .57017, 57125. 


.57223, 


57738. .57808, 58077. 


.58574, 






58769. .59269, 59832. 


.60471, 


61423. . 61513, 63135. 


. 63303, 






63530. . 64762, 65305. 


.65739, 


65784. .66228, 67657. 


. 67888 




Seq. No. 


46312 




Seq. ID 


OJ000306_ 


15.0406. 


CI 


Gene No. 


98210 




Strand 


+ 






Start 


51625 




End 


67888 






Name 


OJ000306 15. 0406. CI. 


o6.gp. 


Method. 


, AAT/GAP 






Start 


53187 




End 


53450 






GI 


2312224 




Score 


485 






F.xon s 

x\ V_/ llij 


53187. .53450 












Seq. No. 


46312 




Seq. ID 


OJ000306_ 


15.0406. 


CI 


Gene No. 


98210 




Strand 


+ 






Start 


51625 




End 


67888 






Name. 


OJ000306 15. 0406. CI. 


o7.gp 


Method 


AAT/GAP 






Start 


59347 




End 


•59581 






GI 


3106595 




Score 


447 







Exons 59347. .59581 



47826 




Seq. No. 


4 6312 


Seq. ID 


OJ000306 15, 


. 0406 


.CI 


Gene No. 


98211 


Strand 








Start 


1 


End 


1146 






Name 


OJ000306 15.0406.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1146 






GI 


3138799 


Score 


244 






Exons 


1..223, 299. .421, 998. .1146 










GI Descrip. 


(AB014058) beta 6 subunit of 20S proteasome [Oryza 


sativa] 


Seq. No. 


46312 


Seq. ID 


OJ000306 15, 


. 0406 


. CI 


Gene No. 


98212 


Strand 








Start 


1097 


End 


1373 






Name 


OJ000306 15.0406. CI. ol.gp 


Method 


AAT/GAP 






Start 


1097 


End 


1373 






GI 


2309897 


Score 


449 






Exons 


1097. .1373 










Seq. No. 


46312 


Seq. ID 


OJ000306_15. 


.0406 


.CI 


Gene No. 


98213 


Strand 








Start 


4132 


End 


5365 






Name 


OJ000306 15.0406.Cl.o2.gs 


Method 


GENSCAN 






Start 


4132 


End 


5365 " 






GI 


none 


Score 


.52 






Exons 


4132. .4349, 5134. .5365 










Seq. No. 


46312 


Seq. ID 


OJ000306__15. 


.0406 


.CI 


Gene No. 


98214 


Strand 








Start 


15397 


End 


18657 






Name ' 


OJ000306 15.0406.Cl.o3.np 


Method 


AAT/NAP 






Start 


15397 


End 


18420 






GI 


6642643 


Score 


945 






Exons 


15397. . 15603, 16903. .17078, 


17844. .18420 






GI Descrip. 


(AC012395) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


46312 


Seq. ID 


OJ000306_15, 


,0406 


. CI 


Gene No. 


98214 


Strand 








Start 


15397 


End 


18657 






Name 


OJ000306 15.0406.Cl.o5.gs 


Method 


GENSCAN 






Start 


16888 


End 


18423 






GI 


none 


Score 


.77 






Exons 


16888. .17060, 17781. .18423 










Seq. No. 


46312 


Seq. ID 


OJ000306_15. 


,0406 


.CI 


Gene No. 


98214 


Strand 








Start 


15397 


End 


18657 






Name 


OJ000306 15.0406.Cl.o2.gp 


Method 


AAT/GAP 






Start 


18081 


End 


18657 






GI 


none 


Score 


1045 






Exons 


18081. .18657 










Seq. No. 


46312 


Seq. ID 


OJ000306_15. 


0406, 


.CI 


Gene No. 


98215 


Strand 








Start 


40534 


End 


42599 






Name 


OJ000306 15.0406.Cl.o9.gs 


Method 


GENSCAN 






Start 


40534 


End 


42599 






GI 


none 


Score 


. 61 






Exons 


40534 . .40948, 41950. .42599 











47827 



Seq. No. 


46312 


Seq. ID 


OJ000306_15.0406 


.CI 


Gene No . 


98215 


Strand 






Start 


40534 


End 


42599 




Name 


OJ000306 15.0406 CI o4 an 


Mpt hod 


AAT/GAP 




Start 


42068 — 


End 


42582 




GI 


none 


Score 


988 




Exons 


42068 . . 42582 








Seq. No. 


46312 


Seq. ID 


OJ000306_15.0406 


.CI 


Gene . 


98216 


Strand 






Start 


49818 


End 


50140 




Name 


OJ000306 15.0406.Cl.o7.tm 


Method 

L 1 ^ L 11 \J x^A. 


TBLASTX * Maize 




Start 


992 ~~ 


End 


1144 




GI 


none 


Score 


115 




Exons 


992 . . 1144 , 997 . ; 1125 








Seq. No. 


46312 


Seq. ID 


OJ000306_15. 040.6 


.CI 


Gene No. 


■ 98216 


Strand 






Start 


49818 


End 


50140 




Name 


OJ000306 15.0406.Cl.o3.tc 


Method 


TBLASTX: Cress 




Start 


8087 


End 


11356 




GI 


none 


Score 


208 




Exons 


8087. .8296, 8089. .8295, 8378 


,.8578, 8392..8577, 8926. .9015, 




9489.. 9656, 1104 9. . 11132 , 11297.. 11356 




Seq. No. 


46312 


Seq. ID 


OJ000306_15.0406 


n 


Gene No 


98216 


Strand 






Start 


49818 


End 


50140 




Name 


OJ000306 15.0406.Cl.o4 . tm 


Method 


TBLASTX: Maize 




Start 


8087 


End 


8299 




GI 


none 


Score 


232 




Exons 


8087.. 8299, 8089.. 8298 








Seq. No. 


46312 


Seq. ID 


OJ000306_15.0406 


.CI 


Gene No . 


. 98216 


Strand 






Start 


49818 


End. 


50140 




Name 


OJ000306 15.0406.Cl.o4.ts 


Method 


TBLASTX : Soybean 




Start 


8093 


End 


8551 




GI 


none 


Score 


157 




Exons 


8093. .8302, 8104. .8250, 8393 


. .8551 






Sea. No. 


46312 


Seq. ID 


OJ000306_15.0406, 


.CI 


Gene No . 


98216 


Strand 






Start 


49818 


End 


50140 




Name 


OJ000306 15.0406.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


15392 


End 


18285 




GI 


none 


Score 


296 




Exon s 


15392. .15604,- 15393 15605, 


15421. .15606, 16858. .17094, 






16879. .17067, 17779 17892, 


17783. . 178 


42, 17785. .17889, 






17890. .18000, 17893. .17991, 


17915. .18019, 17993. .18118, 






18034. .18282, 18038. .18196, 


18085. .18285 




Seq. No. 


46312 


Seq. ID 


OJ000306_15.0406. 


.CI 


Gene No. 


98216 


Strand 






Start 


49818 


End 


50140 




Name 


OJ000306 15.0406.Cl.o4.tc 


Method 


TBLASTX: Cress 





47828 



Start 


15398 




GI 


none 




Exons 


15398 . . 15589, 15421 


. . 15603, 




16900. . 17004, 16913 


. . 17005 


Seq. No. 


46312 




Gene No. 


98216 




Start 


49818 




Name 


OJ000306 15. 0406. CI 


. o5 . ts 


Start 


15421 ~~ 




GI 


none 




Exons 


15421. . 15525, 15422 


. . 15526, 




15533. . 15604, 16898 


. . 16990, 


Seq. No. 


46312 




Gene No. 


98216 




Start 


49818 




Name 


OJ000306 15. 0406. CI 


. ol . tc 


Start 


18034 — • 




GI 


none 




Exons 


18034 . . 18393, 18059 


. . 18196, 


Seq. No. 


46312 




Gene No. 


98216 




Start 


49818.. 




Name 


OJ000306 15 0406 CI 


. ol . ts 


Start 


18061 ~~ 




GI 


none 




Exons 


18061. . 18393, 18062, 


. . 18196, 


Sea No 


46312 




Gene No. 


98216 




Start 


49818 




Name 


OJ000306 15 0406 CI 


. o2 . ts 


Start 


21309 ~ 




GI 


none 




Exons 


21309.. 21404, 214 92, 


21584 




22858 . .23082 




Seq. No. 


46312 




Gene No. 


98216 




Start 


49818 




Name 


OJ000306 15 0406 CI 


. o2 . tc 


Start 


22830 _ 




GI 


none 




Exons 


22830. .22904, 22831 


22914 , 




23217 . . 23240 




Seq. No. 


46312 




Gene No. 


98216 




Start 


49818 




Name 


OJ000306 15. 0406. CI. 


06. tm 


Start 


23106 




GI 


none 




Exons 


23106. .23246, 23106. 


.23330, 


Seq. No. 


46312 





End 17005 
Score 225 
154 47. .15593, 1544 8. .15594, 



Seq. ID OJ000306_15.0406.C1 
Strand 

End 50140 

Method TBLASTX : Soybean 

End 16990 

Score 115 
154 39. . 15534, 15532. . 15612, 
16900. . 16989 

Seq. ID OJ000306_15.0406.C1 
Strand 

End 50140 

Method TBLASTX: Cress 

' End 18402 

Score 141 
18085. . 18402 

Seq. ID OJ000306JL5. 0406. CI 
Strand 

.End* „ 5.0140 
Method ' TBLASTX: Soybean 
End 18396 
Score 180 
18085. .18396 

Seq. ID OJ000306_15.0406.C1 
Strand 

End 50140 

Method TBLASTX : Soybean 

End 23082 

Score 65 
22830. .23081, 22831 .. 23082 , 



Seq. ID OJ000306_15.0406.C1 
Strand 

End 50140 

Method TBLASTX: Cress 

End 23250 

Score 88 
22911. .23144, 22912 .. 23250, 



Seq. ID OJ000306_15.0406.C1 
Strand 

End 50140 

Method TBLASTX : Mai ze 

End 23379. 

Score 91 
23107. .23379, 23206. .23379 

Seq. ID OJ000306- 15. 0406. CI 



47829 




Gene No. 


98216 . 




Strand 






Start 


49818 




End 


50140 




Name 


OJ000306 15 0406 CI 


08 tm 


Method 


TBLASTX: Maize 




Start 


25952 _ 




End 


26455 




GI 


none 




Score 


35 




Exons 


25952 25972, 26046 


. 26249, 


26086. .26259, 26375. .26455 




Seq. No. 


46312 




Seq. ID 


OJ000306_15.0406. 


CI 


Gene No. 


98216 




Strand 






Start 


4 9818 




End 


50140 




Name 


OJ000306 15 0406 CI 


o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


26493 ~~ 




End 


26877 




GI 


none 




Score 


69 




Exons 


26493 . .26543, 26493. 


. 26546, 


26551. .26877, 26598.-26876 






4 6312 




Seq. ID 


OJ000306_15.0406. 




Gene No. 


98216 




Strand 






Start 


49818 




End 


50140 




Name 


OJ000306 15 0406 CI 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


26511 _ 




End 


27106 




GI 


none 




Score 


44 




p. von s 

J-J 4\ \— / Liu 


26511 26543 26598 


.26690, 


26602. .27105, 26718 .. 26990, 






26728 27105 26969 


. 27106, 


27029. .27106 




Seq. No. 


4 63-12 • ' 




Seq. ID 


OJ000306_15.0406. 


CI 


Gene No. 


98216 




Strand 






Start 


49818 




End 


50140 




Name 


OJ000306 IS 0406 CI 


o7 . t s 


Method 


TBLASTX: Soybean 




Start 


26749 _ 




End 


27093 




GI 


none 




Score 


197 




Fx on s 


26749 27093 










Qpn No 


46312 




Seq. ID 


OJ000306__15.0406. 




Gene No. 


98216 




Strand 






Start 


49818 




End 


50140 




Name 


OJ000306 15 0406 CI 


o 6 . t s 


Method 


TBLASTX: Soybean 




Start 


■ 33847 _ 




End 


34332 




GI 


none 




Score 


92 




F.xon ^ 


33847 33933 33848 


. 33922 , 


34035. .341 


81, 34057. .34182, 






34266 34331 34279 


. 34332 








Spo No 


46312 




Seq. ID 


OJ000306_15.0406. 




Gene No. 


98216 




Strand 






Start 


49818 




End 


50140 




Name 


OJ000306 15 0406 CI 


06 . tc 


Method 


TBLASTX: Cress 




Start 


33872 ~ 




End 


34332 




GI 


none 




Score 


58 




J_l A W llu 


33872 33922 3403S 


341 81 


34042. .34182, 34260 34331 , 






34279 34332 










Seq. No. 


46312 




Seq. ID 


OJ000306_15.0406. 


CI 


Gene No. 


98216 




Strand 






Start 


49818 




End 


50140 




Name 


OJ000306 15. 0406. CI. 


o5.tm 


Method 


TBLASTX: Maize 




Start 


34047 




End 


34317 '- 




GI 


none 




-Score 


128 




Exons 


34047. .34181, 34053. 


.34163, 


34054. .341 


64, 34055. .34165, 





47830 



34239. .34316, 34266 34316, 34279. .34317 



Seq. No. 46312 

Gene No. 98216 

Start 49818 

Name OJ000306_15 . 0406 . CI . o3 . tm 

Start 34946 

GI none 
Exons 



Seq. ID OJ000306_15.0406.C1 
Strand 

End 50140 

Method TBLASTX : Mai ze 

End 36150 

Score 131 



34946. .35038, 34 94 8 .. 35037 , 35509 .. 35628 , 35511 .. 35594 , 
35782. .35850, 35799 .. 3584 9, 35955 .. 3614 9, 35955 .. 3614 9, 
35962.. 36150 ' 



Seq. No. 46312 
Gene No. 98216 
Start 49818 

Name OJ000306_15 . 0406 . CI . o5 . tc 

Start 34949 
GI none- 

Exons ..-34949. .35026, 35509. .35583, 
35955. .36149, 35955 .. 36158 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35782 

35962 



OJ000306 15. 0406. CI 



50140 

TBLASTX: Cress 
36158 
73 

35850, 35787. .35846, 
36150 



Seq. No. 46312 Seq. ID 

Gene No. 98216 Strand 

Start 49818 End 

Name OJ000306_15 . 04 06 . CI . o3 . ts • Method 

Start 35509 End 

GI none Score 

Exons 35509. .35592, 35511 .. 35591 , 35787 

35955. .36140, 35955 .. 3614 9, 35962 



OJ000306 15. 0406. CI 



50140 

TBLASTX: Soybean 
36150 
116 

35849, 35788. .35850, 
36150 



Seq. No. 46312 Seq. ID 

Gene No. 98216 Strand 

Start 49818 End 

Name OJ000306_15 . 0406 . CI . o5 . gp Method 

Start 49818 End 

GI none Score 

Exons 49818 . .50140 



OJ000306_15.0406.C1 

50140 
AAT/GAP 
50140 
646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 



46313 Seq. ID 

98217 Strand 

14 91 End 

OJ000306_15. 04 06.C2.ol.np Method 

1491 End 

6587835 Score 



OJ000306_15.0406.C2 
+ 

5040 
AAT/NAP 
4998 
747 



1491. .1613, 1727. .1970, 3862. .4998 

(AC006551) Similar to peptide transporter [Arabidopsis thaliana] 



46313 Seq. ID 

98217 Strand 

1491 End 

OJ000306_15 . 0406 . C2 . o2 . gs Method 

3874 End 

none Score 
3874 . .5040 



OJ000306_15.0406.C2 
+ 

5040 
GENSCAN 
5040 
.95 



Seq. No. 
Gene No. 



46313 
98218 



Seq. ID 
Strand 



OJ000306 15. 0406. C2 



47831 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. - 
-Gene. No." 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67 62 End 
OJ00030 6_15 . 04 06 . C2 . o3 . gs Method 
67 62 End 
none Score 
6762.'. 8100, 8599. .9268, 10374 .. 10605 . 



10646 
GENSCAN 
10605 
.92 



46313 Se.q. ID 

98218 " ' Strand 

67 62 End 
OJ000306_15. 04 06.C2.o3.np Method 
7378 End 
7488413 Score 
7378.. 7913, 10620.. 10646 

ubiquitin-specif ic proteinase homolog F24L7.8 
thaliana gi | 2914 695 | gb | AAC04485 . 1 | (AC003974) 



OJ000306_ 
+ 

10646 
AAT/NAP 
10646 
190 



15. 0406. C2 



- Arabidopsis 
putative ubiquitin 



carboxyl terminal hydrolase [Arabidopsis thaliana] 



46313 Seq. ID OJ000306 

98218- Strand + 

6762 End 10646 

OJ000306_15 . 04 06 . C2 . o2 . np Method AAT/NAP 

7411 End 10576 

7211980 Score 174 

7411. .7911, 10536. .10576 

(AC004809) Strong similarity to the putative 
protease F24L7.8 from A. thaliana gi|2914695 
and to. ubiquitin carboxyl-terminal hydrolase 
PF| 00443. ESTs gb|Z17750 and gb|Z17572 come 



15. 0406. C2 



ubiquitin-specif ic 
on BAC gb|AC003974 
family PF| 00442 and 
from this gene 



46313 
98219 
11709 

OJ000306_15. 0406.C2.o2.tm 

1532 

none 

1532.. 1624, 1534.. 1608, 1719. 
1812. .1880, 1887. .1931, 1896. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1823, 1720 
.1934, 4189 



OJ000306 15. 0406. C2 



13133 

TBLASTX: Maize 
4248 
106 

1824, 1807.. 1875, 
4248 



Seq. No. 46313 Seq. ID 

Gene No. 98219 Strand 

Start 11709 End 

Name OJ000306_15 . 04 06 . C2 . ol . tc Method 

Start 1750 ' End 

GI none " Score 
Exons 



OJ000306_15.0406.C2 
13133 

TBLASTX: Cress 

4974 ■ 

78 



1750.. 1824, 1807.. 1875, 3949.. 4188, 3975 .v4 172 , 4162.. 4248, 
4315. .4593, 4329. .4577, 4648. .4974, 4659. .4730 



Seq. No. 46313 Seq. ID 

Gene No. 98219 Strand 

Start 11709 End 

Name OJ000306_15 . 0406 . C2 . ol . tm Method 

Start 3967 End 

GI none Score 

Exons . - 3967.. 4065, 4075.. 4110, 4153.. 4188, 
4648..4974 



OJ000306_15.0406.C2 
13133 

TBLASTX: Maize 
4974 
78 

4315. .4593, 4374. .4589, 



Seq. No, 



46313 



Seq. ID OJ000306_15.0406.C2 



47832 






Gene No. 


98219 


Strand - 






Start 


11709 


End 


13133 




Name 


OJ000306 15.0406.C2.ol. ts 


Method 


TBLASTX: Soybean 




Start 


3967 


End 


4983 




GI 


none 


Score 


168 




Exons 


3967. .4215, 3975. .4205, 4321 


..4425, 4329.-4448, 4432. .4593, 






4434. .4589, 4647. .4808, 4660 


..4857, 4858. .4983 




Seq. No. 


46313 


Seq. ID 


OJ000306_15.0406.C2 




Gene No. 


98219 


Strand 






Start 


11709 


End 


13133 




Name 


OJ000306 15.0406.C2.ol. tw 


Method 


TBLASTX: Wheat 




Start 


4668 ~ 


End 


5001 




GI 


none 


Score 


332 




Exons 


4668 . .4823, 4669. . 5001 








Seq. No. 


46313 


Seq. ID 


OJ000306_15.0406.C2 




Gene No. 


98219 


Strand 






Start . 


11709 


End 


13133 




Name 


OJ000306 15 . 04 06. C2 . o4 . gs 


Method 


GENSCAN 




Start 


11709 ~~ 


End 


13133 




GI 


none 


Score 


.73 




Exons 


117 09. . 11852, 11960. .12028, 


12103. .12186, 12297. .12361, 






12 606. .12814, 12911. .13133 






VJ 


Seq. No. 


46314 ' 


Seq. ID 


OJ000306_15.0406.C3 


U e 


Gene No . 


98220 


Strand 


+ 




Start 


1 


End 


8475 




Name 


OJ000306 15.0406.C3.o2.np 


Method 


AAT/NAP 


: , : 


Start 


1 


End 


8475 




GI 


5454156 


Score 


43 


V J 


Exons 


1..104, 6944. .7093, 8342. .8475 




; 1st 


GI Descrip. 


ubiquitin specific protease 


16 gi| 6686071 | sp | Q9Y5T5 | UBPG HUMAN 






UBIQUITIN CARBOXYL-TERMINAL 


HYDROLASE 


16 (UBIQUITIN 


f 1 




THIOLESTERASE 16) (UBIQUITIN 


-SPECIFIC 


PROCESSING PROTEASE 16) 


\. f 
*■ 




( DEUBIQUITINATING ENZYME 16) 


(UBIQUITIN PROCESSING PROTEASE 






UBP-M) gi | 44545.65 I gb | AAD2094 9 | (AF126736) ubiquitin processing 


\2 




protease [Homo sapiens] 






is! 


Seq. No. 


46314 


Seq. ID 


OJ000306_15.0406.C3 




Gene No. 


98221 


Strand 






Start 


276 


End 


894 




Name 


OJ000306 15.0406.C3.ol.gs 


Method 


GENSCAN 




Start 


276 


End 


894 




GI 


none 


Score 


-98 




Exons 


276. .478, 578. .894 








Seq. No. 


46315 


Seq'. ID 


OJ000306_15.0406.C4 




Gene No. 


98222 


Strand 


+ 




Start 


1566 


End 


10435 




Name 


OJ000306 15.0406.C4 .ol.gs 


Method 


GENSCAN 




Start 


1566 


End 


10435 




GI 


none .... . 


Score 


.59 




Exons 


.1566.. 3123, 3686.. 4522, 4604 


..4661, 5652. .5840, 7140.'. 7192/ 






7648. .8406, 8469. .8704, 8912 


..9170, 9716. .10435 




Seq. No. 


46315 


Seq. ID 


OJ000306_15.0406.C4 



47833 



Gene No. 98222 - Strand +• 

Start . 1566 . End 10435 

Name OJ000306_15 . 04 06 . C4 . ol . gp Method AAT/GAP 

Start • 3980 End 4330 

GI none Score 657 

Exons 3980.. 4330 



Seq. No. 46315 Seq. ID 

Gene No. 98222 Strand 

Start 1566 End 

Name OJ000306_15 . 0406.C4 .o2.gp Method 

Start 5844 End 

GI 427437 Score 

Exons 5844.. 6154 



OJ000306_15.0406.C4 
+ 

10435 
AAT/GAP 
6154 
593 



Seq. No. 46316 Seq. ID OJ000306_15 . 0406 . C5 

Gene No. 98223 Strand + 

Start 1796 End 8421 

Name OJ000306_15 . 04 06 . C5 . ol . gs Method GEN SCAN 

Start 1796 End 8421 

GI none Score .66 

Exons 1796. .1847, 2276. .3946, 4493. .5474, 5952. .6140, 7141. .7394, 
7523. .8421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46316 Seq. ID 

98223 Strand 
1796 End 
OJ000306_15 . 04 06 . C5 . o2 . np Method 
6685 End 
7486835 Score 
6685. .6737, 8068. .8181, 8242. .8418 

hypothetical protein T10I14.80 - Arabidopsis thaliana 
gi I 2832675 |emb| CAA16775.il (AL021712) hypothetical protein 
[Arabidopsis thaliana] gi | 7269070 | emb | CAB79180 . 1 | (AL161556) 
hypothetical protein [Arabidopsis thaliana] 



OJ000306JL5.0406.C5 
+ 

8421 
AAT/NAP 
8418 
202 



46316 
98224 
13414 

OJ000306_15.0406.C5.o2.gp 
13414 

38012_1.R1084 
13414.. 13494 

' 4097947/ gb | U 7 2 2 5 5 I OSU72255 



Seq-. . ID OJ000306_15.0406.C5 

Strand + 

End 13494 

Method AAT/GAP 

End 13494 

Score 101 

2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9 ) gene, .complete cds 1 



46316 Seq. ID 

98225 Strand 

6155 End 

OJ000306_15. 0406.C5.ol.gp Method 

6155 End 

none Score 
6155.. 6332 



OJ000306_15.0406.-C5 

6332 
AAT/GAP 
6332 
276 



Seq. No. 
Gene No. 
Start 



46316 
98226 
12935 



Seq. ID 

Strand 

End 



OJ000306 15. 0406. C5 



14704 



47834 




Name 


OJ000306 15 0406 C5 ol ts 


Mpt hod 


J. LJ -L-lxiO J. /\ • U t^J "Oil 




Start 


8271 _ 


End 


8420 




GI 


none 


Score 


224 




Exon s 

J—J A \y 1 1 


8271 8420, 8272 8418 








Seq. No. 


46316 


Seq. ID 


OJ000306_15.0406. 


C5 


Gene No. 


98226 


Strand 






Start 


12935 


End 


14704 




Name 


OJ000306 TS 0406-05 o? nq 


Method 


GENSCAN 




Start 


12935 ~ 


End 


14704 




GI 


none 


Score 


.51 




Fvnno 
j — i *v \y 1 1 *j> 


12935 12994 14042 14147. 


14625. . 14704 




Seq. No. 


46317 


Seq. ID 


OJ000306_15.0406. 


C6 


Gene No . 


98227 


Strand 


+ 




Start 


451 


End 


1562 




Name 


OJ000306 15 0406 C6 ol as 


Method 


GENSCAN 




Start 


451 _ 


End 


1562 




GI 


none 


Score 


.74 




F" von q 


451 505 1261 1562 








Seq. No. 


46317 


Seq. ID 


OJ000306_15.0406. 


C6 


Gene No. 


98228 


Strand 


- 




Start 


3576 


End 


5580 




Name 


OJ000306 15.0406.C6.o2.gs 


Method 


GENSCAN 




Start 


3576 


End 


5539 




GI 


none 


Score 


- .55 




P, von 


3576.. 3702, 4370.. 4513, 5415.. 5539 






Qprr Mo 

O C . 1 


46317 


Seq. ID 


OJ000306JL5.0406. 


P6 


Gene No. 


98228 


Strand 






Start 


3576 


End 


5580 




Name 


OJ000306 15.0406.C6.ol.np 


Method 


AAT/NAP 




Start 


3579 


End 


5004 




GI 


5852084 - 4 


Score 


74 




F. von q 


3579.. 3668, 4969.. 5004 










(AL117264) zwh0007.1 [Oryza 


sativa] 






Qpn Mo 


46317 


Seq. ID 


OJ000306_15.0406. 


C6 


Gene No . 


98228 


Strand 






Start 


3576 


End 


5580 




Name 


OJ000306 15.0406.C6.o2.np 


Method 


AAT/NAP 




Start 


5420 


End 


5580 




GI 


7211981 


Score 


146 




F! von q 


5420. .5580. 








rz T Dp^rri n 


(AC004809) ESTs gb|N65605, ■ 


gb|N38087, 


gb|T20485, gb|T13726, 




gb|N38339, gb|F15440 and gb 


IN97201 come from this gene. 






[Arabidopsis thaliana] 








Seq. No. 


46318 


Seq. ID 


OJ000306_15.0406. 


C7 


Gene No. 


98229 


Strand 






Start 


890 


End 


2018 




Name 


OJ000306 15.0406.C7.ol.gs 


Method 


GENSCAN 




Start 


890 


End 


2018 




GI 


none 


Score 


.68 




Exons 


890. .1104, 1760. .2018 









47835 



Seq. No. 46319 Seq. ID OJ000306_15 . 0406 . C8 

Gene No. 98230 Strand + 

Start 1 End . 2758 

Name OJ000306_15 . 0406 . C8 . ol . np Method AAT/NAP 

Start' 1 End 2758 

GI 7211981 Score 139 

Exons 1..102, 956.. 1058, 1255.. 1335, 2739.. 2758 

GI Descrip. (AC004809) ESTs gb|N65605, gb|N38087, gb|T20485, gb|T13726, 
gb|N38339, gb|F15440 and gb|N97201 come from this gene. 
[Arabidopsis thaliana] 



U C U . VHJ t 


4 6319 


Seq. ID 


OJ000306_15.0406 


PR 


uCllC » 


98230 


Strand 


+ 




Start 


1 


End 


2758 




Name 


O.TOOO^Ofi 1 S 0406 PR nl aq 


Method 


GENSCAN 




Start 


964 _ 


End 


2339 




GI 


none 


Score 


.47 




Exons 


964. 1058, 1255.. 1331, 1572 


..1642, 2249.. 2339 




Seq. No. 


46320 


Seq. ID 


OJ000306_15.0406 


.C9 


Gene No. 


98231 


Strand 


+ 




Start 


92 


End 


353 




LMO.lL l c 


O.TnnO^Ofi 1 S (1406 P9 r>1 rr<? 


Method 


GENSCAN 




O l_ d -L L. • 




End 


353 




(ZT 


1JU11C 


Score 


.53 




uAUl 1 0 


92 T'95 272 353 








Seq. No. 


46320 


Seq. ID 


OJ000306_15.0406 


,C9 


Gene No. 


98231 


Strand 


+ 




Start 


92 


End 


353 




Name 


O.TOOO^Ofi 1 S 0406 P9 nl nn 


Method 


AAT/NAP 




Start 


123 ~~ 


End 


353 




GI 


7211981 


Score 


69 






12^ 1 272 










^ V^. \J \J rx O \J 2P / DO I 3 yjj | LNO JOU J/ 


gb|N38087, 


gb|T20485, gb|T13726, 




gb|N38339, gb|F15440 and,gb 


IN97201 come from this gene. 






[Arabidopsis thaliana] 








Cprr Ma 




Seq. ID 


OJ000306_15.0406, 


.C13 


OCllc IN U . 


Qft 9 ^2 


Strand 


+ 




Start 


98 


End 


280 




Name 


OJ000306 15.0406.C13.ol.gs 


Method 


GENSCAN 




Start 


98 


End 


280 




GI 


none 


Score 


.89 




Exons 


98. .280 








Seq. No. 


46322 


Seq. ID 


OJ000316_01.0413, 


.C2~ 


Gene No. 


98233 


. Strand 






Start 


308 


End 


2355 




Name 


OJ000316 01.0413.C2.ol.gs 


Method 


GENSCAN 




Start 


308 


End 


2355 




GI 


none 


Score 


. 95 




Exons 


308. .580, 1535. .2355 








Seq. No. 


46322 


Seq. ID 


OJ000316JD1.0413, 


,C2 


Gene No. 


98234 


Strand 






Start 


2882 


End 


3430 





47836 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000316_01.0413.C2.o2.gs 

2882 
none 

2882.. 3004, 3383.. 3430 

46322 
98235 
3809 

OJ000316_01.0413.C2.ol.np 

3809 

4680207 



Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



GEN SCAN 

3430 

.83 



OJ000316 01. 0413. C2 



9568 
AAT/NAP 
9568 
1124 



3809.. 3836, 5664.. 7373, 8707.. 8951, 8980.. 9568 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 

bicolor] 



Seq. No. 46322 
Gene No. 98236 
Start 11649 

Name OJ000316_01 . 04 13 . C2 . o4 . gs 

Start 11649 
GI none 
Exons 11649. .11764, 

15789. .16646, 

17545. . 17643, 

"21590. .21893 



12790. . 13097, 
16725. . 16841, 
17724 . .17808, 



Seq. ID 

Strand 

End- 

Method 

End 

Score 



OJ000316_01.0413.C2 

21893 
GENSCAN 
21893 
.62 



14119. .14378, 14 567. .14 731, 
16925. .16976, 17397. .17448, 
18697. .18762, 19079. .19266, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



y. GI Descrip. 



46322 
98236 
11649 

OJ000316_01 . 0413 . C2 . o2 . np 

13477 

7488864 

13477. .13509, 16400 .. 1664 6, 
17397. .17448, 17542 .. 17643, 
18029. . 18096, 18694 .. 18803, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16725 

17724 



OJ000316 01. 0413. C2 



21893 
AAT/NAP 
19551 
334 

16841, 16925, 
17808, 17900, 



19511. .19551 



16976, 
17948, 



probable transcription factor - fava bean 
gi|2104683|emb|CAA66482.1| (X97908) transcription factor 
faba] 



[Vicia 



[J Seq. No. 


46322 




Seq. ID 


OJ000316_ 


01. 0413. C2 


Gene No. 


98236 




Strand 






Start' 


11649 




End 


21893 




Name 


OJ000316 01. 0413. C2 


.ol.gp 


Method 


AAT/GAP 




Start 


13846 




End 


14160 




GI 


2800364 




Score 


575 




Exons 


13846. .14160 










Seq. No. 


46322 




Seq. ID 


OJ000316_ 


01. 0413. C2 


Gene No. 


98236 




Strand 






Start 


11649 




End 


21893 




Name 


OJ000316 01. 0413. C2 


. o3 . np 


Method 


AAT/NAP 




Start 


14546 




End 


19415 




GI 


2342694 




Score 


186 




Exons 


14546. . 14620, 16555 


. .16646, 


16778. .16841, 16925. 


.16970, 




17352. . 18067, 19389 


. . 19415 








GI Descrip. 


(AC000106) Similar - 


to Vicia 


transcription factor 


(gb|X97908) 



[Arabidopsis thaliana] 



47837 





Seq. No. 


46322 




Seq. ID 


OJ000316_01.0413 


.C2 




Gene No . 


98237 




Strand 








Start 


23908 




End 


24125 






Name 


OJ000316 01, 


■0413.C2.o2.tm 


Method 


TBLASTX: Maize 






Start 


1 ~ 




End 


7126 






GI 


none 




Score 


113 






Exons 


1 . . 249, 34 . , 


, 243, 6878 . .7126, 


6893. .7120 






Seq. No. 


46322 




Seq. ID 


OJ000316_01.0413 


.C2 




Gene No. 


98237 




Strand 








Start 


23908 




End 


24125 






Name 


OJ000316 01. 


,0413.C2.ol.ts 


Method 


TBLASTX: Soybean 






Start 


7 ~~ 




End 


7229 






GI 


none 




Score 


77 






Exons 


7. .249, 259. 


. 351, 6864 . . 7088 


, 6869.. 7135, 7130.. 7228, 7161 




Seq. No. 


46322 




Seq. ID 


0 JO 00ai6_0 1.0413 


.C2 




Gene No. 


98237 




Strand 








Start 


23908 




End 


24125 






Name 


OJ000316 01. 


0413.C2.o2.tw 


Method 


TBLASTX; Wheat 






Start 


28 ~~ 




End 


7021 






GI 


none 




Score 


87 






Exons 


28 . . 144 , 34 . 


.126, 38.. 127, 6728.. .6817, 


6821.. 6886, 6822 


. . 6! 






6905. .7021, 


6911.. 7003, 6915 


. .7004 






rii 


Seq. No. 


46322 




Seq. ID 


OJ000316_01.0413 


.C2- 




Gene No. 


98237 




Strand 






i3 


Start 


23908 




End 


24125 




: . 2 


Name 


OJ000316 01. 


0413.C2.ol.tc 


Method 


TBLASTX: Cress 




^ _j: 


Start 


43 ~~ 




End 


8942 






GI 


none 




Score 


70 






Exons 


43. . 186, 181 


...393, 529. .582, 


1705. .1767, 6731. .6802, 6920. 


S: 

~ a? 




7058 . . 7270, 


7406. .7471, 8880 


. .8942 








Seq. No. 


46322 




Seq. ID 


OJ000316__01.0413, 


.C2 




Gene No . 


98237 




Strand 






W 


Start 


23908 




End 


24125 




P 


Name 


OJ000316 01. 


0413.C2.ol.tw 


Method 


TBLASTX: Wheat 






Start 


6263 ~~ 




End 


6613 






GI 


none 




Score 


41 






Exons 


6263 . . 6289, 


6265.. 6285, 6294 


..6611, 6296. .6613 






Seq. No. 


46322 




Seq. ID 


OJ000316_01.0413. 


,C2 




Gene No. 


98237 




Strand 








Start 


23908 




End 


24125 






Name 


OJ000316 01. 


0413.C2.ol. tm 


Method 


TBLASTX: Maize 






Start 


16444 




End 


16829 






GI 


none 




Score 


35 






Exons 


16444. . 16488 


, 16456. . 16488, : 


16524. .1664 9, 16524. .1664 9, 








16722. .1682 9, 16732. . 16821 










Seq. No. 


46322 




Seq. ID 


OJ000316_01 . 0413. 


,C2 




Gene No. 


98237- 




Strand 








Start 


23908 




End 


24125 






Name 


OJ000316 01. 


0413.C2.o5.gs 


Method 


GENSCAN 






Start 


23908 




End 


24125 





47838 




GI 


nunc 


Score 


85 

i U J 








LAUllO 


9^Q0P ?4fn0 24077 9419S 












Seq. No. 


46323 


Seq. ID 


OJ000316. 


_01 


.0413 


.C3 


Gene No. 


98238 


Strand 


+ 










574 


End 


1281 

x c. o x 








LNdllLC 




Mf^ t" hnH 


\J Hi IN O V_,rtIN 








OLdi L 


S74 _ 


End 


X O X 








rir 

\J JL 






7 ^ 










S74 63R 1?fil 

*J / *i . • U JO ; l^i U . . X O X 












Cprr No 


4 6324 


Seq. ID 


OJ000316 

\SKJ \J \J \J J X \J 


01 


. \J *i X J i 


P4 


Gene No. 


98239 


Strand 


+ 








Start 


1624 


End 


3049 








Name 


OJ000316 01.0413.C4.o2.np 


Method 


AAT /NAP 










1624 


End 


^04 g 








rir 
ox 


5852084 


Score 


R4 










1624. .1692, 2966. .3049 












\D X UCoL-XX^J* 


(AL117264) zwh0007.1 [Ory ; za sativa] 










O C ^ • IN U • 


46324 


Seq. ID 


OJ000316_ 


_01 


.0413, 


.C4 


("Ion ^ Mo 


98240 


Strand 


+ 








Start 


5199 


End 


13343 








Name 


OJ000316 01.0413.C4.o3.np 


Method 


AAT /NAP 








Start 


5199 


End 


13343 








GI 


4006880 


■ Score 


237 










5199. .5456, 8700. .8737, 8961. .9287, 9397. .9462, 


9574. .9639, 




10690. . 10769, 13312. . 13343 












OX UCoLIX^i 


(Z99707) putative protein 


[Arabidopsis 


thaliana^ 


] 








gi| 7270642 | emb ICAB80359.il 


(AL161590) 


putative protein 






[Arabidopsis thaliana] 












Seq. No. 


46324 


Seq. ID 


OJ000316_ 


_01 


.0413, 


,C4 


Gene No. 


98240 


Strand 


+ 








O L- Cl X U 


5199 


End 


13343 








Name 


OJ000316 01.0413.C4.o3.gs 


Method 


GENSCAN 








O Lai L 


8949 


End 


9850 ' 








O X 


none 


Score 


.66 








DAUllO 


8949. .9287, 9397. .9462, 9574. .9639, 9758. .9850 








Seq. No. 


46324 


Seq. ID 


OJ000316_ 


_01 


.0413. 


,C4 


Gene No. 


98240 


Strand 


+ 








Start 


5199 


End 


13343 








Name 


OJ000316 01.0413.C4.o2.gp 


Method 


AAT /GAP 








O Lai L 


11294 ......... 


> End . 


123.52 . 








O X 


none 


Score 


950 








fT 1 von Q 

Hi AU1 lo 


11294. .11407, 11963.. 12352 












Seq. No. 


46324 


Seq. "ID 


OJ000316_ 


_01 


.0413. 


,C4 


Gene No. 


98241 


Strand 










Start 


1 


End 


2613 








Name 


OJ000316 01.0413.C4.ol.gp 


Method 


AAT /GAP 








Start 


1 


End 


1110 








GI 


22347, 1.R1084 


' Score 


499 









Exons 1..219, 1035.. 1110 

GI Descrip. 1 55 964 70/emb i CAB514 08 . 1 | 8.0e-40 (AL096882) protein phosphatase 
type 1 PP1BG [Arabidopsis thaliana] 1 



47839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



46324 
98241 
1 ' 

OJ000316_01 . 0413 . C4 . ol . np 
3 

1346763 



Seq.. ID OJ000316_01.0413-.C4 
Strand 

End 2613 

Method AAT/NAP 

End 2613 

Score 1392 



3. .219, 1035. .1594, 2436. .2613 

SERINE /THREONINE PROTEIN PHOSPHATASE PP1 gi | 1084363 | pir || S4 6282 

phosphoprotein phosphatase (EC 3.1.3.16) 1 - alfalfa 

gi I 575672 | emb | CAA56766.il (X80788) potentially catalitic subunit 

of the ser /thr protein phosphatase 1 [Medicago sativa subsp. X 

varia] 



46324 
98241 
1 

OJ000316_01.0413.C4 .ol.gs 
7 

none 

7. .219, 1035. .1594, 2436. .2613 



Seq. ID OJ000316_01.0413.C4 
Strand 

End 2613 

Method GENSCAN 

End 2613 

Score .84 



46324 
98242 
10986 

OJ000316_01.0413.C4.ol.tm 

22 - 
none 



Seq. ID OJ000316__01.0413.C4 
Strand 

End 13165 

Method TBLASTX: Maize 

End 2595 

Score 275 

22. .222, 23. .220, 37. .222, 1011. .1601, 1021. .1596, 2434. .2553, 
2435.. 2542, 2518.. 2595 



46324 
98242 
10986 

OJ000316_01.0413.C4 . o2 . tw 
34 

none 



Seq. ID OJ000316_01.0413.C4 
Strand 

End. 13165 

Method TBLASTX : Wheat 

End 1110 

Score 169 



34. .222, 35. .220, 85. .222, 1020 .. 1109;'"- 1021 .. 1110 



46324 
98242 
10986 

OJ000316_01.0413.C4.ol.tc 
43 

none 



Seq. ID OJ000316_01.0413.C4 
Strand 

End 13165 . 

Method TBLASTX: Cress 

End 2553 

Score 210 

43. .222, 44. .220, 50. .229, 58. .222, 1011. .1601, 1021. .1596, 
1064.. 1612, 2434.. 2553, 2435.. 2536 



46324 
98242 
10986 

OJ000316_01.0413.C4 .ol.ts 
61 

none 



Seq. ID OJ000316_01.0413.C4 
Strand 

End 13165 

Method TBLASTX : Soybean 

End 2547 

Score 154 



'61. .222, 68. .220, 1011. .1601, 1021. .1596, 2434. .2547, 2435. .2539 
46324 Seq. ID OJ000316_01 . 04 13 . C4 



47840 




Gene No. 


98242 


Strand 








Start 


10986 


End 


13165' 






Name 


OJ000316 ■ 01.0413.C4..ol.tw 


Method 


TBLASTX : Wheat 




Start 


1162 


End 


1592 






GI 


none 


Score 


688 






Exons 


1162. .1590, 1164.. 1592 










Seq. No.' 


46324 


Seq. ID 


OJ000316_01 


.0413 


.C4 


Gene No. 


98242 


Strand 








Start 


10986 


End 


•13165 






Name 


OJ000316 01.0413.C4.o4.gs 


Method 


GENSCAN 






Start 


10986 


End 


13165 






GI 


none 


Score 


.8 






Exons 


10986.. .11002, 12066. . 12158, 


13079. .13165 






Seq. No. 


46325 


Seq. ID 


OJ000316 01 


.0413 


.C5 


Gene No. 


98243 


Strand 


+ 






Start 


103 


End 


471 






Name 


OJ000316 -01.0413.C5.ol.gs 


Method 


GENSCAN 






Start 


103 


End 


471 






GI 


none 


Score 


. 98 






Exons 


103. .471 ■ 










Seq. No. 


-46325 


Seq. ID 


OJ000316_01 


.0413, 


.C5 


Gene No. 


9824.4 


Strand 








Start 


68 92 ; 


End 


7488 






Name 


OJ000316 01.0413.C5.o3.gs 


Method 


GENSCAN 






Start 


6892 


End 


7488 






GI 


none 


Score 


.49 






Exons 


6892. .7267, 7466. .7488 










Seq. No. 


46325 


Seq. ID 


OJ000316_01, 


.0413, 


■ C5 


Gene No. 


98245 


Strand 


+ 






Start 


11914 


End 


13176 






Name 


OJ000316 01.0413.C5.o5.gs 


Method 


GENSCAN 






Start 


11914 


End 


13176 






GI 


none 


Score 


.81 ■ 






Exons 


11914. .11937, 13093. .13176 










Seq. No. 


46325 


Seq. ID 


OJ000316J)1. 


.0413, 


■ C5 


Gene No. 


98246 


Strand 


+ 






Start 


18392 


End 


18469 






Name 


OJ000316 01.0413.C5.o2.gp 


Method 


AAT/GAP 






Start 


18392 


End 


18469 






GI 


LIB3477-003-P1-K1-E9 


Score 


113 






Exons 


18392. .18469 










GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




*.S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s- 


1 [Oryza 




sativa] ' 










Seq. No. 


46325 


Seq. ID 


OJ000316_01. 


.0413. 


,C5 


Gene No. 


98247 


Strand 


+ 






Start 


19122 


End 


19958 






Name 


OJ000316 01.0413.C5.o7.gs 


Method 


GENSCAN 






Start 


19122 


End 


19958 






GI 


none 


Score 


.65 






Exons 


19122. . 19367, 19929.. 19958 











47841 



Seq. No. 


46325 




Seq. ID 


OJ000316 


_01.0413.C5 


Gene No . 


98248 




Strand 






Start 


278 




End 


675 




Name 


OJ000316 01. 


0413.C5.ol.ao 


Method 


AAT /GAP 




Start 


278 ~ 




End 


675 




GI 


none 




Score 


776 




Exons 


278 . . 675 










Sea. No. 


46325 




Seq. ID 


OJ000316 


01 0413 C5 


Gene No . 


98249 




Strand 






Start 


15692 




End 


18114 




Name 


OJ000316 01. 


0413.C5.ol. ts 


Method 


TBLASTX : 


Soybean 


Start 


3402 




End 


16537 




GI 


none 




Score 


162 




Exons 


3402. .3521, 


3625.. 3921, 3627 


..4112, 3964. .4056, 


4125. .4214, 




4151. .4174, 


8204. .8326, 8433 


..8732, 8435.. 8920, 


8772 .8864, 




8933. .8983, 


15710. .15847, 15956.. 16102 


:, 15957.. 


16088, 




16101. .16256, 16103. . 16444, 


16457. .16537 




Seq. No. 


46325 




Seq. ID 


OJ000316 


01. 0413. C5 


Gene No . 


98249 




Strand 






Start 


15692 




End 


18114 




Name 


OJ000316 01. 


0413.C5.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3402 




End 


16600 




GI 


none 




Score 


67 




Exons 


3402. .3521, 


3625.. 3741, 3627 


..4112, 3772. .3858, 


4125. .4205, 




4204 . .4284, 


8210. .8326, 8433 


..8666, 8435.. 8920, 


8769. .8921, 




8933. .8983, 


9014. .9094, 15956. .16084, 


15957. .16067, 




16100. .16444 


, 16104. .16190, 


16212. .16247, 16457 


. . 16537, 




16514. .16600 








Seq. No. 


46325 




Seq. ID 


OJ000316 


_01.0413.C5 


Gene No . 


98249 




Strand 






Start 


15692 




End 


18114 




Name 


OJ000316 01. 


0413.C5.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


•3405 




End 


17716 




GI 


none 




Score 


64 




Exons 


3405. .3509, 


3595.. 3732, 3621 


..3941, 3772. .3924, 


3978. .4145, 




3979. .4113, 


4161. .4205, 4201 


. .4248, 4819. .5025, 


5296. .5388, 




8204 . .8314, 


8429. .8749, 8433 


..8726, 8774. .8953, 


8787. .8954, 




8969. .9058, 


9632.. 9838, 1010 


8. .10200, 


15695. .15 


835, 




15950. .16084 


, 15957. .16061, 


16083. .16250, 16094 


. .16273, 




16293. .16445 


, 16295. .16477, 


16493. .16582, 16497 


. . 16541, 




, 17141. . 17347 


, 17558.. 17716 








Seq. No. 


46325 




Seq. ID 


OJ000316 


_01.0413.C5 . 


Genp No 


98249 




Strand 






Start 


15692 




End 


18114 




Name 


OJ000316 01. 


0413.C5.ol.tw 


Method 


TBLASTX: 1 


Wheat 


Start 


3675 




End 


16426 




GI 


none 




Score 


166 




Exons 


3675. .3773, 


3759. .3941, 3760 


. .3942,- 3939. .4094, 


3964 . .4092, 




8483. .8560, 


8576.. 8749, 8577 


..8726, 8587. .8739, 


8588. .8740, 




8771. .8902, 


8772. .8900, 16004 .. 16273, 


16011. .16250, 




16091. . 16264 


, 16093. .16275, 


16280. . 16426, 16296 


. .16424 



47842 





Seq. No. 


46325 


Seq. ID 


OJ000316 


_01.0413. 


.C5 




Gene No . 


98249 


Strand 










Start 


15692 


End 


18114 








Name 


OJ000316 01.0413.C5.o2.tm 


Method 


TBLASTX: 


Maize 






Start 


5158 


End 


17805 








GI 


none 


Score 


48 








Exons . 


5158. .5256, 5166. .5261, 5275. .5352, 5276. .5350, 


9962. .1006! 






997 9. .10041, 10090. .10164, 


10091. . 10162, 17423. 


. 17572, 








174 36. .17573, 17597. .17674, 


17598. .17666, 17690 


. . 17752, 








17761. . 17805 












Seq. No. 


4 6325 - 


Seq. ID 


OJ000316 


_01.0413. 


, C5 




Gene No. 


98249 


Strand 










Start 


15692 


End 


18114 








Name 


OJ000316 01.0413.C5.o2.ts 


Method 


TBLASTX: 


Soybean 






Start 


5368 


End 


17965 








GI 


none 


Score 


66 








Exons 


5368.. 5571, 5569.. 5652, 10180 .. 10383, 


10274. .10369, 








10381 10455. 17690 17893, 


17790-. . 178 


J79, 17891 


. .17 965 






Seq. No. 


46325 


Seq. ID 


OJ000316 


_01.0413. 


C5 




Gene No. 


98249 


Strand 










Start 


15692 


End 


18114 






1"% 


Name 


OJ000316- 01.0413.C5.o6.gs 


Method 


GENSCAN 








Start 


15692 _ 


End 


18103 








GI 


none 


Score 


1 






in 

5:1 J 


Exons 


15692 18103 










L -i 


Seq. No. 


46325 


Seq. ID 


OJ000316 


_01.0413. 


C5 




Gene No. 


98249 


Strand 










Start 


15692 


End 


18114 








Name 


OJ00031 6 01 0413 C5 ol no 


Method 


AAT/NAP 






: br 


Start 


15695 


End 


18114 








GI 


479356 


Score 


1690 








Exons 


15695. . 18114 












GI Descrip. 


protein kinase PK1 (EC 2.7. 


1.-), receptor-like ■ 


- maize 






Seq. No. 


46326 


Seq. ID 


OJ000316_ 


_01.0413. 


C6 




Gene No. 


98250 


Strand 








H 


Start 


901 


End 


2682 








Name 


OJ000316 01.0413.C6.ol.gs 


Method 


GENSCAN 








Start 


901 


End 


2682 








GI 


none 


Score 


. 96 








Exons 


901.. 1218, 1302.. 1789, 1860 


. .2682 










Seq. No. 


46326 


Seq. ID 


OJ000316_ 


_0 1.0413. 


C6 




Gene No. 


98251 


Strand 










Start 


4962 


End 


7303 








Name 


OJ000316 01.0413.C6.o2.gs 


Method 


GENSCAN 








Start 


4962 


End 


7259 








GI 


none 


Score 


.72 








Exons 


4962.. 6439, 6953.. 7259 












Seq.- No. 


46326 


Seq. ID 


OJ000316_ 


_01.0413. 


C6 




Gene No . 


98251 


Strand 










Start 


4962 


End 


7303 








Name 


OJ000316 01. 0413.C6.ol.np 


Method 


AAT/NAP 







47843 






Start 


4965 








End 


7303 




GI 


479356 








Score 


1646 




Exons 


. 4965. .7303 














GI Descrip. 


protein kinase- PK1 (EC 


2.7.1. 


-), receptor-like - maize 




Sea. No 


46326 








Seq. ID 


OJ000316_01.0413.C6 




rippp No 


98251 








Strand 






Start 


4962 








End . 


7303 




Name 


OJ000316 01 


.0413 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4965 








End 


6983 




GI 


none 








Score 


58 




Exons 


4965. .5105, 


5220 


. .5336, 


5227 . 


.5331, 5364.. 5543, 5365. .5520 






5565 5747 


5581 


. .5715, 


5763. 


.5852, 5767. .5829, 6411. .6617 






6828. .6983 














Sea. No. 


46326 








Seq. ID 


OJ000316_01.0413.C6 




Gene No. 


98251 








Strand 






Start 


4962 








End 


7303 




Name 


OJ000316 01. 


.0413, 


.C6.ol. 


tm 


- Method 


TBLASTX: Maize 




Start 


4980 








End 


5904 




GI 


none 








Score 


70 




Exons 


4980. .5105, 


5226, 


. .5354, 


5227 . 


.5337, 5370. .5714, 5374. .5517 






5727. .5804, 


5833. 


. .5904 








ll 


Seq. No.- 


46326 








Seq. ID 


* OJ000316_01.0413.C6 




Gene No. 


98251 








Strand 






Start 


4962 








End 


7303 


fl = 


Name 


OJ000316 01. 


.0413. 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


H 


Start 


4980 








End 


5357 




GI 


none 








Score 


79 


vJ 


Exons 


4980. .5117, 


5226. 


. .5357, 


5227 . 


.5331 




i y 


Seq. No. 


46326 








Seq. ID 


OJ000316_01.0413.C6 




Gene No. 


98251 








Strand 




?~ 


Start 


4962 








End 


7303 


.** ~ 


Name 


OJ000316 01. 


.0413. 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5274 








End 


5696 




GI 


none 








Score 


213 


L.J 


Exons 


5274. .5543, 


5281. 


, .5520, 


5382 . 


.5537, 5568. .5696, 5575. .5694 




Sea No 


46326 








Seq. ID 


OJ000316_01.0413.C6 




Gene No. 


98251 








Strand 






Start 


4962 








End 


7303 




Name 


OJ000316 01. 


;0413. 


,C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5388 , 








End 


5837 




GI 


none 








Score 


72 




Exon s 


5388. .5537, 


5388. 


.5540, 


5389. 


.5541, 5559. .5828, 5560. .5802, 






5583. .5837 














Seq. No. 


46326 








Seq. ID 


OJ000316_01.0413.C6 




Gene No. 


98251 








Strand 






Start 


4962 








End 


7303 




Name 


OJ000316 01. 


0413. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6693 








End 


6944 




GI 


none 








Score 


48 




Exons 


6693. .6842, 


6748. 


.6786, 


6867. 


.6944, 6868. .6936 



47844 



Seq. No. 


4 6326 


Seq. ID 


OJ000316_ 


01.0413 


.C6 


Gene No. 


98251 


Strand 








Start 


4962 


End 


7303 






Name 


OJ000316 01.0413.C6.o2.ts 


Method 


TBLASTX rSoybean 




Start 


6978 ~~ 


End 


7289 






GI 


none 


Score 


118 






Exons 


6978 ..7187, 7161. .7289 










Seq. No. 


46327 


Seq. ID 


OJ000316 


01 .0413, 


.C7 


Gene No. 


98252 


Strand 


+ 






Start 


1 


End 


849 






Name 


OJ000316 01.0413.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


849 






GI 


5852084 


Score 


89 






Exons 


1..37, 711. .849 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 








Seq. No. 


46327 


Seq. ID 


OJ000316_ 


01.0413, 


■ C7 


Gene No. 


98253 


Strand 


+ 






Start 


2191 


End 


4486 






Name 


OJ000316 01.0413.C7.ol.gs 


Method 


GENSCAN 






Start 


2191 


End 


3671 






GI 


none' 


Score 


.73 






Exons 


2191.. 2307, 2596.. 2749, 2842. 


.3273, 3314.. 3593, 


3635. .3671 


Seq. No. 


46327 


Seq. ID 


OJ000316_ 


01.0413. 


>C7 


Gene No . 


98253 


Strand 


+ 






Start 


2191 


End 


4486 






Name 


OJ000316 01.0413.C7.o2.np 


Method 


AAT/NAP 






Start 


2835 


End 


4486 






GI 


5091497 


Score 


2130 






Exons 


2835. .3273, 3314. .3593, 3936. 


.4486 








GI Descrip. 


(AB023482) Similar to Arabidopsis thaliana mRNA 


for DREB1B, 




complete cds. (AB007788) [Oryza sativa] 








Seq. No. 


46327 


Seq. ID 


OJ000316_ 


01.0413. 


,C7 


Gene No. 


98254 . 


Strand 


+ 






Start 


6348 


End 


6852 






Name 


OJ000316 01.0413.C7.ol.gp 


Method 


AAT/GAP 






Start 


6286 


End 


6852 






GI 


29836 1.R1084 


Score 


694 






Exons 


6286.. 6479, 6578.. 6657, 6756. 


. 6852 








GI Descrip. 


'5091498/dbj IBAA78733.il 4 . Oe 


-83 (AB023482) ESTs 







AU058067 (E20733) , AAU058070 (E20873 ) correspond to a region of 
the predicted gene.; Similar to Populus tremuloides caffeoyl-CoA 
3-O-methyltransf erase mRNA, complete cds.(U27116) [Oryza 
sativa] 1 



Seq. No. 46327 Seq. ID 

Gene No. 98254 Strand 

Start 6348 End 

Name OJ000316_01 . 04 13 . C7 . o3 . gs Method 

Start 6348 End 

GI none' , Score 

Exons 6348.. 6479, 6578.. 6657, 6756.. 6843 



OJ000316_01.0413.C7 
+ 

6852 
GENSCAN 
6843 
.47 



Seq. No. 



46327 



Seq. ID OJ000316_01.0413.C7 



47845 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



98254 . _ Strand + 

6348 End 6852 

OJ000316_01 . 04 13 . C7 . o4 . np Method AAT/NAP 

6348 End 6852 

5091498 Score 466 

6348.. 6479, 6578.. 6657, 6756.. 6852 

(AB023482) ESTs AU058067 (E20733 ) , AAU058070 (E20873 ) correspond 
to a region of the predicted gene.;- Similar to Populus 
tremuloides caffeoyl-CoA 3-O-methyltransf erase mRNA, complete 
cds.(U27116) [Oryza sativa] 



Seq. No. 


46327 








Seq. ID 


OJ000316 01.0413 


. C7 


Gene No . 


98255 




- 




Strand 






Start 


3855 








End 


5876 




Name 


OJ000316 01 


.0413, 


. C7 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3118 ~~ 








End 


3387 




GI 


none 








Score 


294 




Exons 


3118. .3387, 


3168, 


. .3218, 


3197. 


.3316 






Sea No 


46327 








Seq. ID 


OJ000316 01 0413 


. C7 


fionp No 


98255 








Strand 






Start 


3855 








End 


5876 




Name 


OJ000316 01 


.0413, 


.CI . o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3169 ~~ 








End 


3477 




GI 


none 








Score 


98 : 




Exons 


3169. .3246, 


3253. 


. .3294, 


3301, 


.3477 






Sea. No. 


46327 








Seq. ID 


OJ000316 01.0413 


. C7 


Gpnp No 


98255 








Strand 






Start 


3855 








End 


■ 5876 




Name 


OJ000316 01 


. 0413 . 


. C7 . o2 . 


ts 


Mp t hod 


TBLASTX ■ Sovbean 




Start 


3175 ~~ 








End 


3477 




GI 


none 








Score 


79 




Exons 


3175. .3246, 


3259. 


. .3477 










Sea. No. 


46327 








•Seq. ID 


OJ000316_01.0413. 


,C7 


G»np No 


98255' 








Strand 






Start 


3855 








End 


5876 




Name 


OJ000316 01 


.0413. 


,C7.o2. 


gs 


Method 


GENSCAN 




Start 


3855 








End 


4847 




GI 


none 








Score 


.69 




Exons 


3855. .3968, 


4009. 


. .4406, 


4565. 


.4847 






Seq. No. 


46327 








Seq. ID 


OJ000316_01.0413, 


■ C7 


Gene No. 


98255 








Strand 






Start 


3855 








End 


5876 




Name 


OJ000316 01 


.0413. 


C7.o3. 


np 


Method 


AAT/NAP 




Start 


4568 








End 


5876 




GI 


5777617 








Score 


87 




Exons 


4568. .4687, 


5819. 


.5876 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


46327 








Seq. ID 


OJ000316_01.0413. 


,C7 


Gene No. 


98256 - 








Strand 






Start 


6396 








End 


6852 




Name 


OJ000316 01. 


.0413. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6396 








End 


6852 





47846 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 133 

6396. .6479, 6398. .6445, 6401. .6508, 6575.-6658, 6577. .6666, 
67-56.. 6851, 6756.. 6851, 6757.. 6852 



46327 
98256 
6396 

OJ000316_01.0413.C7.ol.tc 

6417 
none 



Seq. ID OJ000316_01.0413.C7 



Strand 
End 

Method 

End 

Score 



6852 

TBLASTX: Cress 

6852 

90 



6417. .6479, 6575. .6658, 6577. .6666, 6756. .6851, 6757. .6852 



46327 
98256 
6396 

OJ000316_01.0413.C7.ol.ts 

6426 

none 

6426. .6479, 6575. .6658, 6577. 
6756. .6851, 6757. .6852 



OJ000316_01.0413.C7 

6852 

TBLASTX: Soybean 

6852 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6672, 6577. .6660, .6756. .6851, 



Seq. No. 46328 Seq. ID OJ000316_01 . 0413 . C8 

Gene No. 98257 Strand + 

Start 1 End 2944 

Name OJ000316_01 . 04 13 . C8 . ol . gp ' . Method AAT/GAP 

Start 1 " End 190 

GI 29836_1.R1084 Score 354 

Exons 1..190 

GI Descrip. 1 50914 98/dbj i BAA78733 . 1 | 4.0e-83 (AB023482) ESTs 

AU058067 (E20733) , AAU058070 (E20873 ) correspond to a region of 
the predicted gene.; Similar to Populus tremuloides caffeoyl-CoA 
3-0-methyltransf erase mRNA, complete cds.(U27116) [Oryza 
sativa] 1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



46328 Seq. ID 

98257 Strand 
1 End 
OJ000316_01.0413.C8 .ol.np Method 
1 End 
5091498 Score 
1..416 

(AB023482) ESTs AU058067 (E20733) , AAU058070 (E20873 ) correspond 
to a region of the predicted gene.; Similar to Populus 
tremuloides caffeoyl-CoA 3-O-methyltransf erase mRNA, complete 
cds.(U27116) [Oryza sativa] 



OJ000316_01.0413.C8 
+ 

2944 
AAT/NAP 
416 
730 



46328 
98257 
1 

OJ000316_01.0413.C8.ol.gs 
3 

none 



Seq. ID OJ000316_01. 0413.C8 

Strand + 

End 2944 

Method GENSCAN 

End 2944 

Score . 64 



3. .415, 1149. .1176, 2039. .2206, 2245. .2453, 2680. .2783, 
2874 . .2944 



Seq. No. 
Gene No. 



46328 
98257 



Seq. ID OJ000316_01.0413.C8 
Strand + 



47847 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



2944 
AAT/GAP 
633 
712 



OJ000316_01.0413.C8.o2.gp 
222 

31747JL.R1084 
222.. 633 

■5091498/dbj |BAA78733.1| 6.0e-26 (AB023482) ESTs 
AU058067 (E20733) , AAU058070 (E20873 ) correspond to a region of 
the predicted gene.; Similar to Populus tremuloides caffeoyl-CoA 





3-0-methyltransf erase mRNA, 


complete cds.(U27116) 


[ Oryza 




sativa] f 








Cpn Ma 


46328 


Seq. ID 


OJ000316 01 






98257 


Strand 


+ 




O LCtl L 


1 


End 


2944 




Name 


OJ000316 01.0413.C8.o2.np 


Method 


AAT/NAP 




Start 


1687 


End 


2941 




KJ X 


5091499 


Score 


1646 




T7* v o 


1687. .2419, 2606. .2783, 2902 


. .2941 






OX Ucotlipi 


(AB023482) Similar to Human 


mRNA for alpha 1 (III) 


collagen 




fragment (aa 892-1023) . (X01655) [Oryza 


sativa ] 




OcCj . IN U . 


46328 


Seq. ID 


OJ000316_01 






98258 


Strand 


+ 




Start 


9060 


End 


9396 




Name 


OJ000316 01.0413.C8.o5.np 


Method 


AAT/NAP 




O Lai L 


9060 


End 


9396 




ri t 


5091502 


Score 


214 




IT 1 v AT'i o 


9060. .9210, 9358. .9396 








wX Uc&LIip . 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Ocvj. IN U . 


46328 


Seq. ID 


OJ000316_01 




UCllC IN U • 


98259 


Strand 






Start 


3016 


End 


6803 




Name 


OJ000316 01.0413.C8.o3.np 


Method 


AAT/NAP 




Start 


3016 


End 


4791 




GI - 


5091500 


Score 


1031 




Exons 


3016. .3420, 4594. .4791 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


46328 


Seq. ID 


OJ000316_01 


.0413. C8 


Gene No. 


98259 


Strand 






Start 


3016 


End 


6803 




Name 


OJ000316 01.0413.C8.o3.gp 


Method 


AAT/GAP 




Start 


4306 


End 


6803 




GI 


LIB34 32-032-P2-K1-F7 


Score 


1264 




Exons 


4306.. 4785, 6075. .6173, 6721 


. .6803 






GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 l.Oe-: 


160 Oryza sativa genomic 



DNA, 



Seq. No. 46328 Seq. ID 

Gene No. 98260 Strand 

Start 6706 End 

Name OJ000316_01 . 04 13 . C8 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2. .160, 3. .404, 195. .287, 206. .397 



OJ000316J)1.0413.C8 
8376 

TBLASTX: Maize 

404 

631 



47848 




Seq. No. 


46328 








Seq. ID 


OJ000316_01.0413.C8 


Gene No. 


* 98260 








Strand 




Start 


^ 6706 








End 


8376 


Name 


OJ000316 01 


. 0413 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 








End 


404 


GI 


none 








Score 


614 


Exons 


2. .160, 3.. 


404, 


203. .397 






Seq. No. 


46328 








Seq. ID 


OJ000316_01.0413.C8 


Gene No. 


98260 








Strand 




Start 


6706 








End 


8376 


Name 


OJ000316 01 


. 0413 


.C8.ol. 


t.c 


Method 


TBLASTX: Cress 


Start 


59 








End 


404 


GI 


none 








Score 


528 


Exons 


59. .160, 60 


. .404 


, 203.. 


298, 


365. .397 




Seq. No. 


46328 








Seq. ID 


OJ000316_01.0413.C8 


Gene No. 


98260 








Strand 




Start 


6706 








End 


8376 


Name 


OJ000316 01 


. 0413 


,C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4627 








End 


6862 


GI 


none 








Score 


83 


Exons 


4627 . . 4797, 


4640 


. .4801, 


6063 


..6173, 6075. .6167, 6082. .6171, 




6718 . . 6849, 


6718 


. . 6852, 


6731 


. .6862 




Seq. No. 


46328 








Seq. ID 


OJ000316_01.0413.C8 


Gene No. 


98260 








Strand 




Start 


6706 








End 


8376 


Name 


OJ000316 01 


. 0413 


.C8.o3. 


■tm 


Method 


TBLASTX: Maize 


Start 


4702 








End 


7306 


GI 


none 








Score 


105 


Exons 


4702. . 4788, 


4702 


. .4791, 


6063 


..6173, 6075. .6161, 6079. .6180, 




6079. . 6180, 


6718 


. .6855, 


6719 


..6856, 6721. .6855, 6731. .6859, 




7009. .7155, 


7010 


. .7174, 


7139 


. .7162, 7241. .7306 


Seq. No. 


46328 








Seq. ID 


OJ000316_01.0413.C8 


Gene No. 


98260 








. Strand 




Start 


6706 








End 


8376 


Name 


OJ000316 01 


.0413 


.C8.o4. 


np 


Method 


AAT/NAP 


Start 


6706 








End 


8376 


GI 


5091501 








Score 


1323 


Exons 


6706. . 6856, 


7010 


. .7156, 


7242 


. .7407, 8016. .8376 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 46328 Seq. ID OJ000316_01 . 0413 ,C8 

Gene No. 98260 Strand - • 

Start 6706 End 8376 

Name OJ000316_01 . 04 13 . C8 . o4 . gp Method AAT/GAP 

Start 7330 .. End 7780 

GI 2798494 * Score 874 

Exons 7330.. 7780 

GI Descrip. 50914 96/db j | AB0234 82 . 2 | AB0234 82 1.0e-160 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



Seq. No. 
Gene No. 
Start 



46328 
98261 
9153 



Seq. ID 

Strand 

End 



OJ000316 01. 0413. C8 



9396 



47849 




Name 


OJ000316 01 


. 0413 


V C8 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


9153 








End 


9396 






GI 


none 








Score 


331 






Exons 


9153. .9395, 


9184 


. .9396, 


9233. 


.9394 ■ 








Seq. No. 


46329 








Seq. ID 


OJ000316_ 


_01.0413 


. C10 


Gene No. 


98262 








Strand 


+ 






Start 


1 








End 


184 






Name 


OJ000316 01 


.0413. 


.ClO.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


184 






GI 


7242910 








Score 


83 






Exons 


1..36, 92.. 


184 














GI Descrip. 


(AP001383) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46330 








Seq. ID 


OJ000316_ 


_03.0410 


.C2 


Gene No. 


98263 








Strand 


+ 






Start 


1159 








End 


1595 






Name 


OJ000316 03 


.0410, 


,C2.ol. 


gs 


Method 


GENSCAN 






Start 


1159 








End 


1595 






GI 


none 








Score 


. 94 






Exons 


1159. . 1595 
















Seq. No. 


46330 








Seq. ID 


OJ000316_ 


_03.0410 


.C2 


Gene No. 


98264 








Strand 


+ 






Start 


6753 








End 


13972 






Name 


OJ000316 03 


.0410. 


,C2.o3. 


gs 


Method 


GENSCAN 






Start 


6753 








End 


13972 






GI 


none 








Score 


■.'42 






Exons 


6753. .6903, 


6905. 


, .7094, 


7887. 


.8067, 8210. .8281, 


10444 . . 


10594, 



10619. .10711, 11378. . 11490, 11817 .. 12032, 12658 .. 12825 , 
13802. .13972 



Seq. No. 


46330 




Seq. ID 


OJ000316_ 


_03. 


0410, 


.C2 


Gene No. 


98265 




Strand 


+ 








Start 


17656 




End 


17817 








Name 


OJ000316 03. 0410. C2 


. o4 . gs 


Method 


GENSCAN 








Start ■ 


17656 . 




End 


17817 








GI 


none 




Score 


. 62 








Exons 


17656.. 17817 














Seq. No. 


46330 




Seq. ID 


OJ000316_ 


_03. 


0410. 


.C2 


Gene No. 


98266 




Strand 


+ 








Start 


26684 




End 


27877 








Name 


OJ000316 03. 0410. C2 


. 08 . gs 


Method 


GENSCAN 








Start 


26684 




End 


27877 








GI 


none 




Score 


.95 








Exons 


26684. .26711, 27531 


. .27618, 


27751. .27877. 








Seq. No. 


46330 




Seq. ID' 


OJ000316_ 


_03. 


0410;. 


.C2 


Gene No. 


98267 




Strand 


+ 








Start 


28542 




End 


29812 








Name 


OJ000316 03. 0410. C2 


.o9.gs 


Method 


GENSCAN 








Start 


28542 




End 


29812 








GI 


none 




Score 


.4 








Exons 


28542. .28652, 29342 


. .29812 












Seq. No. 


46330 




Seq. ID 


OJ000316_ 


03. 


0410. 


C2 



47850 



Gene No. 98268 Strand 

Start 2247 * End 6881 

Name OJ000316_03 . 04 10 . C2 . ol . np Method AAT/NAP 

Start 2247 End 6881 

GI 6069646 . Score 282 

■Exons 2247.. 2822, 6811.. 6881 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


46330 


Seq. ID 


OJ000316_ 


03 


. 0410 


. C2 


Gene No. 


98269 


Strand 










Start 


12456 


End 


12916 








Name 


OJ000316 03.0410.C2.ol.gp 


Method 


AAT/GAP 








Start 


12456 


End 


12916 








GI 


2311894 


Score 


808 








Exons 


12456. .12916 ' 












Seq. No. 


46330 


Seq. ID 


OJ000316_ 


03 , 


. 0410 


. C2 


Gene No . 


98270 


Strand 










Start 


19083 


End 


''■ 19909 








Name 


OJ000316 03.0410.C2.o5.gs 


Method 


GENSCAN 








Start 


19083 ~ 


End 1 


19909 








GI 


none 


Score 


.63 








Exons 


19083. .19303, 194 40 19562 , 


19825. .19909 








Seq. No. 


46330 


Seq. ID 


OJ000316_ 


03 , 


. 0410 , 


. C2 


Gene No. 


' 98271 


Strand 










Start 


20695 


End 


21854 








Name 


OJ000316 03.0410.C2.o6.gs 


Method 


GENSCAN 








Start 


20695 


End 


21854 








GI 


none 


Score 


.67 








Exons 


20695. .20870, 20915 .. 21003, 


21763. .218 


54 








Seq. No. 


46330 


Seq. ID 


OJ000'316_ 


_03. 


.0410, 


. C2 


Geng No . 


98272 


Strand 










Start 


23536 


End 


24644 








Name 


OJ000316 03.0410.C2.o2.np 


Method 


AAT/NAP 








Start 


23536 


End 


24644 








GI 


6815053 


Score 


769 








Exons 


23536. .23772, 23822 .. 23997 , 


24498. .24644 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46331 


Seq. ID 


OJ000316_ 


03. 


,0410. 


.C3 


Gene No. 


98273 


Strand 


+ 








Start 


1 


End 


4550 








Name 


OJ000316 03.0410.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3838 








GI 


4680203 


Score 


2670 








Exons 


1..46, 705. .2375, 2529. .2609, 2645. .3100, 3180.. 


3838 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 








Seq. No. 


46331 


Seq. ID 


OJ000316_ 


03. 


,0410. 


,C3 


Gene No. 


98273 


Strand 


+ 








Start 


1 


End 


4550 









47851 






Name 


OJ000316 03.0410.C3.ol.gp 


Method 


AAT/GAP 




Start 


716 


End 


4550 , 




GI 


342 1.R1084 


Score 


5937 




Exons 


716. .2609, 2645. .4550 








GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 






sativa] ' 








Seq. No. 


46331 


Seq. ID 


OJ000316_03.0410.C3 




Gene No. 


98273 


Strand 


+ 




Start 


1 


End 


4550 




Name 


OJ000316 03.0410.C3.ol.gs 


Method 


GENSCAN 




Start 


893 ~~ 


End 


3706 




GI 


none 


Score 


.45 




Exons 


893. .1516, 1819. .2200, 2440.. 


2589, 2790.. 3706 




Seq. No. 


46331 


Seq. ID 


OJ000316_03.0410.C3 




Gene No. 


98274 


Strand 


-f 




Start 


5155 


End 


10016 




Name 


OJ000316 03' 0410 C3 o2 as 


Method 


GENSCAN 




Start 


5155 _ 


End 


10016 




GI 


none 


Score 


.49 




Exons 


5155.. 5364, 6357. .6600, 6682. 


.7505, 7593. .7778, 7874. .8015, 






8226. .8861, 8882. .8922, 9027. 


.9199, 9294. .9404, 9488. .9560, 






9652. .9750, 9834. .10016 






Cjl 


Seq. No. 


46331 t , 


Seq. ID 


OJ000316_03.0410.C3 




Gene No. 


98274 


Strand 


+ 




Start 


5155 


End 


10016 




Name 


OJ000316 03.0410.C3.o2.np 


Method 


AAT/NAP 




Start 


6342 


End 


10003 




GI 


4680204 


Score 


865 




Exons 


6342. .7778, 7874. .8922, 9018. 


.9199, 9294. .9424, 9775. .10003 


= : . 

f ,B l 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


*~ , 


Seq. No. 


46331 


Seq. ID 


OJ000316_03.0410.C3 




Gene No . 


• 98275 


Strand 




■ == 


Start 


3478 


End 


3922 




Name 


OJ000316 03.0410.C3.o2.gp 


Method 


AAT/GAP 




Start 


3478 


End 


3922 




GI 


LIB34 31-028-P1-N1-A10 


Score 


766 




Exons 


3478.. 3824, 3852.. 3922 








GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-like 






protein [Sorghum bicolor] 1 








Seq. No. 


46331 


. Seq. ID 


OJ000316_03.0410.C3 




Gene No. 


98276 


Strand 






Start 


10878 • 


End 


11276 




Name 


OJ000316 03.0410.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start . 


1010 


End 


1406 




GI 


none 


Score 


99 




Exons 


1010. .1162, 1145. .1396, 1153. 


.1395, 1156.. 1398, 1164.. 1406 




Seq. No. 


46331 


Seq. ID 


OJ000316_03.0410.C3 




Gene No. 


98276 


Strand 






Start 


10878 


End 


11276 




Name 


OJ000316 03.0410.C3.ol. ts 


Method 


TBLASTX: Soybean 




Start 


1327 


End 


1756 



47852 




GI 


none 








Score 


103 


Exons 


1327 . . 1410, 


.1328 


. . 1402, 


1403. 


.1465, 1460V; 1756, 1510.. 1743 


Seq. No. 


46331 








Seq. ID 


OJ000316_03.0410.C3 


Gene No. 


98276 








Strand 


- 


Start 


10878 








End 


11276 


Name 


OJ000316 03. 


0410 


.C3.ol . 


tc 


Method 


TBLASTX: Cress 


S.tart 


1489 ~ 








End 


1804 


GI 


none 








Score 


270 


Exons 


1489. . 1641, 


1496 


. 1804, 


1690. 


.1776 




Seq. No. 


46331 








Seq. ID 


OJ000316_03. 0410.C3 


Gene No. 


98276 








Strand 




Start 


10878 








End 


11276 


Name 


OJ000316 03. 


0410 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1625 








End 


2093 


GI 


none 








Score 


73 


Exons 


1625 . .1681, 


1633 


. 1677, 


1678 . 


.1779, 1679. .1783, 1797. .1883, 




1798 . . 1884, 


1864 . 


. 2088, 


1885. 


.2088, 1887.. 2093 


Seq. No. 


46331 








Seq. ID 


OJ000316_03.0410.C3 


Gene No. 


98276 








Strand 




Start 


10878 








End 


11276 


Name 


OJ000316 03. 


0410. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


. 1670 








End 


2127 


GI 


none 








Score 


108 


Exons 


1670. .1798, 


1682. 


.1804, 


1797. 


.1922, 1798. .1923, 1933. .2127 



Seq. No. 46331 Seq. ID 

Gene No. 98276 Strand 

Start 10878 End 

Name OJ000316_03 . 0410 . C3 . o2 . ts Method 

Start 1957 End 

GI none Score 

Exons 1957.. 2199 



OJ000316_03.0410.C3 
11276 

TBLASTX : Soybean 

2199 

203 



Seq. No. 46331 

Gene No. 98276 

Start 10878 

Name OJ000316_03 . 04 10 . C3 . o4 . tw 

Start 2232 

GI none 

Exons 2232.. 2276, 2233.. 2277, 2280'. 
2556. .2606 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000316_03.0410.C3 
11276 

TBLASTX: Wheat 

2606 

67 



.2522, 2303.. 2482, 2550.. '2606, 



Seq. No. 46331 
Gene No. 9827 6 

Start 10878. 

Name OJ00031 6_03 . 04 10 . C3 . ol . tw 

Start 2677 
GI none 

Exons 2677.. 3204, 2678.. 3187, 

3378. .3419, 3380. .3424, 
3469. .3609, 3470. .3610, 



Seq. ID OJ000316_03.0410.C3 
Strand 

End 11276 
Method TBLASTX: Wheat 
End 3784 
Score 585 
3186. .3341, 3190. .3342, 3191. .3385, 
3383. .3424, 3427. .3522, 3431. .3490, 
3623.. 3703, 3692.. 3784 



Seq. No. 46331 Seq. ID OJ00031 6_03 . 04 10 . C3 

Gene No. 98276 Strand 

47853 



2 fli 



Start 


10878 








End 


11276 






Name 


OJ000316 03. 


, 0410 


. C3.o2. 


tm 


.Method 


TBLASTX : 


Maize 




Start 


.-2720 ~ 








End 


3034 






GI 


none 








Score 


313 






Exons 


2720. .3034, 


2731 


. .3006, 


2804 


. . 3034 








Seq. No. 


46331 








Seq. ID 


OJ000316 


_03.0410 


.C3 


Gene No. 


98276 








Strand 








Start 


10878 








End 


11276 






Name 


OJ000316 03. 


0410 


. C3 . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


2965 








End 


3201 






GI 


none 








Score 


111 






Exons 


2965 . . 3120, 


2965 


. .3201, 


2969. 


. . 3187 








Seq. No. 


46331 








Seq. ID 


OJ000316 


_03.0410 


.C3 


Gene No. 


98276 








Strand 








Start 


10878 








End 


11276 






Name 


OJ000316 03. 


0410, 


.C3.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6985 








End 


7388 






GI 


none 








Score 


201 






Exons 


6985. .7101, 


6987 


. . 7223, 


6987 , 


..7181, 7088. .7228, 


7218. .7388, 




7283. . 7387, 


7293, 


. . 7388 












Seq. No. 


•46331 








Seq. ID 


OJ000316 


_03.0410, 


.C3 


Gene No. 


98276 








Strand 








Start 


10878' 








End 


11276 






Name 


OJ000316 03. 


0410 , 


. C3 . 06 . 


tw 


Method - 


TBLASTX : 


Wheat 




Start 


7389 ~~ 








End 


8086 






GI 


none 








Score 


64 






Exons 


7389. .7478, 


7710. 


. .7784, 


7710, 


..7781, 7£ 


168. .8086, 


7870. .7965 


Seq. No. 


46331 








Seq. ID 


OJ000316 


_03.0410, 


■ C3 


Gene No. 


98276 








Strand 








Start 


10878 








End 


11276 






Name 


OJ000316 03. 


0410. 


,C3.o3. 


gs 


Method 


GENSCAN 






Start 


10878 ~ 








End 


11276 






GI 


none 








Score 


.76 






Exons 


10878. .10988 


, 11217. .11276 










Seq. No. 


46332 








Seq. ID 


OJ000316 


_03.0410. 


.C4 


Gene No. 


98277 








Strand 


+ 






Start 


1063 








End 


1483 






Name 


OJ000316 03. 


0410. 


,C4.ol. 


gs 


Method 


GENSCAN 






Start 


1063 ~ 








End 


1483 






GI 


none 








Score 


.83 






Exons 


1063. . 1225, 


1340. 


.1483 












Seq. No. 


46333 








Seq. ID 


OJ000316 


_03.0410. 


,C5 


Gene No. 


98278 








Strand 


+ 






Start 


806 








End 


2399 






Name 


OJ000316 03. 


0410. 


C5.ol. 


gs 


Method 


GENSCAN 






Start 


806 








End 


2399 






GI 


none 








Score 


.96 






Exons 


806. .1034, 1547. . 


1647, 


1744 . . 


1961, 2042.. 2399 






Seq. No. 


46333 








Seq. ID 


OJ000316 


_03.0410. 


C5 


Gene No. 


98278 








Strand 


+ 







47854 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



806 . End 2399 

OJ000316_03.0410.C5.ol.np Method AAT/NAP 

821 End 2396 

1362078 Score 877 

821. .1034, 1547. .1647, 1744. .1961, 2042. .2396 

endo-1, 4-beta-D-glucanase, xyloglucan-specif ic (clone NXG1) - 

common nasturtium gi | 311835 I emb | CAA4 8324 | (X68254) cellulase 

[Tropaeolum ma jus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46333 Seq. ID 

98279 Strand 

6440 End 

OJ000316_03 . 04 10 . C5 . ol . tm Method 

8 95 End 

none Score 



OJ000316_03. 0410.C5 
+ 

12238 

TBLASTX: Maize 

2398 

91 



895. .987, 908. .988, 980. .1045, 994. .1044, 1543. .1653, 
1732.. 1959, 1746.. 1961, 2039.. 2290, 2043.. 2291, 2288. 
2289. .2396 



2398, 



Seq. No. 46333 

Gene No. 98279 

Start 6440 

Name OJ000316_03 . 0410 . C5 . o2 . tc 

Start 895 

GI none 
Exons 



Seq. ID OJ000316_03.0410.C5 
Strand + 



End 

Method 

End 

Score 



12238 

TBLASTX: Cress 

2399 

69 



895. .981, 908. .1009, 995. .1045, 1543. .1653, 1732. .1959, 
1746. .1949, 2042. .2278, 2043. .2351, 2235. .2399, 2261. .2395 



Seq. No. 46333 

Gene No. 98279 • 

Start 6440 

Name OJ000316_03 . 0410 . C5 . o2 . ts 

Start 908 

GI none 
Exons 



Seq. ID OJ000316_03.0410.C5 

Strand + 

End 12238 

Method TBLASTX : Soybean 

End 2398 

Score 7 9 



908. .988, 980. .1045, 1543. .1653, 1732. .1959, 1746. .1961, 
2039. .2290, 2043. .2291, 2288. .2398, 2289. .2396 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46333 
98279 
6440 

OJ000316_03.0410.C5.o2.np 
6421 
1362047 
6421. .7027, 7114. .7680 

cysteine proteinase (EC 3.4.22.-) precursor - soybean 
gi|479060|emb|CAA83673| (Z32795) cysteine proteinase [Glycine 
max] gij 1096153 | prf | I2111244A Cys protease [Glycine max] 



Seq. ID OJ000316_03.0410.C5 

Strand + 

End 12238 

Method AAT/NAP 

End 7680 

Score 1001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46333 
98279 
6440 

OJ000316_03.0410.C5.o2.gs 

6440 

none 



Seq. ID OJ000316_03.0410.C5 



Strand 
End 

Method 

End 

Score 



+ 

12238 
GENSCAN 
11893 
.67 



6440. .7027, 7114. .7652, 8636. .8714, 8756. .8945, 9831. .10012, 
10312. .10425, 11834. .11893 



47855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46333 
98279 
6440 

OJ000316_03.0410.C5.ol. ts 

6563 ' 
none 



Seq. ID OJ000316_03.0410.C5 

Strand + 

End 12238 

Method ■ TBLASTX : Soybean 

End 7620 

Score 56 



6563. .6634, 6644. .6754, 6695. .6772, 6709. .6768, 6826. .7020, 
.6839. .7021, 7111. .7296, 7113. .7295, 7339. .7620, 7341. .7439, 
7521.. 7559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46333 " Seq. ID' 

98279 Strand 

64 4 0 End 

OJ000316_03 . 0'410 . C5 . o2 . tm Method 

6644 End 

none Score 



OJ000316_03.0410.C5 
+ 

12238 

TBLASTX: Maize 

7620 

79 



6644. .6772, 6695. .6772, 6796. .7023, 6815. .7021, 7111. .7305, 
7113. .7301, 7336. .7446, 7341. .7430, 7453. .7602, 7521. .7550, 
7594. .7620 



Seq. No. 46333 
Gene No. 98279 
Start 6440 

Name. . OJ000316_03 . 04 10 .C5 . ol . tc 
Start 6695 
GI none 

Exons 6695.-6772, 6712.. 6750, 6850, 

7113.. 7244, 7243.. 7305, 7339. 
7521. .7550 



Seq. ID OJ000316_03.0410.C5 

Strand + 

End 12238 

Method TBLASTX : Cress 

End 7 620 

Score 90 

.7020, 6851. .7021, 7111. .7245, 
.7446, 7365. .7439, 7453. .7620, 



Seq. No. 46333 

Gene No. 98279 

Start 6440 

Name OJ0003 1 6_03 . 04 10 . C5 . ol . tw 

Start 6935 

GI none 

Exons 6935..6~985, 6992.. 7021, 7111. 
7339. .7431 



Seq. ID OJ000316_03.0410.C5 

Strand + 

End 12238 

Method TBLASTX : Wheat 

End 7431 

Score 61 

.7305, 7113. .7304, 7335. .7430, 



Seq. No. 46333 Seq. ID 

Gene No. 98279 Strand 

Start 6440. End 

Name OJ000316_03 . 04 10 . C5 . o2 . tw Method 

Start 7462 End 

GI none Score 

Exons 7462.. 7602, 7594.. 7620 



OJ000316_03.0410.C5 
+ 

12238 

TBLASTX: Wheat 

7620 

194 



Seq. No. 46333 * Seq. ID 

Gene No. 98279 Strand 

Start 6440 End 

Name OJ00031 6_03 . 04 10 . C5 . ol . gp Method 

Start 7581 End 

GI none Score 

Exons 7581.. 7953 



OJ000316_03.0410.C5 
+ 

12238 
AAT/GAP 
7953 
635 



Seq. No. 
Gene No. 



46333 
98279 



Seq. ID OJ000316J33.0410.C5 
Strand + 



47856 



Start 


6440 


End 


12238 






Name 


OJ000316 03 0410 C5 o2 an 


Method 


AAT /GAP 






Start 


9834 ~ 


End 


10404 






GI 


none 


Score 


489 








9834.. 10012. 10312 10404 










Seer No 


46333 


Seq. ID 


OJ000316 


03 0410 


.C5 


(^<anp Tsjo 


98279 


Strand 


+ 






Start 


6440 


End 


12238 






Name 


OJ000316 03.0410.C5.o3.np 


Method 


AAT /NAP 






Start 


10363 


End 


12238 






GI 


2194143 


Score 


191 






R v d n s 


10363. .10439, 10636 10709, 


11071. .11141, 11220 


. .11343, 






12090. .12238 












(AC002062) F20P5.13 gene product [Arabidopsis thaliana] 




Sea No 


46333 


Seq. ID 


OJ000316 


_03.0410 


.C5 


(ZpriP No 


98279 


Strand 


+ 






Start 


6440 . 


End 


12238 






Name 


OJ000316 0^ 0410 PS o3 an 


Method * 


AAT /GAP 






Start 


11098 


End 


12231 






GI 


uC-osflM202094allbl 


Score 


390 






i_i *\ no 


11098. .11139, 11218. .11318, 


12140. . 12231 






C^T DeiQrr"i n 

\J X O \s jL J~ • 


'2194143 2.0e-13 (AC002062) 


No definition line 


found 






[Arabidopsis thaliana] 1 










Seq. No. 


46334 


Seq. ID 


OJ000316 


_03.0410, 


.C6 


Gene No. 


98280 


Strand 


+ 






Start 


1191 


End 


1826 






Name 


OJ000316 03.0410.C6.ol.gp 


Method 


AAT /GAP 






Start 


1191 


End 


1826 






GI 


none 


Score 


889 






Exons 


1191. .1293, 1472. .1826 










Seq. No. 


46334 


Seq. ID 


OJ000316_ 


_03.0410. 


.06 


Gene No. 


98281 


Strand 


+ 






Start 


2193 


End 


2577 






Name 


OJ000316 03.0410.C6.o2.gp 


Method 


AAT /GAP 






Start 


2193 


End 


2577 






GI 


none 


Score 


754 ' 






Exons 


2193. .2577 










Seq. No. 


46334 


Seq. ID 


OJ000316_ 


_03.0410. 


,C6 


Gene No. 


98282 


Strand 


+ ■ 






Start 


9967 


End . 


13965 . 






Name 


OJ000316 03.0410.C6.o2.gs 


Method 


GENSCAN 






Start 


9967 


End 


13965 






GI 


none 


Score 


.47 






Rxon 


9967.. 10671, 11083. . 11141, 


11277. .11381 


., 13935. 


.13965 




Seq. No. 


46334 


Seq. ID . 


OJ000316_ 


_03.0410. 


,C6 


Gene No. 


98282 


Strand 


+ 






Start 


9967 


End 


13965 






Name 


OJ000316 03;0410.C6.o2.np ■ 


Method 


AAT /NAP 






Start 


9967 


End 


11759 






GI 


6522561 


Score 


1266 






Exons 


9967. .10671, 11083. . 11141, 


11253. .11375 


>, 11615. 


.11759 





47857 



GI Descrip. (AL132967) calmodulin-binding heat-shock-like protein 
[Arabidopsis thaliana] 



Seq. No. 46334 

Gene No. 98283 

Start 2415 

Name OJ000316_03 . 04 10 . C6 . o3 . tm 

Start * 1117 

GI none 

Exons 1117.. 1167, 1174.. 1302, 1176. 

1404. .1484, 1526. .1567, 1544. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000316 03. 0410. C6 



7420 

TBLASTX: Maize 
15*? 4, 
38 

1310, 1385. .1483, 1390. .1482, 
1567, 1545.. 1574 



Seq. No. 46334 Seq. ID 

Gene No. 98283 Strand 

Start 2415 End 

Name OJ000316_03 . 04 10 . C6 . ol . gs Method 

Start 2415 End 

GI none Score 
Exons 



OJ000316_03.0410.C6 

7420 
GENSCAN 
7420 
.93 



2415. .2585, 2880. .3215, 3309. .3581, 3817.;3995, 4088. .4204, 
4284. .4574, 7372. .7420 



Seq. No. 46334 

Gene No. 98283 

Start 2415 

Name OJ000316J33 . 04 10 . C6 . ol . np 

Start 24 66 

GI " 7486457 

Exons 2466.. 2585, 2880.. 3215, 3309., 
GI Descrip. hypothetical protein F4I18.13 



Seq. ID OJ000316J33. 0410. C6 
Strand 

End 7420 
Method AAT/NAP 
End 4209 
Score 870 

3581, 3674. .3778, 3874. .4209 
- Arabidopsis thaliana 



gi I 338 6605 | gb | AAC28535 . 1 1 
[Arabidopsis thaliana] 



(AC004665) hypothetical protein 



Seq. No. 46334 

Gene No. 98283 

Start 2415 

Name OJ000316_03 . 0410 . C6 . o2 . ts 

Start - 2490 

GI none 

Exons 2490.. 2588, 2491,. 2586, 2878. 

2880.. 2993, 2884.. 3015, 2985, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2964, 2879. .2965, 
.3197, 2991. .3116 



OJ000316_03.0410.C6 

7420-* 

TBLASTX': Soybean 
3197 
85 

2880. .2993, 



Seq. No. 46334 

Gene No. 98283 

Start 2415 

Name OJ00031 6_03 . 04 10 . C6 . o5 . tm 

Start 2490' 

GI none 

Exons 2490.. 2588, 2503.. 2586, 2878, 
3168. .3245, 3291. .3491, 3292. 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.3021, 2880.. 3017, 
.3450, 3350.. 3490 



OJ000316_03.0410.C6 
7420 • 

TBLASTX: Maize 
3491 
74 

3054. .3164, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46334 
98283 
2415 

OJ000316_03.0410.C6.ol.tc 

2863 
none 



Seq. ID OJ000316_03.0410.C6 
Strand 
End 

Method 
End 
Score 



7420 

TBLASTX: Cress 

3219 - 

83 



2863. .2994, 2874. .3023, 2980. .3219, 3006. .3218 



47858 




Seq. No. 


46334 








Seq. ID 


OJ000316_03.0410 


.C6 


Gene No. 


98283 








Strand 






Start 


2415 








End 


7420 ' 




Name 


OJ000316 03 


.0410. 


,C6.o3. 


gp 


Method 


AAT/GAP 




Start 


3273 








End 


3883 




GI 


..uC-osflcyp!72c09bl 




Score 


652 




Exons 


3273. .3581, 


3674 . 


, .3748, 


3841 


. .3883 






GI Descrip. 


'3386605 5. 


Oe-30 


(AC004665) 


hypothetical protein [Arabidop: 




thaliana] 1 














Seq. No. 


46334 








Seq. ID 


OJ000316_03.0410 


.C6 


Gene No. 


98283 








Strand 






Start 


2415 








End 


7420 




Name" 


OJ000316 03 


.0410. 


C6.o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


3291 








End 


3587 




GI 


none 








Score 


97 




Exons 


3291 . .3497, 


_3313. 


. 3450, 


3534 


. . 3587 






Seq. No. 


46334 








Seq. ID 


OJ000316_03.0410 


.C6 


Gene No . 


98283 








Strand 






Start 


2415 








End 


7420 




Name 


OJ000316 03 


.0410. 


C6.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


3306 








End 


3751 




GI 


hone. 








Score 


77 




Exons 


3306. . 3587/ 


3674 . 


. 3751 










Seq. No. 


46334 








Seq. ID 


OJ000316_03.0410 


.C6 


Gene No. 


98283 








Strand 






Start 


2415 








End 


7420 




Name 


OJ000316 03 


. 0410. 


C6.'o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3838 








End 


4209 




GI 


none 








Score 


38 




Exons 


3838 . .3900, 


3848 . 


. 3901, 


3904' 


..3996, 3908. .3997, 4092. . 4208, 




4093. .4209 














Seq. No. 


46334 








Seq. ID 


OJ000316_03..0410 


,C6 


Gene No . 


98283 








Strand 






Start 


2415 








End 


7420 




Name 


OJ000316 03 


. 0410 . 


C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3868 








End 


4206 




GI 


none 








Score 


104 




Exons 


3868 . . 3999, 


4073. 


.4201, 


4083 


..4205, 4093.. 4206 




Seq. No. 


46334 








Seq. ID 


OJ000316_03.0410 


.C6 


Gene No. 


98284 








Strand 






Start 


9940 








End 


10365 




Name 


OJ000316 03, 


.0410. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9940 








End 


10175 




GI 


none 








Score 


339 




Exons 


9940. .10173, 


, 9957 


..10175, 9958. .10173 






Seq. No. 


46334 








Seq. ID 


OJ000.316__03.0410. 


.C6 


Gene No. 


98284- 








Strand 






Start 


9940 








End 


10365 




Name 


OJ000316 03, 


.0410. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


9991 








End 


10365 





47859 




GI 


none 






Score 


478 




Exons 


9991. . 


10365, 9996.. 


10361 








Seq. No. 


46334 






Seq. ID* 


OJ000316JD3.0410 


. C6 


Gene No . 


98285 






Strand 






Start 


10356 






End 


11788 




Name 


OJ000316 03. 0410. C6 


. ol ..tm 


Method 


TBLASTX: Maize 




Start 


10356 






End 


11292 1 




GI 


none 






Score 


512 




Exons 


10356. 


.10667, 10357 


. . 10686, 


10363. .10671, 11059. .11136, 






11079. 


.11144, 11081 


. . 11155, 


11081. .1114 6, 1124 5. .11292, 






11253. 


.11291 










Seq. No. 


46334 






Seq. ID 


OJ000316_03.0410 


,C6 


Gene No. 


98285 






Strand 






Start 


10356 






End 


11788 




Name 


OJ000316 03. 0410. C6 


. 06 . t s 


Method 


TBLASTX: Soybean 




Start 


10372 






End 


10589 




GI 


none 






Score 


97 




Exons 


10372. 


.10467, 10372 


. . 10440, 


10456. .10587, 10485. .10589 




Seq. No. 


46334 






Seq. ID 


OJ000316_03.0410 


.C6 


Gene No. 


98285 






Strand 






Start 


10356 






End ' 


11788 




Name 


OJ000316 03. 0410. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10453 






End 


10686 




GI 


none 






Score 


233 




Exons 


10453. 


.10686, 10467 


. . 10658, 


10480. .1061 


36 




Seq. No. 


46334 






Seq. ID 


OJ000316_03.0410 


.C6 


Gene No . 


98285 






Strand 






Start 


10356 






End 


11788 




Name 


OJ000316 03. 0410. C6 


-o2. tw 


Method 


TBLASTX: Wheat 




Start 


11059 






End 


11759 




GI 


none 






Score 


79 




Exons 


11059. 


.11136, 11076 


. . 11117, 


11242. .11373, 11245. .11373, 






11253. 


.11417, 11615 


. . 11686, 


11616. . 116* 


37, 11690. .11758, 






11694 . 


.11759 










Seq. No. 


46334 






Seq. ID 


OJ000316_03.0410 


. C6 


Gene No. 


98285 






Strand 






Start 


10356 






End 


11788 




Name 


OJ000316 03. 0410. C6, 


. o3 . t s 


Method 


TBLASTX: Soybean 




Start 


11086 






End 


11764 




GI 


none 






Score 


70 




Exons 


11086. 


.11136, 11237, 


. . 11374, 


11245. .11382, 11253. .11381, 






11615. 


.11686, 11619. 


. . 11687, 


11687. ,11764 




Seq. No. 


46334 






Seq. ID 


OJ000316_03.0410 


. C6 


Gene No. 


98285 






Strand 






Start 


10356 






End 


11788 




Name 


OJ000316 03. 0410. C6, 


. o 6 . tm 


Method 


TBLASTX: Maize 




Start 


11293 






End 


11788 




GI 


none 






Score 


135 




Exons 


11293. 


.11382, 11293. 


. .11367, 


11295. . 11387, 11295. .11384, 






11589. 


.11687, 11612. 


. .11686, 


11687 .. 11764, 11693. .11788 





47860 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46335 
98286 
526 

OJ000316_03. 0410.C7.ol.np 
526 

6522561 
526.. 730, 1873. .1924 

(AL132967) calmodulin-binding heat-shock-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ000316_03.0410.C7 

Strand + 

End 1924 

Method AAT/NAP 

End 1924 

Score 66 



46335 
98287 
2094 

OJ000316_03.0410.C7.o2.gs 

2094 

none 

2094. .2310, 2362. .2375 



Seq. ID OJ000316__03.0410.C7 
Strand 

End 2375 

Method GENSCAN 

End 2375 

Score .42 



46336 
98288 
451 

OJ000316_03.0410.C8.ol.np 
451 

7489509 
451. .1905 

NBS-LRR type resistance protein - rice (fragment) 
gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. ID OJ000316_03.0410.C8 

Strand + 

End 1905 

Method AAT/NAP 

End 1905 

.Score 557 



46336 
98288 
451 

OJ000316_03.0410.C8.ol.tm 

460 

none 



Seq. ID OJ000316_03.0410.C8 

Strand + 

End 1905 

Method TBLASTX : Mai ze 

End 1287 

Score 106 



460. .684, 754. .816, 898. .1038, 1078. .1287 



Seq. No. 46336 

Gene No. 98288 

Start 451 

Name OJ00031 6__03 . 04 10 . C8 . ol . tc 

Start 514 

GI none 
Exons 



Seq. ID OJ000316_03.0410.C8 

Strand + 

End 1905 

Method TBLASTX : Cress 

End 1818 

Score 77 



514. .690, 754. .1002, 1114 .. 1209, 1312. .1371, 1492. .1749, 
1732. .1818 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46336 
98288 • 
451 

OJ000316_03.0410.C8.ol .ts 

745 

none 



Seq. ID OJ000316_03. 0.4.10. C8 

Strand + 

End 1905 

Method TBLASTX : Soybean 

End 1851 

Score 64 



745. .831, 895. .1023, 1069. .1257, 1234. .1296, 1294. .1353, 
1741. . 1851 



Seq. No. 
Gene No. 



46336 
98288 



Seq. ID OJ000316_03.0410.C8 
Strand + 



47861 



Start 


451 




End 


1905 


Name 


OJ000316 03.0410.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1525 




End 


1866 


GI 


none 




Score 


192 


Exons 


1525. . 1866 








Seq. No. 


46336 




Seq. ID 


OJ000316_03.0410.C8 


Gene No. 


98289 




Strand 




Start 


2989 




End 


3247 


Name 


OJ000316 03.0410.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2989 




End 


3247 


GI 


none 




Score 


95 


Exons 


2989. .3165, 2994 . .3176, 


2994 . 


.3239, 2996. .3247, .2999. .3247 


Seq. No. 


~46337 




Seq. ID 


OJ000316_03.0410.C9 


Gene No. 


98290 




Strand 


— 


Start 


36 




End 


2501 


Name 


OJ000316 03.0410.C9.ol. 


as 


Method 


GENS CAN 


Start 


36. 




End 


2501 


GI 


none 




Score 


.72 


Exons 


36. . 1108, 2346. .2501 








Seq. No. 


46337 




Seq. ID 


OJ000316_03.0410.C9 


Gene No. 


98290 




Strand 




Start 


^3<r~'- 




End 


2501 


Name 


OJ000316 03. 0410.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


74 ~ 




End 


679 


GI 


none 




Score 


46 


Exons 


74 . .280, 117. .230, 272. 


.415, 


342. .395, 


467. .679, 486. .548 


Seq. No. 


46337 




Seq. ID 


OJ000316_03.0410.C9 


Gene No. 


98290 




Strand 




Start 


36 




End 


2501 


Name 


OJ000316_03.0410.C9.ol. 


np 


Method 


AAT/NAP 


Start 


101 




End 


1017 


GI 


7489516 




Score 


378 


Exons 


101. . 1017 








GI Descrip. 


NBS— LRR type resistance 


protein - rice 


( fragment ) 




gi | 27 92222 | gb I AAB96986. 


11 (AF032689) NBS-LRR type resistant 




protein [Oryza sativa] 








Seq. No. 


46337 




Seq. ID 


OJ000316_03.0410.C9 


Gene No. 


98290 




Strand 




Start 


36 




End' 


2501 


Name 


OJ000316 03.0410.C9.ol. 


ts . 


Method 


TBLASTX: Soybean 


Start 


101 ~ 




End 


643 


GI 


none 




Score 


68 


Exons 


101. .250, 284. .418, 413 


. .547, 


584 . . 643 




Sea. No. 


46338 




Seq. ID 


OJ000316_03.0410.Ci: 


Gene No. 


98291 




Strand 




Start 


58 




End 


117 


Name 


OJ000316 03.0410.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


58 




End 


117 


GI 


none 




Score 


1 


Exons 


58. .117 









47862 



Seq. No. 46339 Seq.. ID OJ00031:6_03 . 

Gene -No. 98292 Strand + 

Start 1084 End 1874 

Name OJ000316_03 . 04 10 . C12 . ol . gs Method GEN SCAN 

Start 1084 End .1874 

GI none Score .49 

Exons 1084.. 1231, 1506.. 1603, 1671.. 1874 



0410. C12 



Seq. No; 46339 Seq. ID 

Gene No. 98293 Strand 

Start 2137 End 

Name OJ000316_03 . 04 10 . C12 . o2 . gs Method 

Start 2137 End 

GI none Score 

Exons 2137.. 2157, 2432.. 2776 



OJ000316_03.0410.C12 

2776 
GEN SCAN 
2776 
.79 



Seq. No. 


46340 




Seq. ID 


OJ000316 03 


. 0410.C13 


Gene No . 


98294 




Strand 


+ 




Start 


1062 




End 


2307 




Name 


OJ000316 03.0410.C13.ol 


.np 


Method 


AAT /NAP 




Start 


1062 




End 


2307 




GI 


6721543 




Score 


132 




Exons 


1062. .1192, 2248. .2307 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46340 




Seq. ID 


OJ000316_03 


.0410. C13 


Gene No. 


98294 




Strand 


+ 




Start 


1062 




End 


2307 




Name 


OJ000316 03.0410.C13.ol 


• gp 


Method 


AAT /GAP 




Start 


1076 




End 


1515 




GI 


7406 1.R1084 




Score 


588 




Exons 


1076. .1406, 1441. .1515 










GI Descrip. 


' 1122315/emb|CAA63901 | 


7.0e- 


10 (X94191) 


heat shock 


protein 17 




[Pennisetum glaucum] ' 










Seq. No. 


46340 




Seq. ID 


OJ000316_03 


.0410. C13 


Gene No. 


98295 




Strand 


+ 




Start 


6346 




End 


7845 




Name 


OJ000316 03.0410.C13.o5 


• gp 


Method 


AAT /GAP 




Start 


6346 




End 


7845 




GI 


none 




Score 


640 




Exons 


6346. .6594, 7744. .7845 











Seq. No. 46340 Seq. ID OJ000316_03 . 04 10 . C13 

Gene. No.. 98296 Strand 

Start 1458 End 4497 

Name OJ000316J33 . 04 10 . C13 . o2 . gp Method AAT /GAP 

Start 1458 ' End 1911 

GI LIB3431-045-P1-N1-A10 Score 844 

Exons 1458.. 1911 

GI Descrip.. * 5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 1 



Seq. No. 46340 

Gene No. 98296 

Start 1458 

Name OJ000316_03 . 04 10 . CI 3 . o2 . np 



Seq.' ID OJ000316_03. 0410.C13 
Strand 

End 4 4 97 

Method AAT /NAP 



47863 



Start 


1712 


End 


4497 


GI 


7228442 


Score 


3728 : 


Exons 


1712. .4497 






GI Descrip. 


(AP001366) EST C28952 (C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to. maize transposon MuDR mudrA protein 




isolog. (AC003981) [Oryza sativa] 




Seq. No. 


46340 


Seq. ID 


OJ000316_03.0410.C13 


Gene No. 


98296 


Strand 




Start 


1458 


End 


4497 


Name 


OJ000316 03.0410.C13.o3.gp 


Method 


AAT/GAP 


Start 


3010 


End 


3440 


GI 


5701669 


Score 


840 


Exons 


3010.. 3440 






GI Descrip. 


5441880/dbj IBAA82378.il 5.0e- 


75 (AP000367) EST C28952 (C62 94 5 ) 




corresponds to a region of the predicted gene.; Similar to maize 




transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


Seq. No. 


46340 


Seq. ID 


OJ000316_03.0410.C13 


Gene No. 


98297 


Strand 




Start 


4949 


End 


5101 


Name 


OJ000316 03.0410.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2810 


End 


3190 


GI 


none 


Score 


78 


Exons 


2810. .2986, 2840. .2986, 2871. 


.2990, 2984. .3181, 2996. .3190 


Seq. No. 


46340 


Seq. ID 


OJ000316_03.0410.C13 


Gene No. 


98297 


Strand 




Start 


4949 


End 


5101 


Name 


OJ000316 03.0410.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


2888 


End 


3483 


GI 


none 


Score 


151 


Exons 


2888.. 2959, 3023.. 3322, 3084. 


.3305, 3433.. 3483 


Seq. No. 


46340 


Seq. ID 


OJ000316_03.0410.C13 


Gene No. 


98297 


Strand 




Start 


4949 


End 


5101 


Name 


OJ000316 '03.0410.Cl3.o4.gp 


Method 


AAT/GAP 


Start 


4949 


End 


5101 


GI 


7406 1.R1084 


Score 


225 


Exons 


4949. .5101 






GI Descrip. 


' 1122315/emb|CAA63901 1. 7.0e-10 {X94191 


) heat shock protein 17.0 




[Pennisetum glaucum] 1 






Seq. No. 


46341 


Seq. ID 


OJ000306_06.0403.C1 


Gene No. 


98298 


Strand 


+ 


Start 


340 


End 


1770 


Name 


OJ000306 06.0403.Cl.ol.gs 


Method 


GENSCAN 


Start 


340 


End 


1770 


GI 


none 


Score 


.68 


Exons 


340. .1770 






Seq. No. 


46342 


Seq. . ID 


OJ000306_06.0403.C2 


Gene No. 


98299 


Strand 


+ 


Start 


1 


End 


2112 


Name 


OJ000306 06.0403.C2.ol.np 


Method ' 


AAT/NAP 


Start 


1 


End 


1970 



4 7864 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4505197 Score 221 

1..164, 1244. .1308, 1402. .1584, 1682. .1726, 1839. .1970 
myeloid/lymphoid or mixed-lineage leukemia 2 gi 12358285 
(AF010403) ALR [Homo sapiens] 



46342 
98299 
1 

OJ000306_06.0403.C2.ol.gs 

209 

none 



Seq. ID OJ000306_06.0403.C2 



Strand 
End 

Method 

End 

Score 



+ 

2112 
GENSCAN 
1973 
.74 



209. .256, 677. .826, 912. .1055, 1195. .1308, 1402. .1584, 
1839. .1973 



Seq. No. 46342 

Gene No. 98299 

Start 1 

Name OJ000306_06 . 04 03 .C2 . ol . tm 

Start 447 

GI none 
Exons 



Seq. ID OJ000306_06.0403.C2 
Strand + 

2112 

TBLASTX: Maize 
1981 
120 



.End 
: Method 
End 
Score 

447. .527, 448. .528,' 449. .526, 671. .826, 676. .828, 676.-825, 
902. .985, 911. .943, 915. .983, 987. .1058, 1004. .1081, 1194. .1310, 
1197. .1307, 1198. .1314, 1404. .1583, 1405. .1584, 1653. .1727, 
1679. .1738, 1681. .1737, 1835. .1981, 1838. .1972, 1851. .1973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.^ ; - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000306_06.0403.C2 



46342 
98299 
1 

OJ000306_06.0403.C2.ol.gp 
1662 

69773_1.R1084 
1662. .1726, 1839. .2112 

'3309543 1.0e-12 (AF036382) MLL [Fugu rubripes] 1 



Strand 
End 

Method 

End 

Score 



+ 

2112 
AAT/GAP 
2112 
618 



46343 
98300 
898 

OJ000306_06.04 03.C3.ol.np 

898 

119714 

898. .1129, 3276. .3638, 48S 
10325. .10549 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common . tobacco gi | 1 98 67 | emb | CAA32090 | (X13885) . extensin. (AA 
1-620) [Nicotiana tabacum] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5058, 7077 



OJ000306 
+ 

10549 
AAT/NAP 
10549 
298 

. .7175, 



06. 0403. C3 



7348. .7999, 



Seq. No. 46343 

Gene No. 98301 

Start 59 

Name OJ000306_06 . 0403 . C3 . ol . gs 

Start 59 

GI none 
Exons 



Seq. ID OJ000306_06.0403.C3 
Strand 

End 1953 

Method GENSCAN 

End 1953 

Score . 5 



59.. 137, 230.. 354, '444.. 1676, 1933.. 1953 



Seq. No. 
Gene No. 



46343 
98301 



Seq. ID 
Strand 



OJ000306 06. 0403. C3 



47865 




Start 


59 








End 


1953 ' 






Name 


OJ000306 06 


0403. 


C3.ol. 


crp 


Method 


AAT/GAP' 






Start 


1431 








End 


1698 






GI 


2442811 








Score 


497 






Exons 


1431 . . 1698 
















Seq. No. 


46343 








Seq. ID 


OJ000306 


_06.0403. 


C3 


Gene No. 


98302 








Strand 








Start 


6592 ' 








End 


7550 






Name 


OJ000306 06. 


0403. 


C3.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


51 ~ 








End 


522 






GI 


none 








Score 


104 






Exons 


51. .158, 65. 


. 136, 


229. . 


312, 


229. . 312, 


438 . . 479, 


484 . .522 


Seq. No. 


46343 








Seq. ID 


OJ000306 


JD6.0403. 


C3 


Gene No. 


98302 








. Strand 








Start 


6592 








End 


7550 






Name 


OJ000306 06. 


0403. 


C3.ol. 


ts ' 


Method 


TBLASTX: 


Soybean 




Start • • 


1110 








End 


1589 






GI 


none 








Score 


38 






Exons 


1110. . 1178, 


1284 . 


. 1319, 


1285 


. .1311, 1371. .1478, 


1396. .1473 




1410. . 1502, 


1545. 


. 1589 












Seq. No. 


46343 








Seq. ID 


OJ000306 


06 0403 


C3 


Gene No. 


98302 * 






. 


Strand 








Start 


6592 








End 


7550 






Name 


OJ000306 06. 


0403. 


C3.o3. 


as 


Method 


GENSCAN 






Start 


6592 ~ 








End 


7550 






GI 


none 








Score 


.79 






Exons 


6592. . 6659, 


7115. 


.7202, 


7410 


. .7550 








Seq. No. 


46344 








Seq. ID 


OJ000306 


_06. 0403. 


C4 


Gene No. 


98303 








Strand 


+ 






Start 


72 








End 


1161 






Name 


OJ000306 06. 


0403'.C4.ol, 


as 


Method 


GENSCAN 






Start 


72 








End 


1161 






GI 


none 








Score 


.7 






Exons 


72.. 689, 1034.. 1161 












Seq. No. 


46344 








Seq. ID 


OJ000306 


_06.0403. 


C4 


Gene No. 


98304 








Strand 


+ 






Start 


3389 








End 


3787 






Name 


OJ000306 06. 


0403. 


C4'.o2. 


as 


Method 


GENSCAN 






Start 


3389 








End 


3787 






GI 


none 








.. Score 


.51 . 






Exons 


3389. .3787 
















Seq. No. 


46345 








Seq. ID 


OJ000306_ 


JD6.0403. 


C5 


Gene No. 


98305 








Strand 


+ 






Start 


722 








End 


909 






Name 


OJ000306 06. 


0403. 


C5.ol. 


as 


Method 


GENSCAN 






Start 


722 








End 


909 






GI 


none 








Score 


. 97 






Exons" . 


722. . 909 
















Seq. No. 


46345 








Seq. ID 


OJ000306_ 


_06.0403. 


C5 


Gene No. 


98306 








Strand 


+ 







47866 



Start 
Name 
Start 
GI 

Exons 



# 



1815 End 2407 

OJ000306_06 . 0403 . C5 . ol . gp Method AAT/GAP 

1815 . ^ End 2407 

none Score 117 9 
1815. .2407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46345 Seq. ID 

98307 Strand 
2668 End 
OJ000306_06 . 04 03 . C5 . o2 . gp Method 
2668 End 
LIB3431-058-P1-K1-H5 Score 
2668. .3106 

•4959460/gb|AF126053.1|AF126053 9.0e-09 Zea mays RACB small GTP 
binding protein mRNA, complete cds 1 



OJ000306_06.0403.C5 
+ 

3106 
AAT/GAP 
3106 
•840 



End 

Method 

End 

Score 



46345 
98308 
3811 

OJ000306_06.0403.C5.o3.gp 
3790 
none 

3790. .3970, 4048. .4304 

46345 
98308 
3811 

OJ000306_06..0403.C5.ol.np 
3811 
6503284 

3811. .3970, 4048. .4394, 4504. .4584 
(AC011713) F23A5.7 [Arabidopsis thaliana] 



Seq. ID OJ000306_06.0403.C5 
Strand 

4671 
AAT/GAP 
4304 
824 



Seq. ID OJ000306_06.0403.C5 
Strand 

End 4 671 

Method AAT/NAP 

End 4584 

Score 258 



46345- Seq. ID 

98308 ■ Strand 
3811 End 
OJ000306_06.0403.C5.o2.gs - Method 
3811 End 
none Score 
3811. .3970, 4009. .4388, 4498. .4671 

46345 . Seq. ID 

98309 Strand 
6076 End 
OJ000306_06.0403.C5.o2.tm Method , 
3919 End 
none Score 
3919. .3969, 4074. .4238, 4095. .4172, 4132. .4356, 4266. .4316, 
4299. .4364, 4365. .4391, 4366. .4401 



OJ000306_06.0403.C5 

4671 
GENSCAN 
4671 
.76 



OJ000306_06.0403.C5 
7023 

TBLASTX: Maize 

4401 

95 



Seq. No. 46345 Seq. ID 

Gene No. 98309 Strand 

Start 6076 End 

Name OJ000306_06 . 0403 . C5 . o2 . np Method 

Start 6076 End 

GI 4115382 Score 

Exons 6076.. 7023 



OJ000306_06.0403.C5 

7023 
AAT/NAP 
7023 
1053 



47867 



GI Descrip. (AC005967) hypothetical protein [Arabidopsis thaMana] 



Seq. No. 


46345 






Seq. ID 


OJ000306 06 0403 CS 


Gene No 


98309 






rand 




Start 


6076 






End 


7023 


Name 


OJ000306 06, 


, 0403 , 


C5 o3 ts 


Mpt hod 


TBLASTX * Sovbean 


Start 


6115 ~~ 






End 


6402 


GI 


none 






Score 


203 


Exons 


6115. . 6402, 


6116. 


, . 6337 






Seq. No. 


46345 






Seq. ID 


OJ000306 06 . 04 03 . C5 


Gene No . 


98309 






St rand 




Start 


- 6076 






End 


7023 


Name 


OJ000306 06. 


,0403. 


,C5.o3.tc 


Method 


TBLASTX : Cress 


Start 


6160 ~ 






End 


6600 


GI 


none 






Score 


92 


Exons 


6160. . 6366, 


6179. 


.6364, 6406. 


.6600 




Seq. No. 


46345 






Seq. ID 


OJ000306_06.0403.C5 


Gpnp No 


98309 






Strand 




Start 


6076 






End 


7023 


Name 


OJ000306 06 


0403 . 


C5 ol ts 


Method 


TBLASTX: Soybean 


Start 


6406 ~~ 






End 


6879 


GI 


none 






Score 


87 


Exons 


6406. . 6519, 


6419. 


6520, 6565 


.6879, 6569.. 6715, 6794... 6871 


Seq. No. 


46345 






Seq. ID 


OJ000306_06.0403.C5 


Gene No. 


98310 






Strand 




Start 


9807 






End 


10318 


Name 


OJ000306 06 


0403 . 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9807 ~~ 






End 


10147 


GI 


none 






Score 


40 


Exons 


9807 . . 9845, 


9808 . 


.9846, 9895., 


.9933, 9910.. 9936, 9925.. 9957, 




9954 10142. 


9964 


..10143, 9969. .10142, 


9970. .10143, 9971. .: 




9980. .10144 










Seq. No. 


46345 






Seq. ID 


OJ000306_06.0403.C5 


Gene No . 


98310 






Strand 




Start 


9807 






End 


10318 


Name 


OJ000306 06. 


0403 . 


C5.o4.ts 


Method 


TBLASTX: Soybean 


Start 


9971 ~ 






End 


10219 


GI 


none 






Score 


159 


Exons 


9971.'. 10219, 


9972 


. . 10154, 9973. . 10218 




Seq. No. 


46345 






Seq. ID. 


OJ0QQ306_06.0403.C5 


(*^pnp No 


98310 






Strand 




Start 


9807 






End 


10318 


Name 


OJ000306 06 


0403. 


C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


9979 






End 


10318 


GI 


none 






Score 


213 


Exons 


9979 10035 


10054. .10317, 10055. .10318 


Seq. No. 


46345 






Seq. ID 


OJ000306_06. 0403.C5 


Gene No. 


98311 






Strand 




Start 


10457 






End 


10882 


Name 


. OJ000306 06. 


0403. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


10457 






End 


10855 








47868 







# 



GI 


none 


Score 


142 


Exons 


10457. .10549, 10458. .10538, 


10459; .10539, 10536 .. 10820, 




10537 .. 10854 , 10538.. 10855 






Seq. No. 


46345 


Seq. ID 


OJ000306_06.0403.C5 


Gene No. 


98311 


Strand 




Start 


10457 


End 


10882 


Name 


OJ000306 06.0403 C5 o2 ts 


Method 


TBLASTX: Soybean 


Start 


10651 ~~ 


End 


10882 


GI 


none 


Score 


171 


Exons 


10651 . . 10818, 10655 . .10819, 


10823. .10882, 10825.. 10881 


Sea. No. 


46345 


Seq. ID 


OJ000306_06.0403.C5 


Gene No. 


98312 


Strand 




Start 


10856 


End 


11241 


Name 


OJ000306 06.0403.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


10856 ~~ 


End 


11241 


GI 


none 


Score 


69- " 


Exons 


10856.. 1094 8, 10858.. 10989, 


10980. . 11063, 10990. .11097, 




11006.. 11107, 11014.. 112 41, 


11107. .11241 


Seq. No. 


46346 


Seq. ID 


OJ000306_06.0403.C6 


Gene No. 


98313 


Strand 


+ 


Start 


2416 


End 


2712 


Name 


OJ000306 06 0403 C6 o2 as 


Method 


GENSCAN 


Start 


2416 ~~ 


End 


2712 


GI 


none 


Score 


.72 


Exons 


2416 2712 






Sea No 


4 6346 


Seq. ID 


OJ000306 06. 0403. C6 


Gene No . 


98314 


Strand 


+ 


Start 


6366 


End 


9820 


Name 


OJ000306 06.0403.C6.ol.np 


Method 


AAT/NAP 


Start 


5680 


End 


9817 


GI 


4115377 


Score 


2408 


Exon <5 


5680.. 5734, 6418.. 6505, 7522 


..7713, 7808. .7917, 7989. .8091, 




8185.. 8297, 8391.. 8544, 8663 


. .9817 




GI Descrip. 


(AC005967) putative multispanning membrane protein [Arabido 




thaliana] 






Sea. No. 


46346 


Seq. ID 


OJ000306_06.0403.C6 


Gene No . 


98314 


Strand 


+ 


Start 


6366 


End 


9820 


Name 


OJ000306 06.0403.C6.ol.gp 


Method 


AAT/GAP 


Start 


6226 


End 


7869 


GI 


25271 1.R1084 


Score 


836 


Exon s 


6226.. 6470, 754 9.-". 77 13, 7808 


. .7869 




GI npqpriD 


'4115377 5.0e-30 (AC005967) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


46346 


Seq. ID 


OJ000306_06.0403.C6 


Gene No. 


98314 


Strand 


+ 


Start 


6366 


End 


9820 


Name 


OJ000306 06.0403.C6.o3.gs 


Method 


GENSCAN ' 


Start 


6366 


End 


9820 


GI 


none 


Score 


.83 


Exons 


6366.. 6470, 7549.. 7713, 7808 


..7917, 7989. .8091, 8185. .8297, 



47869 



8-391.. 8544, 8663.. 9820 

Seq. No. ■ 46346 Seq. ID 

Gene No. 98314 Strand 

Start 6366 End 

Name OJ000306_06 . 04 03 . C6 . o2 . gp Method 

Start 7986 End 

GI uC-osrocyp004g06bl Score 

Exons 7986.. 8091, 8185.. 8297, 8391. .8544, 8663.. 8826 
GI Descrip. '4115377 1. 

thaliana] ' 



OJ000306_06.0403.C6 
+ 

9820 
AAT/GAP 
8826 
998 



Oe-70 (AC005967) unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46346 Seq. ID 

98314 Strand 

6366 End 

OJ000306_06. 0403.C6.o3.gp Method 

8930 End 

26400JL.R1084 Score 
8930. .9689 

'4115377 1.0e-84 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 



OJ000306_06.0403.C6 
+ 

9820 
AAT/GAP 
9689 
1440 



Seq. No. 46346 Seq. ID 

Gene No. 98315 Strand 

Start 111 - . End 

Name OJ000306_06 . 0403 . C6 . ol . gs Method 

Start 111 End 

GI none Score 

Exons 111. .1350 



OJ000306_06.0403.C6 

1350 
GENSCAN 
1350 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46346 
98316 
9673 

OJ000306 
.9673 
24200_1.R1084 
9673. .10179. 
'4115377 l.Oe 
thaliana] 1 



_06.0403.C6.o4.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_06.0403.C6 

10179 
AAT/GAP 
10179 
975 



-14 (AC005967) unknown protein [Arabidopsis 



Seq. No. 46346 

Gene No. 98317 

Start 10354 

Name OJ000306_06 . 04 03 . C6 . o2 . 

Start 3 

GI none 

Exons 3. .47, 5. .49, 5. .40, 32 
136. -.279, 138. .281 

Seq. No. 46346 

Gene No. 98317 

Start 10354 

Name OJ000306_06 . 04 03 . C6 . o3 . 

Start 6432 

GI none 

Exons 6432.. 6470, 7527.. 7709, 
7808. .7918, 7990. .8034, 



Seq. ID OJ000306_06.0403.C6 
Strand 

End 10598 

tm Method TBLASTX : Maize 

End . . 281 

Score 53 

..136, 37. .183, 43. .147, 133. .279, 



Seq. ID OJ000306_06. 0403. C6 
Strand 

End 10598 
tc Method TBLASTX : Cress 

End - 8532 

Score 59 
7546. .7710, 7546. .7701, 7548. .7721, 
8038. .8091, 8175. .8297, 8176. .8295, 



47870 



0 

8424. .8525, 



8431. .8532 



Seq. No. 


46346 










Seq. ID 


OJ000306 


_06.0403.C6 


Gene No. 


98317 










Strand 






Start 


10354 










End 


10598 




Name 


OJ000306 06, 


.0403 


.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7539 










End 


8034 


GI 


none 










Score 


74 




Exons 


7539. 


.7712, 


7540 


. . 7713, 


7542. 


.7721, 7547. .7717, 


7547 . . 7729 




7808. 


.7918, 


7990 


. . 8034 










Seq. No. 


46346 










Seq. ID 


OJ000306 


06. 0403. C6 


Gene No. 


98317 










Strand 






Start 


10354 










End 


10598 




Name 


OJ000306 06. 


.0403 


.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7546 










End 


9985 




GI 


none 










Score 


257 




Exons 


7546. 


.7725, 


7551 


. .7742, 


7552 . 


.7725, 7824. .7862, 


7825 . . 7917, 




7985. 


.8035, 


7990 


. . 8037, 


7991. 


.8047, 8040. .8084, 


8041 . . 8091 




8047. 


.8091, 


8175 


. .8297, 


8176. 


.8313, 8388. .8525, 


8389. . 8532 




8402. 


.8533, 


8420 


. .8545, 


8427. 


.8546, 8656. .9456, 


8657 . . 8821 




8662. 


.9480, 


8663 


. . 9478, 


8867. 


.9820, 9258. .9599, 


9523 . . 9606, 




9530. 


. 9820, 


9905 


. . 9985, 


9906. 


.9977 






Seq. No. 


46346 










Seq. ID 


OJ000306 


06. 0403. €6 


Gene No. 


98317 










Strand ' 






Start 


10354 










End 


10598 




Name 


OJ000306 06. 


0403 


.C6.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


8047 










End 


9828 




GI 


none 










Score 


58 




Exons 


8047. , 


.8091, 


8148 


. . 8297, 


8176. 


.8295, 8388. .8525, 


8389. . 8532, 




8392. , 


.8544, 


8411 


. .8545, 


8657 . 


.8818, 8661. .8732, 


8662 . . 9471 , 




8663. , 


. 9478, 


8870 


. . 9619, 


9255. 


.9611, 9523. .9612, 


9523. . 9828, 




9530. , 


. 9823 














Seq. No. 


46346 










Seq. ID 


OJ000306 


06. 0403 .C6 


Gene No . 


98317 










Strand 






Start 


10354 










End 


10,598 




Name 


OJ000306 06. 


0403 


.C6. o4 . 


tc 


Method 


TBLASTX : 


Cress 


Start 


8652 










End 


8859 




GI 


none 










Score 


285 




Exons 


8652. . 


.8795, 


8657 


. .8818, 


8662. 


.8829, 8663..8836, 


8737. .8859 


Seq.. No. 


46346 










Seq. ID 


OJ000306 


06. 0403 .C6 


Gene No. 


98317 










Strand . 






Start 


10354 










End 


10598 




Name 


OJ000306 06. 


0403, 


. C6 . o2 . 


tc 


Method 


TBLASTX:' 


Cress 


Start 


8870 










End 


9202 




GI 


none 










Score 


483 




Exons 


8870. . 


,9202, 


8870, 


. .9199, 


8872. , 


.9201 






Seq. No. 


46346 










Seq. ID 


OJ000306 


_06.0403.C6 


Gene No. 


98317 










Strand 






Start 


10354 










End 


10598 




Name 


OJ000306 06. 


0403. 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8894 










End 


9226 




GI 


none 










Score 


196 





47871 



Exons 


8894.. 9112, 8902.. 9105, 9116. 


.9226 




Seq. No. 


46346 


Seq. ID 


OJ000306_06.0403.C6 


'Gene No. 


98317 


Strand 




Start 


10354 


End 


10598 


Name 


OJ000306 06.0403.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


9202 ~ 


End 


9844 


GI 


none 


Score 


442 


Exons 


9202.. 9480, 9203.. 9478, 9336. 


.9611, 9529. .9822, 9530. .9826, 




9668 . . 9844 






Seq. No. 


46346 


Seq. ID 


OJ000306JD6.0403.C6 


Gene No. 


98317 


Strand 




Start 


10354 


End 


10598 


Name 


OJ000306 06.0403.C6.o4.gs 


Method 


GENSCAN 


Start 


10354 


End 


10598 


GI 


none 


Score 


.74 


Exons 


10354. .10598 






Seq. No. 


46347 


Seq. ID 


OJ000306_06.0403.C7 


Gene No. 


98318 


Strand 


+ 


Start 


48 


End 


444 


Name 


OJ000306 06.0403.C7.ol.gs 


Method 


GENSCAN 


Start 


48 ~~ 


End 


444 


GI 


none 


Score 


. 88 


Exons 


48 . . 444 






Seq. No. 


46347 


Seq. ID 


OJ000306 06. 0403. C7 


Gene No. 


98319 


Strand 




Start 


674 


End 


2458 


Name 


OJ000306 06.0403.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


97 ~ 


End 


261 


GI 


none 


Score 


250 


Exons 


97. .261, 99. .254 






Seq. No. 


46347 


Seq. ID 


OJ000306_06.0403.C7 


Gene No . 


98319 


Strand 




Start 


674 


End ■ 


2458 


Name 


OJ000306 06.0403.C7iol.gp 


Method 


AAT/GAP 


Start 


674 


End 


2413 


GI 


12464 1.R1084 


Score 


1393 


Exons 


674. .1182, 1300. .1355, 1857.. 


1909, 1992 


!..2068, 2151. .2274, 




2359. .2413 






GI Descrip. 


, 3482967/emb|CAA20523.1 | 2.0e 


-36 (AL031369) Protein phosphatase 




. 2C-like protein [Arabidopsis 


thaliana] 






>gi 4559345 gb AAD23006.1 AC006585 1 (AC006585) protein 




phosphatase 2C [Arabidopsis thaliana] ' 




Seq. No. 


46347 


Seq. ID 


OJ000306_06.0403.C7 


Gene No . 


98319 


Strand 




Start 


674 


End " 


2458 


Name 


OJ000306 06.0403.C7.o2.np 


Method 


AAT/NAP 


Start 


1000 


End 


2458 


GI 


4559345 ' 


.Score 


515 


Exons 


1000. .1182, 1301. .1355, 1857. 


.1909, 1992. .2068, 2151. .2274, 




2359. .2458 






GI Descrip. 


(AC006585) putative protein phosphatase 


i 2C [Arabidopsis 



47872 



thaliana] 





Seq. No. 


46347 








Seq. ID 


OJ000306_06.0403.C7 




Gene No. 


98319 








Strand 






Start 


674 








End 


2458. 




Name 


OJ000306 06 


. 0403 


C7 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1055 ~ 








End 


2448 




GI " 


• none 








Score 


59 




Exons 


1055 . .1120, 


1084 . 


. 1128, 


1129. 


.1188, 1307. .1354, 1853. .1909 






1856. .1909, 


1977 . 


.2069, 


1978 . 


.2070, 2149.. 2274, 2150.. 2269 






2359. . 2448, 


2363, 


.2446 










Seq. No. 


46347 








Seq. ID 


OJ000306_06.0403.C7 




Gene No. 


98319 








Strand 






Start 


674 








End 


2458 




Name 


OJ000306 06 


.0403. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1070 ~ 








End 


2457 




GI 


none 








Score 


66 




Exons 


1070 . .1123, 


1084 . 


. 1122, 


1117 . 


;1182, 1301. .1354, 1856. .1909 






1860 . . 1886, 


1974 . 


. 2069, 


1978 . 


.2070, 2149. .2274, 2150. .2266 




• 


2164. .2277, 


2359. 


.2457, 


2363. 


.2446, 2365. .2457 




Seq. No. 


46347 








Seq. ID 


OJ000306_06.0403.C7 


u 


Gene No . 


98319 








Strand 






Start 


674 








End 


2458 




Name 


OJ000306 06 


0403. 


C7 . ol . 


tc 


Method 


TBLASTX: Cress 


1 fl 


Start 


2144 ' ~ 








End 


2446 


f\l 


GI 


none 








Score 


140 




Exons 


2144. .2275, 


2149. 


.2274, 


2161. 


.2277, 2359. .2445, 2366. .2446 


vy 


Seq. No. 


46348 








Seq. ID 


OJ000306_06.0403.C8 


v=? 


Gene No . 


98320 








Strand 


+ 


1 u 


Start 


669 








End 


2067 




Name 


OJ000306 06 


0403. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


669 








End 


2067 




GI 


none 








Score 


.63 


E 3 

r 


Exons 


669. .834, 926. .1009, 1378. .1630, 2035.', 


2067 




Seq. No. 


46348 








Seq. ID 


OJ000306_06.0403.C8 




Gene No. 


98321 








Strand 




r ^ 


Start 


1 








End 


1389 




Name 


OJ000306 06. 


0403. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1389 




GI 


4559345 








Score 


296 




Exons 


1..159, 730. 


.793, 


1273. 


.1389 








GI Descrip. 


(AC006585) putative protein phosphatase 2C [Arabidopsis 






thaliana] 














Seq. No. 


46349 








Seq. ID 


OJ000306_06.0403.C9 




Gene No. 


98322 








Strand 


+ 




Start 


124 








End 


203 




Name 


OJ000306 06. 


0403. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


124 








End 


203 




GI 


none 








Score 


.79 




Exons 


124 . .203 














Seq. No. 


46349 








Seq. ID 


OJ000306_06.0403.C9 



47873 



9 



Gene No. 


98323 




Strand 


+ 




Start 


1031 




End 


1268 




Name 


OJ000306 06.0403.C9.ol.gp 




Method 


AAT/GAP 




Start 


1031 




End 


1268. 




GI 


22663 1.R1084' 




Score 


446 




Exons 


1031. .1268 










GI Descrip. 


, 5725430/emb|CAB52439.1| 7 


.0e 


-11 (AL109787) stress 


responsive 




protein homolog [Arabidopsis 


thalianal 1 






Seq. No. 


46349 




Seq. ID 


OJ000306 06 


0403. C9 


Gene No. 


98324 




Strand 






Start 


968 




End 


1462 




Name 


OJ000306 06.0403.C9.o2.gs 




Method 


GENSCAN 




Start 


968 




End 


1462 




GI 


none 




Score 


.55 




Exons 


968. .1462 










Seq. No. 


46350 




Seq. ID 


OJ000306JD6. 


0403 . C10 


Gene No . 


98325 




Strand 


+ 




Start 


1 




End 


262 




Name 


OJ000306 06.0403.C10.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


2 62 




GI 


22663 1.R1084 




Score 


488 




Exons 


1. .262 










GI Descrip. 


, 5725430/embiCAB52439.1| 7 


Oe 


-11 (AL109787) stress 


responsive 




protein homolog [Arabidopsis 


thaliana] 1 







Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46350 Seq. ID 

98325 Strand 
1 End 
OJ000306_06.04 03.C10.ol.np Method 
1 End 
5725430 Score 
1. .116 

(AL109787) stress responsive protein homolog [Arabidopsis 
thaliana] gi I 7269967 | emb | CAB79784 . 1 1 (AL161577) stress 
responsive protein homolog [Arabidopsis thaliana] 



OJ000306_06. 0403. C10 
+ 

262 

AAT/NAP 
116 
94 



46351 Seq. ID 

98326 Strand 

205 End 
OJ000306_06. 04 03.Cll.ol.gs Method 

205 ' End 

none Score 

205.. 374, 1269... 1320, 2031. ,2177, 2524. 
3427. .4544 



OJ000306J36. 04 03.C11 
+ 

10120 
GENSCAN 
4544 
.83 

.2683, 3054. .3170, . 



Seq. No. 
Gene No. 
Start 
Name 
• Start 
GI 

Exons 

GI Descrip. 
Seq. No. 



46351 
98326 
205 - 

OJ000306_06. 04 03.Cll.o2.np 

2526 
7288017 

2526.. 2622, 3603.. 3737, 3768. 



Seq. ID OJ000306_06.0403.C11 

Strand + 

End 10120 

Method AAT/NAP 

End 4511 

Score 331 

.3860, 3888. .4019, 4064. .4511 



(AL132971) putative protein [Arabidopsis thaliana] 

46351 Seq. ID OJ000306_06 . 0403 . Cll 



47874 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



t 



98326 
205 

OJ000306_06.0403.Cll.ol.np 

2658 

4775349 



Strand + 
End 10120 
Method AAT/NAP 
End 8268 
Score 124 

2658..2844, 3586. .3942, 5276. .5361, 6515. .6643, 8114. .8268 
(AJ012582) hyperpolarization-activated cation channel HCN2 [Homo 
sapiens] gi | 4803850 | emb | CAB42630 . 1 | (AJ133727) 
hyperpolarization-activated cyclic nucleotide-gated channel 
hHCN2 [Homo sapiens] 





Seq. -No. 


46351 


Seq. ID 


OJ000306_06.0403.C11 




Gene No. 


98326 


Strand 


+ 




Start 


205 


End 


10120 




Name 


OJ000306 06.0403.Cll.ol.gp 


Method 


AAT/GAP 




Start 


2895 


End 


3295 




GI 


701048 


Score 


760 




Exons 


2895. .3295 








Seq. No. 


4 6351 


Seq. ID 


OJ000306_06.0403.C11 




Gene No . 


98326 


Strand 


+ 




Start 


205 


End 


10120 




Name 


OJ000306 06.0403.Cll.o3.gp 


Method 


AAT/GAP 




Start 


7207 


End 


7968 


VsJ 


GI 


uC-osflM20208 9c01bl 


Score 


793 




Exons 


7207. .7451, 7784..7968 






Lis 


GI Descrip. 


, 4572671/gb|AAD23886.1|AC006954_7 1.0e-31 (AC006954) putative 


; Li 

f ^ 




cyclic nucleotide regulated ion channel [Arabidopsis thaliana] 




Seq. No. 


46351 


Seq. ID 


OJ000306_06.0403.C11 


'k 3. 


Gene No. 


98326 


Strand 


+ 




Start 


205 


End 


10120 


\ y 


Name 


OJ000306 06.0403.Cll.o2.gs 


Method 


GENSCAN 




Start 


7396 


End 


10069 


" — 


GI 


none 


Score 


.74 




Exons 


7396. .7451, 7784. .8294, 9444.. 


9748, 9958.. 10069 


f ~ 


Seq. No. 


46351 


Seq. ID 


OJ000306_06.0403.C11 




Gene No. 


98326 


Strand 


+ 




Start 


205 


End 


10120 




Name 


OJ000306 06.0403.Cll.o3.np 


Method 


AAT/NAP 




Start 


7824 


End 


10120 




GI 


4572671 


Score- 


754 




Exons 


7824..8294, 8894.. 9106, 9444.. 


9748, 9958. .10120 




GI Descrip. 


(AC006954) putative cyclic nucleotide- 


regulated ion channel 






protein [Arabidopsis thaliana] 








Seq. No. 


46351 


Seq. ID 


OJ000306_06. 04 03. CI 1 




Gene No. 


98326 


Strand 


+ 




Start 


205 


End 


10120 




Name 


OJ000306 06.0403.Cll.o4.gp 


Method 


AAT/GAP 




Start 


8040 


End 


9093 




GI 


2427543 


Score 


835 




Exons 


8040. .8294, 8894. .9093 








GI Descrip. 


4 572671/gb|AAD2388 6. 1 (AC006954 


_7 l.Oe- 


31 (AC006954) putative 



cyclic nucleotide regulated ion channel [Arabidopsis thaliana] 



47875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



46351 
98326 
205 

OJ000306_06.0403.Cll.o5.gp 
9707 

15818_1.R1084 
9707. .9748, 9958. .10120 

' 4572671/gb|AAD23886.1|AC006954_7 2.0e-82 (AC006954) putative 
cyclic nucleotide regulated ion channel [Arabidopsis thaliana] ' 



Seq. ID OJ000306_06. 0403*. Cll 

Strand + 

End 10120 

Method AAT/GAP 

End 10120 

Score 267 



46351 
98327 
5885 

OJ000306_06. 04 03.Cll.o2.tm 

2461 

none 



Seq. ID OJ000306_06.0403.C11 
Strand 

End 6164 

Method TBLASTX : Mai ze 

End 4557 

Score 61 



2461. .2526, 4188. .4541, 4233. .4349, 4244. . 4540, 4414 . .4542, 
4422. .4541, 4435. .4557*' 



Seq. No. 46351 

Gene No. 98327 

Start 5885 

Name OJ000306_06 . 0403 . Cll . o2 . ts 

Start 3603 , 

GI none 

Exons 3603.. 3731, 3774. -.3836 



Seq. ID OJ000306_06. 0403. Cll 
Strand 

End 6164 

Method TBLASTX : Soybean 

End 3836 

Score 166 



Seq. No. 46351 

Gene No. 98327 

Start 5885 

Name OJ000306_06 . 0403 . Cll . o4 . tm 

Start 3603 

GI none 
Exons 



Seq. ID OJ000306_06. 0403. Cll 
Strand 

End 6164 

Method TBLASTX: Maize 

End 3847 

Score 158 



3603. .3731, 3642. .3713, 3773. .3847, 3774. .3836 



l J. 



Seq. No. 46351 

Gene No. 98327 

Start* 5885 

Name OJ000306_06 . 0403 . Cll . o4 . ts 

Start 4248 

GI none 

Exons 4248.. 4451, 4250.. 4450 



Seq. ID OJ000306_06. 0403. Cll 
Strand 

End 6164 

Method TBLASTX : Soybean 

End 4451 

Score 187 



Seq. No.- 46351 
Gene No. ... 98327 ' 

Start 5885 

Name OJ000306_06 . 0403 . Cll . o2 . gp 

Start 5885 

GI 3107308 

Exons 5885.. 6164 



Seq. ID OJ000306_06. 0403. Cll 
Strand 

End 6164 

Method AAT/GAP 

End 6164" 

Score 544 



Seq. No. 46351 

Gene No. 98328 

Start 7280 

Name OJ000306_06. 04 03 .Cll . ol . tm 

Start 7280 

GI none 



Seq. ID OJ000306_06. 0403. Cll 
Strand 

End 10074 

Method TBLASTX : Mai ze 

End 8202 

Score 76 



47876 



Exons 


7280. .7348, 


7376, 


. .7456, 


7395. 


.7451, 7397. .7456, 7781. .8032, 




7782. .8036, 


8019. 


. .8201, 


8063. 


.8197, 8065. .8202 


Seq. No. 


46351 








Seq. ID 


OJ000306_06. 0403.C11 


Gene No. 


98328 








Strand 




Start 


7280 








End 


10074 


Name 


OJ000306 06 


.0403. 


.Cll.ol 


.ts- 


Method 


TBLASTX-: Soybean 


Start 


7913 








End ' 


8168 


GI 


none . 








Score 


167 


Exons 


7913. .8035, 


7914. 


, .8036, 


8049. 


.8168 




Seq. No. 


46351 








Seq. ID 


OJ000306_06.0403.C11 


Gene No. 


98328 








Strand 




Start 


7280 








End 


10074 


Name 


OJ000306 06 


.0403. 


Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7926 








End 


10069 


GI 


none 








Score 


102 < 


Exons 


7926. .8036, 


8061. 


.8297, 


8885. 


.9109, 8890. .9111, 9423. .9509, 




9641. .9685, 


9690. 


.9746, 


9953. 


.10069, 9956. .10069 


Seq. No. 


46351 








Seq. ID 


OJ000306_06.04 03.C11 


Gene No. 


98328 








Strand 




Start 


7280 








End 


10074 


Name 


OJ000306 06, 


.0403. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8202 








End 


10074 


GI 


none 








Score 


137 


Exons 


8202. .8294, 


8204. 


.8326, 


8205. 


.8297, 88! 


35. .9109, 8890. .9099, 




9420. .9518, 


9441 . 


.9509, 


9443. 


.9517, 9445.. 9519, 9446.. 9529, 




9513. .9599, 


9521. 


.9622, 


9522. 


.9626, 9610.. 9663, 9613.. 9747, 




9644. .9754, 


9645. 


.9746, 


9706. 


.9747, 9947. .10069, 9953. .10069, 




9967. .10074 












Seq. No. 


46351 








Seq. ID 


OJ000306_06. 04 03. CI 1 


Gene No. 


98328 








Strand 




Start 


7280 








End 


10074 


Name 


OJ000306 06, 


,0403. 


Cll.o3 


. ts 


Method 


TBLASTX : So.ybean 


Start 


8885 








End 


9578 


GI 


none 








S.core 


196 


Exons 


8885. . 9106, 


8947. 


. 9102, 


9420. 


.9536, 9519. .9578 


Seq. No. 


46352 








Seq. ID 


OJ000306_06.0403.C12 


Gene No. 


98329 








Strand 


+ 


Start 


1 








End 


1413 


Name 


OJ000306- 06. 


0403. 


C12.ol. 


. np - 


Method 


AAT/NAP 


Start 


1 








End . 


1413 


GI 


4680186 








Score 


218 


Exons 


1..27, 1209. 


.1413 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 


Seq. No. 


46352 








Seq. ID 


OJ000306_06.0403.C12 


Gene No. 


98330 








Strand 




Start 


1 








End 


168 


Name 


OJ000306 06. 


0403. 


C12.ol". 


■ gp 


Method 


AAT/GAP 


Start * 


1 








End ■ 


168 


GI 


18479 1.R1084 






Score 


301 



Exons 1 . . 168 

GI Descrip. 1 4572671/gb | AAD23886 . 1 | AC006954_7 1.0e-ll (AC006954) putative 



47877 



cyclic nucleotide regulated ion channel [Arabidopsis thaliana] 1 

Seq. No. 46352 Seq. ID OJ000306_06 . 04 03 . C12 

Gene No. 98331 Strand 

Start 958 End 1342 

Name OJ000306_06 . 0403 . C12 . o2 . gp Method AAT/GAP 

Start 958 End 1342 ■ 

GI uC-osflcyp033a04bl Score 682 . 

Exons 958.. 1342 

GI Descrip. ' 601 6845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 46352 Seq. ID 

Gene No. 98332 ' Strand 

Start 1799 End 

Name OJ000306_06 . 04 03 . C12 . o2 . np Method 

Start 1799 End 

GI 6907087 Score 

Exons 1799.. 1900, 2440.. 3135, 3344.. 3726 
GI Descrip. 



OJ000306_06.0403.C12 

5187 
AAT/NAP 
3726 
1538 



(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 46352 

Gene No. - ■ 98332 

Start 1799 

Name OJ000306_06 . 04 03 . C12 . o2 . gs 

Start 2217 

GI none 

Exons 2217.. 2434, 2440.. 2660, 2666. 
5107. .5187 



Seq. ID OJ000306_06.0403.C12 
Strand 

End 5187 

Method GENSCAN 

End 5187 

Score .51 

,3060, 3107. .3328, 4466. .4554, 



Seq. No. 46353 Seq. ID 

Gene No. 98333 Strand 

Start 4 4 End 

Name OJ000306_06 . 04 03 . C13 . ol . gs Method 

Start 4 4 End 

GI none Score 

Exons 44. .683, 1326. .1424, 1532. .1791 



OJ000306_06.0403.C13 
+ 

1791 
GENSCAN 
1791 
.75 



Seq. No. 46354 Seq. ID 

Gene No. 98334 Strand 

Start 24877 End 

Name 0 JO 0030 6_0 6.0403.C16.o5.np Method 

Start 24874 End 

GI 7430820 Score 

Exons 24874. .24957, 25072.. 25341 

GI Descrip. thioredoxin h homolog 2 - rape gi | 14037 11 | gb | AAB53695 .1 1 

(U59380) thioredoxin-h-like-2 [Brassica napus] 



OJ000306_06.0403.C16 
+ 

25368 
AAT/NAP 
25341 
110 



Seq. No. . 46354 Seq. ID 

Gene No. 98334 Strand 

Start-, 24877 . End 
Name OJ000306_06 . 04 03 . C16 . o5 . gs Method 

Start 24877 End 

GI none Score 

Exons 24877. .24957, 25072.. 25368 



OJ000306_06.0403.C16 
+ 

25368 
GENSCAN 
25368 
.89 



47878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46354 
98335 . 
2326 

OJ000306_06.04 03.C16.ol.np 

2326 

7431837 

2326. .2403, 2680. .2793, 2876, 
4469. .4565, 4643.-4794, 4863. 
5552.. 5746, 5901.. 5970, 6500. 
6972. .7048, 7149. .7208, 7289. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2998, 
.4946, 
.6536, 
.7576 



OJ000306_06.0403.C16 

7576 
AAT/NAP 
7576 
2107" 

3307.. 3384, 3463.. 3612, 
5039. .5267, 5378. .5470, 
6618. .6701, 6792. .6849, 



NADPH — f errihemoprotein reductase (EC 1.6.2.4) - parsley 
gi I 2809385 | gb IAAB97736.il (AF024634) NADPH cytochrome P450 
reductase [Petroselinum crispum] 



46354 Seq. ID 

98336.,- , Strand 

9724 , End 

OJ000306_06.04 03.C16.o2.np Method 
9724 End 
4887759 Score 
9724. .98 66, 9986. .10502, 10533. .11552 

(AC006533) putative ARI-like RING zinc finger protein 
[Arabidopsis thaliana] 



OJ000306_06.0403.C16 

14388 
AAT/NAP 
11552 
992 



46354 Seq. ID 

98336 Strand 

9724 End 
OJ000306_0 6. 0403.C16.o3.np Method 

11417 End 

7487800 Score 

11417. . 11450, 12679 



OJ000306_06.0403.C16 

14388 
AAT/NAP 
14361 
908 



12847, 12926. .14182, 14216. .14361 
hypothetical protein T8F5.21 - Arabidopsis thaliana 
gi|3335347|gb|AAC27149.1| (AC004512) Contains similarity to ARI, 
RING finger protein gb 1X98309 from Drosophila melanogaster . 
ESTs gb|T44383, gb I W43120, . gb I N65868, gb|H36013, gb|AA042241, 
gb|T76869 and gb | AA0 4 2 3*5 9 come from. this gene. [Arabidopsis 
thaliana] 



46354 
98336 
9724 

OJ000306_06.04 03.C16.o2 . gs 

12611 

none 



Seq. ID OJ000306_06.0403.C16 
Strand 

End 14388 

Method GENSCAN 

End 14388 

Score .91. 



12611. .13760, 13861. .14139, 14180. .14388 

46354 Seq. ID OJ000306_06 . 0403 . C16 

98337 Strand 

14956 End 18205 

OJ000306_06. 04 03.C16.o3.gs Method GENSCAN 

14956 End . 18205 

none Score .71 

14956.'. 15579, 15687 .. 16305, "16791 16841, 18027;. 18205 



46354 
98338 



Seq. ID OJ000306_06.0403.C16 
Strand 



47879 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20050 End 

OJ000306_06.0403.C16.o4 . np Method 

18932 End 

4680182 Score 



22329 
AAT/NAP 
22329 
619 



18932. . 18980, 20184 20442, 20539 .. 214 43, 21534. .22329 
(AF111709) unknown [Oryza sativa subsp. indica] 



46354 Seq. ID 

98338 Strand 

20050 End 
OJ000306_06 . 04 03 . CI 6 . o4 . gs Method 

20050 End 

none Score 
20050. .22287 



OJ000306_06.0403.C16 

22329 
GENSCAN 
22287 
. 95 



Seq. No. 46354 

Gene No. 98339 

Start 27668 

Name OJ000306_06 . 0403 . C16 . o4 . tm * 

Start 2298 

GI none 

Exons 2298.. 2393, 2320.. 2394, 2324, 
2681. .2797 



OJ000306_06.0403.C16 
27820 

TBLASTX: Maize 

2797 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2392, 2675.-2794, 2680.. 2796, 



, Seq. No.- 
Gene No. 
);!] Start 
I y Name 
□ Start 

Exons 



t J 



46354 
98339 
27668 

OJ000306_06. 

2314 

none 

2314. .2427, 
2871. .2999, 



0403.C16.ol.tc 



3463. 
4649. 
5040. 
5377. 
5683. 
6790. 



,3618, 
,4792, 
,5093, 
,5478, 
,5757, 
,6846, 



2678. .2752, 
2876. .2998, 



3478, 
4675. 



5887. 
6792. 



.3618, 
,4791, 



5132. .5161, 
5542. .5703, 



,5973, 
,6848, 



2678. 
3287. 
3542. 
4861. 
5138. 
5546. 
5900. 
6971. 



Seq. ID OJ000306 
Strand 

End '* 27820 
Method TBLASTX: 
End 7385 
Score 89 
.2794, 2680. .2796, 
.3391, 3307. .3387, 
.3622, 4469. .4579, 
.4935, 4863. .4949, 
.5266, 5154.. 5273, 
.5662, 5641. .5679, 
.5965, 6615. .6698, 
.7015, 7289.. 7363, 



06.0403.C16- 



Cress 



2864. 
3461. 
4470. 
5039. 
5372. 
5683. 
6619. 
7290. 



.2998, 
.3487, 
.4559, 
.5095, 
.5479, 
.5748, 
.6663, 
.7385 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46354 
98339 
27668 

OJ000306_06. 
2323 
none 
2323. 
2680. 
3307. 
4463. 
4660. 
4863. 
5098. 
5372. 



.2427, 
.2796, 
.3387, 
,4567, 
,4797, 
,4949, 
,5193, 
,5479, 
5900. .5965- 



0403.C16.ol.ts 



2324. .2419, 2678. 
2681. .2797,' 2864. 

3461.. 3487, 3463, 

4469. .4564, 4470, 

4675. .4791, 4801. 

5031. .5096, 5039. 

5099. .5266, 5104. 

5377. .5478, 5542. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.2794, 26 
.2998, 28 
.3618, 34 
.4568, 46 
.4935, 48 
.5095, 50 
.5268, 51 
.5703, 56 



OJ000306 06.0403.C16 



27820 
TBLASTX: 
5972 
94 

79. .2795, 
65. .2960, 
69. .3618, 
43. .4792, 
4927, 
5097, 
5266, 
5.745, 



59 
50 
41 
83 



Soybean 



2680. .2796, 
3305. ,3391, 
3542. .3622, 
4643. . 4789, 
4862. .4972, 
5051. .5098, 
5371. .5469, 
5895. .5972, 



Seq. No. 
Gene No. 



46354 
98339 



Seq. ID 
Strand 



OJ000306 06.0403.C16 



47880 



Start 


27668 










End 


27820 






Name 


OJ000306 06, 


.0403. 


.C16.o2 


. tm 


Method TBLASTX: 


Maize 




Start 


2861 










End 


7376 






GI 


none 










Score 


116 






Exons 


2861. , 


.2998, 


2862. 


. .2957, 


3305. 


.3391, 


3307. . 


3387, 


3461. 


. 3487, 




3463. . 


.3618, 


3469. 


. .3618, 


3542. 


.3631, 


4469. . 


4567, 


4470. 


. 4565, 




4470,, 


.4580, 


4471. 


.4566, 


4643. 


.4789, 


4646. . 


4792, 


4663. 


.4839, 




4675. , 


.4791, 


4861. 


, .4935, 


4863. 


.4949, 


5031. . 


5093, 


5039. 


.5095, 




5137. , 


.5265, 


5138. 


.5266, 


5372. 


.5479, 


5375. . 


5476, 


5380. 


.5478, 




5505. , 


.5585, 


5522. 


.5662, 


5542. 


.5745, 


5629. . 


5757, 


5640. 


.5756, 




5893. , 


.5970, 


5900. 


.5965, 


6489. 


.6539, 


6615. . 


6683, 


6615. 


. 6704, 




6616. . 


.6702, 


6789. 


.6848, 


6792. 


.6848, 


6793. . 


6861, 


6969. 


.7055, 




7149. . 


,7214, 


7289. 


.7363, 


7290. 


.7376 











Seq. No. 46354 
Gene No. 98339 
Start 27668 

Name OJ000306_06 . 04 03 . C16 . ol . tw 

Start 2873 
GI none 

Exons 2873.-2998, 2873.. 2998, 3287. 

3463. .3618, 3463. .3618, 3485. 
4469. .4564, 4470. .4568 



Seq. ID OJ000306_06.0403.C16 
Strand 

End 27820 
Method TBLASTX : Wheat 
End 4568 
Score 138 

.3391, 3307. .3387, 3462. .3617, 
.3634, 3542. .3643, 4463. .4564, 



Seq. No. 46354 

Gene No. 98339 

Start 27668 - 

Name OJ000306_06. 0403 . C16 .o4 . ts 

Start 6489 

GI none 

Exons 6489..6539, 6615.. 6683, 6615. 

6792. .6848, 6793. .6864, 6971. 



Seq. ID OJ000306_06.0403.C16 
Strand 

End . 27820 

Method TBLASTX : Soybean 

End 7193 

Score 63 

.6701, 6616. .6684, 6792. .6854, 
.7015, 7149. .7193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46354 
98339 
27668 

OJ000306_06 
9987 
none 
9987. 
10248 
10576 
12722 
13367 
13821 



0403.C16.ol.tm 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000306_06.0403.C16 
27820 

TBLASTX: Maize 

13911 

74 



10097, 
. 10502, 
. 10785, 
.12811, 
.13630, 
.13838, 



9997. .10077, 10119. . 10238, 10171. .10239, 



10249. .10353, 10564. 

10869. .11126, 10870. 

12953. .13027, 13052. 

13401. .13601, 13658. 

13845. .13910.,. 13846. 



10683, 10566. 

10944, 11014. 

13165, 13193. 

13843, 13674. 
13911. 



,10820, 
,11151, 
,13366, 
, 13754, 



Seq. No. 46354 
Gene No. 983.39 
Start 27668 

Name OJ000306_06 . 0403 . CI 6 . o2 . ts 

Start 10164 
GI none 
Exons 10164. 

10809. 

13059. 

13401. 



,10247, 10251. 

,10964, 10882, 

,13172, 13193. 

13607, 13646. 



. 10502, 
. 10935, 
- 13366, 
,13771, 



Seq. ID OJ000306_06.0403.C16 
Strand 

End 27820 

Method TBLASTX : Soybean 

End 13771 

Score 202 
10566. . 10820, 10567. .10821, 
12953. .13027, 13052 .. 1317 1 , 
13197. .13271, 13367. .13630, 
13686. .13763 



47881 




Seq. No. 


46354 




Seq. ID 


OJ000306J36.0403 


.C16 


Gene No. 


. 98339 




Strand 






Start 


27668 




End 


27820 




Name 


OJ000306 06.0403.C16.o2.tc 


Method 


TBLASTX: Cress 




Start 


10281 




End' 


13456 




GI 


none 




Score 


63 




Exons 


10281. 


.10502, 10566. .10655, 


10576. .10 


656, 13076. .13171, 






13193. 


.13366, 13367. .13456 








Seq. No. 


46354 




Seq. ID 


OJ000306_06.0403 


.C16 


Gene No. 


98339 




Strand 






Start 


27668 




End 


27820 




Name 


OJ000306 06.0403.C16.o3.tc 


Method 


TBLASTX: Cress 




Start 


10788 




End 


13843 




GI 


none 




Score 


180 




Exons 


10788. 


.10820, 10869. .11066, 


1358 9. .13648, 13655. .1384 3 




Seq. No. 


46354 




Seq. ID 


OJ000306JD6.0403 


.C16 


Gene No. 


98339 




Strand 






Start 


27668 




End 


27820 ■ 




Name 


OJ000306 06.0403.C16.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10980 




End 


14117 




GI 


none 




Score 


65 




Exons 


10980. 


.11180, 11238. .11441, 


13784. .1384 3, 13854. .13964, 






14013. 


.14117 








Seq. No. 


46354 




Seq. ID 


OJ000306_06.0403 


.CI 6 


Gene No. 


98339 




Strand 






Start 


27668 




End 


27820 




Name 


OJ000306 06.04'03.C16.o3.tm 


Method 


TBLASTX: Maize 




Start 


22120 




End 


22329 




GI 


none 




Score 


107 




Exons 


22120. 


.22329, 22121.. 22318 








Seq. No. 


46354 




Seq. ID 


OJ000306JD6.0403 


.C16 


Gene No. 


98339 




Strand 






Start 


27668 




End 


/•27 820 




Name 


OJ000306 06. 0403.C16-.o6.gs 


Method 


GENSCAN 




Start 


27668 




End 


27820 




GI 


none 




Score 


.87 




Exons 


27668. 


.27820 








Seq. No. 


46355 




Seq. ID 


OJ000306_06.0403, 


.C17 


Gene No. 


98340 




Strand 


■ + 




Start 


1051 




End 


4130 




Name 


OJ000306 06.0403.C17.ol.gp 


Method 


AAT/GAP 




Start 


1051 




End 


3155 




GI 


uC-osrocypOlOf 10b! 


Score 


1000 




Exons 


1051. . 


1156, 1959. .2227, 2999 


..3155 






GI Descrip. 


'102506/pir MS15786 1.0e-18 


glucose transport protein homolc 




Caenorhabditis elegans 1 








Seq. No. 


46355 




Seq. ID 


OJ000306_06.0403. 


.C17 


Gene No. 


98340 




Strand 


+ 




Start - 


1051 




• End 


4130 




Name 


OJ000306 06.0403.C17.ol.np 


Method 


AAT/NAP 




Start 


1959 




End 


4130 





47882 






GI 


7025861 




Score 


926 






Exons 


1959. .2231, 


3003.. 3236, 3660. 


.4130 








GI Descrip. 


(AC024128) 


putative transporter [Arabidopsis thaliana] 






Seq. No. 


46355 




Seq. ID 


OJ000306_06. 0403 . 


C17 




Gene No. 


98341 




Strand 


~~ 






Start. 


200 




End 


3238 






Name 


OJ000306 06 


.0403.C17.ol.gs 


Method 


GENSCAN 






Start 


200 




End 


3205 






GI 


none 




Score 


. 66 






Exons 


200. .353, 916. .1010, 1148. .1454, 3069. 


.3205 






Seq. No. 


4 6355 




Seq. ID 


OJ000306_06.0403. 


C17 




Gene No. 


98341 




Strand 








Start 


200 




End 


3238 






Name 


OJ000306 06 


. 0403 . C17 . o3 . tm 


Method 


TBLASTX: Maize 






Start 


3015 




End 


3238 






GI 


none 




Score 


247 






Exons 


"3015. .3236, 


3020.. 3232, 3027. 


.3236, 3106.. 3237, 3107.. 3238 




Seq. No. 


46355 




Seq. ID 


OJ000306_06.0403. 


C17 




Gene No. 


98342 




Strand 








Start 


3655 




End 


3904 






Name 


OJ000306_06 


. 0403 . C17 . ol . tm 


Method 


TBLASTX: Maize 




: 


Start 


3655 




End 


3904 






GI 


none 




Score 


249 




x E 
E ie? 


Exons 


3655. .3900, 


3659.. 3904, 3660. 


.3902, 3830.. 3904 






Seq. No. 


46355 




Seq. ID 


OJ000306_06.0403. 


C17 




Gene No. 


98343 




Strand 








Start 


3906 




End 


4122 






Name 


OJ000306 06 


.0403.C17.o2.tm 


Method 


TBLASTX: Maize 






Start 


3906 




End 


4122 






GI 


none 




Score 


283 






Exons 


3906. .4121, 


3907.. 4122, 3923. 


.4120 






J. . J- 


Seq. No. 


46356 




Seq. ID 


OJ00030.6_01.0407. 


C5 




Gene No. 


98344 




Strand 


+ 




w 


Start 


287 




End 


2644 




r ~s 


Name 


OJ000306 01 


.0407.C5.ol.gs 


Method 


GENSCAN 






Start 


287 




End 


2644 






GI 


none 




Score 


.41 






Exons 


287. .329, 1711. .1862, 2057. .2165, 2309 


..2400, 2480. .2644 






Seq. No. 


46356 . 




Seq. ID 


OJ000306_01.0407. 


C5 




Gene No. 


98345 




Strand 








Start 


3936 




End 


4304 






Name 


OJ000306 01 


. 0407 .C5.o2.gs 


Method 


GENSCAN 






Start 


3936 




End 


4304 






GI 


none 




Score 


.81 






Exons 


3936. .4015, 


4292. .4304 










Seq. No. 


46356 




Seq. ID 


OJ000306_01.0407. 


C5 




Gene No. 


98346 




Strand 








Start 


11556 




End 


11802 






Name 


OJ000306 01 


.0407.C5.ol.np 


Method 


AAT/NAP 






Start ' 


11556 




End 


11802 





47883 



GI 6069646 Score 218 

Exons 11556.. 11802 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC00.5315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 







putative non-LTR retroelement reverse 


transcriptase. (AC00624 8) 






[Oryza sativa] 








Seq. No. 


46357 ■ 


Seq. ID 


OJ000306_01.0407.C6 




Gene No. 


98347 


Strand 


+ 




Start 


1692 


End 


1846 




Name 


OJ000306_01.0407.C6.ol.gp 


Method 


AAT/GAP 




Start 


1692 


End 


1846 




GI 


2797131 


Score 


289 




Exons 


1692. .1846 








Seq. No. 


46357 


Seq. ID 


OJ000306_01.0407.C6 




Gene No:, 


98348 


Strand 


+ 




Start- 


3767 


End 


9533 




Name 


OJ000306 01.0407.C6.ol.gs 


Method 


GENS CAN 




Start 


3767 


End 


7673 




GI 


none 


Score 


.77 




Exons 


3767. .4150, 4254. .4396, 4516 


..4680, 4791. .5028, 7048. .7155, 


£3 




7199. . 7 38 8, 7618.. 7673 






w 

r th 


Seq. No. ■ 


46357 


Seq. ID 


OJ000306_01.0407.C6 




Gene No. 


98348 ■ 


Strand 


+ 


§ Ui 


Start 


3767 


End 


9533 


f 


Name 


OJ000306 01.0407.C6.ol.np 


Method 


AAT/NAP 


i Ti 


- Start 


4005 


End 


9533 


v '2 


GI 


2829902 


Score 


1749 


_? 


Exons 


4005. .4253, 4348. .4396, 4473 


..4680, 4791. .5028, 7048. .7155, 


rJ 




7272. .7388, 7491. .7617, 8274 


..8837, 9177. .9253, 9387. .9533 




GI Descrip. 


(AC002311) Putative sulphate 


transporter protein#protein 






[Arabidopsis thaliana] 








Seq. No. 


46357 


.Seq. ID 


OJ000306_01.0407.C6 




. Gene No. 


98348 


Strand 


+ 




Start 


3767 


End 


9533 




Name 


OJ000306 01.0407.C6.o2.gp 


Method 


AAT/GAP 


f'l 


Start 


7090 


End 


8798 




GI 


9555 1.R1084 


Score 


1517 




Exons 


7090. .7155, 7272.. 7388, 7491 


..7617, 8274. .8798 




GI Descrip. 


'2829902 4.0e-65 (AC002311) ] 


Putative sulphate transporter - 






protein#protein [Arabidopsis 


.thaliana] \ 




Seq. No. 


46357 


Seq. ID 


OJ000306__01.0407.C6v 




Gene No. 


98348 


Strand 


* + 




Start 


3767 


End 


9533 




Name 


OJ000306 01.0407.C6.o2.gs 


Method 


GENSCAN 




Start 


8264 


End 


9524 




GI 


none 


Score 


.87 




Exons 


8264. .8837, 9144. .9253, 9387, 


. .9524 






Seq. No. 


46357 


Seq. ID 


OJ000306_01.0407.C6 




Gene No. 


98349 


Strand 


+ 




Start 


13078 


End 


15503 



47884 



Name OJ000306_01 . 0407 . C6 . o4 . gp Method AAT/GAP 

Start 12682 End 13832 

GI 35695_1.R1084 Score 979 

Exons 12682. .12830, 13101 13398 , 13753.. 13832 

GI Descrip. ' 5803275/dbj | BAA83585 . 1 | 5.0e-64 (AP000399) EST AU056133 (S20320 ) 
corresponds to a region of the predicted gene; similar to 
Caenorhabditis elegans cosmid D1054; hypothetical protein 
(Z74030) [Oryza sativa] 1 



Seq. No. 46357 Seq. ID OJ000306_01 . 0407 . C6 

Gene No. 98349 Strand + 

Start 13078 End 15503 

Name OJ000306_01 . 0407 . C6 . o2 . np Method AAT/NAP 

Start 13078 End 15503 

GI 5803275 Score 772 

Exons 13078. .13398, 13753 .. 13833, 14339 .. 14 4 10, 14 987 .. 15007 , 

15468. .15503 

GI Descrip. (AP000399) EST AU056133 (S20320 ) corresponds to a region of the 
predicted^gene; similar to Caenorhabditis elegans cosmid D1054; 
hypothetical protein (Z74030) [Oryza sativa] 



Seq. No. 


46357 








Seq. ID 


OJ000306 


_01.0407.C6 


Gene No . 


98349 








Strand 


+ 




Start 


13078 








End 


15503 




Name 


OJ000306 01 


.0407. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


13078 








End 


15007 




GI 


none 








Score 


. 63 




Exons 


13078. .13398, 13753 13833, 


14339. .14410, 14987 


. . 15007 


Seq. No. 


46357 








Seq. ID 


OJ000306 


_01.0407.C6 


Gene No. 


98350 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01, 


.0407. 


C6.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4011 








End 


4397 




GI 


none 








Score 


237 




Exons 


4011. .4253, 


4073. 


.4168, 


4226 


. .4249, 4342. .4395, 


4345. .4395, 




4347. .4397 














Seq. No. 


46357 








Seq. ID 


OJ000306 


_01.0407.C6 


Gene No. 


98350 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01. 


.0407. 


C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4014 








End 


9437 




GI 


none 








Score 


229 




Exons 


4014. .4253, 


404 9. 


.41.68, 


4226 


...4249, . 4345. .4395, 


4347,.. 4391, 




4474 . .4671, 


4475. 


.4681, 


4785 


..5018, 47* 


36. .5025, 


7047. .7106, 




7271. .7390, 


7272. 


.7385, 


7484 


..7630, 74* 


35. .7625, 


8236. .8334, 




8240. .8836, 


8272. 


.8763, 


8603 


. .8833, 9167. .9259, 


9381. .9437 


Seq. No. 


46357 








Seq. ID 


OJ000306 


_01.0407.C6 


Gene No. 


98350 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01. 


,0407. 


C6.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4473 








End 


4618 




GI 


none 








Score 


67 




Exons 


4473. .4529, 


4474. 


.4608, 


4475 


. .4618 







47885 





Seq. No. 


46357 








Seq. ID 


OJ000306_01.0407.C6 




Gene No. 


98350 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01. 


.0407. 


,C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4489 








-End 


5028 




GI 


none 








Score 


182 




Exons 


4489. .4677, 


4490. 


, .4690, 


4774. 


.4971, 4785. .5009, 4786. .5028 




Seq. No. 


46357 








Seq. ID 


OJ000306__01.0407.C6 




Gene No. 


98350 - 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01. 


0407. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4619 








End 


7625 




GI 


none 








Score 


89 




Exons 


4619. .4678, 


4621. 


.4671, 


4786. 


.4974, 4791. .4976, 4791. .5027, 






4792. .5028, 


7047 . 


.7154, 


7047. 


.7124, 7048. .7158, 7048. .7167, 






7271. .7390, 


7272. 


.7388, 


7479. 


.7625, 7484. .7618 




Seq. No. . 


46357 








Seq. ' ID 


OJ000306__0lV0407.C6 




Gene No. 


98350 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01. 


0407. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7287 








End 


8341 




GI 


none 








Score 


80 




Exons 


. 7287 . .7385, 


7343. 


\ 7390, 


7484 . 


.7618', 74 


85. .7625,. 8240. .8341, 


^ ■ = 




8272 . .8328 












: LJ: 


Seq. No. 


46357 








Seq. ID 


OJ000306_01.0407.C6 


Q 


Gene No. 


98350 








Strand 






Start 


9537 








End 


9958 




Name 


OJ000306 01. 


0407. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 


^ n 


Start 


7548 








End 


9479 




GI 


none 








Score 


106 




Exons 


7548. .7625, 


7550. 


.7618, 


8272 . 


.8835, 8273.. 8836, 9167.. 9259, 


U 




9381. .9479 














Seq. No. *• 


46357 








Seq. ID 


OJ000306_01.0407.C6 




Gene No. 


98350 








Strand 




f ^ 


Start 


9537 








End 


9958 




Name 


OJ000306 01. 


0407. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


1 J 


Start 


8305 








End 


9499 




GI 


none 








Score 


743 




Exons 


8305. .8832, 


8306. 


.8833, 


8606. 


.8833, 9167.. 9259, 9381.. 9479, 






9386. . 9499 














Seq. No. 


46357 








Seq. ID 


OJ000306_01.0407.C6 




Gene No. 


98350 








Strand 






Start 


9537 








End' 


9958 




Name 


OJ000306 01. 


0407. 


C6.o3. 


gp 


Method 


AAT/GAP 




Start 


9537 








End 


9958 




GI 


1255 1.R1084 








Score 


820 




Exons 


9537. .9958 














GI Descrip. 


'5803242/dbj | AP000399 . 1 | AP000399 1 . Oe- 


12.7 Oryza sativa genomic 






- DNA, chromosome 6 


, clone: P0535G04 ' 






Seq. No. 


46357 








Seq. ID 


OJ000306__01.0407.C6 




Gene No. 


98351 








Strand 





47886 



Start 
Name 
Start 
GI 

Exons 



13069 

OJ000306_01.0407.C6.o2.tm 

13069 
none 

13069. .13266, 13092 .. 134 06, 
13345. .13422 



End 

Method 

End 

Score 



14446 

TBLASTX: Maize 

13422 

76 



13106. .13162, 13108. .13413, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6357 
98351 
13069 

OJ000306_01.0407.C6.o2.ts 

13110 
none 

13110. .13397, 13110. 
13741. .13842, 13751. 
14336. .14446, 14338. 



13400, 
13837, 
14409 



Seq. ID OJ000306_01.0407.C6 
Strand 

End 14446 

Method TBLASTX : Soybean 

End 14446 

Score 92 
13111. .13413, 13737. .13838, 
13752. .13841, 14 331 .. 14 4 17 , 



Seq. No. 4 6357 

Gene No. 98351 

Start 13069 

Name OJ000306_01 . 0407 . C6 . o2 . tc 

Start 13113 

GI none 

Exons 13113. . 13253, 13114 13257 , 
13260.. 13370 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_01.0407.C6 
14446 

TBLASTX: Cress 

13371 

197 



13114. .13257, 13258. .13371, 



Seq. No. 46358 Seq. ID 

Gene No. 98352 Strand 

Start 363 End 

Name OJ000306_01 . 0407 . C7 . ol . gs Method 

Start 363 End 

GI none Score 

Exons 363. . 476 



OJ000306_01.0407.C7 
+ 

476 

GENSCAN 

476 

.6 



Seq. No. 46358 Seq. ID 

Gene No. 98353 Strand 

Start 1102- End 

Name OJ000306_0'1 . 0407 . C7 . o2 . gs Method 

Start 1102 End 

GI none Score 

Exons 1102.. 3393 



OJ000306_01.0407.C7 

3393 
GENSCAN 
3393 
1 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



46358 Seq. ID OJ000306_01 . 0407 . C7 

98353 Strand 

1102. . End . 3393 

0 J000306_01 . 0407 . C7 . ol . np Method AAT/NAP 

1105 End- 3393 

5803274 Score 3962 

1105. .3393 

(AP000399) similar to Arabidopsis thaliana BAC T5J8 from 

chromosome IV; hypothetical protein (AC004044) [Oryza sativa] 



46358 Seq. ID 

98353 Strand 

1102 End 

OJ000306_01 . 0407 . C7 . o2 . tm Method 

1108 End 



OJ000306_01.0407.C7 
3393 

TBLASTX: Maize 
1851 



47887 




GI 


none 








Score 


66 




Exons 


1108. .1851, 


1397 


. . 1540, 


1471, 


. .1650, 1522. . 1848, 


1558. . 177-9 


Seq. No. 


4 6358 








Seq. ID 


OJ000306 


_01.0407.C7 


Gene No. 


98353 








Strand 






Start 


1102 








End 


3393 




Name 


OJ000306 01 


. 0407 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


' 1321 








End 


3213 




GI 


none 








Score 


100 




Exons 


1321. . 1656, 


1330 


. . 1653, 


2206. 


,.2328, 2542.. 2727, 


3031. . 3213 


Seq. No. 


46358 








Seq. ID 


OJ000306 


01 . 0407 ,C7 


Gene No . 


98353 








Strand 






Start 


1102 








End 


3393 




Name 


OJ000306 01 


. 0407 


.C7.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1330 








End 


3279 




GI 


none 








Score 


55 




Exons 


1330. . 1419, 


1432 


. . 1566, 


1433. 


.1570, 15- 


43. . 1779, 


1558. . 1713, 




1558. .2130, 


1567, 


. . 1776, 


.1598:. 


.1795, 1849. .1992, 


2125. .2412 




2221. .2391, 


2233 


. .2586, 


2314 . 


.2451, 2377.. 2724, 


2383.' . 2835 




2623. .2772, 


2683, 


. .2826, 


2716. 


.3096, 2815.. 3246, 


2848 . . 3027 




3058. .3099, 


3109. 


. . 3273, 


3175. 


.3279 






•Seq. No. 


46358 








Seq. ID 


OJ000306 


01 . 0407 .C7 


Gene No. 


98353 








Strand 






Start 


1102 








End 


3393 




Name 


OJ000306 01. 


.0407, 


.C7.ol. 


tw 


•Method 


TBLASTX: 


Wheat 


Start 


1411 








End 


3144 




GI 


none 








Score 


67 




Exons 


1411. . 1713, 


1414 . 


. . 1884, 


1468 . 


.1590, 1771. .2037, 


2002 . . 2208, 




2542. .2802, 


2642. 


. .2752, 


2710. 


.2895, 2800. .3144, 


2858 . . 3079 


Seq. No. 


46358 








Seq. ID 


OJ000306 


01 . 0407 ,C7 


Gene No. 


98353 








Strand 






Start 


1102 








End 


3393 




Name 


OJ000306 01, 


. 0407 , 


,C7.ol. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


1861 








End 


3273 




GI 


none 








Score ■ 


381 




Exons 


1861. .2025, 


1870. 


, .2202, 


1902. 


.2288, 1906. .2304, 


1906. . 2304, 




1907. .2305, 


1922. 


, .2305, 


2002. 


.2397, 2593.. 2970, 


2773. .3015, 




3013. .3054, 


3109. 


, .3273, 


3182 . 


.3250 






Seq. No. 


46359 








Seq. ID 


OJ000306 


_01.0407.C8 


Gene No. 


98354 








Strand ■ 


+ 




Start 


1091. 








End . 


2149 




Name 


OJ000306 01. 


0407 . 


C8.ol. 


crs 


Method 


GENSCAN 




Start 


1091 








End 


2149 




GI 


none 








Score 


.49 




Exons 


i091 . . 1157, 


1834 . 


. 1972, 


2017". 


.2149 






Seq. No. 


46359 








Seq. ID 


OJ000306 


01. 0407. C8 


Gene No. 


98354 








Strand 


+ 




Start 


1091 








End 


2149 




Name 


OJ000306- 01. 


0407. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


1091 








End 


2146 




GI 


5803273 








Score 


548 




Exons 


1091. .1157, 


1834. 


.1972, 


2017. 


.2146 







47888 



GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306 01. 0407. C8 



46359 
98355 
3380 

OJ000306_01.0407.C8.ol.gp 
2737 

90269_1.R1084 
2737. .3431 

' 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



6448 
AAT/GAP 
3431 
1321 



Seq. No. 46359 
Gene No. 98355 
Start 3380 

Name OJ000306_01 . 0407 . C8 . ol . ts 

Start 3380 
GI none 

Exons. 3380..3505\ 3387.. 3500, 3395, 

3545.. 3652, 3816.. 3890, 3822. 
4042. .4176, 4275. .4388, 4277. 
5670. .5768, 5833. .6210, 5862. 



Seq. ID OJ000306_01.0407.C8 
Strand 

End 6448 

Method TBLASTX: Soybean 

End 6215 

Score 50 

.3505, 3534. .3647, 3536. .3649, 
.3890, 3823. .3909, 4041. .4172, 
.4387, 5627. .5767, 5628. .5768, 
.6215 



Seq. No. 46359 

Gene No. 98355 

Start 3380 

Name OJ000306_01 . 04 07 . C8 . o2 . gs 

Start 3380 

GI none 

Exons 3380.. 3646, 3822.. 3890, 3984, 
5862. .6330 



OJ000306_01.0407.C8 

6448 . 

GENSCAN 

6330 

.75 



Seq. ID. 
Strand 
End 

Method 
End 
Score 

.4170, 4275. .4388, '5628. .5761, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46359 Seq. ID OJ000306_01 . 0407 . C8 

98355 Strand 

3380 End 6448 

OJ000306_01.0407.C8.o2.np Method AAT/NAP 

3383 - End 6373 

5803272 Score 2065 

3383. .3646, 3822. .3890, 3984. .4170, 4275. .4388, 5628. .5761, 
5862. . 6373 

(AP000399) ESTs AU055950 (S20175) ,C73125 (E2952) , AU055951 (S20175 ) 
correspond to a region of the predicted gene; similar to 
acyl-ACP thioesterase (U92878) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46359 
98355 
3380 

OJ000306_01 . 04 07 . C8 . ol . tm 

3416 

none 

3416.. 3649, 3435.. 3479, 3543. 
4045.. 4173, 4275.. 4388, 4277. 
5634. .5768, 5670.. 5768, 5843. 
5861.. 6106, 5862.. 6131, 5868. 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ000306 01. 0407. C8 



6448 

TBLASTX: Maize 
6373 
46 

3647, 3807. .3890, 4041. .4172, 
4390, 4277. .4387, 5627. .5767, 
6115, 5845. .6138, 5857. .5988, 
6146, 6171-. .6197, 6211.. 6300, 



6216.. 6299, 6219.. 6365, 6338.. 6373 



Seq. No. 



46359 



Seq. ID OJ000306 01. 0407. C8 



47889 



Gene No 


98355 


Strand 




Start 


3380 


End 


6448 


Name 


OJ000306 01 0407 C8 ol tc 


Method 


TBLASTX: Cress 


Start 


3431 


End 


6376 


GI 


none 


Score 


98 


Exons 


3431.. 3517, 3536. 3649, 3537 


.3647, 3547. .3648, 3816. .3890, 




3822 3890. 3823 3891. 3829 


.3903, 4041. .4172, 4048. .4182, 




4277 4438. 4299 4391. 5618 


.5767, 5625.. 5768, 5627.. 5767, 




5833.. 6120, 5862 .6125, 5868 


.6125, 6162.. 6245, 6162.. 6236, 




6323 6376. 6326 6376 






Sea No 


46359 


Seq. ID 


OJ000306__01.0407.C8 


Gene No . 


98355 


Strand 




Start 


3380 


End 


6448 


Name 


OJ000306 01.0407.C8.o2.gp 


Method 


AAT/GAP 


Start 


3504 


End 


4160 


GI 


2428662 


Score 


714 


Exons 


3504. .3646, 3822 .. 3890, 3984 . 


.4160 




QT Dp qprin 


5803272/dbj IBAA83582. 1 | 3.0e- 


69 (AP000399) ESTs 




AU055950 (S20175) ,C73125 (E2952) , AU055951 (S20175 ) correspond to 




region of the predicted gene; 


similar 


to acyl-ACP thioesterase 




(U92878) [Oryza sativa] 






Seq. No. 


46359 


Seq. ID 


OJ000306__01.0407..C8 


Gene No. 


98355 


Strand.. 




Start 


3380 


End 


6448 


Name 


OJ000306 01.0407.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5627 


End 


5987 


GI 


none 


Score 


121 


F, v d n 


5627. .5764, 5628. .5765, 5859. 


.5987 




Sea No 


46359 


Seq. ID 


OJ000306_01.0407.C8 


Gene No . 


98355 


Strand 




Start 


3380 


End 


6448 


'Name 


OJ000306 01.0407 .C8.o3.gp 


Method 


AAT/GAP 


■Start 


6004 


End 


6448- 


GI 


76525 1.R1084 


Score 


786 


Exons 


6004 . . 6448 






\J _. i_/ o J- J_ * 


•5803272/dbj IBAA83582.il 4 . Oe 


-32 (AP000399) ESTs 




AU055950(S20175),C73125(E2952), AU055951 ( S20175 ) correspond to 




region of the predicted gene; 


similar 


to acyl-ACP thioesterase 




(U92878) [Oryza sativa]' 






Seq. No. 


46360 


Seq. ID 


OJ000306_01.0407.C9 


Gene No. 


98356 


Strand 


+ 


Start 


68 


End 


532 


Name 


OJ000306 01.0407.C9.ol.gs 


Method 


GENSCAN 


Start 


68 


End • 


532 


GI 


none 


Score 


. 99 




68. .532 






Seq. No. 


46360 


Seq. ID 


OJ000306_01.0407.C9 


Gene No. 


98356 


Strand 


+ 


Start 


68 


End 


532 


Name 


OJ000306 01.0407.C9.ol.gp 


Method 


AAT/GAP 


Start 


312 


End 


444 


GI 


76525 1.R1084 


Score 


238 



47890 



Exons 312. .444 

GI Descrip. ' 5803272/dbj | BAA83582 . 1 | 4.0e-32 (AP000399) ESTs 

AU055950(S20175) / C73125(E2952) / AU055951 (S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] ' " 



Seq. No. 46360 Seq. ID 

Gene No. 98357 Strand 

Start 662 . . End 

Name OJ000306_01 . 04 07 . C9 . o2 . gs Method 

Start 662 End 

GI none Score 

Exons 662..749 



OJ000306_01.0407.C9 
749 

GENSCAN 

749 

.91 



Seq. No. 46361 

Gene No. 98358 

Start 540 

Name OJ000306_01 . 0407 . C10 . ol . ts 

Start 494 

GI none 
Exons 



OJ000306J51. 0407. C10 
1685 

TBLASTX: Soybean 
1683 
41 

494. .532, 519. .605, 534. .677, 653.-673, 873. .974, 934. .972, 
972. .1007, 974. .1009, 977. .1018, 1112. .1240, 1129. .1242, 
1132. .1242, 1346. .1447, 1348. .1446, 1527. .1610, 1531. .1683, 
1533. .1652 



Seq. ID 

Strand 

End 

Method 

•End 

Score 



Seq. No. 46361 Seq. ID 

Gene No. 98358 Strand 

Start 540 End 

Name OJ000306_01 . 0407 . C10 . ol . gs Method 

Start 540 End 

GI none Score 

Exons 540. .683, 873. .939, 1133. .1239 



OJ000306_01.04 07.C10- 

1685 
GENSCAN 
1239 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46361 
98358 
540 

OJ000306_01. 0407. C10. ol.np 
552 

6453853 



OJ000306 01. 0407. C10 



Seq. ID 
Strand 

End 1685 
Method AAT/NAP 
End 1685 ' 

Score 519 

552. .697, 854. .1016, 1133. .1239, 1351. .1444, 1531. .1685 
(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



Seq. No. ■ 46361 

Gene No. 98358 

Start 540 

Name OJ000306_01 . 0407 . C10 . ol . gp 

Start - 627 

GI 55249_1.R1084 

Exons 627.. 683, 873.. 1016, 
GI Descrip. 



OJ000306 01. 0407. C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1133.. 1239, 1351. 
'5902363/gb|AAD55465.1|AC009322_5 2.0e-50 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



1685 
AAT/GAP 
1620 
862 

.1444, 1531. .1620 



Seq. No. 
Gene No. 
Start 



46361 
98358 
540 



Seq. ID 

Strand 

End 



OJ000306 01. 0407. C10 



1685 



47891 



Name 
Start 
GI . 
Exons 



OJ000306_01. 0407. CIO. ol.tm Method TBLASTX : Maize 
873 End 1684 

none Score 80 

873. .974, 916. ,975, 927. .974, 928. .975, 956. .1018, 972. .1025, 
977. .1018, 1132. .1242, 1139. .1237, 1346. .1447, 1348. .1446, 
1351. .1449, 1353. .1451, 1531. .1683, 1532. .1684, 1533. .1652 



Seq. No. 46361 

Gene No. 98358 

Start 540 

Name OJ000306J31 . 04 07 . C10 . ol . tw 

Start 894 

GI none 
Exons 



Seq. ID OJ000306_01. 0407. C10 
Strand 

End 1685 

Method TBLASTX : Wheat 

End 1607 

Score 70 



894. .974, 916. .975, 927. .974, 928. .975, 974. .1018, 975. .1031, 
1132. .1239, 1132. .1242, 1346. .1447, 1348. .1446, 1350. .1451, 
1350. .1448, 1532. .1603, 1533. .1607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46361 
98358 
540 

OJ000306_01. 04 07 .C10. ol.tc 

1132 

none 



Seq. ID OJ000306_01. 0407. C10 

Strand . - 

End 1685 

Method TBLASTX : Cress 

End 1634 

Score 118 



1132. .1242, 1133. .1240, 1346. .1447, 1348. .1446, 1357. .1449, 
. 1531.-. 1632/ 1533. .1634 



Seq. No. 46362 Seq. ID OJ000306_01 . 0407 . Cll 

Gene No. 98359 Strand 

Start . 1 End 1899 

Name OJ000306_01 . 0407 . Cll . ol . np Method AAT/NAP 

Start 1 End 1899 

GI 6453853 Score 832 

Exons 1..162, 781. .969, 1408. .1473, 1558. .1705, 1828. .1899 

GI Descrip. (AC011717) putative coatoraer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



Seq. No. 46362 

Gene No. 98359 

Start 1 

Name OJ000306JD1 . 04 07 . Cll . ol . ts 

Start 21 

GI none 
Exons 



Seq. ID OJ000306_01. 0407. Cll 
Strand 

End 1899 

Method TBLASTX : Soybean ' 

End 1899 

Score 160 



21. .170, 22. .171, 23. .172, 26. .163, 781. .972, 781. .981, 
791. .973, 810. .986, 1408. . 1479, 1412. .1474, 1549. .1710, 
1549. .1707, 1826. .1894, 1827. .1895, 1827. .1898, 1834. .1899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46362 
98359 
1 

OJ000306_01. 04 07 .Cll. ol.tw 
21 

none 



Seq. ID OJ000306_01. 0407. Cll 
Strand 

End 1899 

Method TBLASTX : Wheat 

End 94 9 

Score 180 



21. .164, 22. .165, 23. .163, 24 . . 164 , .,25 . . 1 65, 754. .948, 771. .941, 
781. . 942, 785. .949 



Seq. No. 
Gene No. 



46362 
98359 



Seq. ID OJ000306_01. 0407. Cll 
Strand 



47892 





Start 


1 


End 


1899 






Name 


OJ000306 01.0407.Cll.ol.gs 


. Method 


GENSCAN 






Start 


22 


End 


1665 






GI 


none 


Score 


.67 






Exons 


22. .162, 781. .969, 1408. .1473, 1555. .1665 






Seq. No. 


46362 


Seq. ID 


OJ000306 


_01.0407.C11 




Gene No. 


98359 


. Strand . 


_ 






Start 


1 


End 


1899 






Name 


OJ000306 01.0407.Cll.ol.tc 


Method 


TBLASTX: 


Cress 




. Start 


22 


End 


172 






GI 


none 


Score 


166 






Exons 


22. .171, 23. .172, 26. .163, 34. .171 








Seq. No. 


46362 


Seq. ID 


OJ000306 


01.0407.C11 




Gene No. 


98359 


Strand 








Start 


1 


End 


1899 






Name 


OJ000306 01.0407.Cll.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


58 


End ^ , 


1476 






GI 


none 


Score' 


107 - 






Exons 


58. .171, 59. .169, 781. .897, 


790. .891, 


794. .895, 


892. . 981, 






896. .970, 1408. .1476, 1409.. 


1468 






L Jj 


Seq. No. 


46363 


Seq. ID 


OJ000306 


01.0407.C12 




Gene No. 


98360 


Strand 


+ 






Start 


302 


End 


7330 






Name 


OJ000306 01.0407.C12.ol.gs 


Method 


GENSCAN 






Start- 


302 


End 


7330 




. Q 


GI 


none 


Score 


.63 






Exons 


302. .365, 2010. .2188, 2831.. 


3034, 3458 


..3646, 4 


476. . 4587, 


. 




5465. .5544, 6092. .6202, 6650 


..6736, 7049.. 7330 






Seq. No. 


46363 


Seq. ID 


OJ000306 


01.0407.C12 




Gene No. 


98360 


Strand 


+ 






Start 


302 


End 


7330 






Name 


-OJ000306 01.0407.C12.ol.gp 


Method 


AAT/GAP 




U 


Start 


2956 


End 


3572 




, 


GI 


LIB3477-001-P1-K1-B4 


Score 


747 






Exons 


2956.. 3064, 3170 .. 334 6,- 3458 


. .3572 








GI Descrip. 


'2906008 6.0e-09 (AF034203) 


DNA repair 


protein XRCC1 [Cricetulus 


13 




griseus] ' 










Seq. No. 


46363 


Seq. ID 


OJ00030 6 


_01.0407.C12 




Gene No. 


98360 


Strand ■ 


+ 






, Start 


302 . . 


, End 


7330 






Name 


OJ000306 01.0407.C12.o2.np 


Method 


AAT/NAP 






Start 


3222 


End 


6213 






GI 


6730735. 


Score 


347 






Exons 


.3222.. 3399, 3458. .3646, 4476 


..4580, 6190. .6213 






GI Descrip. 


(AC018849) putative DNA repair protein 


[Arabidopsis thaliana] 




Seq. No. 


4 6,363 


Seq. ID 


OJ000306_ 


_01.0407.C12 




Gene No. 


98360 


Strand 


+ 






Start 


302 • 


End 


7330 






Name 


OJ000306 01.0407.C12.o2.gp 


Method 


AAT/GAP 






Start 


4564 


End 


7192 






GI 


702351 


Score 


753 





47893 



Exons 


4564.. 4587, 5465.;5544, 


6092. .6202, 6650. .6736, 7049. .7192 


Seq. No. 


46363 


Seq. ID 


OJ000306_01.0407.C12 


Gene No. 


98361 


Strand 




Start 


343 


End 


2239 


Name 


OJ000306 01.0407.C12.ol. 


np Method 


AAT/NAP 


Start 


343 


End 


2239 


GI 


6453853 


Score 


1122 


Exons 


343. .512, 597. .728, 827. 


.1152, 1238. .1274, 1997. .2051, 




2175. .2239 






GI Descrip. 


(AC011717) putative coatomer protein complex, subunit beta 2 




(beta prime) [Arabidopsis thaliana] 




Seq. No. 


46363 


Seq. ID 


OJ000306_01.0407.C12 


Gene No. 


98361 


Strand 




Start 


343 


End 


2239 


Name 


OJ000306 01.0407.C12.ol. 


ts Method 


TBLASTX: Soybean 


Start 


. 349 


End 


1126 


GI 


none 


Score 


180 


Exons 


349. .513, 360. .515, 384. 


.515, 591. .731, 


595. .732, 601. .729, 




872. .931, 947. .997, 953. 


.1126, 1016. .1087 


Seq. No. 


46363 


Seq. ID 


OJ000306_01 . 04 07 . C12 


Gene No. 


98361 


Strand 




Start 


343 


End 


2239 


Name 


OJ000306 01.0407.C12.ol. 


tc Method 


TBLASTX: Cress 


Start 


•381 v; 


End 


1090 


GI 


none 


Score 


166 


Exons 


381. .515, 429. .491, 591. 


.635, 601. .729, 


603. .731, 824. .1090, 




828. . 1046 





Seq. No. 46363 

Gene No. 98361 

Start 343 

Name OJ000306_01 . 0407 . C12 . ol . tm 

Start 381 

GI none 
Exons 



Seq. ID OJ000306_01.0407.C12 
Strand 
End ' 
Method 
End 
Score 



2239 

TBLASTX: Maize 

1126 

179 



381. .515, 396. .515, 397. .516, 591. .731, 594. .731, 598. .765, 
824. .1087, 828. .1049, 850. .1086, 872. .931, 947. .997, 97.1. .1126 



Seq. No. 


46363 








Seq. ID 


OJ000306_01.04 07.C12 


Gene No. 


98361 








Strand 




Start 


343 








End 


2239 


Name 


OJ000306 01 


.0407 


.C12.pl. 


tw 


Method 


TBLASTX: Wheat 


Start 


783 








End 


1069 


GI 


none 








Score 


106 


Exons 


783. .1019, 


816. . 


995, 827 


. .1069 




Seq. No. 


46363 








Seq. ID 


OJ000306_01.0407.C12 


Gene No. 


98362 








Strand 




Start 


4478 








End 


7335 


Name 


OJ000306 01 


.0407 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4478 








End 


7335 


GI 


none 








Score 


87 


Exons 


4478. .4570, 


4484 


. .4564, 


4489. 


.4590, 4491. .4592, 4492. .4590, 




5464. .5544, 


6086 


. .6202, 


6100. 


.6201, 6646. .6744, 6647. .6736, 




7046. .7231, 


7049 


. .7225, 


7232. 


.7330, 7276.. 7335 



47894 



Seq. No. 


46364 


Seq. ID 


OJ000306_ 


_01.0407.C13 


Gene No. 


98363 


•Strand 






Start 


533 


End 


1150 




Name 


GJ000306 01.0407.C13.ol.gs 


Method 


GENSCAN 




Start 


533 


End 


1150 




GI ■ 


none 


Score 


. 97 




Exons 


533.. '1150 








Seq. No. 


• 46364 


Seq. ID 


OJ000306_ 


_01.0407.C13 


Gene No. 


98364 


Strand 






Start 


ion/" 

1296 


End 


2797 




Name 


OJ000306 01.0407.C13.ol.gp 


Method 


AAT/GAP 




Start 


1296 


End 


2031 




GI 


28922 1.R1084 


Score 


1070 




Exons 


1296. .1792, 1891. .2031 








GI Descrip. 


'629849/pir| IS43335 7.0e-78 


pectate lyase (EC 4. 


2.2.2) - maize 




>gi_405535 (L20140) homology 


with pectate lyase 


[Zea mays] 1 


Seq. No. 


46364 


Seq. ID 


OJ000306_ 


_01.0407.C13 


Gene No. 


98364 


Strand 






Start 


1296 


End 


2797 




Name 


OJ000306 01.0407.C13.o4.gp 


Method 


AAT/GAP 




Start 


1296 


End 


2027 . 




GI .. 


28922 1.R1084 <v 


Score 


1062 




Exons 


1296.. 1792, 1891.. 2027 








GI Descrip. 


1 629849/pir | IS43335 7.0e-78 


pectate lyase (EC 4. 


2.2.2) - maize 




>gi 405535 (L20140) homology 


with pectate lyase 


[Zea mays] ? 


Seq. No. 


46364 


Seq. ID 


OJ000306_ 


01.0407.C13 


Gene No. 


98364 


Strand 






Start 


1296 


End 


2797 




Name 


OJ000306 01.0407.C13.o3.gp 


Method 


AAT/GAP 




Start 


1296 


End 


2028 




GI 


28922 1.R1084 


Score 


1064 




Exons 


1296.. 1792, 1891.. 2028 








GI Descrip. 


'629849/pirl IS43335 7..0e-78 


pectate lyase (EC 4. 


2.2.2) - maize 




>gi 405535 (L20140) homology 


with pectate lyase 


[Zea mays] 1 


Seq. No. 


46364 


Seq. ID 


OJ000306_ 


01.0407.C13 


Gene No. 


98364 


Strand 






Start 


1296 


End. 


2797 




Name 


OJ000306 01.0407.C13.o2.gp 


Method 


AAT/GAP 




Start 


1296 


End 


2029 




GI 


28922 1.R1084 


Score 


1066 





Exons 1296.. 1792, 1891.. 2029 

GI Descrip.., ' 629849/pir | | S43335 7.0e-78 pectate' lyase (EC 4.2.2.2) - maize 
>gi__405535 (L20140) homology with pectate lyase [Zea mays] ' 



Seq. No. 46364 Seq. ID 

Gene No. 98364 Strand 

Start 1296 - End 

Name OJ000306_01 . 04 07 . C13 . ol . tm Method 

Start 1435 End 

GI none Score 
Exons 



OJ000306_01.0407.C13 
2797 

TBLASTX: Maize 

2667 • 

203 



1435. .1794,. 1439. .1789, 1896. .2666, 1902. .1988, 1903. .2667 



47895 




Seq. No. 


46364 








Seq. ID 


OJ000306_01 . 04 07 . CI 3 


Gene No. 


98364 








Strand 




Start, 


1296 








End 


2797 


Name 


OJ000306_0.1 


.0407 


.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1438 








End 


2627 


GI 


none 








Score 


110 


Exons 


1438 . . 1794, 


1682 


. . 1795, 


1896. 


.2189, 1902. .1988, 1903. .2268, 




2265. .2498, 


2265 


. .2627, 


2266. 


.2592 




Seq. No. 


4 6364 








Seq. ID 


OJ000306 01.0407.C13 


Gene No. 


98364 








Strand 


- 


Start 


1296 








End 


2797 


Name 


OJ000306 01, 


, 0407 


. C13 . o2 


.gs 


Method 


GENSCAN ' 


Start 


1438 








End 


2729 


GI 


none 








Score 


.78 


Exons 


1438 . . 1792, 


1891 


. . 2729 








Seq. No. 


4 6364 








Seq. ID 


OJ000306_01.0407.C13 


Gene No. 


98364 








Strand 


_ 


Start 


1296 








End 


2797 


Name 


OJ000306 01. 


, 0407 


.C13.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


1438 








End 


1704 


GI 


none 








Score 


109 


Exons 


1438 . . 1704, 


1439 


. . 1702 








Seq. No. 


46364 








Seq. ID 


. OJ000306_01.0407.C13 


Gene No. 


98364 








Strand 




Start 


1296 








* End 


2797 


Name 


OJ000306 01. 


0407, 


.C13.ol, 


. np 


Method 


AAT/NAP 


Start 


1441 








End 


2797 


GI 


629849 








Score 


1834 


Exons 


1441. .1792, 


1891, 


. .2797 








GI Descrip. 


pectate lyase (EC 4.2.2. 


.2) - 


maize gi 1405535 (L20140) homology 




with pectate lyase [Zea 


mays] 






Seq. No. 


46364 








Seq. ID 


OJ000306_01.0407.C13 


Gene No. 


98364 








Strand 




Start 


1296 








End 


2797 


Name 


OJ000306 01. 


0407, 


,C13.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


1510 








End 


2652 


GI 


none 








Score 


115 


Exons 


1510. .1794, 


1682. 


. .1795, 


1896 . 


.2189, 1912. .2274, 2263. .2418, 




2269. .2652, 


2271. 


. .2651 








Seq. No. 


46364 








Seq. ID 


OJ000306_01.0407.C13 


Gene No. 


98364 








Strand 




Start 


1296 








End 


2797 


Name 


OJ000306 01. 


0407, 


.C13.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1921 








End 


2300 


GI 


none 








Score 


165 


Exons 


1921. .2163, 


1923. 


, .2162, 


2188 . 


.2280, 2271. .2300, 2275. .2298 


Seq. No. 


46364 








Seq. ID 


OJ000306_01.0407.C13 


Gene No. 


98364 








Strand 




Start 


1296 








End 


2797 


Name 


OJ000306 01. 


0407. 


C13.o5. 


gp 


Method 


AAT/GAP 


Start 


2452 








End 


2797 



47896 



GI uC-osflcyp023el2bl Score 651 

Exons 2452.. 2797 

GI Descrip. 1 62984 9/pir | | S43335 3.0e-45 pectate lyase (EC 4.2.2.2) - maize 
>gi_405535 (L20140) homology with pectate lyase [Zea mays] 1 



Seq. No. 46365 

Gene No. 98365 

Start 41 

Name OJ000306_01 . 0407 . C14 . ol . gs 

Start 41 

GI none 
Exons 



Seq. ID OJ000306_01.0407.C14 

Strand + 

End 5575 

Method GENSCAN 

End 5575 

Score . 66 



41. .106, 2002. .2136, 2476. .2565, 2677. .2841, 3336. .3533, 
3959. .4108, 4791. .4981, 5308. .5575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46365 
98365 
41 

OJ000306 
1186 
7486439 
1186. .1223, 
3959. .4177, 



Seq. ID OJ000306_01.0407.C14 
Strand 
End 

Method 
End 
Score 

.2592, 2676. .2866, 3320. .3489, 3780. .3837, 
. 4886 

hypothetical protein F4I1.6 - Arabidopsis thaliana 
gi|3128171|gb|AAC16075.1| (AC004521) unknown protein 
[Arabidopsis thaliana] 



01. 0407 .C14 .ol.np 



2476. 
4842. 



OJ000306_ 
+ 

5575 

AAT/NAP • 
4886 
121 
3320. .3489, 





Seq. No. 


46366 


Seq. ID 


OJ000306_ 


_01. 


0407 


.C15 


ry 


Gene No. 


98366 


Strand 


+ 










Start 


1 


End • 


1241 










Name 


OJ000306 01. 0407. C15. ol.np 


Method 


AAT/NAP 










Start 


1 


End 


1241 










GI 


5852093 


Score 


57 










Exons 


1..24, 365. .488, 1208. .1241 














GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 












Seq. No. 


• 46366 


■Seq. ID 


OJ000306 


_01. 


0407 


.C15 


i x. ■ 


Gene No. 


98366 


Strand 


+ 










Start 


1 


End 


1241 










Name 


OJ000306 01-0407. C15.ol.gs 


Method 


GENSCAN 










Start 


764 


End 


1214 










GI 


none 


Score 


.93 










Exons 


764. .896, 1128. .1214 














Seq. No. 


46366 


Seq. ID 


OJ000306_ 


01. 


0407 


.C15 




Gene No. 


98366. ..... 


' Strand 


. + 










Start 


1 


End 


1241 










Name 


OJ000306 01.0407.C15.o2.np 


Method 


AAT/NAP 










Start 


764 


End *. 


1241 










GI 


5803271 


Score 


333 










Exons 


764. .896, 1128. .1241 














GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 










Seq. No. 


46367 


Seq. ID ' 


OJ000306_ 


_01. 


0407 


.C16 




Gene No. 


98367 


Strand 


+ 










Start 


627 


End " 


703 










Name 


OJ000306 01.0407.C16.ol.gp- 


Method 


AAT/GAP 










Start 


627 


End 


703 









47897 



GI LIB3477-003-P1-K1-E9 Score 114 

Exons 627.. 703 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01J3RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 46367 Seq. ID 

Gene No. 98368 Strand 

Start 5727 End 

Name OJ000306_01 . 04 07 . CI 6 . o2 . gs Method 

Start 5727 End 

GI none Score 
Exons 



OJ000306_01.0407.C16 
+ 

8114 
GENSCAN 
8114 
.73 



5727. .5923, 6424. .6516, 7695. .7809, 7965. .8114 



Seq. No. 


46367 


Seq. ID 


OJ000306_ 


_01. 


.0407 


.C16 


Gene No. 


98368 


Strand 


+ 








Start 


5727 


End 


8114 








Name 


OJ000306 01.0407.C16.o2, 


. np Method 


AAT/NAP 








Start 


5727 


.End 


81 if 








GI 


5803269 


Score 


861 








Exons 


5727. .5923, 6424 . . 6516, 


7695. .7809, 7965. .8111 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


46367 


Seq. ID 


OJ000306_ 




.0407 


.C16 


Gene No. 


98369 


Strand 


+ 








Start 


9196 


End 


9742 








Name 


OJ000306 01.0407.C16.o2. 


.gp Method 


AAT/GAP 








Start 


9196 


End 


9742 








GI 


14286 1.R1084 


Score 


310 








Exons 


9196. .9383, 9715. .9742 












GI Descrip. 


, 5803242/dbj | AP000399 . 1 | AP000399 l.Oe- 


171 Oryza 


sativa 


genomic 



DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


46367 


Seq. ID 


OJ000306_01.0407.C16 


Gene No. 


98370 


Strand 




Start 


21 


End 


3055 


Name 


OJ000306 01.0407.C16.ol. 


"np Method 


AAT/NAP 


Start 


21 


End 


3055 


GI 


5803270 


Score 


986 


Exons 


21. .91, 249. .317, 1869.. 


1970, 2085. .21 


82, 2678.. 2820, 2898. 


GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


' 46368 


Seq. ID 


OJ000306_01.0407.C17 


Gene No. 


98371 


Strand 




Start 


1800 


End 


3862 


Name 


OJ000306 01.0407.C17.ol. 


gp Method 


AAT/GAP 


Start 


750 


End 


3803 


GI 


56 1.R1084 


Score 


2304 


Exons 


750. .1244, 2362. .2543, 2645. .2668, 2739. .2765, 2859.-2932, 




3082. .3253, 3434. .3622, 


3720. .3803 




GI Descrip. 


• 5803272/dbj | BAA83582 . 1 | 


3.0e-69 (AP000399) ESTs 




AU055950 (S20175) ,C7 3125 (E2 952) , AU055951 (S20175) correspond 




region of ^ the predicted 


gene ; similar 


to acyl-ACP thioesterc 




(U92878) [Oryza sativa] 1 






Seq. No. 


46368 


Seq. ID 


OJ000306_01.0407.C17 


Gene No. 


98371 


Strand 





47898 



Start 
Name 
Start 
GI 

Exons 



1800 End 3862 

OJ000306_01 . 0407.. C17 . ol . gs Method GENSCAN 
1800 End 3803 

none Score .75 

1800. .1850, 2739. .2765, 2859.-2932, 3082. .3253, 3434. .3622, 
3720. .3803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Q Gene No. 

[J Start 

/=! Name 

lit Start 

iy GI 

= Exons 



ti Seq. No. 
' ^ Gene No. 
'l* Start 
^ Name 
□ Start 
GI 

Exons 



46368 Seq. ID OJ000306_01 . 0407 . C17 

98371 Strand 

1800 End 3862 

OJ000306JD1 . 04 07 . C17 . o2 . tm Method TBLASTX : Maize 

2418 End 2668 

none Score 181 

2418. .2561, 2422. .2544, 2427. .2546, 2645. .2668 

46368 Seq. ID OJ000306_01 . 0407 . C17 

98371 Strand 

1800 End 3862 

OJ000306_01.0407.C17.ol.np Method AAT/NAP 

2421 End 3862 

5803267 Score 1082 

2421. .2543, 2645. .2707, 2859. .2932, 3082. .3253, 3434. .3622, 
3720. .3862 

(AP000399) ESTs C2654 7 (C12563) , AU077938 (C12563) correspond to a 
region of the predicted gene; similar to iron-superoxide 
dismutase (AB014056) [Oryza sativa] 

46368 Seq. ID OJ000306_01 . 0407 . C17 

98371 Strand 

1800 End 3862 

OJ000306_01 . 04 07 . C17 . ol . ts Method TBLASTX: Soybean 

2451 End 3622 

none Score 148 

2451. .2561, 2645. .2677, 3078. .3257, 3086. .3256, 3431. .3622, 
3435. .3617, 3508. .3621 

46368 Seq. ID OJ000306_01 . 0407 . C17 

98371 Strand 

1800 End 3862 

OJ000306_01 .04 07. C17 . o2 . tc Method TBLASTX : Cress 

2457 End 3257 

none Score 110 

2457. .2561, 2645. .2677, 3081. .3101, 3086. .3256, 3087. .3251, 
3189. .3257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46368 
98371 
1800 

OJ000306_01. 

3047 

none 

3047. .3073, 
3453. .3509, 
3501. .3623,' 
3718. .3840, 



0407.C17.ol.tm 



3059. 
3467. 
3504 . 



.3247, 
.3508, 
.3623, 



3059. 
3472. 
3511. 



Seq. ID OJ000306_01.0407.C17 
Strand 

End 3862 

Method TBLASTX : Mai ze 

End 3840 

Score 171 

.3253, 3066. .3260, 3072. .3260, 
.3513, 3500. .3622, 3500. .3622, 
.3624, 3511. .3630, 3711. .3836, 



3720. .3839 



Seq. No. 



46368 



Seq. ID OJ000306_01.0407.C17 



47899 



Gene'No. 98371 ' 

Start 1800 

Name OJ000306_01 . 04 07 . C17 . ol . tc 

Start 3431 

GI none 

Exons 3431.. 3514, 3435.. 3521, 3530. 
3730. .3786 



Strand 
End 

Method 

End 

Score 



3862 

TBLASTX: Cress 

3812 

99 



.3622, 3531.. 3623, 3720.. 3812, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
(J Start 
. x i Name 
li' Start 

V:l GI 

I ^ Exons 

i"3 

lil GI Descrip. 

■1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_0 1.04 07 .C18 
+ 

6712 
AAT/GAP 
3164 
1671 



46369 
98372 
939 

OJ000306_01.04 07.C18.o2.gp 
939 

33343_1.R1084 

939. .1097, 1443. .1634, 1871. 
3061. .3164 

' 5803266/dbj | BAA8357 6 . 1 | 1.0e-59 (AP000399) ESTs 

AU078063(S15496) ,C97608 (C60475) , C28255 (C604 75 ) correspond to a 
region of the predicted gene; similar to plastid' transketolase 2 
(Y15782) [Oryza sativa] ' 



1990, 2080. .2244, 2366. .2516, 



46369 
98372 
939 

OJ000306_01.04 07.C18.ol.np 



OJ000306_01.0407.C18 
+ 



Seq. ID 
Strand 

End 6712 
Method AAT/NAP 
1850 End 5755 

5803266 Score 3052 

1850. .1990, 2080. .2244, 2366. .2516, 3061. .3329, 3678. .3957, 
4417. .4721, 4971. .5249, 5462. .5755 

(AP000399) ESTs AU07 8063 (S15496) ,C97 608 (C60475) , C28255 (C604 75 ) ' 
correspond to a region of the predicted gene; similar to plastid 
transketolase 2 (Y15782) [Oryza sativa] 



46369 Seq. ID 

98372 Strand 
939.. '• End 
OJ0'00306_01.0407.C18.o2.gs Method 
3186 End 
none Score 

3186. .3329, 3678. .3957, 4417. .4721, 

5928. .6073, 6562. .6712 



OJ000306_01.0407.C18 
+ 

6712 
GENSCAN 
6712 
.74 

4971. .5249, 5462. .5746, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



46369 Seq. ID 

98372 Strand 
939 .... . . . End 

OJ000306_01.04 07.C18.o3.gp Method 
4488 ' End 
uC-osflcypll2g02bl Score 
4488. .4712 

f 5803266/dbj |BAA83576.1i 2.0e-32 (AP000399) ESTs 

AU078063 (S15496) ,C97608 (C60475) , C28255 (C60475 ) correspond to a 
region of the predicted gene; similar to plastid transketolase 2 
(Y15782) [Oryza sativa] ' 



OJ000306_01.0407.C18 
+ 

6712 
AAT/GAP 
4712 
415 



46369 
98372 
939 



Seq. ID OJ000306_01.0407.C18 
Strand + 
End 6712 



47900 



Name OJ000306_01 . 0407 . C18 . o4 . gp Method AAT/GAP 

Start • 5176 End 6553 

GI 4706_1.R1084 Score 1766 

Exons 5176... 5249, 5462.. 5746, 5928.. 6553 

GI Descrip. » 5803266/dbj | BAA83576 . 1 | 5.0e-47 (AP000399) ESTs 

AU078063(S15496) ,C97608 (C60475) , C28255 (C60475 ) correspond to a 
region of the predicted gene; similar to plastid trans ket.olase 2 
(Y15782) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46369 Seq. ID 

98373 Strand 
10818 End 
OJ000306_01 .04 07.C18 .o5.gp Method 
10818 End 
92846_1.R1084 Score 
10818. .11037, 11136. .11221, 
13138. . 13217, 13353.. 13622 

'5803264/dbj |BAA83574.1| 1.0e-76 (AP000399) ESTs 
AU057456 (S21460) ,AU057455 (S21460) correspond to a region of the 
predicted gene; similar to cytochrome c oxidase subunit Vb 
precursor (D85381) [Oryza sativa]' 



OJ000306_01.0407.C18 
+ 

13622 
AAT/GAP 
13622 
1390 

11312. .11362, 12 918. .12984, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46369 Seq. ID 

98373 Strand 
10818 End- J " 
OJ000306_01 . 04 07 . C18 . o3 . np Method 
10926 End 
5803264 Score 
10926. .11037, 11136. .11221, 
13138. .13217, 13353.. 13418 

(AP000399) ESTs AU057456 (S214 60 ) , AU057455 (S214 60) correspond to 
a region of the predicted gene; similar to cytochrome c oxidase 
subunit Vb precursor (D85381) [Oryza sativa] 



OJ000306_01.0407.C18 
+ 

13622 
AAT/NAP 
13418 
693 

11312. . 11362, 12918. .12984, 



Seq. No. 46369 Seq. ID 

Gene -No. 98374 _ Strand. 

Start 14346 End 

Name OJ000306_01 . 0407 .C18 . o4 .np Method 

Start . 14346 End 

GI 5803263 Score 

Exons - 14346. . 14386, 14416. .15791 

GI Descrip. (AP000399) similar to serine/threonine-specif ic protein kinase 
PK10 precursor (AL021811) [Oryza sativa] 



OJ000306_01.0407.C18 
+ 

16039 
AAT/NAP 
15791 
2344 



Seq. No. 46369 .... Seq. ID 

Gene No. 98374 Strand 

Start 14346 End 

Name OJ000306_01 . 0407 . C18 . 06 . gp Method 

Start 15587 End 

GI 5455578 Score 

Exons 15587. .16039 

GI Descrip. 58032 63/dbj | BAA83573 . 1 | 3.0e-09 (AP000399) similar to 

serine/threonine-specif ic protein kinase PK10 precursor 
(AL021-811) [Oryza sativa] 



OJ000306_01.0407.C18 
+ 

16039 
AAT/GAP 
16039 
851 



Seq. No. 
Gene No. 



46369 
98375 



Seq. ID OJ000306_01.0407.C18 
Strand + 



47901 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



18546 End 23009 

OJ000306_01 . 0407 . C18 . 06 . np Method AAT/NAP 
18489 End 22962 

5803261 Score 3911 

18489. .18749, 2014 8 .. 2 1133, 21817 .. 21868 , 21982. .22962 
(AP000399) similar to Arabidopsis thaliana chromosome II BAC 
T19L18; unknown protein (AC004747) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46369 
98375 
18546 

OJ000306_01.0407.C18.o5.gs 

18546 

none 



Seq. ID OJ000306_01.0407.C18 

Strand + 

End 23009 

Method GENSCAN 

End 22965 

Score .83 



18546. . 18749, 20148 .. 21133, 21817 2 1868 , 21982. .22965 

46369 Seq. ID OJ000306_01 . 0407 . C18 

98375 Strand + 
18546.- End 23009 
OJ000306_01 . 0407 . C18 . o7 . gp Method AAT/GAP 
22504 End 23009 
LIB3475-002-P1-K2-B2 Score 999 
22.504. .23009 

'5803261/dbj I BAA83571.il 7.0e-89 (AP000399) similar to 
Arabidopsis thaliana chromosome II BAC T19L18; unknown protein 
(AC004747) [Oryza sativa] ' 

46369 Seq. ID OJ000306_01 . 0407 . C18 

98376 Strand 

559 End 667 

OJ000306_01.0407.C18.ol.gp Method AAT/GAP 
559 End 667 

56_1.R1084 Score 195 

5S9..667 

'5803272/dbj IBAA83582.il 3.0e-69 (AP000399) ESTs 

AU055950(S20175) , C73125 (E2 952 ) , AU055951 (S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46369 
98377 
7155 

OJ000306_01.0407.C18 .o3lgs 

7155 

none 

7155. .7331, 7716. .7799, 7881. 
9164. .9356, 9433. .9639 

46369 
98377 
7155 

OJ000306_01.0407.C18.o2.np 

7158 
5803265 

7158.. 7331, 7716.. 7799, 7881. 
9164.. 9356, 9433.. 9639 



Seq. ID OJ000306_01.0407.C18 
Strand 

End 9639 

Method GENSCAN 

End 9639 ■ 

Score . 86 . 

.8066, 8391.. 8580, 8826.. 8931, 



Seq. ID OJ000306_01.0407.C18 
Strand 

End 9639 

Method AAT/NAP 

End 9639 

Score 1808 

,8066, 8391.. 8580, 8826.. 8931, 



GI Descrip. (AP000399) similar to protein arginine N-methyl transferase 1 



47902 




(Q63009) [Oryza sativa]. 



Seq. No. 


46369 








Seq. ID 


OJ000306' 01.0407.C18 


Gene No. 


98378 








Strand 






Start 


17210 








End 


17543 




Name 


OJ000306 01 


.0407 


.C18 .o3. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1889 








End 


6032 




GI 


none 








Score 


95 




Exons 


1889. . 1990, 


2077 


. .2238, 


2160. 


.2249, 2167. .2244, 


2363. .2521, 




2377. .2520, 


3059, 


. .3232, 


3060. 


.3233, 3255.. 3329, 


3260. . 3328, 




3645. .3902, 


3695 


. .3904, 


4446. 


.4724, 4487. .4723, 


4967 . . 5212, 




4968 . . 5219, 


5447 , 


. .5752, 


5461. 


.5739, 5898.. 6032, 


5910. . 5987, 




5996. . 6031 














Seq. No. 


46369 








Seq. ID 


OJ000306 


01.0407.C18 


Gene No. 


98378 








Strand 






Start 


17210 








End 


17543 




Name 


OJ000306 01. 


.0407. 


.C18 .06. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1910 








End 


3122 




GI 


none 








Score 


96 




Exons 


1910. .2044, 


2101 . 


. .2247, 


2101. 


.2244, 2166.. 2246, 


2357. .2521, 




2359. .2520, 


3059. 


. .3115, 


3060. 


.3122 






Seq. No. 


46369 








Seq. ID 


OJ000306 


_01.0407.C18 


Gene No. 


98378 








Strand 






Start 


17210 








End 


.17543 




Name 


OJ000306 01. 


. 040'7 . 


, C18.o2. 


tm 


Method'- 


-TBLASTX: 


Mai ze 


Start 


1920 








End 


3110 




GI 


none 








Score 


105 




Exons 


1920. . 1991, 


1922. 


. . 1990, 


1933. 


.1998, 2068. .2244, 


2073. .2249, 




2079. .2249, 


2355. 


, .2516, 


2355. 


.2516, 2359.. 2517, 


2362 . .2520, 




2363. .2521, 


2369. 


, .2521, 


3059. 


.3109, 3060.. 3110 




Seq. No. 


46369 








Seq. ID 


OJ000306 


01.0407.C18 


Gene No. 


98378 








Strand 






Start 


17210 








End 


17543 




Name 


OJ000306 01. 


, 0407 . 


,C18.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3134 








End 


3911 




GI 


none 








Score 


189 




Exons 


3134 . . 3325, 


3135. 


. 3329, 


3136. 


.3330, 3147. .3344, 


3699. .3785, 




3701 . . 3901, 


3702 . 


, . 3911 










Seq. No.. 


46369 








Seq. ID 


OJ000306 


01 . 0407 ..C18 


Gene No. 


98378 








Strand 






Start 


17210 








End 


17543 




Name 


OJ000306 01. 


, 0407 . 


C18.o7. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


3678 








End 


5987 




GI 


none 








Score 


268 




Exons 


367.8 . .3902, 


3695. 


. 3904, 


4473. 


.4724, 4592. .4708, 


4968. .5015, 




5548. .5739, 


5549. 


.5752, 


5567. 


.5764, 5910. .5987, 


5918. .5980 


Seq. No. 


46369 








Seq. ID 


OJ000306 


_01.0407.C18 


Gene No. 


98378 








Strand 






Start 


17210 








End 


17543 




Name 


OJ000306 01. 


0407. 


C18.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


4470 








End 


5512 




GI 


none 








Score 


342 





47903 




Exons 


4470. . 4724, 


4472. 


, .4723, 


4937. 


.5227, 4967. .5242,, 4968. .5252, 




5446. .5511, 


5447. 


, .5512 








Seq. No. 


46369 






- . 


Seq. ID 


OJ000306_01.0407.C18 


Gene No. 


98378 








Strand 




Start 


17210 








End 


17543 


Name 


OJ000306 01 


.0407. 


C18.o3 


. tm 


Method 


TBLASTX :t#aize 


Start 


5018 








End 


5545 


GI 


none 








Score 


377 


Exons 


5018. .5248, 


5019. 


.5252, 


5439. 


.5528, 5447. .5545, 5461. .5544' 


Seq. No. 


46369 








Seq. ID 


OJ000306_01.0407.C18 


Gene No. 


98378 








Strand 




Start 


17210 








End 


17543 


Name 


OJ000306 01 


.0407. 


C18.o7 


. ts 


Method 


TBLASTX rSoybean 


Start 


5513 








End 


6080 


GI 


none 








Score 


271 


Exons 


5513. . 5752, 


5515. 


.5745, 


5582. 


.5746, 5910. .6080 


Seq. No. 


46369 








Seq. ID 


OJ000306_01.0407.C18 


Gene No . 


98378 








Strand 




Start 


17210 








End 


17543 


Name 


OJ000306 01 


.0407. 


C18.o4, 


. tm 


Method 


TBLASTX: Maize 


Start 


7138 








End 


8072 


GI 


none 








Score 


227 


Exons 


7138 . .7332, 


714 6. 


.7364, 


7146. 


.7334, 7704. .7799, 7704. .7805, 




7708. .7806, 


7875. 


.7910, 


7881. 


.7922, 7882. .7923, 7912. .8067, 




7929. .8072, 


7976. 


.8071 








Seq. No. 


46369 








Seq. ID 


OJ000306_01.0407.C18 


Gene No. 


98378 








Strand 




Start 


17210 








End 


17543 


Name 


OJ000306 01 


.0407. 


C18.o4 , 


,ts 


Method 


TBLASTX: Soybean 


Start 


7155 








End 


8471 


GI 


none 








Score 


98 


Exons" 


7155. .7334, 


7156. 


.7332, 


7704 . 


.7799, 7704. .7805, 7705. .7806, 




7858. .8073, 


7881. 


.8072, 


8382. 


.8471 




Seq. No. 


46369 








Seq. ID 


OJ000306_01.0407.C18 


Gene No. 


98378 - 








Strand 




Start 


17210 








End 


17543 


Name 


OJ000306 01 


.0407. 


C18.ol. 


, ts 


Method 


TBLASTX: Soybean 


Start 


8472 








End 


9580 


GI 


none ■ 








Score 


68 ■ 


Exons 


8472. .8588, 


8473. 


. 8589, 


8823. 


.8948, 8£ 


125, .8932,. 9159. . 9359,. 




9160. . 9354, 


9422. 


. 9580, 


9433. 


.9573 




Seq. No. 


46369 








Seq. ID 


OJ000306_01.0407.C18 


Gene .No . 


98378 








Strand 




Start 


17210 








End 


17543 


Name 


OJ000306 01 


.0407. 


C18.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8852 








End 


9580 


GI 


none 








Score 


86 


Exons 


8852. .8932, 


8855. 


.8932, 


8859. 


.8933, 9159. .9359, 9160. .9354, 




9422. .9580, 


9433. 


.9573 








Seq. No. 


46369 








Seq. ID 


OJ000306_01.0407.C18 



47904 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98378 Strand 

17210 End 

OJ000306_01.04 07.C18 .ol. tm Method 

8871 End 

none Score 



17543 

TBLASTX: Maize 

9574 

93 



8871. .8933, 8873. .8932, 9158. .9358, 9159. .9359, 9159. .9359, 
9422. .9574, 9430. .9573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 

Seq. No. 

Gene No. 

Start"'" 

Name 

Start 

GI 

Exons 



46369 
98378 
17210 

OJ000306_01.04 07.C18.o6.tm 

14693 

none 



Seq. ID OJ000306 01.0407.C18 



Strand 
End 

Method 

End 

Score 



17543 

TBLASTX: Maize 

15371 

158 



14693. .14914, 14939. . 14971, 15023 .. 15085, 15093. .15371 



46369 
98378 
17210 

OJ000306_01.04 07.C18.o2.tc 
14723 



OJ000306 01.0407.C18 



none 
14723. 
14938. 
15525. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14776, 14836. .14925, 14837 .. 14 914 , 14 933 .. 14 983, 
14970, 15023. .15085, 15093 .. 15458 , 15093 .. 15350 , 
15593 



17543 

TBLASTX: Cress 

15593 

77 



Seq. No. 46369 > Seq. ID 

Gene No. - 98378 Strand 

Start 17210 End 

Name OJ000306_01 . 04 07 . C18 . o3 . ts Method 

Start 14741 End 

GI none Score 
Exons 



OJ000306_01.0407.C18 
17543 

TBLASTX : Soybean 

15596 

142 



14741. .14917, 14912. .15085, 15090 .. 1534 4 , 15525. .15596 



Seq. No. 


46369 


Seq. ID 


OJ000306JD1.0407 


.C18 


Gene No. 


98378 


Strand 






Start 


17210 


End 


17543 




Name 


OJ000306 01.0407.C18.o5.np 


Method 


AAT/NAP 




Start 


17210 


End 


17543 




GI 


5803262 


Score 


344 




Exons 


17210. .17391, 17513.. 17543 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


■ 46369 


Seq. ID 


OJ000306_01.0407 


.C18 


Gene No. 


98379 


Strand 






Start 


18525 


End 


18668 




Name 


OJ000306 01.0407.C18.o8.tm 


Method 


TBLASTX: Maize 




Start 


18525 


End 


18668 




GI 


none 


Score 


184 




Exons 


18525. .18668, 18527. .18 667 









Seq. No. 46369 Seq. ID 

Gene No. 98380 Strand 

Start 22063 End 

Name OJ000306_01 . 04 07. C18 . o5 . tm Method 

Start 22063 End 

GI none Score 



OJ000306_01.0407.C18 
22458 

TBLASTX: Maize 

22458 

87 



47905 



Exons 



22063. .22170, 22063 22233, 22180 .. 22308 , 22189 .. 22299, 
22309. .22458, 22312 224 40, 22314.. 22457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46370 Seq. ID 

98381 Strand 
413 End 
OJ000306_01 . 0407 . C19 . ol . gp Method 
413 End 
uC-osflcyp035f02bl Score 
413. .672 

' 5803242/dbj I AP000399. 1 IAP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



OJ000306_01.0407.C19 
+ 

672 

AAT/GAP 

672 

488 



46370 
98382 
4372 

OJ000306_01.0407.C19.o2.gs 

4372 

none 

4372. .4458, 4700. .4906, 4963. 
7408. .8099, 8210. .11135 



OJ000306_01.0407.C19 
+ 

11135 
GENSCAN 
11135 
.48 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6150, 6235. .6961, 6992. .7344, 



Seq. No. 46370 

Gene No. 98382 

Start 4372- 

Name OJ000306_01 . 0407 . C19 . o2 . np 

Start 4981 

GI 7228457 

Exons 4981. .5347, 5409. .7344, 7408. 
GI Descrip. 



Seq. ID OJ000306_01.0407.C19 

Strand + 

End 11135 

Method AAT/NAP " - 

End 11132 

Score 9443 

.8241, 8364.. 9515, 9582.. 11132 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 46370 Seq. ID 

Gene No. 98383 Strand 

Start 11295 End 

Name 0 JO 0 0 3 0 6_0 1 . 0 4 0 7 . C 1 9 . o2 . gp Met hod 

Start 11295 End 

GI 2428323 Score 

Exons 11295. . 11756 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ000306_01.0407.C19 
+ 

11756 
AAT/GAP 
11756 
858 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



46370 
98384 
20026 

•OJ000306_01. 04 07 .C19.o3.gp 

19922 

74 2.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
19922. .20089, 20195 .. 20256, 20384.. 20612 

'5803258/dbj | BAA83568.il 8.0e-50 (AP000399) EST AU077972 (C53511) 
corresponds to a region of the predicted g.ene; similar to 
OsENOD93a gene for early nodulin (AB018375) [Oryza sativa] ' 



OJ000306_01.0407.C19 
+ 

20612 
AAT/GAP 
20612 
849 



46370 
98384 
20026 



Seq. ID OJ000306_01.0407.C19 
Strand + 
End 20612 



47906 





Name 


OJ000306 01.0407.C19.o5.np 


Method 


AAT/NAP 






Start 


20026 


End 


4 20602 






GI 


5803258 


Score 


512 






Exons. 


20026. .20089, 20195 .. 20256, 


20384. .20602 






GI Descrip. 


(AP000399) EST AU077972 (C53511 ) corresponds to a reqion 


of 






predicted gene; similar to 


OsENOD93a < 


gene for early nodulin 






(AB018375) [Oryza- sativaj "' 










Seq. No. 


46370 


Seq. ID 


OJ000306_01.0407. 


C19 




Gene No. 


98384 


Strand 


+ 






Start 


20026 


End 


20612 






Name 


OJ000306 01.0407.C19.o6.gs 


Method 


GENSCAN 






Start 


20026 


End 


20291 






GI 


none 


Score 


.92 






Exons 


20026. .20089, 20195. .20256, 


20277. .20291 






Seq. No. 


46370 


Seq. ID 


OJ000306JD1.0407. 


C19 




Gene No. 


98385 


Strand 








Start 


396 ' 


End 


3363 






Name 


OJ000306 01.0407.C19.oi.gs 


Method 


GENSCAN 






Start 


396 


End 


3330 






GI 


none 


Score 


.84 




i. _i 


Exons 


396. .1573, 1919. .2011, 2243 


..2940, 3128. .3330 




s. ^ 


Seq. No. 


46370 


Seq. ID 


OJ000306_01.0407. 


C19 


L ; ; 


Gene No. 


983'85 ' 


Strand 






i y 


Start 


396 


End 


3363 






Name 


OJ000306 01.04 07.C19.ol.np 


Method 


AAT/NAP 






Start 


399 


End 


3363 






GI 


5803260 


Score 


3749 






Exons 


399. .1573, 1919. .2011, 2243 


..2940, 3128. .3363 






GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


JT.JX, 


Seq. No. 


46370 


Seq. ID 


OJ000306_01.0407. 


C19 




Gene No. 


98386 


Strand 








Start 


11764 


End 


16716 






Name 


OJ000306 01.0407.C19.o3.gs 


Method 


GENSCAN 




. ^ 


Start 


11764 


End 


15023 






GI 


none 


Score 


.99 




-.^ 


Exons 


11764. .13666, 13762.. 15023 










Seq. No. 


46370 


Seq. ID 


OJ000306_01.0407. 


C19 




Gene No. 


98386 


Strand 








Start 


11764 


End 


16716 






Name 


OJ000306 01.0407.C19.o3.np 


Method 


AAT/NAP 






Start 


11767 


End 


15023 






GI 


5803259 


Score 


5330 






Exons 


11767. .13666, 13762. .15023 










GI Descrip. 


(AP000399) hypothetical protein [Oryza^sativa] 






Seq. No. 


46370 


Seq. ID 


OJ000306_01.0407. 


C19 




Gene No. 


98386 


Strand 








Start 


11764 


End 


16716 






Name - 


OJ000306 01.0407.C19.o4.np 


Method 


AAT/NAP 






Start 


14232 


End 


16716 






GI 


5922623 


Score 


201 






Exons 


14232. .14253, 15855 .. 15930, 


16098. . 16250, 16632. . 16716 





47907 




GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 |dbj | BAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


46370 




Seq. ID 


OJ000306 01.0407.C19 


Gene No. 


98387 




Strand 




Start 


20380 




End 


20599 


Name 


OJ000306 01 


.0407.C19.ol.tm 


Method 


TBLASTX : Maize • 


Start 


543 




End 


1415 


GI 


none 




Score 


225 


Exons 


543. .644, 777. .1085, 778. .1086, 1096.. 


1296, 1101. .1415, 




1128. .1409, 


1369. .1413 






Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407.C19 


Gene No. 


98387 




Strand 




Start 


20380 




End 


20599 


Name 


OJ0 fc 00306 01 


.0407.C19.ol. tc 


Method 


TBLASTX: Cress 


Start 


7-7 1" ~ 




End 


3240 


GI 


none 




■ Score 


191 


Exons 


771. .1079, ' 


775. .1080, 1110.. 


1418, 1126 


. . 1257, 1140. . 1355, 




2235. .2339, 


2361. .2654, 2727 


..2789, 3178. .3240 


Seq. No. 


46370 




Seq. ID 


OJ00030 6_01.04 07 .CI 9 


Gene No. 


98387 




Strand 


— - 


Start 


20380 




End 


20599 


Name 


OJ000306 01 


.0407 .C19.ol0.tw 


■ Method 


TBLASTX: Wheat 


Start 


771 




End 


1037 


GI 


none ' 




Score 


92 


Exons 


771. . 1037, 


784. .903 






Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407.C19 


Gene No . 


98387 




Strand 




Start 


20380 




End 


20599 


Name 


OJ000306 01 


.0407.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


771 ~~ 




End 


1427 


GI 


none 




Score 


191 


Exons 


771. . 1082, 


772. .1080, 1104.. 


1256, 1126 


. .1257, 1284. .1427 


Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407.C19 


Gene No . 


98387 




Strand 




Start 


20380 




End 


20599 


Name 


OJ000306 01 


.0407.C19.o6. tw 


Method 


TBLASTX: Wheat 


Start 


1038 




End 


1394 


GI 


none 




Score 


136 


Exons 


1038. .1079, 


.1113. .1.394, 1113 


. .1394 




Seq. No. 


46370 . 




Seq. ID 


OJ000306_01.0407.C19 


Gene No. 


98387 




Strand 




Start 


20380 




End 


20599 


Name 


OJ000306 01 


.0407.C19.o7.tw 


Method 


TBLASTX: Wheat 


Start 


5635 




End 


6027 


GI 


none 




Score 


58 


Exons 


5635. .5682, 


5689..5787, 5694 


..5786, 5754. .5993, 5770. .6027 


Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407.C19 


Gene No. 


98387 




Strand 




Start 


20380 




End 


20599 



47908 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



OJ000306_01. 

5640 

none 

5640. .5924, 

46370 
98387 
20380 . 

OJ000306_01. 

6765 

none 

6765. .6938, 

46370 
98387 
20380 

OJ000306_01. 

7415 

none 

7415. .7858, 

46370 
98387 
20380 

OJ000306_01. 

7456 

none 

7456. .7680, 

46370 
98387 
20380 

OJ000306_01. 

7546 

none 

7546. .7902, 

46370 
98387 
20380 

OJ000306JH. 

7929 

none 

7929. .8207, 

46370 
98387 - 
20380 

OJ000306_01. 

7986 

none 

7986. .8207, 
12420. .12518 

46370 
98387 
20380 



0407.C19.o6.tm 
5677. .5925 

0407 .C19.o3. tw 
6766.. 7251, 6960. 

0407.C19.ol.tw 



Method 

End 

Score 



TBLASTX: Maize 

5925 

197 



Seq. ID OJ000306_01.0407.C19 
Strand 

End 20599 

Method TBLASTX : Wheat 

End 7251 

Score 407 
.7220, 7030. .7224 

Seq. ID OJ000306_01.0407.C19 
Strand 

End 20599 

Method TBLASTX : Wheat 

End 7878 

Score 198 * 



7416. .7871, 7417. .7878, 7417. .7872 



0407 .C19.o4 . ts 



7687. .7821 



0407.C19.o2.tm 



7581. .7892, 7597, 



0407.C19.o5.tm 



7930. .8208, 8202, 



Seq. ID OJ000306_01.0407.C19 
Strand 

End 20599 

Method TBLASTX : Soybean 

End 7821 

Score 118 



Seq. ID OJ000306_01.0407.C19 
Strand 

20599 

TBLASTX: Maize 
7902 
389 



End 

Method 
End 
Score 
.7902 



Seq. ID OJ000306_01.0407.C19 
Strand 

20599 

TBLASTX: Maize 
8312 
279 



End 

Method 
End 
Score 
.8312 



0407 .C19.o2. tw 



Seq. ID OJ000306_01.0407.C19 

Strand - ■ 

End 2059'9 

Method TBLASTX : Wheat 

End 12518 

Score 274 
7987. .8217, 8089. .8208, 8199. .8405, 8225. .8398, 



Seq. ID OJ000306_01.0407.C19 
Strand 

End 20599 



47909 




Name 


OJ000306 01. 


0407.C19.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8065 




End 


8435 




GI 


none 




Score 


154 




Exons 


8065. .8208, 


8082. .8207, 8205. .8435 


■ 




Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407 


.C19 


Gene No. 


98387 




Strand 






Start 


20380 




End 


20599 




Name 


OJ000306 01. 


0407.C19.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9060 




End 


9494 




GI 


none 




Score 


230 




Exons 


9060. . 9311, 


9060. .9257, 9080. .9301, 9345. .9494, 9354. .9491, 




9356. . 9493 










Seq. No. 


46370 




Seq. ID 


OJ000306 01.0407 


.C19 


Gene No. 


98387 




Strand 






Start 


20380 




End 


20599 




Name 


OJ000306 01. 


0407.C19.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9183 




End 


9749 




GI 


5666795 




Score 


68 




Exons 


9183. . 9281, 


9357. .9494, 9549. .9749 






GI Descrip. 


4206306 2.0e 


-10 (AF049110) 


prpol [Zea 


mays ] 




Seq. No. 


46370 




• Seq. ID 


OJ000306. 01 . 0407 


.CI 9 


Gene No. 


98387 




Strand 






Start 


20380 




End 


20599 




Name 


OJ000306 01. 


0407.C19.o9.tw 


Method 


TBLASTX: Wheat 




Start 


9497 ~ 




End 


9809 




GI 


none 




Score 


188 




Exons 


9497 . . 9673, 


9549. .9809 








Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407 


.C19 


Gene No. 


98387 




Strand 






Start 


20380 




End 


20599 




Name 


OJ000306 01. 


0407.C19.o3.tm 


Method 


TBLASTX: Maize 




Start 


10002 ~ 




End 


10310 




GI 


none 




Score 


355 




Exons 


10002 . . 10310 


, 10031.. 10309 








Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407 


.C19 


Gene No. 


98387 




Strand 






Start 


20380 




End 


20599 




Name 


OJ000306 01. 


0407.C19.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10139 ~ 




End 


10520 




GI 


none 




Score 


365 




Exons 


10139. . 10195 


, 10140. . 10520, 


10236. .10481, 10241. .10489 




Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407 


.C19 


Gene No. 


98387 




Strand 






Start 


20380 




End 


20599 




Name 


OJ000306 01. 


0407.C19.o8.tw 


Method 


TBLASTX: Wheat 




Start 


10521 




End 


11123 




GI 


none 




Score 


267 




Exons 


10521. :10817 


, 10525. . 10596, 


10526. .10624, 10661 .. 10804 , 






10997. .11119 


, 10998.. 11123 








Seq. No. 


46370 




Seq. ID 


OJ000306_01.0407 


.C19 



47910 



Gene No. 98387 Strand 

Start 20380 End 

Name OJ000306_01 . 0407 . C19 . o4 . tm Method 

Start 20031 End 

GI none Score 

Exons 20031. .20084, 20032 .. 20088 , 20033 .. 20083, 20375 
20386. .20598 



20599 

TBLASTX: Maize 
20599 
63 

20599, 



Seq. No. 46370 Seq. ID 

Gene No. 98387 Strand 

Start 20380 End 

Name OJ000306_01 . 0407 . C19 . o7 . gs Method 

Start 20380 End 

GI none Score 

Exons 20380.. 20523 



OJ000306_01.0407.C19 

20599 
GEN SCAN 
20523 
.85 



Seq. No. 46371 Seq. ID 

Gene No. 98388 Strand 

Start 370 End 

Name OJ000306_01 . 0407 . C20 . ol . gs Method 

Start 370 End 

GI none Score 

Exons 370. .451, 846. .1165, 1745. .1816 



OJ000306_01.0407.C20 
+ 

1816 
GENSCAN 
1816 
.69 



Seq. No. 46372 

Gene No. 98389 

Start 142 

Name OJ000306_01 . 0407 . C21 . ol . gs 

Start 142 

GI none 
Exons 



Seq. ID OJ000306 01.0407.C21 



142. . 
4561. 



374, 856. 
.4684 



Strand 
End 

Method 
End 
Score 

,877, 1062. .1166, 2104. 



+ 

4684 
GENSCAN 
4684 
.5 

.2185, 2428, 



.2668, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46372 Seq. ID 

98389 Strand 
142 End 
OJ000306_01 . 04 07 . C21 . ol . gp Method' 
2004 End 
74_1.R1084 Score 
2004. .2185, 2272. .2333, 2428. .2805 
»5803256/dbj | BAA83566.il 2.0.e-46 (AP000399) ESTs 
C98280 (C1391) , D15843 (C1391) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] ' 



OJ000306_01. 0407.C21 
+ 

4684 
AAT/GAP 
2805 
1162 



Seq. No. 46372 Seq. ID 

Gene No. 98389 Strand 

Start; ■ 142 End 

Name OJ000306_01 . 0407 . C21 . ol . np Method 

Start 2122 End 

GI 5803256 Score 

Exons 2122.. 2185, 2272.. 2333, 2428.. 2646 
GI Descrip. 



OJ000306_01.0407.C21 
+ 

4684 
AAT/NAP 
2646 
521 



(AP000399) ESTs C98280 (C1391 ) , D1584 3 (C1391 ) correspond to a 
region of the predicted gene; similar to OsENOD93a gene for 
early nodulin (AB018375)' [Oryza sativa] 



Seq. No. 



46372 



Seq. ID OJ000306 01.0407.C21 



47911 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98389 Strand 

142 End - 

0 JO 0 0 30 6_0 1.0407.C21.ol.tm Method 

2125 End 

none Score 



+ 

4684 

TBLASTX: Maize 

2651 

82 



2125. .2184, 2125. .2184, 2271. .2327, 2428. .2649, 2428. .2649, 
2430. .2651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 

Exons • 

GI Descrip. 



46372 Seq. ID 

98389 Strand 

142 End 

OJ000306_01.04 07.C21.o2.np Method 

2295 End 

6630699 Score 
229S..2324, 3560. .3639 

(AP000969) hypothetical protein [Oryza sativa] 

gil 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] ., : 



OJ000306_01. 0407:021 
+ 

4684 
AAT/NAP 
3639 
86 



46373 
98390 
1950 

OJ000306_01.0407.C22.o2.gp 
1950 

74_3.R1084 

1950.. 2202, 2326.. 2387, 2562. 



OJ000306_01.0407.C22 
+ 

3082 
AAT/GAP 
3082 
1531 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3082 

f 3763845/dbj |BAA33813| 9.0e-50 (AB018375) early nodulin [Oryza 
sativa] >gi_37 6384 7_dbj__BAA33814_ (AB018376) early nodulin 
[Oryza sativa] >gi_5803255_dbj_BAA83565 . 1_ (AP000399) ESTs 
C98096 (C0688) ,098097 (C0688) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] ■ 



Seq. No. 


46373 








Seq. ID 


OJ000306_01.0407 


.022 


Gene No. 


98390 








Strand 


+ 




Start 


1950 








End 


3082 




Name 


OJ000306 01 


.0407 


.C22.ol. 


gs 


Method 


GENSCAN 




Start 


2139 






End 


2719 




GI 


none 








Score 


.79 




Exons 


2139. .2202, 


2455 


. .2514, 


2562. 


.2719 






Seq. No. 


46373 








Seq. ID 


OJ000306_01.0407 


.022 


Gene No. 


98390 








Strand 


+ 




Start 


1950 








End 


.3082 




Name 


. OJ000306 .01 


.04.07 


,C22,ol. 


np . 


Method . 


AAT/NAP . 




Start 


2139 








End 


2780 




GI 


3763845 








Score 


522 




Exons 


2139. .2202, 


2326 


. .2387, 


2562. 


.2780 






GI Descrip. 


(AB018375) 


early 


nodulin 


. [Oryza sativa; 


I gi|3763847 |dbj | 


BAA33814 



(AB018376) early nodulin [Oryza sativa] 
gi I 5803255 | dbj IBAA83565.il (AP000399) ESTs 
C98096 (C0688) ,098097 (C0688) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 



Seq. No. 
Gene No. 



46373 
98391 



Seq. ID 
Strand 



OJ000306 01. 0407. 022 



47912 




Start 


3472 








End 


6205 




Name 


OJ000306 01 


.0407. 


C22.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2145 








End 


2784 




GI 


none 








Score 


75 




Exons 


2145. .2201, 


2146. 


.2196, 


2562. 


.2783, 2562.. 2783, 


2716. .2784 


Seq. No. 


46373 








Seq. ID 


OJ000306 


01 . 0407 .C22 


Gene No. 


98391 








Strand 






Start 


3472 








End 


6205 




Name 


OJ000306 01 


.0407. 


C22.o2. 


.gs 


Method 


GENSCAN 




Start 


3472 








End 


6205 




GI 


none 








Score 


.82 




Exons 


3472. .3666, 


4131. 


.4448, 


4544. 


.4690, 477 


6. ..5009, 


5056. .5173, 




5263. .5615, 


6105. 


.6205 











Seq. No. 46373 Seq. ID 

Gene No. 98391 Strand 

Start 3472 End 

Name OJ000306_01 . 0407 . C22 . o3 . gp Method ' 

Start 3858 End 

GI 15799_1.R1084 Score 

Exons 3858. .4448, 4544. .4690 

GI Descrip. 1 5803254 /dbj | BAA83564 . 1 | 4.0e-69 (AP000399) ESTs 

C97 429 (C60159) ,D22427 (C11106)., AU078031 (E31854 ) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] ' 



OJ000306_01.0407 .C22 

620.5 
AAT/GAP 
4690 
1158 



Seq. No. 46373 

Gene No. 98391 

Start 3472 

Name OJ000306_01 . 04 07 . C22 . o2 . np 

Start 4071 

GI 5803254 

Exons 4071. .4448, 4544. .4690, 4776.. 

GI Descrip. (AP000399) ESTs C97429 (C60159 ) 
AU078 031 (E31854) , D15683 (C1084 ) 



Seq. ID 
Strand 

End 6205 
Method- AAT/NAP 
End 5582 
Score 2259 
5582 

, D22427 (C1110.6) , 
correspond to a 



OJ000306 01.0407.C22 



predicted gene; hypothetical protein [Oryza sativa] 



region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46373 
98391 
3472 

OJ000306_01.04 07.C22.o2. tm 

4538 

none 

4538. .4612, 
4653. .4682, 
4933. .5160, 



4539. .4619, 
4768. .4851, 
4938. .5153 



4555 
4782 



Seq. ID OJ000306_01.0407.C22 
Strand 

End 6205 

Method TBLASTX : Mai ze 

End 5160 

Score 51 
.4617, 4628. .4681, 4638. .4682, 
.4856, 4782. .4868, 4926. .5126, 



Seq. No. 46373 Seq. ID 

Gene No. 98391 Strand 

Start 3472 End 

Name OJ000306_01 .04 07. C22 . o4 . gp Method 

Start 4819. End 

GI 6062534 Score 

Exons 4819.. 5225 

GI Descrip. 5803254 /dbj | BAA83564 . 1 | 4.0e-69 (AP000399) ESTs 

C97 429(C60159) ,D22427 (C1110 6) , AU07 8031 (E31854) , D15683 (C1084 ) 



OJ000306_01.0407.C22 

6205 
AAT/GAP 
5225 
750 



47913 



correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306 01.0407.C22 



6205 
AAT/GAP 
5618 
747 



46373 
98391 
3472 

OJ000306_01.0407.C22.o5.gp 
5199 

71486_1.R1084 
5199. .5618 

' 5803254/dbj | BAA83564.il 3.0e-35 (AP000399) ESTs 
C97 429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C108 4 ) 
correspond to a region of the predicted gene; hypothetical- 
protein [Oryza sativa] 1 

46374 Seq. ID OJ000306_01 . 04 07 . C2 6 

98392 Strand 

6514 End 6618 

OJ000306_01.0407.C26.ol.gp Method AAT/GAP 

6514 End 6618 

LIB3477-003-P1-K1-E9 Score 136 

6514. .6618 

! 24 9858 6/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 46374 Seq. ID 

Gene No. 98393 Strand 

Start 7682 ' End 

Name 0 JO 0030 6_0 1 . 0 4 0 7 . C2 6 . o2 . gs Method 

Start 7682 End 

GI none Score 

Exons 7682. .7982, 7991. .8037 



OJ000306_01. 04 07.C2 6 

8037 
GENS CAN 
8037 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46375 
98394 



Seq. ID OJ000306_01.0407.C27 
Strand 



End 

Method 
End 
Score 



701 

AAT/NAP 
701 
617 



OJ000306_01 .04 07 .C27.ol.np 
1 

6466937 
1. .701 

(AC011621) putative retroele.ment pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 46375 Seq. ID 

Gene No. 98394 Strand 

Start 1 End ■ 

Name OJ000306_01 . 0407 . C27 . o2 . tm Method 

Start . 3 End 

GI none Score 

Exons 3.. 338, 22.. 237 



OJ000306_01. 0407..C27 
701 

TBLASTX: Maize 

338 

111 



Seq. No. 46375 . Seq. ID 

Gene No. 98394 Strand"' 

Start 1 End 

Name OJ000306_01 . 0407 . C27 . ol . tw Method 

Start 138 End 



OJ000306_01.0407.C27 
701 

TBLASTX: Wheat 
701 



47914 




GI 


none 


Score 


120 




Exons 


. 138. .284, 333. .530, 525.-. 701 








Seq. No. 


46375 


Seq. ID 


OJ000306JD1.0407 


.C27 


Gene No. 


98394 


Strand 






Start 


1 


End 


701 




Name 


OJ000306 01.0407.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


343 


End 


701 




GI 


none 


Score 


136 




Exons 


343.. 525, 345.. 530, 525.. 701 








Seq. No. 


46376 


Seq. ID 


OJ000306_09.0407 


C2 


Gene No. 


98395 


Strand 


+ 




Start 


602 


End 


982 




Name 


OJ000306 09.0407.C2.ol.gs 


Method 


GENSCAN 




Start 


602 


End 


982 




GI 


none 


Score 


. 63 




Exons 


602. .646, 921. .982 








Seq. No. 


46377 


Seq. ID 


OJ000306_09.0407. 


C3 


Gene No. 


98396 


Strand 


+ ■ 




Start 


64 


End 


1340 




Name 


OJ000306 09.0407.C3.ol.gs 


Method 


GENSCAN 




Start 


64 . 


End 


1189 




GI 


none 


Score 


.77 




Exons 


64. .113, 874. .960, 1042. .1189 








Seq. No. 


46377 


Seq. ID 


OJ000306 09.0407. 


C3 


Gene No . 


98396 


Strand 


+ _ 




Start 


64 


End 


1340 




Name 


OJ000306 09.0407.C3.ol.np 


Method 


AAT/NAP 




Start 


729 


End 


1340 




GI 


4512627 


Score 


225 




Exons 


729. .960, 1042. .1340 








GI Descrip. 


(AC004793) Similar to gb|Z29643 protein kinase C inhibitor 




(PKCI) from Zea-mays and a member of HIT family PF 101230. 




[Arabidopsis thaliana] 








Seq. No. 


46377 


Seq. ID 


OJ000306_09.0407. 


C3 


Gene No. 


98396 


Strand 


+ 




Start 


64 


End 


1340 




Name 


OJ000306 09.0407.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


1039 


End ' 


1191 




GI 


none 


Score 


220 




Exons 


1039... 1188,. 1043. .1189,. 1045.. 


1191.. 






Seq. No. 


46377 . 


Seq. ID 


OJ000306_09.0407. 


C3 


Gene No . 


98396 


Strand 


+ 




Start 


64 


End 


1340 




Name 


OJ000306 09.0407.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


1039 


End 


1191 




GI 


none 


Score 


220 




Exons 


1039. .1179, 1043; . 1189,,. 1045. . 


1191 






'Seq. No. 


46377 


Seq. ID 


OJ000306__09.0407. 


C3 


Gene No. 


98396 


Strand 


+ 




Start 


64 


End 


1340 
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Name 


OJ000306 09.0407.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1043 


End 


1189 




GI 


none 


Score 


216 




Exons 


1043.. 1189, 1043.. 1180, 1045.. 1188 






Seq. No. 


46377 


Seq. ID 


OJ000306 09.0407 


.C3 


Gene No. 


98396 


Strand 


+ 




Start 


64 


End 


1340 




Name 


OJ000306_09. 0407 .C3.ol.gp 


Method 


AAT/GAP 




Start 


1088 


End 


1189 




GI 


70222 1.R1084 


Score 


134 




Exons 


1088. .1189 








GI Descrip. 


, 629858/pir| IS45368 1.0e-37 


protein kinase C inhibitor 


- ma i z e 


Seq. No. 


46378 


Seq. ID 


OJ000306_09.0407 


,C4 


Gene No. 


98397 


Strand 


+ 




Start 


65 


End 


691 




Name 


OJ000306 09.0407.C4.ol.gp 


Method 


AAT/GAP 




Start 


65 


End 


691 




GI 


70222_1.R1084 


Score 


810 




Exons 


65 . . 182, 374 . . 691 








GI Descrip. 


'629858/pir| IS45368 1.0e-37 


protein kinase C inhibitor ■ 


- maize 


Seq. No. 


46378 


Seq. .ID 


OJ000306_09.0407 


.C4 


Gene No. 


98397 


.Strand 


+ 




Start 


65 


End ■ 


691 




Name ■ 


OJ000306 09.0407.C4.ol.np 


Method 


AAT/NAP 




Start 


65 


End 


438 




GI 


629858 


Score 


215 




Exons 


65. .182, 374. .438 








GI Descrip. 


protein kinase C inhibitor - 


■ maize 







Seq. No. 46378 Seq. ID 

Gene No. 98398 Strand 

Start 1922 End 

Name OJ000306_09 . 04 07 . C4 . o3 . np Method 

Start 1922 End 

GI 5777617 Score 

Exons 1922.. 2070, 3062.. 3213 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000306_09.0407.C4 
+ 

3213 
AAT/NAP 
3213 
82 



Seq. No. 46378 

Gene No. 98399 

Start 1249 

Name OJ00030.6_09 . 04 07 . C4 . o2 . tm 

Start 64 

GI none 
Exons 



Seq. ID OJ000306_09.0407.C4 
Strand 
End 

Method 
End 
Score 



3817 

TBLASTX: Maize 

453 

180 



64. .183, 65. .223, 376. .441, 378. .440, '382. .453 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



46378 
98399 
1249 

OJ000306_09-.0407.C4 . o2 . gp 
1045 

30856 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000306 09. 0407. C4 



3817 
AAT/GAP 
2952 
1344 

1045.. 1377, 1467.. 1637, 1822.. 1910, 2831.. 2952 

'3668097 3.0e-57 (AC004667) putative glycine cleavage system 
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protein H precursor [Arabidopsis thaliana] 1 



Seq. No. 46378 

Gene No. 98399 

Start 1249 

Name OJ000306_09 . 04 07 . C4 . ol . tc 

Start 1246 

GI none 

Exons 1246.. 1377, 1249.. 1377, 1449. 

1656.. 1715, 1822.. 1911, 1832. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 



OJ000306 09. 0407. C4 



3817 

TBLASTX: Cress 
1921 
86 

1640, 1456. .1638, 1464. .1646, 
1921 



Seq. No. 46378 

Gene No. 98399 

Start 1249 

Name OJ000306_09 . 04 07 . C4 . ol . gs 

Start 1249 

GI none 

Exons 1249.. 1377, 1467.. 1637, 1822. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_09.0407.C4 

3817 
GENSCAN 
3817 
.71 

,1956, 2831.. 2980, 3650.. 3817 



Q 

r lj 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46378 
98399 
1249 

OJ000306_09.04 07.C4 .ol.tm 

1249 

none 

1249.. 1389, 1258..1377-, 1449. 
1817.. 1900, 1821.. 1901, 1822. 
2832. .2873 

46378 
98399 
1249 

OJ000306_09.0407 .C4 .ol.ts 

1249 

none 

1249.. 1362, 1249.. 1377, 1449. 
1531. .1647, 1822. .1911, 1822. 

46378 
98399 
1249 

OJ000306_09.0407.C4 .o2.np 

1252 

3668097 



Seq. ID OJ000306_09.0407 .C4 
Strand 

End 3817 

Method TBLASTX: Maize 

End 2873 

Score 80 

.1640, 1449. .1640, 1456. .1641, 
.1908, 1822. .1911, 1826. .1921, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1640, 1456 
.1911-, 1832 



OJ000306 09. 0407. C4 



3817 

TBLASTX: Soybean 
1921 
86 

1641, 1529. .1642, 

1921 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_09.0407.C4 

3817 
AAT/NAP 
2909 
505 



.1252. .1377, .14 67. .1637, 1822. .1913, 2831. .2909 
(AC004667) glycine decarboxylase complex H-protein [Arabidopsis 
thaliana] 



Seq. No. 46379 ' Seq. ID 

Gene No. 98400 Strand 

Start 1 End 

Name OJ000306_09 . 0407 .C5.ol.np Method 

Start 1 End 

GI ■ 7339706 Score 

Exons 1..212, 608.. 923, 1938.. 1978 

GI Descrip. (AP001539) ESTs AU075845 (S20210 ) , AU07584 6 (S20210) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 



OJ000306_09.0407.C5 
+ 

1978 
AAT/NAP 
1978 
123 
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chromosome 4 BAC clone T4F9; putative protein, 
sativa] 



(AL049523) [Oryza 



Seq. No. 


46379 


Seq. ID 


OJ000306 


09, 


. 0407 


. C5 


Gene No. 


98401 


Strand 










Start 


69 


End 


2765 








Name 


OJ000306 09.0407.C5.ol.gs 


Method 


GEN SCAN 








Start 


69 


End 


2765 








GI 


none 


Score 


.4 








Exons 


69. .584, 662. .909, 1357. .1465 


, 2642.. 


2765 








Seq. No. 


46379 


Seq. ID 


OJ000306_ 


09, 


,0407, 


.C5 


Gene No. 


98401 


Strand 










Start 


69 


End 


2765 








Name 


OJ000306 09.0407.C5.o2.np 


Method 


AAT/NAP 








Start 


1334 


End 


2642 








GI 


5777617 


Score 


68 








Exons 


1334. .1442, 2621. .2642 












GI "Descrip . 


(AJ245900) CAA3037.5.1 protein 


[Oryza 


sativa] 








Seq. No. 


46380 


Seq. ID 


OJ000306_ 


09. 


0407. 


,C6 


Gene No. 


98402 


Strand 


+ 








Start 


851 


End 


4185 








Name 


OJ000306 09.0407.C6.o4 . np 


Method 


AAT/NAP 








Start 


851 


End 


4185 








GI 


7489066 


Score 


708 








Exons 


851. .1157, 1294. .2594, 2645.. 


3751, .4086. .4185 








GI Descrip. 


resistance complex protein I2C-2 - tomato 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi | 2258317 | gb | AAB63275 . 1| (AF004879) resistance complex protein 
I2C-2 [Lycopersicon esculentum] 



46380 Seq. ID 

98402 Strand 

851 End 

OJ000306_09.04 07.C6.o2.np Method 

1406 End 

7489501 Score 
1406. .2587, 2645. .3187 

NBS-LRR type resistance protein - rice (fragment) 

gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



OJ000306_09.0407.C6 
+ 

4185 
AAT/NAP 
3187 
732 



Seq. No. 


- 46380 








Seq. ID 


OJ000306_09.0407.C6 


Gene No. 


98402 








Strand 


+ 


Start 


851 








.End 


4185 


Name 


OJ000306 09, 


.0407, 


.C6.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


2054 








End 


2431 


GI 


none 








Score ■ 


184 


Exons 


2054. .2365, 


2062. 


. .2364, 


2366. 


.2431 




Seq. No. 


46380 








Seq. ID 


OJ000306_09.0407.C6 


Gene No. 


98402 








Strand 


+ 


Start 


851 . 








End 


4185 


Name 


OJ000306 09. 


.0407. 


,C6Vol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2072 








End 


3232 


GI 


none 








Score 


219 


Exons 


2072. .2428, 


2074. 


, .2346, 


2147. 


.2431, 2765.. 2986, 3029.. 3232 
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• 



Seq. No. 


46381 


Seq. ID 


OJ000306_09 


.0407. C7 


Gene No. 


98403 


Strand 


+ 




Start 


1 


End 


364 




Name 


OJ000306 09.0407.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


364 




GI 


7489454 


Score 


155 




Exons 


1..364 








GI Descrip. 


bacterial blight-resistance 


protein Xal - rice 






gi | 2943742 | dbj | BAA25068 . 1 | 


(AB002266) 


XA1 [Oryza sativa] 


Seq. No. 


46381 


Seq. ID 


OJ000306_09 


. 0407 ,C7 


Gene No. 


98404 


Strand 






Start 


•806 


End 


1035 




Name 


OJ000306 09.0407.C7.ol.gs 


Method 


GENSCAN 




Start 


806 


End 


1035 




GI 


none 


Score 


.47 




Exons 


806. .900, 960. .1035 








Seq. No. 


46382 


Seq. ID 


OJ000306_09 


0407. C8 


Gene No. 


98405 


Strand 


+ 




Start 


795 


End 


2327 




Name 


OJ000306 09.0407.C8.ol.gs 


Method 


GENSCAN 




Start 


795 


End 


2327 




GI 


none 


Score 


.55 




Exons 


795.. 1008, 1408.. 1453, 1559 


..1597, 2294.. 2327 




Seq. No. 


46383 


Seq. ID 


OJ000306JD9 


0407. Cll 


Gene No. 


98406 


Strand 


+ 




Start 


1 


End 


766 




Name 


OJ000306 09.0407.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


766 




GI 


7486532 


Score 


226 




Exons 


1..451, 660. .766 








GI Descrip. 


hypothetical protein F6N15. 


10 - Arabidopsis thaliana 




gil 3193327 | gb | AAC19309 . 1| (AF069299) F6N15.10 gene 


product 




[Arabidopsis thaliana] gi | 7267093 | emb | CAB80764 . 1 1 


AL161471 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


46383 


Seq. ID 


OJ000306_09. 


0407. Cll 


Gene No. 


98406 


Strand 


+ 




Start 


1 


End 


766 




Name 


OJ000306 0910407. Cll.ol.-gs 


Method 


GENSCAN 




Start 


211 


End 


552 




GI 


none 


..Score 


..76. 




Exons 


211. .393, 460. .552 








Seq-. No. 


46384 


Seq. ID' 


OJ000306_09. 


0407. C12 


Gene No. 


98407 


Strand 


+ 




Start 


1 


End 


710 




Name 


OJ000306 09.0407.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


710 




GI 


7486532 


Score 


114 




Exons 


1..52, 567. .710 









GI Descrip. hypothetical protein F6N15.10 - Arabidopsis thaliana 

gil 3193327 | gb|AAC19309. 11 (AF069299) F6N15.10 gene product 
[Arabidopsis thaliana] gi | 72670931 emb | CAB80764 . 1 | (AL161471) 
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# 



hypothetical protein [Arabidopsis thaliana] 



fn 



Seq. No. 


46384 


Seq. ID 


OJ000306 


09. 


0407 


.C12 


Gene No. 


98408 


Strand 


+ 








Start 


6242 


End 


8053 








Name 


OJ000306 09.0407.C12.o2.np 


Method 


AAT/NAP 








Start 


6242 


End 


8053 








GI 


4321762 


Score 


110 








Exons 


6242.. 6369, 7274.. 7406, 8028 


. .8053 










GI Descrip. 


(AF061107) transcription factor MYC7E 


[Zea mays] 








Seq. No. 


46384 


Seq. ID 


OJ000306_ 


09. 


0407 


.C12 


Gene No. 


98409 


Strand 


+ 








Start 


8375 


End 


8601 








Name 


OJ000306 09.0407.C12.ol.gp 


Method 


AAT/GAP 








Start 


8375 


End 


8601 








GI 


5004057 


Score 


343 








Exons 


8375. .8601 












Seq.' No. 


46384 


Seq. ID 


OJ000306_ 


09 . 


0407 


.C12 


Gene No. 


98410 


Strand 


+ 








Start 


11740 


End 


13425 








Name 


OJ000306 09.0407.C12.o5.np 


Method 


AAT/NAP 








Start 


11740 


End 


13425 








GI 


4680501 


Score 


17 9. 








Exons 


11740. .12224, 13380. .13425 












GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46384 


Seq. ID 


OJ000306_ 


09. 


0407 


.C12 


Gene No. 


98411 


Strand 


+ 








Start 


13652 


End 


17264 








Name 


OJ000306 09.0407.C12.o6.np 


Method 


AAT/NAP 








Start 


13652 


End 


16917 








GI 


6721558 


Score 


211 








Exons 


13652. .13751, 15979. . 1610.3, 


16705. .16917 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



46384 
98411 
13652 

OJ000306_09.04 07.C12.o7.np 

15514 

6721561 



OJ000306 
+ 

17264 
AAT/NAP 
17264 
877 



09.0407.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15514 . .15582, 16170 .. 1634 9, 16421 .. 16483, 16554. .17264 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



. Seq. No. 

Gene No. 
'■Start 

Name 

Start 



46384 Seq. ID 

98412 Strand 

7168 End 

OJ000306__09.04 07.C12.ol. tm Method 

566 End 



OJ000306_09.0407.C12 
9403 

TBLASTX: Maize 
2441 
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GI 


none 






Score 


191 






Exons 


566. .688, 567. .689, 11-94. .1241, 1195. 


.1293, 1205.. 1255, 






1493. . 1537, 


1495 


..1539, 1707. 


.1778, 1708. .1779, 


1709. .1780, 






'■" 1869. .1955, 


1870 


..1956, 1871. 


.1981, 2229. .2360, 


2231. .2371, 






2231. .2335, 


2254 


. .2376, 2361. 


.2441, 2379.. 2426, 


2381. .2437 




Seq. No. 


46384 






Seq. ID 


OJ000306_ 


_09.0407.C12 




Gene No. 


98412 " 






Strand ' 








Start 


7168 






End 


9403 






Name 


OJ000306 09, 


. 0407 


.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1493 






End 


1981 






GI 


none 






Score 


74 






Exons 


1493. . 1537, 


1708 


..1779, 1709. 


.1780, 1! 


366. . 1955, 


1867 . . 1956, 






1871. . 1981, 


1872 


. . 1979 










Seq. No. 


46384 






Seq. ID 


OJ000306_ 


_09.0407.C12 




Gene No. 


98412 






Strand 








Start 


7168 






End 


9403 • 






Name 


OJ000306 09. 


.0407, 


.C12.o3.np .! 


Method 


AAT/NAP 






Start 


7168 






End 


9403 






GI 


4321762 






Score 


56 






Exons 


7168. .7265, 


9240, 


. .9403 










GI Descrip. 


(AF061107) transcription factor MYC7E 


[Zea mays] 






Seq. No. 


46384 






Seq. ID 


OJ000306_ 


09.0407 .C12-; 




Gene No. 


98412 






Strand 






I =? ' 


Start 


7168 






End 


9403 




U 


Name 


OJ000306 09. 


0407. 


,C12.o4 .np 


Method 


AAT/NAP 






Start 


7507 






End 


7605 




31 


GI 


5777617 






Score 


98 






Exons 


7507. .7605 












? : E 


GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


46385 






Seq. ID 


OJ000306_ 


09. 0407 .C13 




Gene No. 


98413 






Strand 


+ 




'"'•as 
i. J. 


Start 


260 






End 


694 






Name 


OJ000306 09. 


0407. 


.C13.ol.gs - 


..Method 


GENSCAN 




=. 1 


Start 


260 






End 


694 




r ^ 


GI 


none 






Score 


.56 




: -=^ 


Exons 


260. .694 














Seq. No. 


46385 






Seq. ID 


OJ000306_ 


09.0407.C13 




Gene No. 


98414 






Strand 


+ 






Start 


9229 






End 


13303 






Name 


OJ000306 09. 


.0407. 


C1.3.o2.np 


Method . 


AAT/NAP . 






Start 


9166 






End 


11409 






GI 


6862923 






Score 


488 






Exons 


9166. . 10299, 


11391. .11409 










GI Descrip. 


(AC018907) unknown protein [Arabidopsis thaliana 


] 




Seq. No. 


46385 






Seq. ID 


OJ000306 


09.0407.C13 




Gene No. 


98414 






Strand 


+ 






Start 


9229 






End. 


13303 






Name 


OJ000306 09. 


0407. 


C13-. o3~. gs 


Method 


GENSCAN 






Start 


9229 






End 


10323 






GI 


none 






Score 


.49 






Exons 


9229. .10323 
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Seq. No. 


46385 


Seq. ID 


OJ000306 


Gene No. 


98414 


Strand 


+ 


Start 


9229 


End 


13303 


Name 


OJ000306 09.0407.C13.o3.np 


Method 


AAT/NAP 


Start 


10807 


End 


13279 


GI 


4680501 


Score 


477 


Exons 


10807. .10831, 12642.. 13279 






GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46385 


Seq. ID 


OJ000306_ 


Gene No. 


98414 


Strand 


+ 


Start 


9229 


End 


13303 


Name 


OJ000306 09.0407.C13.o4 . gs 


Method 


GENSCAN 


Start 


12224 


End 


13303 


GI 


none 


Score 


.84 


Exons 


12224. .12265, 12272. .13303 






Seq. No. 


46385 


Seq. ID 


OJ000306_ 


Gene No. 


98415 


Strand 


+ 


Start 


15157 


End 


15351 


Name 


OJ000306 09.0407.C13.ol.gp 


Method 


AAT/GAP 


Start 


14966 ■ 


End 


15351 


GI 


611 1.R1084 


Score 


539 


Exons 


14966. . 15039, 15135.. 15351 







09.0407.C13 



GI Descrip. ' 129916/sp | P12783 | PGKY_WHEAT 1.0e-38 PHOSPHOGLYCERATE KINASE, 
CYTOSOLIC >gi_66911__pir TVWTGY phosphoglycerate kinase (EC 



2.7.2.3), cytosolic - wheat 
phosphoglycerate kinase (AA 



>gi_21835_emb_CAA33302__ (X15232) 
1 - 401) [Triticum aestivum] ' 



Seq. No. 46385 
Gene No. 98415 
Start 15157 

Name OJ000306_09 . 0407 . C13 . o4 . np 

Start 15157 

GI 129916 

Exons 15157. . 15351 

GI Descrip. PHOSPHOGLYCERATE 
phosphoglycerate 
gi | 21835 | emb | CAA33302 | (X15232) 
401) [Triticum aestivum] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000306 
+ 

15351 
AAT/NAP 
15351 
251 



09.0407.C13 



KINASE, CYTOSOLIC gi | 66911 | pir || TVWTGY 
kinase (EC 2.7.2.3), cytosolic - wheat 
phosphoglycerate kinase 



(AA 1 



Seq. No. 46385 Seq. ID 

Gene No. 98415 Strand 

Start 15157 -. . End 

Name OJ000306_09 . 04 07 . C13 . o5 . gs Method 

Start 15157 End 

GI none Score 

Exons 15157.. 15351 



OJ000306__09.0407.C13 
+ 

15351 
GENSCAN 
15351 
. 99 



Seq. No. 46385 Seq. ID 

Gene No. - 98416 Strand 

Start 1309 End 

Name OJ000306_09 . 0407 . C13 . ol . np Method- 

Start 1309 End 

GI 7228457 Score 
Exons 



OJ000306_09.0407.C13 

7700 
.AAT/NAP 
7700 
3142 



1309. .2838, 2905. .4568, 4623. .6171, 7647. .7700 



47922 




GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


46385 








Seq. ID 


OJ000306_09.0407.C13 


Gene No. 


98416 








Strand 




Start 


1309 








End 


, 7700 


Name 


OJ000306 09 


.0407 


-G13.o5 


. tw 


Method 


' TBLASTX: Wheat 


Start 


1318 








End 


1905 


GI 


none 








Score 


70 


Exons 


1318 . . 1449, 


1319 


. . 1444, 


1474. 


.1635, 1615. .1905, 1676. .1768, 




1817. .1903 












Seq. No. 


46385 








Seq. ID 


OJ000306 09 0407 C13 


Gene No. 


98416 








Strand 




Start 


1309 








End 


7700 


Name 


OJ000306 09 


0407 


.C13.o4 


. tW : 


Met hod 


TBLASTX • Wheat 


Start 


1912 








End 


2293 


GI 


none 








Score 


190 


Exons 


1912. .2292, 


1949 


. .2191, 


2237 . 


.2293 




Seq. No. 


46385 








Seq. ID 




Gene No . 


98416 








Strand 




Start 


1309 








End 


7700 


Name 


OJ000306 09. 


0407 


C13 o3 


. tm 


Met hod 


TBLASTX • Ma i 7e 


Start 


2119"*"' 








End 


2424 


GI 


none 








Score 


173 


Exons 


2119. .2424, 


2120 


. .2407 








Seq. No. 


46385 








Seq. ID 


OJ000306_09.0407.C13 


Gene No . 


98416 








Strand 




Start 


1309 








End 


7700 


Name 


OJ000306 09. 


0407 


.C13.o9 


tw 


Method 


TBLASTX: Wheat 


Start 


2629 








End 


2883 


GI 


none 








Score 


67 


Exons 


2629. .2883, 


2756 


. .2881 








Seq. No. 


46385 








Seq. ID 


OJ000306_09.0407.C13 


Gene No . 


98416 








Strand 




Start 


1309 








End 


7700 


Name 


OJ000306 09. 


0407 


.C13 . o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2926 








End 


3332 


GI 


none 








Score 


57 


Exons 


2926. .2997, 


2926 


. . 3099, 


3107 . 


.3241, 3109. .3249, 3234. .3332 


Seq. No. 


46385 








Seq. ID 


OJ000306_09 . 0407 .C13 


Gene No . 


98416 








Strand 




Start 


1309 








End 


7700 


Name 


OJ000306 09. 


0407 


.C13.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3423 








End 


3848 


GI 


none 








Score 


86 


Exons 


3423. .3848, 


3664 


.3789 








Seq. No. 


46385 








Seq. ID 


OJ000306_09.0407.C13 


Gene No. 


98416 ' 








Strand 




Start 


1309 








End 


7700 


Name 


OJ000306 09. 


0407 


C13.o2. 


tw . 


Method 


TBLASTX: Wheat 



47923 



Start 
GP 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
. Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



3478 
none 

3478. .3792, 

46385 
98416 
1309 

OJ000306JD9. 

3576 

none 

3576. .3959, 

46385 
98416 
1309 

OJ000306_09. 

3987 

none 

3987. .4343, 

46385 
98416 
1309 

OJ000306_09. 

4017 

none 

4017. .4472, 

46385 
98416 
1309 

OJ000306_09. 

4665 

none 

4665. .4901, 

46385 
98416 
1309 

OJ000306_09. 

5751 

none 

5751. .6011, 

46385 
98416 
1309 

OJ000306_09. 

5865 

none 

5865. . 6104 

46385 
98417 
9267 

OJ000306_09. 
9267 



3480.. 3902, 3498, 



End 3902 
Score 244 
,3902 



0407.C13.o4 , 
3577. .3792, 



tm 



3822. 



0407.C13.o2.tm 



3988. .4281 



0407.C13.ol.tw 



4018. .4464, 4032. 



0407.C13.o3.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3932 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_09.04 07.C13 
7700 

TBLASTX : Maize 

3959 

115 



OJ000306_09.0407 .C13 
7700 

TBLASTX: Maize 

4343 

224 



Seq. ID • OJ000306_09.0407.C13 
Strand 

7700 

TBLASTX : Wheat 
4472 
359 



End 

Method 
End - 
Score 
.4472 



Seq. ID OJ000306_09.0407.C13 
Strand 

End 7700 

Method TBLASTX : Wheat 

End 5120 

Score 151 



4675. .4899, 4938. .5120, 4939. .5112 



0407.C13.o6.tw 
5752. .5979, 5985, 

0407 .C13.o6. tm 



0407.C13.ol. tm 



Seq. ID OJ000306_09.0407.C13 
Strand 

End 7700 

Method TBLASTX : Wheat 

End 6149 

Score 81 
.6098, 6037. .6087, 6099.. 6149 

Seq. ID OJ000306_09.0407.C13. 
Strand 

End 7700 

Method' " TBLASTX: Maize 

End 6104 

Score 198 



Seq. ID OJ000306_09.0407.C13 

Strand ;* ; 

End 13273 

Method TBLASTX : Mai ze 

End 13264 
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GI ■ 


none 


Score 


77 






9267.. 9365, 9274.. 9378, 9727.. 9996, 9783.. 9941, 10036.. 


1 090 

± \J £. u 




10216 10299 12721 12948 


12725. .12979, 13001 13171, 






13172. .13264 








Sea No 


46385 


Seq. ID 


OJ000306_09.0407 


PI *3 


Ppnp No 


98417 


Strand 






Start 


92 67 


End 


13273 




Name 


OJ000306 09.0407.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9727 


End 


13272 




GI 


none 


Score* 


261 




Fvon q 

J_J 2%. Vw/ 1 1 O 


9727.,. 9996, 9747.. 9953, 10036 10203, 


10173. .10289, 






10216. .10299, 12725. .12979, 


12745. .12879, 12907 .. 1294 8 , 






13000. .13125, 13001. .13171, 


13172. .13264, 13183.. 13272 




Seq. No. 


46385 


Seq. ID 


OJ000306_09.0407 


.C13 


Gene No. 


98417 


Strand 






Start 


9267 


End 


13273 




Name 


OJ000306 09.0407.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


9727 


End . 


12979 




GI 


none 


Score 


223 




Ex on *=? 


9727. .9981, 12722 .. 12979, 12739. .12948 






Spo No 


46385 


Seq. ID 


OJ000306_09.0407 


pi ^ 


Gene No. 


98417 . 


Strand 






Start ' 


9267 


End 


13273 




Name 


OJ000306 09.0407 .C13.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9898 


End 


13273 




GI 


none 


Score 


72 




F*y On <3 


98 98. .9972, 10042. .10203, 10212. .10310 


, 10213. .10311, 






12875. .12985, 12995. .13168, 


13183. .13248, 13184. .13273 




Seq. No. 


46385 


Seq. ID 


OJ000306_09.0407 


.C13 


Gene No. 


98418 


Strand 






Start 


15037 


End 


15357 




Name 


OJ000306 09. 0407 .C13.ol. tc 


. . Method 


TBLASTX: Cress 




Start 


15037 


End 


15357 




GI 


none 


Score 


266 




Exons 


15037. .15357, 15156. . 15344 


15157. .15351 




Seq. No. 


46385 


Seq. ID 


OJ000306_09.0407 


.C13 


Gene No. 


98418 


Strand 






Start 


15037 


End 


15357 




Name 


OJ000306 09.0407.C13.o5.tm 


Method 


TBLASTX: Maize 




Start 


15114 


End 


15357 




GI 


none 


Score 


195 






15114. .15353, 15153. .15350, 


15157. .15357 




Seq'. No. 


46385 


Seq. ID 


OJ000306_09-.-0407 


.C13 


Gene No. 


98418 


Strand 






Start 


15037- 


End 


15357 




Name 


OJ000306 09.0407.C13.o3.ts 


Method 


TBLASTX: Soybean 




Start 


15146 


End 


15357 




GI 


none 


Score 


264 




Exons 


1514 6. .15250, 15153. .15350, 


15154. .15357 




Seq. No. 


46386 


Seq. ID 


OJ000306 09.0407, 


.C14 
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Gene No. 


98419 


Strand 


+ 




Start 


418 


End 


1927 


- 


Name 


OJ000306 09.0407.C14.ol.np 


Method 


AAT/NAP 




Start 


418 


End 


1927 




GI 


129916 


Score 


902 




Exons 


418. .695, 801. .1061, 1402. .1735, 1867, 


. .1927 




GI Descrip. 


PHOSPHOGLYCERATE KINASE, CYTOSOLIC gi I 


I 66911 |pir| ITVWTGY 






phosphoglycerate kinase (EC 2, 


.7.2.3), 


cytosolic - wheat 






gi 1 21835 I emb I CAA33302 | (X15232) phosphoglycerate kinase 


(AA 1 - 




401) [Triticum aestivum] 








Seq. No. 


46386 


Seq. ID 


OJ000306_09.0407. 


C14 


Gene No. 


98419 


Strand 


+ 




Start 


418 


End 


1927 




Name 


OJ000306 09.0407.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


561 


End 


1722 




GI 


none 


Score 


139 




Exons 


561. .698, 61-7. .697, 798. .1088, 


801. . 1067, 1400. . 1672, 






1400.. 1618, 1401.. 1676, 1402., 


,1722 






Seq. No. 


46386 


Seq. ID 


OJ000306JD9.0407. 


C14 


Gene No. 


98419 


Strand 


+ 




Start 


418 


End 


1927 




Name 


OJ000306 09.0407.C14.ol.tm 


Method 


TBLASTX: Maize 




Start- 


561 


End 


1722 




GI 


none 


Score 


145 




Exons 


561. .698, 616. .693, 617. .697, 


800. .1066, 801. .1067, 801. 


. 1076, 




805. .1107, 1400. .1669, 1400. .1597, 1401. .1679, 1402. .1722 


Seq. No. 


46386 


Seq. ID 


OJ000306_09.0407. 


C14 


Gene No. 


98419 


Strand 


+ 




Start 


418 


End 


1927 




Name 


OJ000306 09.0407.C14 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


561 


End 


1722 




GI 


none 


Score 


125 




Exons 


561. .698, 617. .697, 797. .1066, 


798. .1076, 801. .1067, 817 


. . 1080, 




1400. .1672, 1400. .1564, 1401.. 


1676, 1402.. 1722 




Seq. No. 


46386 


Seq. ID 


OJ000306_09.0407. 


C14 


Gene No. 


98419 


Strand 


+ 




Start 


418 


End 


1927 




Name 


OJ000306 09.0407.C14.ol.gs 


Method 


GENSCAN 




Start 


618 


End 


1719 




GI" 


none 


Score 


.76 




Exons 


618, .695, 801.. .10.61, 1402.. 1719 






Seq. No. 


46386 


Seq. ID 


OJ000306_09.0407. 


C14 


Gene No. 


98419 


Strand 


• + 




Start 


418 


End 


1927 




Name 


OJ000306 09.0407.C14.ol.gp 


Method 


AAT/GAP 




Start 


881 


End 


1488 




GI 


572042 


Score 


480 




Exons 


881. .1061, 1402. .1488 








GI Descrip. 


129916/sp| P12783I PGKY WHEAT 1. 


Oe-38 PHOSPHOGLYCERATE KINASE, 



CYTOSOLIC >gi_66911_pir TVWTGY phosphoglycerate kinase (EC 

2.7.2.3), cytosolic - wheat >gi_21835_emb_CAA33302_ (X15232) 
phosphoglycerate kinase (AA 1 - 401) [Triticum aestivum] 
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Seq. No. 46386 > Seq. ID 

Gene No. 98419 Strand 

Start 418 End 

Name OJ000306_09 . 0407 . C14 . ol . tw Method 

Start . 965 End 

GI . none Score 

Exons 965.. 1066, 966.. 1067, 967.. 1071, 967.. 

1400. .1672, 1401. .1676, 1402. .1728 



OJ000306_09.0407.C14 

+ . 

1927 

TBLASTX: Wheat 

1728 

140 

1086, 1325.. 1651, 



Seq. No. 46387 Seq. ID 

Gene No. 98420 Strand 

Start 1 End 

Name OJ000306_09 . 0407 . C15 . ol . np Method 

Start 1 End 

GI 3738257 Score 

Exons 1 . .236 

GI Descrip-. . (AB018410) cytosolic phosphoglycerate 

Seq. No. 46387 Seq. ID 

Gene No. 98420 Strand 

Start 1 End 

Name OJ000306_09 . 0407 . C15 . ol . gs Method 

Start 45 End 

GI none - Score 

Exons 45 . . 171 



OJ000306_09.0407.C15 
+ 

236 

AAT/NAP 

236 

274 

kinase 1 [Populus nigra] 

OJ000306_09.0407.C15 
+ 

236 

GENSCAN 

171 

.67 



Seq. No. 46387 Seq. ID 

Gene No. 98421 Strand 

Start 554 End 

Name OJ000306_09 . 0407 . C15 . o2 . gp Method 

Start 554 End 

GI none Score 

Exons 554 . . 611 



OJ000306_09.0407.C15 
+ 

611 

AAT/GAP 

611 

72 



Seq. No. 46387 Seq. ID 

Gene No. 98422 Strand 

Start 177 * End 

Name OJ000306_09 . 04 07 . C15 . ol . tw Method 

Start 39 End 

GI none Score 

Exons 39.. 230, 42.. 233, 47.. 232 



OJ000306_09.0407.C15 
541 

TBLASTX: Wheat 

233 

256 



Seq. No. 46387 Seq. ID 

Gene No. .98422 .... Strand 

Start " 177 End 

Name OJ000306JD9 . 0407 . C15 . ol . tc Method 

Start 42 End 

GI none Score 

Exons 42.. 239, 44.. 235 



OJ000306_09.0407.C15 
541 

TBLASTX: Cress 

239 

273 



Seq. No. 46387 Seq. ID 

Gene No. 98422 Strand 

Start 177 End , • 

Name OJ000306_09 . 0407 . C15 . ol . ts Method 

Start 42 End 

GI none Score 



OJ000306_09.0407.C15 
541 

TBLASTX: Soybean 

236 

265 
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Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42. .236, 42. .230, 44. .235 



46387 
98422 
177 

OJ000306_09.04 07.C15.ol.tm 
44 

none 



Seq. ID OJ00.0306_09.0407.C15 
Strand 

541 

TBLASTX: Maize 
383 
55- 



End 

Method 
End 
Score 

44. .124, 44. .193, 62. .235, 68. .205, 72. .239, 72. .383, 113. .133-, 
292. .324 



Seq. No. 46387 Seq. ID 

Gene No. 98422 Strand 

Start 177 End 

Name OJ000306_09 . 0407 . C15 . ol . gp Method 

Start 177 End 

GI none Score 

Exons 177.. 541 



OJ000306_09.0407.C15 
541 

AAT/GAP 

'541 

675 



f n 



Seq. ID 

Strand 

End 

Method 

End 

Score 



09.0407.C17 



Seq. No. 46388 
Gene No. 98423 
Start 3499 

Name OJ000306_09 . 04 07 . C17 . ol . np 

Start 3499 
GI 6016874 

Exons 3499.. 3577, 3661.. 3798, 3863. 

S336..5676, 6149. .6401 
GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D2507 6 (R311 6 ) correspond to a 

region of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



OJ000306_ 
+ 

7309 
AAT/NAP 
6401 
2157 



,4095, 4486. .4645, 5039. .5218, 





Seq. No. 


46388 


Seq. ID 


OJ000306_09.0407.C17 


I :JZ 


Gene No. 


98423 


Strand 


+ 




Start 


3499 


End 


7309 


c arr 


Name 


OJ000306 09.0407.C17.o2.gs 


Method 


GENSCAN 




Start 


3499 


End 


5679 




GI 


none , 


Score 


.67 


i 


Exons 


3499.. 3577, 3661.. 3798, 3863. 


.3951, 4486.. 4645, 5219. .5679 


i. zzr 


Seq. No. 


46388 


Seq. ID 


OJ000306_09.0407 .C17 


i.tS. 

L jJ! 


Gene No. 


98423 


Strand 


+ 




Start 


3499 


End 


7309 




Name 


OJ000306 09.0407. C17.ol.gp 


Method 


AAT/GAP 




Start 


4188 


End 


4696 




GI 


. uC-osf Icypll0c07bl 


Score 


958.. . 




Exons 


4188. .4696 








GI Descrip. 


' 4 68017 8/gb|AF1117 09.1 | AF111709 5.0e-£ 


}1 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon. and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46388 . Seq. ID 

98423 Strand 

3499 ' ■ End 
OJ000306_09 . 04 07 . C17 . o2 . np Method 

5799 End 

6006367 Score 

5799.. 5825, 7229.. 7309 



OJ000306_09.0407.C17 
+ 

7309 
AAT/NAP 
7309 
50 



47928 



GI Descrip. 


(AP000559) .hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46388 






Seq. ID 


OJ000306_09.0407 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 






End 


9540 




Name 


OJ000306 09.0407 


.C17.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3847 






End 


4293 




GI 


none.. 






Score 


69 




Exons 


3847.. 3933, 3919 


. .4197, 


3942. 


.4127, 4198. .4260, 4255. .4293 


Seq. No. 


46388 






Seq. ID 


OJ000306_09.0407 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 






End 


9540 




Name 


OJ000306_09.0407, 


.C17.o4. 


.tm 


Method 


TBLASTX: Maize 




Start 


4387 






End 


4701 




GI 


none 






Score 


65 




Exons 


4387. .4461, 4474. 


. .4701, 


4477 . 


.4605, 4482. .4700 




Seq. No. 


46388 






Seq. ID 


OJ000306_09.0407 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 






End 


9540 




Name 


OJ000306 09.0407. 


.C17 .o5. 


, tm 


Method 


TBLASTX: Maize 




Start 


4906 






End 


5258 




GI ^ 


none 






Score 


240 




Exons. 


4906. .5187, 4917. 


. .5258 










Seq. No. 


46388 






Seq. ID 


OJ000306_09.0407 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 






End 


9540 




Name 


OJ000306_09.0407. 


C17.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5370 






End 


5613 




GI 


none 






Score 


282 




Exons 


5370. .5528, 5380. 


.5613 










Seq. No. 


46388 






Seq. ID 


OJ000306_09.0407 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 






End 


9540 




Name 


OJ000306 09.0407. 


C17 .o3. 


gs 


Method 


GENS CAN 




Start 


6124 






End 


9526 




GI 


none 






Score 


.86 




Exons 


6124. .6397, 7244. 


.7356, 


8322. 


.8627, 8872.. 9112, 9213.. 9526 


Seq. No. 


46388 






Seq. ID 


OJ000306_09.0407* 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 . 






End 


9540 




Name 


OJ000306 09.0407. 


C17.o2. 


gp 


Method 


AAT/GAP 




Start 


8123 






End 


9091 




GI 


1422 1.R1084 






Score 


1374 




Exons 


8123. .8627, 8872. 


.9091 










GI Descrip. 


, 3808101/emb|CAA09935.1 | 


6.0e 


-85 (AJ012165) chloroplast 


prot 




[Capsicum annuuin] 


i 










Seq. No. 


46388 






Seq. ID 


OJ000306_09,0407 < 


.C17 


Gene No. 


98424 






Strand 






Start 


6124 






End 


9540 




Name. 


OJ000306 09.0407. 


C17.o3. 


np 


Method 


AAT/NAP 




Start 


8289 






End 


9536 
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GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3808101 Score 1262 

8289..8627 # 8872. .9112, 9213. .9536 

(AJ012165) chloroplast protease [Capsicum annuum] 



46388 
98424 
6124 

OJ000306_09 . 04 07 . C17 . ol . tm 
8310 



none 
8310. 
8873. 
9218. 



Seq. ID OJ000306_09.0407.C17 
Strand 

End 9540 
Method TBLASTX: Maize 
End 9538 
Score 383 

8630, 8319. .8630, 8320. .8631, 8869. .9114, 8869. .9120, 
9118, 8873. .9121, 9204. .9530, 9212. .9529, 9217. .9537, 
9538 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46388 
98424 
6124 

OJ000306__09.0407.C17.ol.ts 

83l'9 ' 
none 

8319. .8630, 8319. .8630, 8320, 
8890. .9123, 8982. .9125, 9201, 
9214. .9540, 9412. .9540 

46388 
98424 
6124 

OJ000306_09.04 07.C17.o2.tc 

8319 

none 

8319. .8570, 
8873. .8968 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000306 09.0407.C17 



9540 

TBLASTX: Soybean 
9540 
215 

8631, 8869. .9120, 8873. .9118, 
9368, 9204. .9539, 9212.. 9529, 



Seq. ID 
"Strand 
End 

Method 

End 

Score 



OJ000306_09. 0407. C17 
954 0 

TBLASTX: Cress 

8970 

290 



8320. .8559, 8541. .8630, 8542. .8631, 8869. .8970, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene. No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



46388 
98424 
6124 

OJ000306_09.0407 
8872 

1422_3.R1084 
8872. .9112, 9213 



C17.o3.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_09.0407.C17 

9540 
AAT/GAP 
9404 
782 



9404 

■ 4 325041/gb|AAD17230.1 | 6.0e-79 (AF117 339) 
Pftf precursor [Nicotiana tabacum] 1 



FtsH-like protein 



46388 
98424 
6124 

OJ000306J)9.0407-:C17.ol.tc 

8971 

none 

8971. .9120, 8972. .9112, 8972, 
9204. .9539, 9212. .9529, 9214, 

46388' 

98424 

6124 

OJ000306_09.0407.C17.ol.tw 
9257 



Seq. ID 

Strand, . 
End 

Method 
End 
Score 

.9121, 8973. .9116, 
. 9537 



OJ000306_09.0407.C17 
9540 

TBLASTX: Cress 
9539 
179 

9201. .9347, 



Seq. ID 
Strand - 
End 

Method 
End 



OJ000306_09._04 07.C17 
954 0 

TBLASTX: Wheat 
9537 



47930 






GI 


none 


Score 


350 






Exons 


9257.. 9529, 9258.. 9530, 9259. 


. 9537, 9.412. . 9537 






Seq. No. 


46389 


Seq. ID 


OJ000306_09.0407 


. C18 




Gene No. 


98425 


Strand 








Start 


1 


End 


1716 






Name 


OJ000306 09.0407.C18.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1716 






GI 


4325041 


Score 


799 






Exons 


1. . 647, 1643. . 1716 










GI Descrip. 


(AF117339) FtsH-like protein 


Pftf precursor [Nicotiana 


taba< 




Seq. No. 


46389 


Seq. ID 


OJ000306_09.0407 


.C18 




Gene No. 


98425 


Strand 


- 






Start 


1 


End 


1716 






Name 


OJ000306 09.0407.C18.ol.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


681 






GI 


none 


Score 


110 






Exons 


• 1..330, 3,- 74, 5.. 670, 125.. 679, 126.. 


680, 538 681 






Seq. No. 


46389 


Seq. ID 


OJ000306JD9.0407 


. C18 




Gene No. 


98425 


Strand 


- 






Start 


1 : ■■ 


End 


1716 







Name 


OJ000306 09.0407.C18.ol.ts 


Method 


TBLASTX: Soybean 




i a? 


Start 


2 . 


End 


523 




W 


GI 


none 


Score 


106 






Exons 


2. .76, 3. .74, 5. .115, 15. .83, 


43. . 108, 


76 99 128 52^ 




f II 




131.. 469, 135.. 512 








[J 


Seq. No. 


46389 


Seq. ID 


OJ000306_09.0407 


.C18 




Gene No. 


98425 


Strand 


- 






Start 


i 


End 


1716 




\ y 


Name 


OJ000306 09.0407.C18.ol.tc 


Method 


TBLASTX: Cress 






Start 


156 


End 


556 






GI 


none 


Score 


366 






Exons 


156. .470, 182. .487, 364. .474, 


494. .556 


, 498. .548 




j = 


Seq. No. 


46389 


Seq. ID 


OJ000306_09.0407 


.C18 




Gene No. 


98425 


Strand 


— 




fi 


Start 


1 


End 


1716 






Name 


OJ000306 09.0407.C18.ol.gp 


Method 


AAT/GAP 






Start 


326 


End 


1373 






GI 


none 


Score 


924 






Exons 


326. .676, 1223. .1373 










Seq. . No. 


46389 


Seq. ID 


OJ000306_09.0407, 


.C18 




Gene No. 


984 26 


Strand 








Start 


2081 


End 


2317 






Name 


OJ000306 09.0407.C18.o2.tc 


Method . 


TBLASTX: Cress 






Start 


2081 


End 


2317 






GI 


none 


Score 


233 






Exons 


2081. .2317, 2085.. 2309, 2222. 


.2317 








Seq. No. 


46389 


Seq. ID 


OJ000306_09.0407. 


.C18 




Gene No. 


98426 


Strand 








Start 


2081 


End 


2317 






Name 


OJ000306 09.0407.C18.o2.ts 


Method 


TBLASTX: Soybean 





47931 



Start 2081 End 

GI none Score 

Exons 2081.. 2272, 2088.. 2273 

Seq. No. 46389 Seq. ID 

Gene No. 98426 Strand 

Start 2081 End 

Name OJ000306_09 .04 07. C18 . o2 . tm Method 

Start 2081 End 

GI none Score 

Exons 2081.. 2221, 2085.. 2222 



2273 
201 



OJ000306_09.0407.C18 
2317 

TBLASTX: Maize 

2222 

206 



Seq. No. 


46390 




Seq. ID 


OJ000306_09.0407 


.C19 


Gene No. 


98427 




Strand 






Start 


241 




End 


1476 




Name 


OJ000306 


09.0407.C19.o3.tm 


Method 


TBLASTX: Maize 




Start 


235 




End 


497 




GI 


none 




Score 


274 




Exons 


235. .393, 


242.. 496, 246.. 497 








Seq. No. 


46390 




Seq. ID 


OJ000306_09.0407 


.C19 


Gene No. 


98427 




Strand 






Start 


241 




End 


1476 




Name / 


OJ000306 


09.0407.C19.ol.gs 


Method 


GENSCAN 




Start 


241 




End 


1476 




GI 


none 




Score 


.56 




Exons 


241. .911, 


1023. .1221, 1392.. 


1476 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46390 
98427 
241 

OJ000306_09.0407.C19.o2.ts 
296 

5058398 



Seq. ID OJ000306_09.0407.C19 
Strand 
End 

Method 
End 
Score 



1476 

TBLASTX : Soybean 

755 

97 



296. .565, 305. .541, 360. .575, 524. .754, 615. .755 



Seq. No. 46390 

Gene No. 98427 

Start 241 

Name " OJ000306_09 . 0407 . C19 . ol . tc 

Start 377 

GI none 

Exons 377. .895, 378. .899, 565. .897 



•Seq. ID OJ000306_09.0407.C19 
Strand ' - 
End 1476 
Method TBLASTX : Cress 
End 899 
Score 404 



Seq. No. 46390 Seq. ID 

Gene No. 98427 Strand 

Start 241 End 

Name OJ000306_09 . 0407 . C19 . ol . tm Method 

Start 524 End 

GI none Score 
Exons 



OJ000306_09.0407.C19 
1476 

TBLASTX: Maize 

1216 

86 



524. .601, 525. .602, 526. .603, 633. .911, 635. .913, 646. .912, 
650. .913, 651. .914, 1019. .1213, 1020. .1214, 1021. .1212, 
1022.. 1216 



Seq. No. 46390 Seq. ID OJ000306_09 . 0407 . CI 9 

Gene No. 98427 Strand 



47932 






Start 


241 


End 


1476 




Name 


OJ000306 09.0407.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


776 


End 


1435 




GI 


none 


Score 


209 




Exons 


776. .913, 777. .914, 1020. .1223, 1022.. 


1222, 1039.. 1224, 






1391. .1435, 1391. . 1435 








Seq. No. 


46390 


Seq. ID 


OJ000306_09.0407 




Gene No. 


98427 


Strand 






Start 


241 


End 


1476 




Name 


OJ000306 09.0407.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


804 


End 


1162 




GI 


none 


Score 


124 




Exons 


804. .914, 806. .913, 1020. .1157, 1022.. 


1162 




Seq. No. 


46390 


Seq. ID 


OJ000306_09.0407 




Gene No. 


98428 


Strand 






Start 


1725 


End 


2117 




Name 


• OJ000306 09.0407.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


1725 


End 


2117 




GI 


none 


Score 


263 




Exons 


1725. .1946, 1756. .1950, 2028. 


.2117, 2028. .2117 




Seq. No. 


46391 


Seq. ID 


OJ000306_09.0407 




Gene No., 


98429 


Strand- 






Start 


1532 


End 


1754 




Name 


OJ000306 09.0407.C20.ol.np 


Method 


AAT/NAP 




Start 


1532 


End 


1754 


: : s 


GI 


7495619 


Score 


47 




Exons 


1532. .1754 







If GI Descrip. hypothetical protein C07G1.4 - Caenorhabditis elegans 
^ gi I 1326381 1 gb | AAB00657.il (U58751) coded for by C. elegans cDNA 

s ; yk9h5.5; coded for by C. elegans cDNA yk9h5.3; coded for by C. 

y elegans, cDNA CEESH72F; coded for by C. elegans cDNA CEESB62F; 

vj coded for by C. elegans cDNA ykll0g2.3; coded for by C. elegans 

i2' cDNA ykll0g2.5; weak sim> 





Seq. No. 


-46391 




Seq. ID 


OJ000306_09. 


0407 


.C20 


C3 


Gene No. 


98430 




Strand 








L.-J 


Start 


108 




End 


1657 








Name 


OJ000306 09.0407.C20.ol. 


gs 


Method 


GEN SCAN 








Start 


108 




End 


1657 








GI 


none 




Score 


.79 








Exons 


108. .227, 333. .422, 1370 




1657 










Seq. No. 


46391 




Seq. ID 


OJ000306_09. 


0407 


.C20 




Gene No. 


98431 




Strand - 










Start 


3009 




End 


3607 








Name 


OJ000306 09. 04.07. C20.ol. 


gp 


Method 


AAT/GAP 








Start 


3009 




End 


3607 








GI 


uC-osflcypll0b03al 




Score 


990 








Exons 


3009.. 3458, 3542.. 3607 














GI Descrip. 


' 3878874 /emb | CAA93672 . 1 | 


2 


.Oe-12 (Z69793) R03A10.3 










[Caenorhabditis elegans] 














Seq. No. 


46391 




Seq. ID 


OJ000306_09. 


0407 


,C20 




Gene No. 


98432 




Strand 









47933 




Start 


3538 




End 


4897 


Name 


OJ000306 09.0407.C20.ol 


. tm 


Method 


J- LJ UiiU J. £\ • L J d _L i-t \Z> 


Start 


95 ~~ 




End 


407 


GI 


none 




Score 


189 


Exons 


9S..238, 105. .254, 106. 


. 228, 


319 405, 


331 405 333 407 


Seq. No. 


46391- 




Seq. ID 


OJ000306_09.0407.C20 


Gene No. 


98432 




Strand 




Start 


3538 




End 


4897 


Name 


OJ000306 09.0407.C20.ol 


. ts 


Mpt" hori 


TRTiA^TX* ^nvhpan 


Start 


95 ~ 




End 


420 


GI 


none 




Score 


155 


Exons 


95. .238, 105. .290, 106. 


.228, 


214 . .420, 


300 . .419 


Seq. No. 


46391 




Seq. ID 


OJ000306_09.04 07 .C20 


Gene No . 


98432 




Strand 




Start 


3538 




End 


4897 


Name 


OJ000306 09.0407. C20.O2 


.tm 


Method 


TBLASTX: Maize 


Start 


3125 




End 


3571 


GI 


none 




Score 


47 


Exons 


3125.. 3169, 3127.. 3159, 


3207 . 


.3260, 3213. .3260, 3249. .3320, 




3269 3313, 3311 3397 


3339 . 


.3392, 3343. .3396, 3385. .3456, 




33 8 6. . 34 57, 3395.. 3457, 


3541 . 


.3570, 3545. .3571 


Seq. No. 


46391 




Seq. ID 


OJ000306_09.0407.C20 


Gene No. 


98432 




Strand 




Start 


3538 




End 


4897 


Name 


OJ000306 09 0407 C20 o2 




Method 


GEN SCAN ■ 


Start 


3538 ~ 




End 


4897 


GI 


none 




Score 


.7 


Exons 


3538 3639. 4218 4277 


4790 . 


.4897 




Seq. No. 


46391 




Seq. ID 


OJ000306_09.0407.C20 


Gene No. 


98432 




Strand 




Start 


3538 




End 


4897 


Name 


OJ000306 09.0407.C20.o2, 


.np 


Method 


AATVNAP 


Start 


4217 




End 


4897 


GI 


6907099 




Score 


192 


Exons 


4217. .4277, 4790. .4897 








GI Descrip. 


(AP001129) Similar to Arabidopsis thaliana DNA chromosome 4, 




ESSA I contig fragment No. 6, 


membrane 


protein homolog. (Z97 




[Oryza sativa] 








Seq. No. 


46392 




Seq. ID 


OJ000306_09.0407.C21 


Gene No. 


98433 




, Strand 


+. 


Start 


2788 




End 


8354 


Name 


OJ000306 09.0407.C21.ol. 


,gs 


Method 


GENSCAN 


Start ' 


2788 




End 


8203 


GI 


none 




Score 


.45 


Exons 


2788. .3213, 6848. .6970, 


7333. 


.7406, 7500. .7554, 7857. .7907, 




8155. .8203 








Seq! No. 


46392 




Seq. ID 


OJ000306_09.0407.C21 


Gene No. 


98433 




Strand 


•+ ,..\ " 


Start 


2788 




End 


8354 . 


Name 


OJ000306 09.0407.C21.o2. 


np 


Method 


AAT/NAP 


Start 


3138 




End 


4563 



47934 



GI 


5852084 


Score 


78 


Exons 


3138. .3161, 4451. .4563 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


46392 


Seq. ID 


OJ000306_09.0407.C21 


Gene No. 


98433 


Strand 


+ 


Start 


2788 


End 


8354 


Name 


OJ000306_09.0407.C21.o2.gp 


Method 


AAT/GAP 


Start 


5652 


End 


7883 


GI 


uC-osflcyp055a02bl 


Score 


836 


Exons 


5652.. 5747, 6848.. 7063, 7333. 


.7406, 7500.. 7554, 7857.. 7883 


GI Descrip. 


' 3878874/emb|CAA93672 . 1 | 2 . Oe 


-12 (Z69793) R03A10.3 




[Caenorhabditis elegans] 1 






Seq. No. 


46392 


Seq. ID 


OJ000306_09.0407.C21 


Gene No . 


98433 


Strand 


+ 


Start 


2788 


End 


8354 


Name 


OJ000306 09.0407.C21.o3.np 


Method. 


AAT/NAP 


Start 


6920 


End 


8354 


GI 


6513925 


Score 


294 


Exons 


6920.. 7063, 7333.. 7406, 7500. 


.7554, 7857. .7931, 8004. .8077, 




8155. .8354 






GI Descrip. 


(AC011664) unknown protein [Arabidopsis thaliana] 


Seq. No. 


46392 


Seq. ID 


OJ000306_09.0407.C21 


Gene No. 


98434 


Strand 




Start 


90 


End 


3008 


Name 


OJ000306 09.0407.C21.ol.np 


Method 


AAT/NAP 


Start 


90 


End 


3008 


GI 


6682239 


Score 


392 


Exons 


90. .227, 824. .881, 2725. .2819 


,' 2924. .3008 


GI Descrip. 


(AC016661) putative MYB-related protein [Arabidopsis thaliana 


Seq. No. 


46392 


Seq. ID 


OJ000306_09.0407.C21 


Gene No. 


98434 


Strand 




Start 


90 


End 


3008 


Name 


OJ000306 09:0407. C21.ol.gp 


Method 


AAT/GAP 


Start 


104 


End 


889 


GI 


uC-osflcypll0b03bl 


Score 


325 


Exons 


104. .227, 824. .889 






GI Descrip. 


f 2191140 3.0e-19 (AF007269) contains weak similarity to 




MYB-related proteins [Arabidopsis thaliana]' 


Seq. No. 


46392 


Seq. ID 


OJ000306_09.0407.C21 


Gene No . . 


98435. 


Strand. 




Start 


6873 


End 


8247 


Name 


OJ000306 09.0407.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


6873 


End 


8247 


GI 


none 


Score 


106 


Exons 


6873. .6968, 7014. .7061, 7332. 


.7406, 7333. .7407, 7489. .7554, 




7494. .7550, 7854. .7934, 7856. 


.7933, 7995.. 8078, 8000.. 8080, 




8003. .8080, 8152. .8247, 8153. 


.8227 




Seq. No. 


46392 


Seq. ID 


. OJ000306_09.0407.C21 


Gene No. 


98435 


Strand 




Start 


6873 


End 


8247 


Name 


OJ000306 09.0407.C21.ol.tc 


Method 


TBLASTX: Cress 



47935 



• 





Start 


7489 


End 


8227 




GI 


none 


Score 


78 




Exons 


7489. .7554, 7854. .7934, 7856. 


.7933, 7995. .8072, 8003. .8080, 






8155. .8202, 8159. .8227 








Seq. No. 


46392 


Seq. ID 


OJ000306_09.0407.C21 




Gene No. 


98435 


Strand 






Start 


6873 


End 


8247 . 




Name 


OJ000306 09.0407.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7854 


End 


8227 




GI 


none 


Score 


90 




Exons 


7854. .7934, 7856. .7933, 8001. 


.8078, 8001. .8075, 8003. .8080, 






8152. .8199, 8153. .8227 








Seq. No. 


46393 


Seq. ID 


OJ000306JD9.04 07 .C22 




Gene No. 


98436 


Strand 


+ 




Start 


290 . 


End 


1089 




Name 


. OJ000306 09:0407. C22.ol.gs 


Method 


GENSCAN 




Start 


290 


End 


1089 




GI 


none 


Score 


.8 




Exons 


290. .359, 557. .647, 745. .1089 








Seq. No. 


46393 


Seq. ID 


OJ000306_09.0407.C22 




Gene No. 


98437 


Strand 






Start 


1 


End 


1137 


if Ts 


Name 


OJ000306 09.0407.C22.ol.np 


Method 


AAT/NAP 


fi i 


Start 


1 


End 


1137 




GI 


6630700 


Score 


352 




Exons 


1..34, 800. .1032, 1058. .1137 






tii 


GI Descrip. 


(AP000969) Similar to hypothetical protein f678 - Escherichi 






coli. (A65193) [Oryza sativa] 


gi | 6721537 | dbj | BAA89567 . 1 | 


J ri 




(AP001073) Similar to hypothetical protein f678 - Escherichi 


5- 




coli. (A65193) [Oryza sativa] 






i,J 


Seq. No. 


46394 


Seq. ID 


OJ000306_09.0407.C23 




Gene No. 


98438 


Strand 


+ 




Start 


1500 


End 


5188 . 




Name 


OJ000306 09.0407.C23.o2.np 


Method 


AAT/NAP 




Start 


1500 '- : 


End 


5188 




GI 


7021017 


Score 


394 




Exons 


1500. .1642, 2063. .2161, 2268. 


.2326, 2684. .2957, 3742. .3839, 






3932. .4034, 4121. .4166, 4367. 


.4405, 4500. .4660, 4726. .4843, 






5050.. 5188 








GI Descrip. 


(AK000740) unnamed protein product [Homo sapiens] 




Seq. No. 


46394 


Seq. ID 


OJ00030 6_09.04 07.C23 




Gene No. 


98438 


Strand 


+ 




Start 


1500 


End 


5188 




Name 


OJ000306 09.0407.C'23.ol.gs 


Method 


GENSCAN 




Start 


1531 


End 


5111 




GI 


none 


Score 


.71 




Exons 


1531. .1642, 2057. .2161, 2268. 


.2326, 3142.. 3328, 3728.. 3839, 






4081. .4166, 4500. .4656, 4728. 


.4830, 5034.. 5111 




Seq. No. 


46394 


Seq. ID 


OJ000306_09.0407.C23 




Gene No. 


98438 


Strand 


+ 




Start 


1500 


End 


5188 



47936 



Name OJ000306_09 . 0407 . C23 . ol . gp Method AAT/GAP 

Start 3932 End 4575 

GI 3766624 Score 468 

Exons 3932. .4034, 4121. .4166, 4367. .4405, 4500. .4575 

GI Descrip. 3878874 /emb | CAA93672 , 1 | 2.0e-12 (Z69793) R03A10.3 
[Caenorhabditis elegans] 





Seq. No. 


46394 




Seq. ID 


OJ000306_09.04 07.C23 




Gene No. 


98439 




Strand 






Start 


797 




End 


2835 




Name 


OJ000306_09.0407.C23.ol 


np 


Method 


AAT/NAP 




Start 


797 




End 


2102 




GI 


6815099 




Score 


79 




Exons 


797. .908, 2074. .2102 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46394 




Seq. ID 


OJ000306_09.0407.C23 




Gene No. 


98439 




Strand 






Start 


797 




End 


2835 




Name 


OJ000306 09.0407.C23.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1510 




End 


2835 




GI 


none 




Score 


138 




Exons 


1510. . 1641, 2065. .2160, 


2073. 


.2177, 2680. .2835, 2684. .2833, 






2692.. 2835 










" Seq. No. 


46394 




Seq. ID 


OJ000306_09.0407.C23 




Gene No. 


98440 




Strand 




: : a 
- 


Start 


3936 




End 


4 627 




Name 


OJ000306 09.0407.C23.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


.3936 




End 


4168 


. *3 


GI 


none 




Score 


151 


ry 


Exons 


3936. .4037, 3938. .4036, 


3940. 


.4038, 4115. .4168, 4123. .4167 




Seq. No. 


46394 




Seq. ID 


OJ000306_09.0407.C23 


C3 


Gene No. 


98440 




Strand 






Start 


3936 




End 


4627 


Li 


Name 


OJ000306 09.0407.C23.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


3962 




End 


4627 


v3 


GI 


none 




Score 


103 


f ~S 


Exons 


3962. .4033, 3963. .4040, 


4342. 


.4407, 4365. .4406, 4475. .4627, 






4480. .4623 










Seq. No. 


46395 




Seq. ID 


OJ000306_09.0407.C25 




Gene No. 


98441 




Strand 






Start 


450 




End 


1030 




Name 


OJ000306 09.0407.C25.ol. 


gs 


Method 


GENSCAN 




Start 


450 


End 


1030 




GI 


none 




Score 


.78 




Exons 


450. .521, 64i..766, 886. 


.1030 








Seq. No. 


46396 




Seq. ID 


OJ000306_09.0407.C31 




Gene No. 


98442 




Strand 


+ 




Start 


693 




End 


1001 




Name 


OJ000306 09.0407.C31.ol. 


gs 


Method 


GENSCAN 




Start 


693 




End 


1001 




GI 


none 




Score 


.93 




Exons 


693. . 1001 









47937 



Seq. No. 46397 

Gene No. 98443 

Start 20 

Name OJ000306_09 . 04 07 . C32 . o2 . tw 

Start 20 

GI none 
Exons - 



Seq. ID OJ000306_09.0407.C32 

Strand 

End 569 

Method TBLASTX : Wheat 

End 569 

Score 220 



20. .349, 21. .392, 393.-425, 471. .569 



Seq. No. 46397 

Gene No. 98443 

Start 20 

Name 0 J000306_09 . 0407 . C32 . o2 . tm 

Start 189 

GI none 

Exons 189.. 437, 195.. 359, 263.. 436 



Seq. ID OJ000306_09.0407.C32 
Strand 

End 569 

Method TBLASTX : Mai ze 

End 4 37 

Score 224 



Seq. No. 46397 

Gene No. 98444 

Start 471 

Name OJ000306JD9 . 0407 . C32 . ol . tm 

Start 471 

GI none 
Exons 



Seq. ID OJ000306_09.0407.C32 
Strand 

End 1034 

Method TBLASTX : Maize 

End 926 

Score 326 



471. .839, 474. .728, 479. .832, 870. .926 



Seq. No. 46397 

Gene No. 98444 

Start 471 

Name OJ00030 6_09 . 04 07 . C32 . ol . tw 

Start 669 

GI none 
Exons 



Seq. ID OJ000306_09.0407.C32 
Strand 

End 1034 

Method TBLASTX : Wheat 

End 1034 

Score 221 



669. .944, 782. .919, 897. .926, 925. .1032, 925. .1032, 930. .1034 



Seq. No. 46398 

Gene No. 98445 

Start 963 

Name OJ000306_09 . 0407 . C33 . ol. gs 

Start 963 

GI none 

Exons 963.. 1123 



Seq. ID OJ000306_09.0407.C33 

Strand + 

End 1123 

Method GENSCAN 

End 1123 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46398 
98446 
4754 

OJ000306_09.0407.C33.ol,np 
4721 
6522592 



Seq. ID OJ000306_09.0407.C33 
Strand + 

7939 
AAT/NAP 
7936 
1718 



End 

Method 
End 
Score 

4721. .6409, 6485. .7683, 7726. .7936 

(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 46398 

Gene No. • 984 4 6 
Start 4754 

Name OJ000306_09 . 04 07 . C33 . o3 . gs 

Start 4754 
GI none 



Seq. ID OJ000306_09.0407.C33 

Strand + 

End " 7939 

Method GENSCAN 

End 7939 

Score .54 



47938 



Exons 



4754. .7939 



Seq. No. . 46398 Seq. ID 

Gene No. 98447 Strand 

Start ' 9705 End 

Name OJ000306_09 . 0407 . C33 . ol . gp Method 

Start 9705 End 

GI none Score 

Exons 9705.. 9933, 13786.. 13929 



OJ000306_09".0407 .C33 
+ 

13929 
AAT/GAP 
13929 
576 



Seq. No. 46398 

Gene No. 984 48 

Start 1310 

Name OJ000306_09 . 04 07 . C33 . o2 . gs 

Start 1310 

GI none 

Exons 1310.. 1427, 1615.. 1703, 1900, 



Seq. ID OJ000306_09.0407.C33 
Strand 

End 3631 

Method GENSCAN 

End 3631 

Score .73 

.2966, 3000. .3120, 3128. .3631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46398 

98449 

4922 

OJ000 

4922 

none 

4922. 

5030. 

5249. 

5540. 

5774. 

5852. 

6031. 

6251. 

6512. 

7516. 



306 09.0407.C33.ol.tc 



.4948, 
.5512, 
.5440, 
.5686, 
.5845, 
.5980, 
.6132, 
.6622, 
.6622, 
.7608 



4961. 
5126. 
5272. 
5540. 
5825. 
5858. 
6032. 
6251. 
7037. 



,5080, 
,5173, 
.5439, 
.5671, 
.6187, 
.6187, 
,6187, 
, 6550, 
,7141, 



4970, 
5222. 
5330. 
5549. 
5825. 
5861. 
6251. 
6284. 
7301. 



Seq. ID 
Strand 
End 

Method • 
End 
Score 

.5080, 4978 
.5296, 5246 
.5524, 5531 
.5659, 5555 
.5980, 5849 
.6187, 5887 
.6622, 6251 
.6628, 6395 
.7474, 7354 



OJ000306 09.0407.C33 



7921 

TBLASTX: 
7642 
38 

5154, 
5512, 
5671, 
5713, 
6187, 
6114, 
6418, 
6622, 
7461, 



Cress 



4988. 
5249. 
5537. 
5753. 
5849. 
5930. 
6251. 
6467. 
7511. 



.5512, 
.5533, 
.5677, 
.5842, 
.5980, 
. 6187, 
. 6622, 
. 6670, 
.7642, 



Seq. No. 46398 
Gene No. 98449 
Start 4922 

Name OJ00030 6_0 9.0407. C33 . o2 . tm 

Start 4949 
GI none 

Exons 4949.. 5080, 4961.. 5080, 4970. 

5540. .5686, 5690.. 5722, 5753. 
5825. .6094, 5825.. 6115, 5852. 
6031.. 6195, 6031.. 6147, 6032. 
6251. .6625, 6251. .6622, 6284. 



Seq. ID OJ000306_09.0407.C33 
Strand 

End 7 921 

Method TBLASTX : Mai ze 

End 6625 

Score 72 

.5080, 4988. .5491, 5030. .5512, 
.5842, 5759. .5845, 5797. .5832, 
.6115, 5930. .6187, 5959. .6201, 
.6115, 6251. .6601, 6251. .6622, 
.6622, 6322.. 6594 



Seq. No. 46398' - 

Gene No. 98449 
Start 4922 

Name OJ000306_09 . 04 07. C33 . o2 . ts 

Start 4955 
GI none 

Exons 4955. .5161, 4961. .5293, 5129. 

'* - 5249. .5518," 5540. .5686, 5540. 
5825. .6184, 5825. .6187, 5855. 
6029. .6187, 6067. .6195, 6068. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000306 09.0407.C33 



7921 

TBLASTX: Soybean 
6670 
92 

5512, 5129. .5524, 5222. .5524, 
5674, 5756. .5842, 5759. .5845, 
6187, 5861. .6187, 5941. .6198, 
6187, 6251.. 6622, 6251.. 6622, 



47939 






6251. .6625, 


6251 


. .6622, 


6287. 


.6622, 6322.. 6552, 6353.. 6622, 




6527. .6670 












Seq. No. 


46398 








Seq. ID 


OJ000306_09.0407.C33 


Gene No. 


98449 








Strand 




Start 


4922 








End 


7921 


Name 


OJ000306 09 


.0407 


.C33.o2 


.tw 


Method 


TBLASTX : Wheat 


Start 


5453 








End' 


6622 • 


GI 


none 








Score 


129 


Exons 


5453. .5677, 


5479 


. .5706, 


5591. 


.5677, 5738. .6097, 5812. .6078, 




6503. .6622 












Seq. No. 


46398 








Seq. ID 


OJ000306_09.0407.C33 


Gene No. 


98449 








Strand 




Start 


4922 








End 


7921 


Name 


OJ000306 09. 


.0407. 


.C33.ol, 


.ts 


Method 


TBLASTX: Soybean 


Start 


6905 








End 


■ 7726 


GI 


none 








Score 


91 


Exons 


6905. .-6-997, 


694 9, 


. .6993, 


7031. 


.7261, 7069. .7224, 7283. .7525, 




736'3. .7449, 


7499, 


. .7726, 


7516. 


.7620 




Seq. No. 


46398 








Seq. ID 


OJ000306_09.0407.C33 


Gene No. 


98449 








Strand 




Start 


4922 








End 


7921 


Name 


OJ000306 09. 


.0407, 


.C33.ol. 


. tm 


Method 


TBLASTX: Maize' 


Start 


7064 








End 


7534 


GI 


none 








Score 


224 


Exons 


7064. .7243, 


7064. 


. .7237, 


7069. 


.7242, 7286. .7471, 7360. .7470, 




7490. .7534 












Seq. No. 


46398 








Seq. ID 


OJ000306_09.0407.C33 


Gene No. 


98449 








Strand 




Start 


4922 








End 


7921 


Name 


OJ000306 09. 


,0407. 


.C33.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


7217 








End 


7630 


GI 


none 








Score 


35 


Exons 


7217. .7237, 


7301. 


, .7474, 


73.45. 


.7458, 74 


190. .7630, 7501. .7620 


Seq. No. 


46398 








Seq. ID 


OJ000306_09.0407.C33 


Gene No. 


98449 








Strand 




Start 


4922 








End 


7921 


Name 


OJ000306 09. 


0407. 


,C33.o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


7537 








End 


7921 


GI 


none 








Score 


186 


Exons. 


7537. .7689, 


7538. 


, .7726, 


7799. 


.7921 




Seq. No. 


46399 








Seq. ID 


OJ000306_09.0407.C34 


Gene No. 


98450 








Strand 




Start 


1285 








End 


1482 


Name 


OJ000306 09. 


0407. 


C34 .ol. 


gs 


Method 


GENSCAN 


Start 


1285 








End 


1482 


GI 


none 








Score 


.56 


Exons 


1285. . 1482 












Seq. No. 


46400 








Seq. ID 


OJ00"&306_09 . 0407 . C36 


Gene No. 


98451 








Strand 


+ 


Start 


3 








End 


3519 



47940 




Name 


OJ000306 09.0407.C36.ol 


. gs 


Method 


GEN SCAN 




Start 


3 




End 


3480 




GI 


none 




Score 


.6 




Exons 


3. .184, 848. .923, 1061. 


. 1225, 


1387. . 1478, 2149. .2210, 






2241.. 2365, 3307.. 3480 










Seq. No. 


46400 




Seq. ID 


OJ000306_09.0407 


.C36 


Gene No. 


98451 




Strand 


+ 




Start 


3 




End 


3519 




Name 


OJ000306 09.0407.C36.ol 


.np 


Method 


AAT/NAP 




Start 


3 




End 


2017 




GI 


5019464 




Score 


288 




Exons 


3. .189, 995. .1225, 1387 


. .1428 


, 1520.. 


1630, 1870. .2017 




GI Descrip. 


(AJ132219) putative MADS domain transcription factor GGM13 




[Gnetum gnemon] 










Seq. No. 


46400 




Seq. ID 


OJ000306 09.0407 


.C36 


Gene No. 


98451 




Strand 


+ ~~ 




Start 


3 ■ 




End ■ 


3519 




Name 


OJ000306 09.0407.C36.ol 


• gp 


Method 


AAT/GAP 




Start 


1852 




End 


2467 




GI 


none 




Score 


904 




Exons 


1852. .2210, 2349. .2467 










Seq. No. 


46400 




Seq. ID 


OJ000306_09.0407 


. C36 


Gene No. 


98451 




Strand 


+ 




Start 


3 




End 


3519 




Name 


OJ000306 09.0407.C36.o3 


.gp 


Method 


AAT/GAP 




Start 


3335 




End 


3519 




GI 


1037042 




Score 


248 




Exons 


3335. .3519 










Seq. No. 


46400 




Seq. ID 


OJ000306_09.0407 


. C36 


Gene - No. 


98452 




Strand 


+ 




Start 


4323 




End 


6987 




Name 


OJ000306 09.0407.C36.o2, 


.gs 


Method 


GENS CAN 




Start 


4323 


End 


6987 . • 




GI 


none 




Score 


.4 * ' 




Exons 


4323. .4486, 5452. .5540, 


5746. 


.5864, 6949. .6987 




Seq. No. 


46400 




Seq. ID 


OJ000306_09.0407 


.C36 


Gene No. 


98453 




Strand 






Start 


2705 




End 


3269 




Name 


OJ000306 09.0407.C36.ol. 


. tc 


Method 


TBLASTX: Cress 




Start . 


2 




End 


173 




GI 


none 




Score 


208 




Exons 


2. .163, 3. .173 










Seq. No. 


46400 




Seq. ID 


OJ000306__09.0407, 


.C36 


Gene No. 


98453 




Strand 






Start 


2705 




End 


3269 




Name 


OJ000306 09.0407.C36.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


181 




GI - 


none 




Score 


223 




Exons 


2. .181, 3. .176 










Seq. No. 


46400 




Seq. ID 


OJ000306_09.0407, 


,C36 



47941 



Gene No. 98453 Strand 

Start 2705 - End 

Name OJ000306_09 . 0407 . C36 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 178, 3.. 176 



3269 

TBLASTX : Soybean 

178 

210 



Seq. No. 46400 * Seq. ID 

Gene No. 98453 Strand 

Start 2705 End 

Name OJ000306JD9 . 04 07 . C36 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2 . . 181, 3. . 176 



OJ000306_09. 0407.C36- 
3269 

TBLASTX: Maize 

181 

229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46400 Seq. ID OJ000306_09 . 0407 . C36 

98453 Strand 

2705 End 3269 

OJ000306_09.. 0407 . C36 . o2 . gp Method AAT/GAP 

2705 ' End 3269 

uC-osflM202098gllbl Score - 656 

2705.. 3132, 3239.. 3269 

1 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB0Q8097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



46401 
98454 
546 

OJ000306 

546 

none 

546. .703 



09.0407.C37.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_09.0407.C37 
703 

GENS CAN 

703 

.47 



Seq. No. 46402 Seq. ID 

Gene No. 98455 Strand 

Start 442 End 

Name . OJ000306_09 . 0407 . C38 . ol . gs Method 

Start 442 . . End 

GI none Score 

Exons 442.. 598 



OJ000306_09.0407.C38 
598 

GEN SCAN 

598 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46403 



Seq. ID OJ000116__38.0316.C2 



98456 Strand + 

9244 End 14117 

OJ000116_38.0316.C2.o5.gs Method GENSCAN 

9244 End 13292 

none Score . 92 

9244. .9315, 9519. .9698, 11810. .11932, 12145. .12544, 

12630. . 12743, 13099.. 13292 



Seq. No. 46403 

Gene No. 98456 

Start 9244 

Name OJ0001 1 6_38 . 0316 . C2 . ol . np 

Start ;■■ 10701 

GI 7485208 
Exons 



Seq. ID OJ000116_38. 0316.C2 

Strand + 

End 14117 

Method AAT/NAP • 

End 14117 

Score 95 



10701. .10733, 12216. . 12335, 12375 .. 1254 4 , 14052.. 14117 



47942 




GI Descrip. . hypothetical protein - Arabidopsis thaliana 

gi | 2245022 |"emb I CAB104 42. 1 1 (Z97341) hypothetical : protein 
[Arabidopsis thaliana] gi | 72684 17 | emb | CAB78709 . 1 1 ■ (AL161544 ) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


46403 








Seq. ID 


OJ000116 


38 


. 0316 


.C2 


Gene No . 


98457 








Strand 










Start 


602 








End 


782 








Name 


OJ000116 38 


.0316. C2 


.ol. 


. gs 


Method 


GENSCAN 








Start 


602 








End 


782 








GI 


none 








Score 


.79 








Exons 


602. .655, 681. .782 
















Seq. No. 


46403 








Seq. ID 


OJ000116 


38 


. 0316 


. C2 


Gene No . 


98458 








Strand 










Start 


1314 








End 


1681 








Name 


OJ000116 38 


.0316. C2 


.ol. 


gp 


Method 


AAT/GAP 








Start 


1 31 4 








End 


1681 








GI 


/4714691 








Score 


682 








Exons 


'1314. .1681 


















Seq. No. 


46403 








Seq. ID 


OJ000116 


38 - 


. 0316 , 


. C2 


Gene No . 


98459 








Strand 










Start 


1796 








End 


2837 








Name 


OJ000116 38, 


.0316. C2 


.o2. 


gs 


Method 


GENSCAN 








Start 


1796 








End 


2668 








GI 


none 








Score 


. 47 








Exons 


1796. .2668 


















Seq. No. 


46403 








Seq. ID 


OJ000116 


38 . 


. 0316 , 


. C2 


Gene No . 


98459 








Strand 










Start 


1796 








End 


2837 








Name 


OJ000116 38, 


.0316. C2 


.o2. 


gp 


Method 


AAT/GAP 








Start 


24 82 








End 


2837 








GI 


none 








Score 


634 








Exons 


2482. .2837 


















Seq. No. 


46403 








Seq. ID 


OJ000116 


38 . 


, 0316 , 


, C2 


Gene No . 


984 60 








Strand 










Start 


3998 








End 


5057 








Name 


OJ000116 38, 


.0316. C2 


.o3. 


gs 


Method 


GENSCAN 








Start 


3998 








End 


5057 








GI 


none 








Score 


. 96 








Exons 


3998. . 4225, 


4818. .5057 














Seq. No. 


46403 








Seq. ID 


OJ000116_ 


38. 


,0316. 


,C2 


Gene No. 


98461 








Strand 










Start 


6056 








End 


7872 ' 








Name 


OJ000116 38. 


0316. C2 


.o4'. 


gs 


Method 


GENSCAN 








Start 


6056 








End 


7872 








GI 


none 








Score 


.76 








Exons 


6056. .6510, 


7276. .7403, 


7727. 


.7872 










Seq. No. 


46403 








Seq. ID 


OJ000116_ 


38. 


0316. 


C2 


Gene No. 


98462 








Strand 










Start 


14088 








End 


14633 








Name 


OJ000116 38. 


0316. C2< 


.06. 


gs 


Method 


GENSCAN 









47943 




Start 


14088 






End 


14633 




GI 


none 






Score 


1 




Exons 


14088. 


.14633 










Seq. No. 


46403 






Seq. ID 


OJ000116_38.0316 


.C2 


Gene No. 


98463 






Strand 






Start 


17690 






End 


18470 




Name 


OJ000116 38. 0316. C2 


. o3 . ap 


Method 


AAT/GAP 




Start 


17303 






End 


17521 




GI 


427145 




Score 


398 




Exons 


17303. 


.17521 










Seq. No. 


46403 






Seq. ID 


OJ000116_38i0316 


.C2 


Gene No. 


98463 






Strand 






Start 


17690 






End 


18470 




Name 


OJ000116 38. 0316. C2 


. o7 . as 


Method 


GENSCAN 




Start 


17690 






End 


18470 




GI 


none 






Score 


.89 




Exons 


17690. 


.18101, 18259 


. . 18470 








Seq. No. 


46403 






Seq. ID 


OJ000116J38.0316. 


.C2 


Gene No. 


98464 






Strand 






Start 


18420 






End 


18582 




Name 


OJ000116 38. 0316. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


2411 






End • 


2675 




GI 


none 






Score 


78 




Exons 


2411. . 


2482, 2412. .2468, 2420 


'..2491, 2454. .2492, 2585. .2632, 




2610. . 


2633, 2624. .2674, 2625 


.2675 






Seq. No. 


46403 






Seq. ID 


OJ000116_38.0316. 


,C2 


Gene No. 


98464 






Strand 






Start 


18420 






End 


18582 




Name 


OJ0001 


16_38.0316.C2 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


14091 






End 


14499 




GI 


none 






Score 


116 




Exons 


14091. 


.14186, 14092 


. .14184, 


14151. .14474, 14161. .14499 




Seq. No. 


46403 






Seq. ID 


OJ000116_38.0316. 


■ C2 


Gene No. 


98464 






Strand 






Start 


18420 






End 


18582 




Name 


OJ0001 


16_38.0316.C2 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


14239 






End 


14508 




GI 


none 






Score 


182 




Exons 


14239. 


.14508, 14241 


. .14507 ■ 








Seq. No. 


46403 






Seq. ID 


OJ000116_38.0316. 


,C2 


Gene No . 


98464 






Strand 






Start 


18420 






End „ 


18582 




Name 


OJ0001 


16_38.0316.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17314 






End 


17803 




GI 


none 






Score 


68 




Exons 


17314. 


.17346, 17315 


. .17380, 


17331. .17387, 17 338. .17 388, 






17374. 


.17538, 17388 


. .17534, 


17390. .17572, 17 419. . 17547, 






17600. 


.17776, 17604, 


. .17744, 


17605. .17757, 17606. .17803 




Seq. No. 


46403 






Seq. ID 


OJ000116_38.0316. 


C2 


Gene No. 


98464 






Strand 







47944 



Start 
Name 
Start 
GI 

Exohs 



18420 End 

OJ000116_38 . 0316 . C2 . o2i. tm Method 

17917 ' End 

none Score 



18582 

TBLASTX: Maize 

18461 

125 



17917. .18102, 17924. .18103, 17928 .. 18110, 17932 .. 18105 , 
18258. .18413, 18258. .18461 



Seq. No. 46403 

Gene No. 98464 

Start 18420 

Name OJ000116_38 . 0316. C2 . o4 . gp 

Start 18420 

GI none 

Exons 18420.. 18582 



Seq. ID OJ000116_38.0316.C2 
Strand 

End 18582 

Method AAT/GAP 

End 18582 

Score 314 



Seq. No. 46404 

Gene .No. 98465 

Start 412 

Name * OJ000116_38 . 0316 . C3 . ol . tm 

Start 409 

GI none 

Exons 409. .573, 424. .579, 426. .581 

>3 Seq. No. 46404 

J^i Gene No. 98465 

1? Start 412 

!;!!■ Name OJ000116_38 . 0316 . C3 . ol . gp 

[U Start 412 

11 GI none 

\i\ Exons 412.. 584 



Seq. ID OJ000116_38.0316.C3 

Strand 

End 962 

Method TBLASTX: Maize 

End 581 

Score 178 



Seq. ID OJ000116_38.0316.C3 
Strand 

End 962 

Method AAT/GAP 

End 584 

Score 245 



;Z Seq. No. 46404 

■ y Gene No. 98465 

* Start 412 

y Name OJ000116_38 . 0316 . C3 . ol . gs 

*J Start 42 6 

Li GI none 

r a Exons 426. . 962 



Seq. ID OJ000116_38.0316.C3 
Strand 

End 962 

Method GEN SCAN 

End 962 

Score .83 



Seq. No. 46404 

Gene No. 98465 

Start 412 

Name OJ000116__38 . 0316 . C3 . ol . ts 

Start 459 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ000116_38.0316.C3 
Strand 

End 962 

Method TBLASTX : Soybean 

End 854 

Score . 130 



459. .683, 469.-663, 501. .680, 687. .854 



46405 
98466 
771 

OJ000116_38.0316.C5.ol.gs 

771 

none 

771. .806, 1002. .1142 

46406 
98467 



Seq. ID OJ000116_38:0316.C5 

Strand + 

End 1142 

Method GENSCAN 

End 1142 

Score .92 



Seq. ID OJ000116_38.0316.C7 
Strand + 



47945 



Start 
Name 
Start 
GI 

Exons 



429 End 603 

OJ000116_39 . 0316 . C7 . ol . gs Method GENSCAN 

429 End 603 

none Score . 62 
429. .603 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



46407 



Seq. ID OJ000116 38. 0316. C8 



98468 ' Strand 

489 End 

0 JO 0011 6_38 . 0 3 1 6 . C8 . o 1 . np Method 

489 End 

2498930 Score 
489. .552, 720. .771 

DORSAL- VENTRAL PATTERNING PROTEIN SOG 



+ 

771 

AAT/NAP 

771 

113 

(SHORT GAS TRULAT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 46407 Seq. ID 

Gene No. 98468 Strand 

Start' ' 4.89 . End 

Name OJ000116_38 . 0316 . C8 . ol . gs Method 

Start 493 End 

GI none Score 

Exons 493.. 552, 720.. 764 



OJ000116_38.0316.C8 
+ 

771 

GENSCAN 

764 

.91 



Seq. No. -.46408 
-Genes No. * 984 69 
Start ' 329 

Name OJ000116_38 . 0316 . C9 . ol . gs 

Start 329 

GI none 
Exons 



Seq. ID OJ000116_38.0316.C9 

Strand + 

End 7309 

Method. GENSCAN 

End 7309 

Score .42 



329. .382, 2155. .2339, 2434. .2716, 2953. .3070, 7167. .7309 



Seq. No. 46408 

Gene Np. 98470 . 

Start " 9362 

Name OJ000116_38 . 0316 . C9 . o2 . gs 

Start 9362 

GI none 
Exons 



Seq. ID . OJ000116 38. 0316. C9 



Strand 
End 

Method 

End 

Score 



+ 

13398 
GENSCAN 
13398 
.66 



9362. .9506, 9612.. 9744, 10151 .. 10250, 10283 .. 104 11, 
10444. .10542, 10596 .. 1064 6, 13294. .13398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46408 
98471 
13998 

OJ000116_38.0316.C9.o3.gs 

13998 

none 

13998. . 14 035, 16931. .1-7216, 
177 65. .17 930, 18047. .18070, 

46408 
98472 
62498 

OJ000116_38.0316.C9.o7 . gp 
624 98 

16490_1.R1084 
62498. .62555 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17301. .17361, 
18780. .18908 



OJ000116_38.0316.C9 
+ 



18908 
GENSCAN 
18908 
.77 

17603. 



17696, 



Seq. ID OJ000116_38.0316.C9 

Strand +. 

End 62555 

Method AAT/GAP 

End 62555. 

Score 90 



'47946 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*4584525/emb| CAB40756.il 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] ' 



46408 
98473 
69990 

OJ000116_38.0316.C9.ol2.gs 

69990 

none 

69990. .70146, 70514 . . 70597 , 
71987. .72866 



Seq. ID OJ000116_38.0316.C9 

Strand + 

End 73224 

Method GENSCAN 

End 72866 

Score .86 
70674. .70891, 71357. .71913, 



Seq. No. 46408 

Gene No. 98473 

Start 69990 

Name OJ000116_38 . 0316 . C9 . o7 . np 

Start 70029 

GI 7488004 

Exons 70029. .70146, 70713 70891, 
GI Descrip. 



Seq. ID OJ000116_38.0316.C9 
Strand + 
End 73224 
Method AAT/NAP 
. End 72839 

Score 1485 
71357. .71913, 71987. .72839 
peptide transport protein homolog F17L22.140 - Arabidopsis 
thaliana gi | 4455276 | emb ! CAB36812 . 1 1 (AL035527) peptide 
transporter-like protein [Arabidopsis thaliana] 
gi I 7268965 |emb|CAB81275.1| (AL161555) peptide transporter-like 
protein [Arabidopsis thaliana] 



Seq. No. 46408 Seq. ID 

Gene No. 98473 Strand 

Start 69990 End 

Name OJ000116_38 . 0316 . C9 . o9 . gp Method 

Start 72680 End 

GI 18443JL.R1084 Score 

Exons 72680.. 73224 

GI Descrip. 1 44 55276/emb | CAB36812 . 1 1 3.0e-26 (AL035527) peptide 

transporter-like protein [Arabidopsis thaliana] f 



OJ000116_38.-0316.C9 
+ 

73224 
AAT/GAP 
73224 
910 



Seq. No. 


46408 


Seq. ID 


OJ000116_38.0316.C9 


Gene No. 


98474 


Strand • 


+ 


Start 


74474 


"~' End 


74624 


Name 


OJ000116 38.0316.C9.o8.np 


Method 


AAT/NAP 


Start 


74474 


End 


74624 


GI 


6815099 


Score 


108 


Exons 


74474 . .74624 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46408 


Seq. ID 


OJ000116_38.0316.C9 


Gene No. 


98475 


Strand 




Start ' 


19089 


End 


30202 


Name'' ■ ( ■ 


OJ000116 38.0316.C9.ol.gp 


Method 


AAT/GAP 


Start 


19089 


End 


20987 


GI 


11461 1.R1084 


Score 


1135 


Exons 


19089. .19307, 19555 .. 19588 , 


19670. .1982 6, 19928. .20050, 




20769. .20826, 20941.. 20987 






GI Descrip. 


'2245141/emb|CAB10562. 1 |" 1. 


Oe-17 (Z97344) acetylornithine 



deacetylase [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 



46408 
98475 



Seq. ID 
Strand 



OJ000116 38. 0316. C9 



47947 



Start 
Name 
Start 
GI 

Exons 



19089 

OJ000116_38.0316.C9.o4 . gs 
19198 
none 
19198. 
20941, 
23482, 
26605, 
27514, 
29047. 



,19307, 19555. 

.21079, 21578. 

.23611, 25713. 

.26747, 26824. 

,27562, 27883, 

.29224, 29970. 



,19588, 
,21686, 
,25786, 
,26914, 
,27972, 
30052 



End 

Method 

End 

Score 



30202 
GEN SCAN 
30052 
.78 



19670. .19826, 19928 20072, 

21796. .22049, 22566 22937, 

25868. .25912, 26228 26342, 

27011. .27127, 27272. .27410, 

28095. .28216, 28285 28375, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000116 38. 0316. C9 



30202 
AAT/NAP 
22784 
1317 
19826, 19928. 
21686, 21796. 



.20050, 
.22049, 



46408 Seq. ID 

98475 Strand 

19089 End 

OJ000116_38 . 0316 .C9. ol . np Method 

19204 End 

5738376 Score 

19204. V19307, 19555 .. 19588 , 19670. 

20769. .20826, 2094 1 .. 2107 9, 21578. 
22566. .22784 

(AL021889) N-acetylornithine deacetylase-like protein, fragment 
[Arabidopsis thaliana] 

46408 Seq. ID OJ000116_38 . 0316 . C9 

98475 Strand 

19089 " End 30202 * - 

OJ000116_38.0316.C9.o2.gp Method AAT/GAP 

22639 End 22988 

5607379 Score 683 

22639.. 22988 

224 514 1/emb | CAB10562 . 1 1 1 . Oe-17 ( Z9734 4 ) acetylornithine 
deacetylase [Arabidopsis thaliana] 



46408 Seq. ID 

98475 Strand 

19089 End 

OJ000116_38 . 0316 . C9 . o3 . gp Method 

25341 End' 

22570 1.R1084 Score 



OJ000116_38.0316.C9 

30202 
AAT/GAP 
26650 
1185 



25341. .25786, 25868 .. 25912, 26228 .. 26342, 26605. .26650 

1 224 514 1/emb | CAB105 62. 1 | 1.0e-17 (Z9734 4) acetylornithine 

deacetylase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46408 
98475 
19089 

OJ000116_38 .0316.C9.o2.np 
25709 
2271477 

25709. .25786, 25868 .. 25912, 26228 2 6342 , 26605 
26824 . .26914, 27011 .. 27127, 27272 .. 274 10, 27514 
27883. .27972, 28095 .. 28 18 9, 28285 .. 28375 , 29047 
29970.. 30052 

GI Descrip. (AF009631) AP47/50p [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000116 38. 0316. C9 



30202 
AAT/NAP 
30052 
1806 



.26747, 
.27562, 
.29224, 



Seq. No. 
Gene No. 



46408 
98475 



Seq. ID 
Strand 



OJ000116 38. 0316. C9 



47948 




Start 


19089 


End 


30202 




Name 


OJ000116 38 .0316.C9.o4 ,gp 


Method 


AAT/GAP 




Start 


26855 


End 


30202 




GI 


' 34884 1.R1084 


Score 


1878 




Exons 


26855. .26914, 27011. .27127, 


27272. .27410, 27514 .. 27562, 






27883. .27972, 28095. .28189, 


28285. .28 


375, 29047. .29223, 






29970. . 30202 








GI Descrip. 


' 417 6420/dbj | BAA37167 | 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


46408 


Seq. ID 


OJ000116 38.0316 


,C9 


Gene No. 


98476 


Strand 






Start 


32493 


End 


33770 




Name 


OJ000116 38.0316.C9.o5.gs 


Method 


GENSCAN 




Start 


32493 ~ 


End 


33770 




GI 


none 


Score 


.52 




Exons 


32493. .33770 








Seq. No. 


46408 


Seq. ID 


'OJ000116_38.0316 


. C9 


Gene No. 


98476 


Strand 






Start 


32493 


End 


33770 




Name 


OJ000116 38.0316.C9.o3.np 


Method 


AAT/NAP 




Start 


32502 ~ 


End 


33770 




GI 


4510376 


Score 


413 




Exons 


32502. .33474, 33505. .33770 








GI Descrip. 


(AC007017) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


46408 


Seq. ID 


OJ000116_38.0316 


.C9 


Gene No. 


98477 


Strand 






Start 


36244 


End 


41974 




Name 


OJ000116 38.0316.C9.o5.gp 


Method 


AAT/GAP 




Start 


35694 


End 


37333 




GI 


20235 1.R1084 


Score 


1474 




Exons 


356947.36368, 37224. .37333 








GI Descrip. 


'3927836 2.0e-21 (AC005727) 


unknown protein [Arabidopsis 




thaliana] f 








Seq. No. 


46408 


Seq. ID 


-OJ000116_38.0316, 


.C9 


Gene No. 


98477 


Strand 






Start 


36244 


End 


41974 




Name 


OJ000116 38.0316.C9.o6.gs 


Method 


GENSCAN 




Start 


36244 ~ 


End 


41974 




GI 


none 


Score 


.71 




Exons 


36244 .. 36368, 37224 . . 374 88 , 


37726. .37839, 38167 .. 394 44 , 






39607. .39,796, 41961. .41974 








Seq. No. 


4 6408 


Seq. ID 


OJ000116_38.0316. 


,C9 


Gene No . 


98477 


Strand - 






Start 


36244 


End 


41974 




Name 


OJ000116 38.0316.C9.o4.np - 


Method 


AAT/NAP 




Start 


36256 


End 


41498 




GI 


7406436 


Score 


913 




Exons 


36256. .36368, 37224 .. 37488 , 


37726. .37* 


339, 38167. .38910, 






41404. .41498 








GI Descrip. 


(AL162874) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


46408 


Seq. ID 


OJ000116_38.0316. 


,C9 



47949 




Gene No. 


98478 




Strand 


- 




Start 


4 5554 




End 


49725 




Name 


OJ000116 38.0316. C9 


. o5 . np 


Method 


AAT/NAP 




Start 


45554 




End 


46979 




GI 


5852084 




Score 


95 




Exons 


45554.-45637, 46959 


. .46979 








GI Descrip. 


(AL117264) zwh0007. 


1 [Oryza sativa] 






Seq". No. 


46408 




Seq. ID 


OJ000116_38.0316, 


.C9 


Gene No. 


98478 




Strand 






Start 


45554 




End 


49725 




Name 


OJ000116 38. 0316. C9 


.06. np 


Method 


AAT/NAP 




Start 


46508 




End 


49725 




GI 


3834314 




Score 


53 




Exons 


46508. .46607, 47679 


. .47845, 


49706. .49725 




GI Descrip. 


(AC005679) Similar ■ 


to gene 


piOlO glycosyltransferase gi 12257490 




from S . pombe clone 


1750 gb|AB004534. 


ESTs gb|T46079 and 




gb|AA394466 come from this 


gene. [Arabidopsis thaliana] 




Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


■ C9 


Gene No. 


98479 




Strand 






Start 


50745 




End 


56442 




Name 


OJ000116 38. 0316. C9 


. 06 . gp 


Method 


AAT/GAP 




Start 


50516 




, End 


52280 




GI 


31893 1.R1084 . 




Score 


1262 . 




Exons 


50516. .51009, 52116 


. .52280 








GI Descrip. 


'5852170/emb|AL1172< 


65. 1 IOST17804 l.Oe- 


50 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 


Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


,C9 


Gene No. 


98479 




Strand 






Start 


50745 




End 


56442 




Name 


OJ000116 38. 0316. C9 


. 08 . gs 


Method 


GENSCAN 




Start 


50745 




End 


56442 




GI 


none 




Score 


.8 




Exons 


50745. .50983, 52116, 


. .52144, 


53733. .54016-;- 55893. .56042, 






56404 . .56442 










Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


C9 


Gene No. 


98480 




Strand 






Start 


58392 




End 


61712 




Name 


OJ000116 38. 0316. C9. 


. o9 . gs 


Method 


GENSCAN 




Start 


58392 


End 


61712 




GI 


none 




Score 


• .62 




Exons 


58392. .58640, 59281. 


. .59363, 


59650. .59703, 60190. .60360, 






60365. . 60655, 60774. 


. . 60895, 


61020. .610 


48, 61286. .61343, 






61645. . 61712 










Seq. .No. 


46408 




Seq. ID 


OJ000116_38.0316: 


C? 


Gene No. 


98481 




Strand 






Start 


62924 




End 


65820 




Name 


OJ000116 38. 0316. C9. 


. olO . gs 


Method 


GENSCAN 




Start 


62924 




End 


65820 




GI 


none 




Score 


.44 




Exons 


62924. .63250, 65752. 


.65820 








Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


C9 



47950 




Gene No. 


984 82 




Strand 




Start 


66542 




End 


€8094 


Name 


OJ000116 38. 0316. C9 


. oil . gs 


Method 


GENSCAN 


Start 


66542 




End 


68094 


GI 


none 




Score 


.4 


Exons 


66542. . 66667, 66672 


. .66771, 


66816. .669 


H9, 67732.. 68094 


Seq. No. 


46408 




Seq. ID 


OJ000116_38. 0316 


Gene No. 


98483 




Strand 




Start 


72253 




End 


72666 


Name 


OJ000116 38. 0316. C9 


.08. gp 


Method 


AAT/GAP 


Start 


72253 




End 


72666 


GI 


4714603 




Score 


790 


Exons 


72253. .72666 








GI Descrip. 


4455276/emb|CAB36812.1 | 3.0e-26 (AL035527) peptide 




transporter-like protein [Arabidopsis 


thaliana] 


Seq. No. 


" 46408 




Seq. ID 


.OJ000116_38..0316 


Gene No. 


98484 




Strand 




Start 


73657 




End ■ 


76917 


Name 


OJ000116 38. 0316. C9 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


19264 




End 


22617 


GI 


none 




Score 


81 


Exons 


19264 . . 19329, 19265 


. . 19309, 


19553. .19603, 19554 19592, 




19668. . 19796, 19670 


. .19831, 


19670. .19828, 19927 .. 19986, 




19928. .19987, . 19990 


. .20133, 


20763. .208 


25, 20768. .20878, 




20768. .20824, 20941 


. .21081,- 


20942. .210 


82, 20943. .21110, 




21578. .21685, 21579 


. .21686, ■ 


21793. .22050, 21795 .. 2204 9, 




22564. .22617, 22566 


. .22613 






Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316 


Gene No. 


98484 




Strand 




Start 


73657 




End 


76917 


Name 


OJ000116 38. 0316. C9. 


. o5 . ts 


Method 


TBLASTX : Soybean 


Start 


19939 




End 


21914 


GI 


none 




Score 


116 


Exons 


19939. .20133, 19940. 


. .20053, 


20736. .20825, 20747 .. 20824 , 




20940. .21077, 20942, 


. .21082, 


20943. .21080, 21578 .. 21 685 , 




21585. .21683, 21591, 


. .21698, 


21793. .21903, 217 93 .. 2 18 97 , 




21795. .21914 








Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


Gene No. 


98484 




Strand 




Start 


73657 




End 


76917 


Name 


OJ000116 38. 0316. C9. 


. ol.. tw 


Method. 


TBLASTX: Wheat 


Start 


21632 




End 


22736 


GI 


none 




Score 


83 


Exons 


21632. .21685, 21633, 


, .21686, 


21634 . .21687, 217 93 .. 22050 , 




21793. .22050, 21794. 


, .22051, 


22564 . .22731, 225 66 .. 22736, 




22674 . .22736 








Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


Gene No. 


98484 




Strand 




Start 


73657 




End- 


76917 


Name 


0 JO 003.16 38. 0316. C9. 


o2. ts 


Method 


TBLASTX: Soybean 


Start 


21930 




End 


22892 


GI 


none 




Score 


65 



47951 



Exons 



21930. .22013, 21931 .. 21 996, 22014 .. 2204 9, 22022 22057 , 
22564. .22875, 22566.. 22892 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46408 Seq. ID 

98484 Strand 

73657 End 

OJ000116_38. 0316.C9.o3.tc Method 

21942 End 

none Score 



OJ000116_38.0316.C9 
76917 

TBLASTX: Cress 

22892 

138 



21942. .22019, 22014 .. 2204 9, 22564 .. 22722, 22566 .. 22892, 
22783.. 22881 



r -j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



Name 



Start 
GI 

Exons 



46408 
98484 
73657 

OJ000116_38. 

25329 

none 

25329. .25394 
25541. .25594 
25703. .25789 
26225. .26341 
26604. .26747 
26821. .26916 
27272. .27418 
27515. .27565 



0316.C9.ol.tm 



25349. 
25603. 
25706. 
26225. 
26604. 
27008. 
27274. 
27880. 



.25375, 
.25635, 
.25801, 
.26347, 
.26750, 
.27130, 
.27417, 
.27972, 



Seq. ID OJ000116_38.0316.C9 
Strand 

76917 

TBLASTX: Maize 
27979 
35 

25460. .25540, 254 62 25560, 
25606. .25635, 25699 .. 25788 , 
25860. .25922, 258 65 .. 25912 , 
26226. .26342, 26227 .. 26343, 
26605. .26748, 26819 .. 26914 , 
27010. .27129, 27257 .. 27412, 
27501. .27563, 27 512 .. 27565 , 
27881. .27979 



End 

Method 

End 

Score 



46408 
98484 
73657 

OJ000116_38.0316.C9.o3.tw 

25543 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000116^38 .0316.C9 
76917 

TBLASTX: Wheat 

25951 

39 



25543.. .25587, 25603 .. 25632, 2564 8 .. 25671 , 25684 .. 25788 , 
25693. .25788, 25694 .. 257 92, 25694 257 92 , 258 62 .. 25930, 
25865. .25951, 25866. .25931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



46408 
98484 
73657 

OJ000116_38, 
25698 
none 
25698. 
25741. 
26226. 
26819. 
27272. 
27510. 
27876. 
28095. 
28297. 



0316.C9.o2. tc 



.25787, 
.25806, 
.26342, 
.26914, 
,27418, 
.27563, 
,27962, 
,28190, 
,28377, 



25706. 
25860. 
26600. 
26821. 
27274 . 
27512. 
27880. 
28281. 
29032. 



.25789, 
.25913, 
.26734, 
.26916, 
.27417, 
.27565, 
.27972, 
.28376, 
.29223, 



Seq. ID OJ000116_38.0316.C9 
Strand 

End 76917 

Method TBLASTX : Cress 

End 30052 

Score 100 
25710. .25787, 257 4 1 . . 25788 , 
25865. .25912, 26225 .. 2 6347 , 
26604. .26750, 26605 .. 2 6748 , 
27008. .27145, 27010 .. 27129, 
27323. .27421, 27324 .. 27419, 
27515. .27565, 278 66 .. 27961, 
27881. "27976, 28066 .. 28194 , 
28286. .28378, 282 94 .. 28383, 
29047. .29226, 29969. .30052 



46408 
98484 
73657 

OJ000116 38.0316.C9.ol.ts 



Seq. ID 

Strand 

End 

Method 



OJ000116_38.0316.C9 
76917 

TBLASTX: Soybean 



47952 



Start 


26226 








End 


30052 




GI 


none 








Score 


118 




Exons 


26226. 


.26342, 


26228, 


. .26347, 


26604. .26735, 2 6604 .. 26729, 






26605. 


.26745, 


2 68 21-, 


. .26916, 


26822. .26914, 2 6997 .. 2711 6, 






27008 . 


. 27133, 


27010 . 


. . 27129, 


27247. .27408, 27272 .. 27418, 






27274. 


.27417, 


27512. 


. .27565, 


27513. .27563, 278 66 .. 27967 , 






27880. 


.27972, 


27881. 


. .27976, 


27882. .27974, 28066 . ."28 197 , 






28087 . 


.28188, 


28095. 


. .2.8190, 


28281. .28376, 2828 6 .. 28378 , 






29032. 


.29223, 


29046, 


, .29225, 


29047. .29226, 29102 .. 29227, 






29109. 


.29228, 


29969, 


, .30052 








Seq. No. 


46408 








Seq. ID 


OJ000116_38.0316 


.C9 


Gene No. 


98484 








Strand 






Start 


73657 








End 


76917 




Name 


OJ0001 


16 38.0316-.C9, 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


28072 








End 


30064 




GI 


none 








Score 


144 




Exons 


28072. 


.28188, 


28095. 


, .28190, 


28099. .28197, 28100 .. 28195, 






28281. 


.28376, 


28285. 


, .28377, 


28286. .28378, 2828 6 .. 28378 , 






29032. 


.29223, 


29046. 


. .29225, 


29047. .29226, 29112 .. 29225, 






29969. 


.30064 












Seq. No. 


46408 








Seq. ID 


OJ000116__38.0316 


.C9 


Gene No. 


98484 








Strand 






Start 


73657 








End 


76917 




Name 


OJ000116 38. 0316. C9. 


08. ts 


Method 


TBLASTX: Soybean - 




Start 


32521 








End 


32930 




GI 


none 








Score 


84 




Exons 


32521. 


.32823, 


32529. 


.32930 








Seq. No. 


46408 








Seq. ID 


OJ000116__38.0316 


,C9 


Gene No. 


98484 








Strand 






Start 


73657 








End 


76917 




Name 


OJ000116 38. 0316. C9. 


06 . ts 


Method 


TBLASTX: Soybean ' 




Start 


33549 








End 


33756 




GI 


none 








Score 


41 




Exons 


33549. 


.33593, 


33559. 


.33594, 


33594. '.337 


49, 33604. .33738, 






33607. 


.33756 












Seq. No. 


46408 








Seq. ID 


OJ000116_38.0316, 


.C9 


Gene No. 


98484 








Strand 






Start 


73657 








End 


76917 




Name 


OJ0001 


16 38. 0316. C9. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


36250 








End 


37842 




GI 


none 








Score 


96 




Exons 


36250. 


.36369, 


36251. 


.36325, 


37217. .374 


86, 37222. .37479, 






37712. 


.37828, 


37723. 


.37842, 


37726. .378 


42 




Seq. No. 


46408 








Seq. ID 


OJ000116_38.0316, 


,C9 


Gene No. 


98484 








Strand 






Start 


73657 








End . 


76917 




Name 


OJ000116 38.0316.-C9. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


36286 








End 


37492 ■ 




GI 


none 








Score 


234 




Exons 


3628 6. 


.36369, 


37214. 


.37492, 


37222. .374 


91 




Seq. No. 


46408 








Seq. ID 


OJ000116_38.0316. 


,C9 



47953 



Gene No. 


A O A O A 

984 84 




Strand 






Start 


73657 




End 


76917 




Name 


OJ000116 38. 0316. C9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


37220 




End 


37479 




GI 


none 




Score 


353 




Exons 


37220. .37474, 37222 


. .37479, 


37225.-37479 




Seq. No. 


46408 




Seq. ID 


OJ000116_38 .0316 


.C9 


Gene No. 


984 84 




Strand 






Start 


73657 




End 


76917 




Name 


OJ000116 38. 0316. C9, 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


38710 




End 


38907 




GI 


none 




Score 


98 




Exons 


38710. .38907, 38744, 


. .38902 








Seq. No. 


46408 




Seq. ID 


OJ000116 38.0316 


.C9 


Gene No. 


A Ci A O A 

984 84 




Strand 






Start 


73657 




End 


76917 




Name 


OJ000116 38. 0316. C9, 


, o7 . ts 


Method 


TBLASTX : Soybean 




Start 


38731 • 




End 


38907 




GI 


none 




Score 


98 




Exons 


38731. .38907, 38786, 


. .38905 








Seq. No. 


46408 




Seq. ID 


•.OJ000116 38 . 0316 


.C9 


Gene No . 


C\ O A O A 

98484 




Strand 






Start 


73657 




End 


76917 




Name 


OJ000116 38. 0316. C9. 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


38740 




End 


38908 




GI 


none 




Score 


96 




Exons 


38740. .38907, 38777. 


.38908 








Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316 


.C9 


Gene No. 


98484 




Strand 






otart 


/ jOj / 




End 


76917 




Name 


OJ000116 38. 0316. C9. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


70047 




End 


,,72710 




GI 


none 




Score 


100 .. s - . 




Exons 


70047. .70145, 70658. 


.70888, 


71432. .71683, 71443 .\ 71643, 






71744. .71869, 72054. 


.72200, 


72219. .72422, 72456. .72710 




Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316, 


.C9 


Gene No. 


98484 




Strand 






Start 


73657 




End 


76917 




Name 


OJ000116 38. 0316. C9. 


ol . tc 


Method 


■ TBLASTX: Cress 




Start 


70059 




End 


. 72710 




GI 


none 




Score 


75 




Exons 


70059. .70145, 7067.6. 


.70891, 


71432. .718 


169, 71485. .71643, 






71758. .71814, 71982. 


.72011, 


72057. .72194, 72062 .. 72205, 






72219. .72422, 72456. 


.72710, 


72467. .72709 




Seq. No. 


46408 




Seq. ID 


OJ000116_38.0316. 


,C9 


Gene No. 


98484 




Strand 






Start 


73657 




End 


76917 




Name 


OJ000116 38. 0316. C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


71450 




End 


71860 




GI 


none 




Score 


236 




Exons 


71450. .71860, 71473. 


.71625 









47954 



Seq. No. 46408 " Seq. ID 

Gene No. 98484 Strand 

Start 73657 End 

Name OJ000116_38 . 0316 . C9 . o2 . tm Method 

Start 72050 End 

GI none Score 

Exons 72050. .72184, 72051 .. 72194 , 

72456. .72713, 72461. .72715 



OJ000116_38.0316.C9 
76917 

TBLASTX: Maize 
72715 
164 

72207. .72338, 72336 724 13, 



Seq. No. 46408" 

Gene No. 98484 

Start 73657 

Name OJ000116_38 . 0316 . C9 . o2 . tw 

Start 72462 

GI none 

Exons 72462. .72710, 724 68 .. 72620, 72470.. 72781 



Seq. ID OJ000116_38.0316.C9 
Strand 

End 76917 

Method TBLASTX : Wheat 

End 72781 

Score 244 



Seq. No. 46408 

Gene No. 98484 

Start 73657 

Name OJ000116_38 . 0316 . C9 . ol3. gs 

Start 73657 

GI t , none 

Exons 



Seq. ID OJ000116_38.0316.C9 
Strand 

End 76917 

Method GENSCAN 

End 76917. 

Score . 5 



73657. .73857, 7474 5 .. 74800, 7637 6 .. 7 64 77 , 76610 76724 , 
76803. .76917 . 



Seq. No. 


46409 






Seq. ID 


OJ000116_38 


.0316. C10 


Gene No. 


98485 






Strand 


+ 




Start 


516 






End 


3907 




Name 


OJ000116 


38. 0316. C10. 


ol .gs 


Method 


GENSCAN 




Start 


516 






End 


3907 




GI 


none 






Score 


.52 




Exons 


516. .669, 


2887. .3196, 


3251. 


.3387, 3472, 


..3521, 3772 


. .3907 


Seq. No. 


46410 






Seq. ID 


OJ000116_38 


.0316. C12 


Gene No. 


984 8-6 






Strand 


+ 




Start 


30 






End 


393 




Name 


OJ000116 


38.0316.C12. 


ol . np 


Method 


AAT/NAP 




Start 


30 






End 


393 




GI 


6118043 






Score 


71 




Exons 


30. .230, 


323. .393 











GI Descrip-. (AF157835) P48 [Bacteriophage APSE-1] 



. Seq. No. .464.10 . Seq. ID 

Gene No. 98487 Strand 

Start 14 3 .End 

Name OJ000116_38 . 0316 . C12 . ol . gs Method 

Start .143 End 

GI none Score 

Exons 143.. 253, 330.. 392 ■ 



OJ000116_38 . 0316.. C12 
392 

GENSCAN 

392 

.76 



Seq. No. 46411 Seq. ID OJ000216 

Gene No. 98488 Strand + 

Start 1 End 1803 

Name OJ000216_10 . 0310 . C2 . ol . np Method AAT/NAP 

Start 1 End 595 



10. 0310. C2 



47955 



. GI 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1402889 

1. .138, 402. .595 . . 
(X98130) unknown [Arabidopsis 

46411 
98488 
1 

OJ000216_10.0310.C2.ol.gs 

406 

none 

406. .548, 1310. .1803 

46411 
98488 
1 

OJ000216_10.0310.C2.ol.gp 
410 

3762167 
410;v-842 ■ 

1402889/emb|CAA66820| 3.0e-18 
thaliana] 

46411 
98489 
2335 

OJ000216_10.0310.C2.ol.tc 

139 
none 

139. .285, 167. .283, 287. .328, 
437. .586 

46411 
98489 
2335 

OJ000216_10.0310.C2.ol.tm 

251 

none 

251. .322, 253. .321, 406. .480, 
476. .580, 484. .582 

46411 
98489 
2335 

OJ000216__10.0310.C2.o2.gs 

2335 , 
none 

2335. .2444, 2724. .2838 

46412 
98490 
30 

OJ000216JL0.0310.C3.ol.gs 

30 

none. 

30. .35, 386. .592 



Score 195 
thaliana] 

Seq. ID OJ000216_10.0310.C2 

Strand + 

End 1803 

Method GENSCAN 

End 1803 

Score . 67 



Seq. ID OJ000216_10.0310.C2 

Strand + 

End 1803 

Method AAT/GAP 

End 842 

Score 805 

(X98130) unknown [Arabidopsis 



Seq. ID OJ000216_10.0310.C2 
Strand 

End 2838 

Method ■ TBLASTX : Cress 

End 597 

Score 147 

388. .435, 407. .439, 436. .597, 



Seq. ID OJ000216_10.0310.C2 
Strand 

End 2838 

Method TBLASTX : Mai ze 

End 582 

Score 127 

407. .478, 414. .497, 475. .582, 



Seq. ID OJ000216_10.0310.C2 
Strand 

End 2838 

Method GENSCAN 

End 2838 

Score .75 



Seq. ID OJ000216_10.0310.C3 

Strand + 

End 1266 

Method GENSCAN 

End 592' 

Score .83 



Seq. No. 



46412 



Seq. ID OJ000216_10.0310.C3 



47956 




Gene No. 


98490 


Strand 


+ • . 




Start 


30 


End 


1266 




Name 


OJ000216 10.0310.C3.ol.np 


Method 


AAT/NAP 




Start 


296 


End 


1266 




GI ■ 


6539588 


Score 


169 




Exons 


296. .602, 1035. .1266 








GI Descrip. 


(AP000837) hypothetical, protein [Oryza 


sativa] 




Seq. No. 


46413 


Seq. ID 


OJ000216_10.0310 


.C4 


Gene No. 


98491 


Strand 






Start 


2151 


End 


2584 




Name 


OJ000216 10.0310.C4.o3.tw 


Method 


TBLASTX : Wheat 




Start 


32 


End 


339 




GI 


none 


Score 


123 




Exons 


32. .136, 33. .173, 183. .230, 


229. .339 






Seq. No. 


46413 


Seq. ID 


OJ000216_10.0310 


C4 


Gene No. 


'98491 


Strand 






Start 


2151 


End 


2584 




Name 


OJ000216 10.0310.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


36 


End 


680 




GI 


none 


Score 


190 




Exons 


36. .218, 41. .217, 250. .633, 


654. .680 






Seq. No. 


46413 


Seq. ID 


OJ000216 10.0310. 


C4 


Gene No. 


98491 


Strand 






Start 


2151 


.. End 


2584 




Name 


OJ000216 10.0310.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 65 


End 


824 




GI 


none 


Score 


100 




Exons 


265. .423, 375. .593, 460. .597, 641. .727, 


651. .824 





Seq. No. 46413 

Gene No. 98491 

Start 2151 

Name OJ000216_10 . 0310 .C4 . ol . tw 

Start 415 

GI none 

Exons 415.. 660, 632.. 862, 642.. 833 



Seq. ID OJ000216_10.0310.C4 
Strand 

End 2584 

Method TBLASTX : Wheat 

End 8 62 

Score 141 



Seq. No. 46413 

Gene No. 98491 

Start 2151 

Name OJ000216_10 . 0310 . C4 . o2 . tw 
Start ... 1274 

GI none . 
Exons 



Seq. ID OJ000216_10. 0310.C4 
Strand 

End 2584 

Method TBLASTX : Wheat 

End . 1718. 

Score 80 



1274. .1366, 1391. .1516, 1572. .1718 



Seq. No. 46413 

Gene No. 98491 

Start 2151 

Name OJ000216_10 . 0310 . C4 . ol . gs 

Start . 2151 

GI none 

Exons 2151.. 2326, 2500.. 2584 

Seq. No. 46414 



Seq. ID OJ000216_10.0310.C4 
Strand 

End 2584 

Method GENSCAN 

End 2584 

Score .62 * " • 



Seq. ID OJ000216 10. 0310. C5 



47957 



Gene No. 984 92 Strand 

Start 1 End 3316 

Name OJ000216_10 . 0310 . C5 . ol . np Method AAT/NAP 

Start 1 End 1331 

GI 5922636 Score 416 

Exons 1..219, 515.. 773, 1275.. 1331 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46414 
98492 
1 

OJ000216_10. 0310.C5.o2.np 



7363274 
1..36, 2471 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_10.0310.C5 

3316 
AAT/NAP 
3316 
140 



.2771, 3275.. 3316 
(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



BAC 



Seq. No. 46414 

Gene No. 98492 

Start L - 1 

Name OJ000216_10 . 0310 . C5. ol . gs 

Start 20 

GI none 

Exons 20. .263, 287. .443, 555. .796, 
3114. .3243 



OJ000216_10.0310.C5 

3316 
GENSCAN 
3243 
.43 



Seq. ID 
Strand 
End 

Method 
End 
• Score 

317. .1031, 1063. .1160, 2498. .2617, 



Seq. No. 46415 Seq. ID 

Gene No. 98493 Strand 

Start 147 End 

Name OJ000216JL0 . 0310 . C6 . ol . gs Method 

Start 147 End 

GI none * Score 

Exons 147. .324, 555. .643, 1267.. 1392 



OJ000216_10.0310.C6 

1392 
GENSCAN 
1392 
.55 



Seq. No. 46416 Seq. ID 

Gene No. 98 4 94 Strand 

Start 1085 End 

Name OJ000216_10 . 0310 . C7 . ol . gs Method 

Start 1085 End 

GI . none Score 

Exons 1085.. 1298, 1451.. 1722 



OJ000216_10.0310.C7 
+ 

1722 
GENSCAN 
1722- 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



46416 
98495 
2010 

OJ000216_10.0310.C7 . o2 . gs 

2010 

none 

2010. .2405, 3151. .3303, 3674. 
7245.. 7335, 9853.. 9908 

46416 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_10.0310.C7 

9908 
GENSCAN 
9908 
.76 



.4519, 4683. .4789, 5434. .5527, 
Seq. ID OJ000216 10. 0310. C7 



47958 



Gene No. 
-Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



98495 Strand 
2010 End 9908 

OJ00021 6_10 . 0310 . C7 . ol . np Method AAT/NAP 

2019 End 4486 

5803254 Score 629 

2019. .2352, 3109. .3303, 3674. .4486 
(AP000399) ESTs C97429 (C60159 ) , D22427 (C11106 ) , 
AU078031 (E31854) ,015683(01084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



46417 Seq. ID 

98496 Strand 

1 End 

OJ000216_10.0310.C8.ol.np Method 

1 End 

6466937 Score 
1..909, 956. .1137 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000216_10.0310.C8 
+ 

1137 
AAT/NAP 
1137 
458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46417 
98497 
8660 

OJ000216_10.0310.C8.o3 

8660 

none 

8660. .8908, 8913. .8975 
14311. .14483, 16102. .'1 
17067. .17931, 18028. .1 
20305. .20459, 20545. .2 
21442. .21613, 21796. .2 
22247. .22704, 23436. .2 



gs 



Seq. ID OJ000216_10.0310.C8 
Strand + 
End 27101 
Method GENSCAN 
End 27101 
Score .52 
71. .10305, 13208. . 13324, 
16399. .16471, 1 67 66 . . 16934 , 
19944. .20017, 20093 .. 20247 , 
20840. .20958, 21039 .. 2 1337 , 
21950. .22051, 22167 .. 22189, 
25502. .25701, 2 625 9 .. 26393, 
27077. .27101 

Seq. I'D OJ000216_10.0310.C8 
Strand + 
End 27101 
Method AAT/NAP 
End 24021 
Score 3168 
20545. .20958, 2 1039 .. 2 1337 , 
24005. .24021 



, 101 
6205, 
9454, 
0767, 
1903, 
3615, 

26646. .26718, 26850 .. 26934 , 

46417 
98497 
8660 

OJ000216_10.0310.C8.o4 .np 
16818 
7228438 

16818. .18800, 20364. .20459, 
21442. .21703, 21796 .. 2194 8 , 
(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



46417 vSeq. ID 

98497 ^Strand 
8660 End 
OJ000216_10.0310.C8.ol.gp Method 
20132 End 
LIB3433-020-P1-K1-A6 Score 
20132. .20174, 21996. .22397 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ000216_10.0310.C8 
+ 

27101 
AAT/GAP 
22397 
753 



Seq. No. 



46417 



Seq. ID OJ000216 10. 0310. C8 



47959 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



984 97 Strand + 

8660 End 27101 

OJ000216_10 . 0310 . C8 . o2 . gp Method AAT/GAP 

23669 End 23726 

LIB3431-030-P1-N1-G8 Score 81 
23669. .23726 

, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 

japonica BAC clone 34K24, complete sequence' 



46417 
98498 
28739 

OJ000216_10.0310.C8.o3.gp 
28739 

38012_1.R1084 
28739. .28819 

M097947/gb|U72255|OSU72255 



Seq. ID OJ000216_10.0310.C8 

Strand + 

End 28819 

Method AAT/GAP 

End 28819 

Score 99 

2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



46417 
98499 
32937 

OJ000216_10.0310.C8.o5.np 

32937 

7543906 



Seq. ID OJ000216 10. 0310. C8 



Strand 
End 

Method 

End 

Score 



+ 

46541 
AAT/NAP 
46541 
1072 



32937. .33063, 44674 .. 45758 , 46490. .46541 
(AL163572) putative protein [Arabidopsis thaliana] 



46417 
98500 
1 

OJ000216__10.0310.C8 . o2 . np 
1 

4322302 

1..100, 1936. .2103, 



OJ000216 10. 0310. C8 



Seq. ID 
Strancf" - 
End 4234 
Method AAT/NAP 
End 4234 
Score 114 . 
2219. .2287, 2371. .2494, 2645. .2794, 
3268. .3575, 4073. .4234 

(AF077741) lysosomal acid akpha-mannosidase precursor 
[Trypanosoma cruzi] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216 10. 0310. C8 



46417 
98501 
12858 

OJ000216__10.0310.C8.o3.np 
12858 
5803254 

12858. .13027, 13079 .. 13274 , 13485 .. 13652 , 13785, 
(AP000399) ESTs C97429 (C60159 ) , D224 27 (C11106) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



14613 
AAT/NAP 
14613 
584. . 



14613 



46417 Seq. ID 

98502 Strand 
27403 . End 

OJ000216_10 . 0310 . C8 . o4 . gs . Method 
27403 End 
none Score 



OJ000216_10.0310.C8 

28236 
GENSCAN 
28236 
.81 



27403. .27592, 27 694 .. 28037 , 28084. .28236 



47960 



Seq. No. 46417 

Gene No. 98503 

Start 40701 

Name OJ000216_10 . 0310 . C8 . o2 . tm 

Start 173 

GI none 

Exons 173.. 253, 184.. 252, 271.. 480, 
"546.. 734, 558.. 683, 560.. 733 



Seq. ID OJ000216_10.0310.C8 
Strand 
End 

Method 
End 
Score 
285. .353, 



41508 

TBLASTX: Maize 
734 
59 

289. .480, 425. .499, 



Seq. No. 46417 
Gene No. • 98503 

Start 40701 

Name OJ000216_10 . 0310 . C8 . o2 . tw 

Start 584 

GI none 
Exons 



Seq. ID OJ000216_10.0310.C8 
Strand 
End 

Method 
End 
Score 



41508 

TBLASTX: Wheat 

950 

187 



S84..748, 585. .746, 790. .936, 816. .950 



Seq. No. 46417 ' 

Gene No. 98503 
Start 40701 

Name OJ000216_10 . 0310 . C8 . o3 . tm 

Start 2672 
GI none 

Exons 2672.. 2704, 2713.'. 2775, 2713. 

3103. .3123, 3112. .3165, 3114. 
3240. .3326, 3240. .3323, 3241. 
3437. .3535, 3438. .3539 "V • 



Seq. ID 
Strand 
End 

Method 
.End 
" Score 



OJ000216 10. 0310. C8 



41508 

TBLASTX: Maize 
3539 
80 

.2772, 2720. .2779, 3101. 
.3170, 3115. .3174, 3239. 
.3336, 3241. .3324, 3433. 



.3163, 
.3325, 
.3537, 



Seq. No. 


4 6417 




Seq. ID 


OJ000216_10.0310 


.C8 


Gene No. 


98503 




Strand 






Start 


40701 




End 


41508 




Name 


OJ000216 10. 0310. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17766 




End 


18362 




GI 


none 




Score 


375 




Exons 


17766. .18233, 17771, 


. . 18244, 


18291. . 18 


362 




Seq. No. 


46417 




Seq. ID 


OJ000216_10.0310 


.C8 


Gene .No. 


98503 




Strand 






Start 


40701 




End 


41508 




Name 


OJ000216 10. 0310. C8. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18060 




End 


18437 




GI 


none 




Score 


190 




Exons 


18060. .18209, 18062. 


. . 18214, 


18063. .18 


239, 18263. .18331, 






18264. .18437, 18271. 


. .18426 








Seq. No. 


46417 




Seq. ID 


OJ000216_10.0310 


.C8 


Gene No. 


98503 




Strand 






Start 


40701 




End 


41508 




Name 


OJ000216 10. 0310. C8. 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20184 




End 


20366 ■ 




GI 


none 




Score 


92 




Exons 


20184. .20237, 20198. 


, .20248, 


.20246. .20365, 20247. .20366 




Seq. No. 


46417 ' 




Seq. ID 


OJ000216_10.0310 


.C8 


Gene No. 


98503 




Strand 






Start 


40701 




End 


41508 





47961 




Name 


OJ000216 10.0310.C8 .o7 .gs 


Method 


GENSCAN 




Start 


40701 '"* ' 


End 


41508 




GI 


none 


Score 


.99 




Exons 


40701. .41307, 41336. .41508 








Seq. No. 


46417 


Seq. ID 


OJ000216_10 


.0310. C8 


Gene No. 


98504 


Strand 






Start 


45495 


End 


45758 




Name 


OJ000216 10.0310.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


45495 ~ 


End 


45758 




GI 


none 


Score 


192 




Exons 


4 54 95. .4 5758, 4 5504 .. 45725, 


45563. .45751 




Seq. No. 


46418 


Seq. ID 


OJ000216_10. 


.0310. C9 


Gene No. 


98505 


Strand 


+ 




Start 


200 


End 


3679 




Name 


OJ000216 10.0310.C9.ol.np 


Method 


AAT/NAP 




Start 


200 


End 


3679 




GI 


7543906 


Score 


2302 




Exons 


200. .771, 844. .1063, 2363.. 


3679 






GI Descrip. 


(AL163572) putative protein 


[Arabidops 


is thaliana] 




Seq. No.:. 


46418 


Seq. ID 


OJ000216_10. 


.0310. C9 


Gene No. 


98505 


Strand 


+ 




Start 


200 


End 


3679 




Name 


OJ000216 10.0310.C9.ol.gp 


Method 


AAT/GAP 




Start 


530 ~ 


End 


1029 




GI 


none 


Score 


824 




Exons 


530 . .771, 844 . . 1029 








Seq. No. 


46418 


Seq. ID 


OJ000216_10. 


.0310. C9 


Gene No . 


98506 


Strand 


+ 




Start 


6460 


End 


6902 




Name 


OJ000216 10.0310.C9.o3.gp 


Method 


AAT/GAP 




Start 


6460 


End 


6902 




GI 


18660 1.R1084 


Score 


654 




Exons 


6460. .6902 








GI Descrip. 


'458 6675/dbj I AB025047 . 1 | AB02504 7 1 . Oe- 


179 Oryza sativa CYP51 




mRNA for sterol 14-demethylase, partial cds ' 




Seq. No. 


46418 


Seq. ID 


OJ000216_10. 


,0310. C9 


Gene No . 


98507 


Strand 


+ 




Start 


27472 


End 


29545 




Name 


OJ000216 10.0310.C9.o4.np 


Method 


AAT/NAP 




Start 


27472 


End. 


29545. 




GI 


5001454 


Score 


90 




Exons 


27472. .27490, 29357. .29545 








GI Descrip. 


(AC007730) putative non-LTR 


retrolelement reverse transcript- 




[Arabidopsis thaliana] 








Sea No 


46418 


Seq. ID 


OJ000216_10. 


0310. C9 


Gene No. 


98508 


Strand 






Start 


4611 


End 


5210 




Name 


OJ000216 10.0310.C9.o2.gs 


Method 


GENSCAN 




Start 


4611 


End 


5210 




GI 


none 


Score 


.61 




Exons 


4611. .5210 









47962' 



Seq. No. 46418 

Gene No. 98509 

Start 6346 

Name OJ000216_10 . 0310 . C9 . o3 . gs 

Start 634 6 

GI none 

.Exons 6346.. 6454, 64-62.. 6724, 7620. 

8671.. 8742, 8849.. 8936, 9203. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7730, 8098 
.9337, 9435 



OJ000216 10. 0310. C9 



11430 
GENSCAN 
11430 
.63 

8356, 8491. .8591, 
9547, 9760.. 9831, 



9934. .10038, 10151. .10318, 10367. .104 61, 11319. .114 30 



Seq. No. 


46418 






Seq. ID 


OJ000216_ 


10 0310 


. C9 


Gene No . 


98510 






Strand 








Start 


12518 






End 


14075 






Name 


OJ000216 10. 0310. C9. 


o4 . CTP 


Method 


AAT/GAP 






Start 


12518 






End 


14075 






GI 


none 






Score 


1417 






Exons 


12518. 


.12822, .13048. 


.13165, 


13600. . 13658, 13786. 


. 14075 




Seq. No. 


46418 






Seq. ID 


OJ000216_ 


10 0310 


. C9 


Gene No . 


98510 






Strand 








Start 


12518 






End 


14075 






Name 


OJ000216 10. 0310. C9. 


o4 . gs 


Method 


GENSCAN 






Start 


13044 






End 


13985 






GI 


none 






Score 


.68 






Exons * 


13044 . 


.13312, 13600. 


. 13658, 


13786. .1391 


35 






Seq. No. 


46418 






Seq. ID 


OJ000216_ 


10.0310. 


.C9 


Gene No. 


98511 






Strand 








Start • 


16193 






End 


21980 






Name 


OJ000216 10. 0310. C9. 


o5 . gs 


Method 


GENSCAN 






Start 


16193 






End 


17033 






GI 


none 






Score 


.93 






Exons 


16193. , 


.16857, 16982. 


. 17033 










Seq. No. 


46418 






Seq. ID 


OJ000216_ 


10.0310, 


.C9 


Gene No. 


98511 






Strand 








Start 


16193 






End 


21980 






Name 


OJ000216 10.0310.C9. 


o3 . np 


Method 


AAT/NAP 






Start 


16220 






End 


21917 






GI 


748680? 


3 




Score 


1427 






Exons 


16220. , 


.16513, 16571. 


.16857, 


20507. .21312, 21372. 


.21472, 






21565. , 


.21715, 21742. 


.21917 











GI Descrip. hypothetical protein M4I22.70 - Arabidopsis thaliana 

. gi | 32692.87 | emb| CAA19720.il (AL030978) G.H3 like, protein 

[Arabidopsis thaliana) gi | 7269579 | emb | CAB7 958 1 . 1 | (AL161566) 
like protein [Arabidopsis thaliana] 



GH3 



Seq. No. 46418 Seq. ID 

Gene No. 98511 Strand 

Start 16193 End 

Name OJ0002 16JL0 . 0310 . C9 . 06 . gs Method 

Start 20421 End 

GI none Score 

Exons 20421. .21450, 21565.. 21980 



OJ000216_10.0310.C9 

21980 
GENSCAN 
21980 
. 48 



Seq. No. 



46418 



Seq. ID OJ000216_10.0310.C9 



47963 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98512 Strand 
22954 End 
OJ000216_10 . 0310 . C9 . o4 . ts Method 
916 End 
none Score 
916. .1041, 917. .1057, 919. .1059, 920. 
2362.. 2679, 2363.. 2677, 2594.. 2710 



29448 

TBLASTX: Soybean 

2710 

168 

1060, 924.. 1061, 



Seq. No. 46418 

Gene No. 98512 

Start 22954 

Name' OJ000216_10 . 0310 . C9 . o4 . tm 

Start 992 

GI none 
Exons 



Seq. ID OJ000216_10.0310.C9 
Strand 
End 

Method 
End 
Score 



29448 

TBLASTX: Maize 

2593 

109 



992. .1075, 993. .1079, 994. .1062, 1022. .1063, 2346. .2510, 
2359. .2592, 2360. .2593, 2360. .2539, 2362. .2592 



Seq. No. • . 46418 .\. Seq. ID 

Gene^No." 98512 Strand 

Start 22954 End 

Name OJ000216_10 . 0310 . C9 . ol . ts Method 

Start 2714 End 

GI none Score 
Exons 



2714 . .2884, 2732. .2869, 2746. .2886, 2869 
3026.. 3403, 3052.. 3402 



OJ000216 10. 0310. C9 



29448 

TBLASTX: Soybean 

3403 

201 

3024, 2870.. 3019, 



Seq. No. 46418 Seq. ID 

Gene No. . 98512 Strand 

Start 22954 End 

Name OJ000216_10 . 0310 . C9 . o3 . tm Method 

Start 2773 End 

GI none Score 

Exons 2773.. 2955, 2774.. 2953, 2947.. 3018, 2956.. 3018, 2957.. 3022, 
2958.. 3020 



OJ000216_10.0310.C9 
29448 

TBLASTX: Maize 

3022 

274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46418 
98512 
22954 

OJ000216_10.0310.C9.o2. tc 

2788 

none 

2788. .2868, 2789. .2869, 2869. 
3134.. 3331, 3134.. 3331, 3341. 
3389. .3457, 3431. .3511, 3467. 



Seq. ID OJ000216_10.0310.C9 
Strand 

End 29448 
Method TBLASTX : Cress 
End 3685 
Score 75 

.3015, 2870.. 3016, 3118. .3324, 
.3391, 3373. .34 44, 3389. .3445, 
.3682, 3514. .3684, 3515. .3685 



Seq. No. 46418 Seq. ID 

Gene No. 98512 Strand 

Start 22954 End 

Name OJ000216_10 . 0310.. C9 . ol . tm Method " 

Start 3022 ' End 

GI none Score 

Exons 3022.. 3702, 3026.. 3700 



OJ000216_10.0310.C9 
29448... 

TBLASTX: Maize 

3702 

852 



Seq. No. 46418 Seq. ID 

Gene No. 98512 Strand 

Start 22954 End 

Name OJ000216 10 . 0310 . C9 . o7 . ts Method 



OJ000216_10.0310.C9 
29448 

TBLASTX: Soybean 



47964 



C3 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3439 End 
none Score 
3439.. 3702, 3440.. 3685 

46418 Seq. ID 

98512 Strand 
22954 . End 

OJ000216_10 . 0310 . C9 . o5 . tm Method 
4980 End 
none Score 

4980. .5024, 5124. .5180, 5128. .5181, 

517 9. .5253, 6222. .6314, 6242. .6316, 

6390. .6506, 6391. .6504, 6499. .6546, 

46418 
98512 
22954 

OJ000216_10.0310.C9.o6.ts 
4980 
none 

4980. .5024, 5127. .5255, 5128. 
6379. .6504, 6399. .6506, 6498. 

46418 

98512 , Strand 
22954 End 
OJ000216_10.0310.C9.o4.tc Method 
6234 End 
none Score 



3702 
217 



OJ000216_10.0310.C9 
29448 

TBLASTX: Maize 
6633 
69 

5128. .5181, 5178. .5255, 
6243. .6314, 6245. .6328, 
6510. .6548, 6610. .6633 



Seq. ID OJ000216_10.0310.C9 
Strand 

End 2 9448 

Method TBLASTX: Soybean 
End 6552 
Score 53 

.5253, 6242.. 6313, 6243.. 6314, 
.6551, 6499.-6552 

Seq. ID OJ000216_10.0310.C9 



29448 *■ ' 

TBLASTX: Cress 
6543 
136 



6234. .6326, 6242. .6313, 6381. .6503, 6385. .6504, 6499. .6543 



46418 
98512 
22954 

OJ000216_10.0310.C9.o5.ts 
7297 



none 

•7297.. 7398, 7304. 

8096. .8158, 8098. 

8239. .8355, 8488. 

8668.. 8793, 8669. 



Seq. ID OJ000216_10.0310.C9 
Strand 

29448 

TBLASTX: Soybean 
8938 
70 



End 

Method 
End 
Score 

7396, 7618. .7734, 7620. .7733, 8087 
8160, 8213. .8347, 8236.. 8355, 8237 
8577, 8490. .8591, 8491. .8577, 8663 
8782, 8826. .8909, 8838. .8912, 8849 



.8152, 
.8332, 
.8743, 
,8938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : 

Exons 



46418 
98512 
22954 

OJ000216 10.0310.C9.o7.tm 



7303 
none 

7303. .7398, 
7672. .7734, 
8236. .8355, 



7304 , 
8088, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7396, 7619. .7735, 
.8159, 8096. .8158, 



OJ000216 10. 0310. C9 



8237. .8359, 8485. .8550, 



29448 

TBLASTX: Maize 
8556 
122 

7620\.7733, 7620. 
8098. .8175, 8098. 
8490. .8555, 8491. 



.7736, 
.8160, 
.8556 



Seq. No. 46418 Seq. ID 

Gene No. 98512 ' Strand 

Start 22954 End 

Name OJ000216_10 . 0310 . C9 . o2 . tm Method 

Start 8557 End 



OJ000216_10.0310.C9 
29448 

TBLASTX: Maize 
11418 



47965 



GI 

Exons 



none 



Score 



45 



8557..8S92, 8559. .8591, 8668. .8793, 8669. .8782, 8827. .8937, 

8838. .8915, 8840. .8926, 8849. .8965, 9046. .9114, 9047. .9100, 

9047. .9118, 9199. .9339, 9203. .9343, 9418. .9537, 9422. .9550, 

9429. .9548, 9435 .. 9566, 94 40 9550, 9748. .9831, 9761. .9838, 

9775.-9843, 9926. .10036, 9931. .10038, 9934. .10050, 9939. .10049, 







10148. 


.10249, 10148 


. . 10270, 


10200. .1.0265, 10367. .10462, 








10368. 


.10493, 11320 


. .11418, 


11324. .11410 






Seq. No. 


46418 






Seq. ID 


OJ000216_10.0310 


.C9 




Gene No. 


98512 






Strand 








Start 


22954 






End 


29448 






Name 


OJ000216 10. 0310. C9 


.o2 . ts 


Method 


TBLASTX : Soybean 






Start 


16239 






End 


21140 






GI 


none 






Score 


14-7 






Exons 


16239. 


.16502, 16244, 


. .16477, 


16604. .16861, 16620. .16667, 








16775. 


.16855, 16782, 


. . 16862, 


20505. .20534, 20616 .. 20756, 








20742. 


.20867, 20940, 


. .21140 

r 










Seq. No. 


46418 






Seq. ID 


OJ000216_10.0310, 


.C9 




Gene No. 


98512 






Strand 








Start 


22954 






End 


29448 






Name 


OJ000216 10. 0310. C9, 


.ol. tc 


Method 


TBLASTX: Cress 




f .58. 


Start 


16244 






End 


21140 






GI 


none 






Score 


177 






Exons 


16244. 


.16477, 16245. 


. .16514, 


16604 .. 16861, 16620. . 16667, 




f f= 




16782. 


.16862, '20505, 


. .20534, 


20616. .20852, 20652 .. 208 13, 




f j| 
s.sr. 




20686. 


.20823, 20970, 


. .21140 








is? 


Seq. No. 


46418 






Seq. ID 


OJ000216_10.0310, 


.C9 


iy 


Gene No. 


98512 






Strand 








Start 


22954 






End 


29448 - 




s is? 


Name 


OJ000216 10. 0310. C9. 


.08.. tm 


Method 


TBLASTX: Maize 






Start 


16295 






End 


16861 






GI 


none 






Score 


106 




-a? 


Exons 


16295. 


.16447, 16604. 


, .16861, 


16775. .16861 






Seq. No. 


46418 






Seq. ID 


OJ000216JL0.0310, 


,C9 


v3 


Gene No. 


98512 






Strand 






r ^ 


Start 


22954 






End 


29448 






Name 


OJ000216 10. 0310. C9. 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


20499 






End 


20837 






GI 


none 






Score 


36 






Exons 


20499. 


.20549, 20505. 


, .20534, 


20610. .20837, 20620 20727 , 








20685. 


.20816, 20770. 


, .20835 










Seq. No. 


4 6418 






Seq. ID 


OJ000216_10.0310. 


,C9 




Gene No. 


98512 






Strand 








Start 


22954 






* End 


29448 






Name 


OJ000216 10. 0310. C9. 


o9. tm 


Method 


TBLASTX: Maize 






Start 


20604 






End 


20855 






GI 


none 






Score 


233 






Exons 


20604. 


.20855 












Seq. No. 


46418 






Seq. ID 


OJ000216_10.0310. 


C9 




Gene No. 


98512 






Strand 








Start 


22954 






End 


29448 





47966 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000216_10.0310.C9.b6.tm Method 
20949 End 
none Score 



TBLASTX: Maize 

21287 

79 



20949. .21164, 21054 .. 21287 , 21100 .. 21171, 21214.. 21276 



46418 
98512 
22954 

OJ000216_10.0310.C9.o3.ts 

21144 

none 



Seq. ID OJ000216_10.0310.C9 
Strand 

End 29448 

Method TBLASTX : Soybean 

End 21842 

Score 82 



21144. .21311, 21214. .21309, 21374 2 144 8 , 21567 .. 21683, 
21738. .21842 



Seq. No. 46418 

Gene No. 98512 
Start . 22954 

Name OJ000216_10 . 0310 . C9 . o3 . tc 

Start 21213 

GI none 
Exons 



Seq. ID OJ000216_10.0310.C9 
Strand 

End' 29448 

Method TBLASTX : Cress 

End 21842 

Score 71 



21213. .21311, 21214. .21309, 21374 .. 21448, 21567 .. 21683, 
21738. .21842 



Seq. No. 

' : z Gene No. 

™ Start 

V 11 Name 

fjJ Start 

□ GI 

: j Exons 

\f_ Seq. No. 

I \$ Gene No . 

s- Start 

fl Name 

H Start 

y gi 

a — s- 

r ~ Exons 



46418 
98512 
22954 

OJ000216_10.0310.C9.o7.gs 

22954 

none 



Seq. ID OJ000216_10.0310.C9 
Strand 

End 29448 

Method GENSCAN 

End 29448 

Score .57 



22954. .23055, 24 996 .. 25047, 28919 .. 29067 , 29404. .29448 



46419 
98514 
202 

OJ000126_11.0323.Cl.o2.ts 
1 

none 



Seq. ID OJ000126_11.0323.C1 
Strand + 
End 1165 
Method TBLASTX : Soybean 
End 372 
Score 54 

1..27, 2. .52, 52. .114, 64. .114, 65. .115, 117. .209, 123. .218, 
127. .201, 129. .206, 198. .251, 199. .252, 212 . . 2 65, 248 . . 277 , 
256.^372, 284. .340, 291. .371 



Seq. No. 46419 

Gene No. 98514 

Start 202 

Name OJ000126_11 . 0323 . CI . ol. ts 

Start 624 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C1 
Strand + 
End 1165 
.Method . TBLASTX: Soybean . 
End 1165 
Score 63 

624. .710, 624. .710, 625. .711, 625. .711, 696. .902, 706. .894, 
710. .901, 871. .1017, 887. .1021, 891... 971, 892. .1014, 896. .1024, 
1000.. 1164, 1016.. 1165 



Seq. No. 46419 

Gene No. 98514 

Start 202 

Name OJ000126JL1 . 0323 . CI . ol . tc 

Start 636 

GI none 



Seq. ID OJ000126_11.0323.C1 

Strand + 

End 1165 

Method TBLASTX : Cress 

End 1010 

Score 122 



47967 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



636. .710, 637. .711, 637. .711, 696. .899, 706. .900, 707. .901, 
'897.. 971, 897.. 1010, 898.. 1008 



46419 
98514 
202 

OJ000126_11.0323.Cl.o3.tc 

1024 

none 

1024. .1164, 1025. .1165 



Seq.' ID OJ000126_11.0323.C1 

Strand* + 

End 1165 

Method TBLASTX : Cress 

End 1165 

Score 238 



46420 
98515 
3 

OJ000126_11.0323.C4.o3.tc 
3 

none 



Seq. ID OJ000126_11.0323.C4 
Strand 

End 14 92 

Method TBLASTX : Cress 

End 57 6 

Score 220 

3. .200, . 5. .205, 6. .200, 219. .350, 254. .322, 300. .323, 465. .575, 
466. .576, 491. .574 ' 



46420 
98515 
3 

OJ000126_11.0323.C4.ol.ts 

222 

none 



Seq. ID OJ000126_11.0323.C4 
Strand 

End 1492 

Method TBLASTX : Soybean 

End 14 92 

Score 117 



222. .368, 254. .319,. 289. .330, 441. .1490, 441. .1490, 454. .1491, 
491. .1492, 491. .1492 



•4 6420 
98515 
3 

OJ00012 6_11 . 0323 . C4 . ol . tm 

240 

none 



Seq. ID OJ000126_11.0323.C4 
Strand 

End 14 92 

Method TBLASTX : Maize 

End 14 92 

Score 164 



240. .338, 254. .337, 339. .356, 34 0 . . 366, . 398 . . 4 45, 399. .452, 
400. .456, 415. .456, 450. .1490, 454. .954, 459. .1490, 479. .1492, 
491. .1492 



Seq. No. 46420 

Gene No. 98515 

Start 3 

Name OJ000126_11 . 0323 .C4 . ol . tc 

Start 617 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C4 
Strand 

End 14 92 

Method TBLASTX : Cress 

End 1166 

Score . 266 



617. .784, 618. .782, 622. .783, 778. .954, 783. .1163, 785. .1165, 
786. .1166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6420 
98515 
3 

OJ000126_11.0323.C4 .o2.tc 

1167 

none 



Seq. ID OJ000126_11.0323.C4 
Strand 

End 14 92 

Method TBLASTX : Cress 

End 1492 

Score 455 



1167. .1490, 1169. .1492, 1169. .1492 



Seq. No. 



46421 



Seq. ID OJ000126_11.0323.C5 



47968 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



98516 Strand + 

3124 End 3382 

OJ000126_1 1 . 0323 . C5 . o2 . gp Method AAT/GAP 

3124 End 3382 

uC-osflM202088b07al Score 514 
3124. .3382 

1 11957/emb | XI 5 901 1 CHOSXX 2.0e-52 Rice complete chloroplast 
genome' 



46421 Seq. ID 

98517 Strand 

8908 End 

OJ000126__11 . 0323 . C5 . o4 . gp Method 

8908 End 

56420_1.R1084 Score 
8908. .8969 

'2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 
thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] ' 



OJ000126_11.0323.C5 
+ 

8969 
AAT/GAP 
8969 
88 



Seq. No. 46421 Seq. ID OJ000126_11 . 0323 . C5 

Gene No. 98518 Strand 

Start 1 End 179 

Name OJ000126_11 . 0323 . C5 . ol . gp Method AAT/GAP 

Start * 1 End 179 

GI uC-osflcyp021gl0bl Score 314 

Exons 1..17 9 

GI Descrip. ' 131148/sp | P12156 | PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_ll 981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] ' 



Seq. No. 


46421 




Seq. ID 


OJ000126_11.0323.C5 


Gene No. 


98519 




Strand , 




Start 


7060 




End 


7547 


Name 


OJ000126 11.0323 


.C5.ol0.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


115 


GI 


none 




Score 


153 


Exons 


1..114, 2. .115. 








Seq. No. 


46421 




Seq. ID 


OJ000126_11. 0323.C5 


Gene No. 


98519 




Strand 




Start 


7060 




End 


7547 


Name 


OJ000126 11.0323 


.C5.o6.ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


2456- 


GI 


none 




Score 


292 


Exons 


1..2i3, 2. ..214, 


10.V216, 2015 


..2185, 2016. .2186, 2189. .2236, 




2342.. 2455, 2343 


. .24 5*6 






Seq. No. 


46421 




Seq. ID 


OJ000126_11.0323.C5 


Gene No. 


98519 




Strand 




Start 


7060 




End 


7547 


Name 


OJ000126 11.0323 


.C5.o3. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


2254 


GI 


none 




Score 


92 



47969 



Exons 



1..63, 1..75, 2. .76, • 2. .91, 41. .136, 46. .153, 51. .131, 55. .135, 
875. .1018, 893. .991,-" 1022. .1102, 1169. .1351, 1169. .1483, 
1170. .1487, 1538. .1582, 1604. .2008, 1608. .2021, 2015. .2254, 
2016.. 2087, 2039.. 2164, 2127.. 2186 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . ol . tc 

Start 115 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C5 
Strand 

End . 7547 

Method TBLASTX : Cress 

End 2577 

Score 1522 

115. .246, 256. .360, 1373. .2575, 1410. .2576, 1738. .2577 



Seq. No. 46421 

Gene No.' 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . o7 . tm 

Start 154 

GI none 

Exons 154. .447, 154. .447, 155. .44* 

Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . o4 . i?s 

Start 216 ■. ' 

GI ' none 
Exons 



Seq. ID OJ000126_11.0323.C5 
Strand 

End 7547 

Method TBLASTX : Mai ze 

End. 2587 • 

Score 384 

2342. .2464, 2364. .2456, 2471. .2587 

Seq. ID OJ000126_11.0323.C5 
Strand 

End 7547 

Method * TBLASTX: Soybean 

End 2706 

Score 160 



216. .374, 217. .522, 218. .523, 2471. .2587, 2653. .2706 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . o3 . tc 

Start 364 

GI none 

Exons. 364. .483, 365. .484, 433. .840, 
.;, .2806. .2877 



Seq. ID OJ000126_11.0323.C5 
Strand 

End 7547 

Method TBLASTX : Cress 

End 2877 

Score 75 

434. .883, 437. .883, 2665. .2811, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46421 Seq. ID 

98519 Strand 
7060 End 
OJ000126_11 . 0323 . C5 . o2 . tm Method 
448 End 
none Score 
448... 606, 604. .675, .2596. .2640, 2597. 
2623.. 3075, 2625.. 3047, 3022 
3111.. 3227, 3117.. 3233, 3228 
3274.. 3321, 3299.. 3403, 3313 
3401. .3457, 3405. .3458, 3452 
3454.. 3534, 3562.. 3714, 3574 



OJ000126_11.0323.C5 
7547 

TBLASTX: Maize 
3725 
55 

2623, 2606.. 3046, 
3135, 3045.. 3122, 3097.. 3225, 
3257, 3229.. 3258, 3271.. 3321, 
3402, 3336.. 3416, 3400.. 3471, 
3532, 3453.-. 3530, 3454.. 3534, 
3711, 3578. .3718, 3579. .3725 



Seq. No. 46421 Seq. ID 

-Gene No. . - 98519 Strand 

Start '* 7060 End 

Name OJ000126_11 . 0323 . C5 . o3 . ts Method 

Start 523 End 

GI none Score 



OJ000126_11.0323.C5 
7547 

TBLASTX : Soybean 

3146 

365 



47970 



Exons 523.. 606, 604.. 675, 2728.. 3045, 2728.. 3063, 2732.. 3064, 

2735. .3064, 3117. .3146 



Seq. No. 
Gene No. 
Start 
Name 
Start ~ 
GI 

Exons 



46421 Seq. ID 

98519 Strand 

7060 End 

OJ000126_11 . 0323 . C5 . ol . ts Method 

771 End 

none Score 



771. .863, 875. .1018, 893. .982, 1022. 
1169. .1483, 1538. .1582, 1604. .2008, 1608. .1709 



OJ000126_11.0323.C5 
7547 

TBLASTX: Soybean 

2008 • 

48 

1102, 1146. .1487, 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . 06 . tc 

Start 887 

GI none 
Exons 



Seq. ID OJ000126 11. 0323. C5 



Strand 
End 

Method 

End 

Score 



7547 

TBLASTX: Cress 

1373 

83 



887. .1018, 893. .991, 1028. .1102, 11 69 . . 137Z, ' 1 170 . . 1373 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . 08 . tc 

Start 2878 

GI none 

Exons 2878.. 3045, 2878.. 3045, 2879. 
3117. .3146 



Seq. ID 
Strand 
End 

Method 
Encl 
Score 
.3046, 



OJ000126 11. 0323. C5 



7547 

TBLASTX: Cress 
3146 
234 

2885.. 3046, 3040.. 3123, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46421 
98519 
7060 

OJ000126JL1. 

3604 

none 

3604. .3759, 
4476. .4592, 



0323.C5.o8. ts 



3605. 
4478. 



.3760, 3608. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3760, 



OJ000126 11. 0323. C5 



7547 

TBLASTX : Soybean 
4594 
149 

3645. .3770, 4447. .4593, 



,4594, 4484. .4594 



U Seq. No. 46421 
H Gene No. 98519 
lZ Start 7060 

M Name OJ00012 6_11 . 0323 . C5 . o9 . 

Start 3654 
GI none 
. Exons 3654.. .3770, 3655.. 3795, 

3773..3826, 3774. .3827, 
3943. .3981, 3948.-3986 

Seq. No. 46421 
Gene No. 98519 
Start 7060 

Name OJ000 12 6_1 1 . 0323 . C5 . 08 . 

Start 3780 
GI none. 

Exons 3780.. 3935, 3783.. 3935, 

3937. .4044, 4033. .4083, 
4073. .4123 



Seq. ID -OJ000126_11.0323.C5 
Strand 

End 7547 
tc Method TBLASTX : Cress 

End 3986 

Score 114 
. 3.655. .3783, 3662... . 3799, 3771.. 3836, 
3885. .3929, 3885. .3959, 3889. .3960, 



Seq. ID OJ000126_11.0323.C5 
Strand 

End 7547 
tm Method TBLASTX : Maize 

End 4123 

Score 240 
3885. .4007, 3931. .4047, 3935. .4060, 
4037. .4120, 4040. .4102, 4044. .4121, 



47971 



Seq. No. 46421 Seq. ID 

Gene No. 98519 . Strand 

Start 7060 End 

Name OJ000126_11 . 0323 . C5 . o4 . tc Method 

Start 4454 End 

GI none Score 

Exons 4454.. 4711, 4457.. 4804 



OJ000126__11.0323.C5 
7547 

TBLASTX: Cress 

4804 

405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46421 
98519 
7060 

OJ00012 6_11 . 0323 . C5 . ol . tm 

4464 

none 

4464. .4610, 4465. .4815, 4465 
4810. .5439, 4814. .5470, 4815 
5418. .5597, 5434. .5598, 5435 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 11. 0323. C5 



7547 

TBLASTX: Maize 
5619 
239 

.4800, 4665. .4817, 4751. .4816, 
.5423, 4846.-5436, 5393.. 5596, 
.5599, 5599.. 5619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46421 
98519 
7060 

OJ000126 
4870 
none 
4870 
4989 
5119 
5415 



11.0323.C5.o5.tc 



4926, 
5111, 
5223, 
5594, 



4882. 
4995, 
5120, 
5422. 



,4902, 
,5111, 
,5233, 
,5604, 



4937. 
4996. 
5232. 
5422. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4990, 
.5112, 
.5324, 
.5604 



OJ000126_11.0323.C5 
7547 

TBLASTX: Cress 
5604 
56 

4954. .4989, 4954. .5085; 
5000. .5119, 5107. .5223, 
5244. .5324, 5246. .5329, 



=J Seq. No. 

\J Gene No. 

fy Start 

Name 

U Start 

■1 GI 

""^ Exons 



r 3 ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46421 
98519 
7060 

OJ000126_11. 0323.C5.o5.ts 

4933 

none 

4933.'. 4989, 4934. ,.4993, 4953, 
4996. .5124, '5167. .5202, 5177, 
5263.. 5334, 5277.. 5321, 5329. 
5435. .5602, 5448. .5609 

46421 
98519 
7060 

OJ000126_11. 0323.C5.o9.tm 

5786 

none 

5786.. 5806, 5790.. 6074, 5809. 
5987.. 6082, 6073.. 6162, 6076. 



Seq. ID 
Strand 
End 

Method 
End 
Score - 



OJ000126 11. 0323. C5 



7547 

TBLASTX: Soybean 
5609 
54 

4994, 4966. .5088, 4995. .5114, 
5200, 5236.. 5262, 5243.'. 5317, 
5355, 5333.. 5356, 5434.. 5601, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 11. 0323. C5 



7547 

TBLASTX: Maize . 
6172 
291 

5934, 5810. .5941, 5829. .6077, 
6162, 6077. .6172, 6077. .6163 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126__11 . 0323 . C5 . o5 . tm 

Start 6253 

GI none 

Exons 6253.. 6336, 6253.. 6306, 6254. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C5 
7547 

TBLASTX: Maize 

6795 

97 



,6334, 6255.. 6335, 6336.. 6488, 



47972 



6337.. 67627 6340.. 6768, 6561.. 6764, 6760.. 6795 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ000126_11 . 0323 . C5 . ol . tw 

Start 6423 

GI none 

Exons 6423.. 6461, 6472.. 6540, 6479, 
6529. .6822 



OJ000126_11.0323.C5 
7547 

TBLASTX: Wheat 

6823 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6541, 6485.. 6541, 6500.. 6823, 



Seq. No. 46421 
Gene No. 98519 
Start 7060 

Name -OJ00012 6_11 . 0323 . C5 . o2 . tc 

Start 6550 
GI none 

Exons ' 6550.. 7179, 6551 7180, 6560. 

7199. .7246, 7412. .7531, 7444, 
7452. .7538 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7180, 7050 
.7533, 7451 



OJ000126 11. 0323. C5 



7547 

TBLASTX: Cress 
7547 
704 

7184, 7198.. 7269, 
7528, 7452. .7547, 



Seq. No. 46421 

Gene No. 98519 

Start 7060 

Name OJ00012 6_11 . 0323 . C5 . o2 . ts 

Start 6774 

GI none 

Exons 6774 . .7169, 
7222 . .7278 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C5 
7547 

TBLASTX : Soybean 

7278 - 

348 



6775. .7176, 6776. .7177, 6776. .7177, 7083. .7178, 



Seq. No. 46421 
Gene No. 98519 
Start 7060 

Name OJ000126_11 . 0323 . C5 . olO . tm 

Start 7056 
GI none 
Exons 7056, 

7166, 

7287, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C5 
7547 

TBLASTX: Maize 

7313 

163 



,7169, 7056. .7169, 7057. .7170, 7058. .7198, 7164. .7256, 
,7279, 7168.. 7278, 7169.. 7291, 7170.. 7289, 7252 .. 7290," 
,7313, 7288. .7311, 7289. .7312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46421 Seq. ID OJ00012 6_11 . 0323 . C5 

98519 Strand 

7060 End 7547 

OJ000126_11.0323.C5.o3.gp Method AAT/GAP 

7060. . End 7175. , 

LIB3431-013-P1-K1-B3 Score 181 

7060. .7175 

1 60020 93 /emb 1X84149. 1 | CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 1 



Seq. No. 46421 

Gene No. 98520 

Start 7907 

Name OJ000126_1 1 . 0323 . C5 . o4 . tm 

Start 7907 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C5 



Strand 
'End 
Method 
End 
Score 



8923 

TBLASTX: Maize 

8898 

78 



7907. .8020, 7939. .8022, 8015. .8176, 8017. .8175, 8018. .8188, 



47973 





8168. .8398, 


8169 


. .8399, 


8172. 


.8408, 8 


173. .8409, 8405. .8440, 




:^ : ;'8408. .8527, 


8409 


. .8438, 


8432. 


.8524, 8 


433. .8531, 8443. .8535, 




8607. .8654, 


8614 


. .8712, 


8 615. 


.8713, 8 


708. .8785, 8708. .8785, 




8709. .8786, 


8722 


. .8790, 


8783. 


.8857, 8 


784 . . 8894, .8784 . .8897, 




8797. .8898 












Seq. No. 


46421 








Seq. ID 


OJ000126 11. 0323. C5 


Gene No. 


98520 . 








Strand 




Start 


7907 








End 


8923 


Name 


OJ000126 11 


.0323 


.C5.o9. 


ts 


Method 


TBLASTX : Soybean 


Start 


8260 








End 


8527 


GI 


none 








Score 


165 


Exons 


8260. .8409, 


8282 


. .8443, 


8299. 


.8409, 8 


399. .8449, 8405. .8527, 




8406. .8522, 


8431 


. .8523 








Seq. No. 


46421 








Seq. ID 


OJ000126_11.0323.C5 


Gene No. 


98520 








Strand 




Start 


7907 








End 


8923 


Name 


OJ000126 11 


.0323 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8284 








End 


8546 


GI 


none 








Score 


176 


Exons ■ 


8284 . . 8472, 


8291 


.8401, 


8292. 


.8408, 8 


388. .8441, 8407 . .8448, 




8460. .8546, 


8472 


.8546 








Seq. No. 


46421 ■ 








Seq. ID 


OJ000126_11.0323.C5- 


Gene No. 


98520 








Strand 




Start 


7907 








End 


8923 


Name 


OJ000126 11 


. 0323. 


CS-oll 


. tc 


Method 


TBLASTX: Cress 


Start 


8787 








End 


8923 


GI 


none 








Score 


133 


Exons 


8787. .8903, 


8790. 


.8921, 


8797. 


.8910, 8 


797. .8922, 8900. .8923 


Seq. No. 


46421 








Seq. ID 


OJ000126_11.0323.C5 


Gene No. 


98521 








Strand 




Start 


9513 








End 


9948 


Name 


OJ000126 11 


.0323. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


9513 








End 


9948 


GI 


none 








Score 


68 


Exons 


9513. . 9563, 


9513. 


.9563, 


9514 . 


.9564, 9562/. 9603, 9566. .9604, 




9632. .9946, 


9636. 


.9947, 


9847. 


.9948 




Seq. No. 


46421 








Seq. ID 


OJ0Q0126JL1.0323.C5 


Gene No. 


98521 








Strand 




Start 


9513 








End 


9948 


Name 


OJ000126 11 


.0323. 


C5.o7 . 


tc 


Method 


TBLASTX: Cress 


Start 


9719 








End 


9947 


GI 


none 








Score 


244 


Exons 


9719. .9931, 


9720. 


. 9944, 


9720. 


.9947 




Seq. No. 


46421 








Seq. ID 


OJ000126_11.0323.C5 


Gene No. 


98521 








Strand 




Start 


9513 








End 


9948 


Name 


OJ000126 11 


0323. 


C5.o7. 


ts 


Method 


TBLASTX: Soybean 


Start 


9771 








End 


9948 


GI 


none 








Score 


148 


Exons 


9771. . 9944, 


9771. 


.9947, 


9772. 


.9948 





47974 



Seq. No. 46422 Seq. ID OJ000126_11 . 0323 . C6 

Gene No. 98522 Strand 

Start 1 End 477 

Name OJ000126_11 . 0323 . C6 . ol. gp Method AAT/GAP 

Start 1 End 24 3 

GI 2409_1.R1084 Score 465 

Exons 1..243 

GI Descrip. ' 128 690/sp | P12126 | NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza" sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



Seq. No. 46422 Seq. ID 

Gene No. 98522 Strand 

Start 1 End 

Name OJ000126_11 . 0323 . C6 . o3 ,-tm ■ Method 

Start 6 End 

GI none Score 
Exons 



OJ000126_11.0323.C6 
477 

TBLASTX: Maize 

477 

54 



6. .59, -7. .60, 53.-79, 57. .80, 110. .172, 112. .174, 127. .174, 
141. .185, 146. .268, 179. .223, 181. .228, 195. .317, 202. .303, 
302. .364, 303. .362, 357. .476, 359. .385, 364. .477, 366. .476 



f'iS 



Seq. No. ' 46422 Seq. ID 

Gene No. 98523 Strand 

Start 384 End 

Name OJ000126_11-. 0323 . C6 . o2 . ts Method 

Start 384 End 

GI none Score 
Exons 



OJ000126_11.0323.C6 
1193 

TBLASTX : Soybean 
1054 



384. .488, 385. .489, 386. .505, 387. 

449. .535, 457. .531, 469. .543, 524. 

593. .667, 594. .707, 660. .731, 685, 

755. .790, 884. .916, 885. .914, 972, 
989. .1054 



137 
473, 388.. 
658, 542.. 
753, 713.. 
1043, 987. 



474, 425. .490, 
571, 577. .675, 
745, 755. .790, 
.1046, 988. .1044, 



Seq. No. 46422 

Gene No. 98523 

Start 384 

Name OJ00012 6_11 . 0323 . C6 . o2 . tc 

Start 406 

GI none 
Exons 



Seq. ID • OJ000126_11.0323.C6 
Strand 

End 1193 

Method TBLASTX: Cress 

End 962 

Score 88 



406. .474, 408. .473, 425. .475, 444. .476, 469. .531, 469. .546, 
470. .541, 527. .577, 605. .667, 608. .646, 654.. 878, 660. .767, 
752. .817, 885. .914, 924. .962 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46422 
98523 
384 

OJ000126_11.0323.C6.ol.tm 

563 
none 



Seq. ID OJ000126_11.0323.C6 
Strand 
End 

Method 
End 
Score 



1193 

TBLASTX : Maize 

1193 

470 



563... 895, 564. .893, 843. .896, 886. .1077, 890. .1081, 890. .1081, 
891. ,1082, 1071. .1112, 1073. . 1138, - 1128 1193 .' 



Seq. No. 
Gene No. 



46422 
98524 



Seq. ID OJ000126_11.0323.C6 
Strand 



47975 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1328 End 

OJ000126_11.0323.C6.ol.tc Method 

1328 End 

none Score 



1937 

TBLASTX: Cress 

1937 

75 



1328. .1498, 1422. .1652, 1423. .1662, 1488. .1652, 1495. .1656, 
1583. .1666, 1633. .1935, 1654. .1935, 1854. .1937 



46422 
98524 
1328 

OJ000126_11. 

1361 

none 

1361. .1498, 
1676. .1744, 



0323.C6.o2. tm 



1362. .1691, 
1698. .1745 



1401. 



Seq. No. 46422 

Gene. No. 98524 

Start 1328 

Name OJ00012 6_11 . 0323 . C6 . ol . ts 

Start 1422 

GI none 

Exons 1422.. 1811, 1423.. 1929, 1424, 
1854. .1937 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1691, 



OJ000126 11. 0323. C6 



1937 

TBLASTX: Maize 
1745 
131 

1474. .1692, 1583. .1708, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C6 
1937 

TBLASTX : Soybean 

1937 

69 



.1498, 1506. .1934, 1513. .1935, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46423 Seq. ID OJ00012 6_1 1 . 0323 . C7 

98525 Strand + 
2029 End 2757 
OJ000126_11 . 0323 . C7 . o2 . gp Method AAT/GAP 
2029 End 2757 
24824_1.R1084 Score 1386 
2029. .2757 

'476.752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa] 1 

46423 Seq., .ID OJ000126_11 . 0323 . C7 

98526 Strand + 
2854 End 3679 
OJ000126_11 . 0323 . C7 . o3 . gp Method AAT/GAP 
2854 End 3679 
14384_1.R1084 Score 1358 
2854. .3565, 3651. .3679 

f 5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis. thaliana] ' 

46423 Seq., ID OJ000126_11 . 0323 . C7 

98527 Strand + 
5495 End 6118 
OJ000126_11 . 0323 . C7 . o4 . gp Method AAT/GAP 
5495 End 6118 
7528_2.R1084 Score 1143 
5495. .6118 

' 140291-/sp| P12206I YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5. KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_ll 997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi__226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



47976 



46423 Seq.' ID OJ000126JL1 . 0323 . C7 • 

98528 Strand' + 

7528 End 7939 

OJ000126_11 . 0323 . C7 . 06 . gp Method AAT/GAP 

7528 End 7939 

uC-osflM202092b08bl Score 779 

7528.. 7939 

1 118048/sp| P07888 |CYF_ORYSA 5.0e-65 APOCYTOCHROME • F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start. 


6122 








End 


7357 


Name 


OJ000126 11 


. 0323, 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 








End 


1286 


GI 


none 








Score 


883 


Exons 


2. .1285, 3. 


. 623, 


248. .1039, 


708. .1286 




Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No . 


98530 








. Strand 




Start 


6122 








End 


7357 ' 


Name 


OJ000126 11 


. 0323, 


.C7.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


1127 








End 


1380 


GI 


none 








Score 


261 


Exons 


1127 . . 1306, 


1128 . 


, .1334, 


1129 


..1338, 1329. .1358, 1329. .1358, 




1363. . 1380 












Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No . 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


1156 








End 


1588 


GI 


none 








Score 


215 


Exons 


1156. .1305, 


1156. 


, .1251, 


1158 


..1295, 1256. .1342, 1257. .1367, 




1302. .1388, 


1303. 


. .1377, 


1366 


..1587, 1375. .1554, 1379. .1588 


Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1713. 








. End. 


20.22. 


GI 


none 








Score 


186 


Exons 


1713. .1835, 


1717. 


.1836, 


1812 


..1922, 1823. .1900, 1825. .1920, 




1826. .1930, 


1895. 


.2020, 


1897 


..2022, 1939. .2022 


Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7.o2. 


tw :> 


Method 


TBLASTX: Wheat 


Start 


1756 








End 


2441 


GI 


none 








Score 


203 


Exons 


1756. . 1917, 


1758. 


.1901, 


1875 


..1973, 1904. .1966, 1929. .2003, 




1967. .2395, 


1987. 


.2439, 


1987 


..2439, 2016. .2441 



47977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1996 








End 


2699 


GI 


none 








Score 


1013 


Exons 


1996. .2682, 


1*996. 


.2697, 


2019. 


.2699, 2184. .2699 


Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7 .o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2005 








End 


2481 


GI 


none 








Score 


41 


Exons 


2005. .2037, 


2039. 


.2389, 


2040. 


.2462, 2041. .2481, 2044. .2481 


Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. ■ 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2023 








End 


2769 


GI 


none 








Score 


1078 


Exons 


2023. -.2721, 


2035. 


.2715,, 


2456. 


.2743, 2730.. 2768, 2730.. 2768 




2734. .2769 












Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


2442 








End 


2624 


GI 


none 








Score 


319 


Exons 


2442. .2624, 


2443. 


.2622 








Seq. No. 


46423 








Seq. ID'" 


OJ000126_11.0323.C7 


Gene No. 


98530 








Strand 




Start 


6122 








End 


'7357 


Name 


OJ000126- 11 


.0323. 


C7.ol. 


tw' 


Method 


TBLASTX: Wheat 


Start 


2766 








End 


3518 


GI 


none 








Score 


926 


Exons 


2766. .3512, 


2767. 


.3468, 


2772. 


.3518 




Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No , 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7 .o9. 


tm 


Method 


TBLASTX: Maize 


Start 


2771 








End 


3060 


GI -r.-, ■ 


none 








Score 


205 


Exons 


2771 . . 3055, 


2772 . 


.3059, 


2776. 


.3054, 2778. .3059, 2791. .3060 


Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No . 


98530 








Strand 




Start 


6122 








End 


7357 


Name 


OJ000126 11 


.0323. 


C7.o7. 


tc 


Method 


TBLASTX: Cress 


Start 


3003 








End 


3150 


GI 


none 








Score 


156 


Exons 


3003. .3125, 


3004. 


.3150, 


3005. 


.3139 





47978 



Seq. No. 46423 

Gene No. 98530 

Start 6122 

Name OJ000126_11 . 0323 . C7 . o5 . tm ' 

Start 3113 

GI none 

Exons 3113.. 3472, 
3594 . .3647 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C7 

7357 

TBLASTX: Maize 

3649 

310 



3122. .3328, 3135. .3482, 3138. .3482, 3590. .3649, 



Seq. No. 46423 Seq. ID 

Gene No. 98530 Strand 

Start ■ 6122 End 

Name OJ00012 6_11 . 0323 . C7 . o5 . tc Method 

Start 3233 End 

GI none Score 
Exons 



OJ000126_11.0323.C7 

7357 

TBLASTX: Cress 

3502 

353 



3233. .3364, 3234. .3500, 3234. .3500, 3401. .3502 



Seq: No. 46423 

Gene No. 98530 

Start 6122 

Name OJ00012 6_11 . 0323 . C7 . oil . tm 

Start 3789 

GI none 

Exons 3789.. 3821, 3791.. 3841, 3791. 

3834. .3938, 3834. .3920, 3848. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3826, 3816 
.3940, 4472 



OJ000126 .11. 0'323. C7 



7357 

TBLASTX: Maize 
4534 
52 

,3848, 3816. .38*48, 

,4534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46423 
98530 
6122 

OJ000126_11.0323.C7.o3. ts 
4538 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
4538. .4759, 4597. .4716, 5219. .5356, 5221 
5232. .5318, 5678. .5839, 5683. .5823, 5827 
5861. .6076, 5861. .6073, 6096. .6158, 6099 
6185. .6244, 6185. .6262, 6558.". 6617, 6570 
6650. .7063, 6654. .7349, 6655. .7101, 6680 



OJ000126 11. 0323. C7 



7357 

TBLASTX: Soybean 
7357 
140 

5310, 5231.. 5317, 
6030, 5835..5876, 
6158, 6107. .6163, 
6623, 6572.. 6628, 
7357 



Seq. No. 46423 
Gene No. 98530 
Start 6122 

Name OJ000126_11 . 0323 . C7 . 06 . tm 

Start 5173 
GI none 

Exons 5173.. 5352, 5179.. 5352, 5355. 

5442. .5519, 5450. .5521, 5453. 
5489. .5587, 5489. .5587, 5511. 



Seq. ID OJ000126_11.0323.C7 
Strand 

End 7357 

Method TBLASTX: Maize 

End 5603 

Score . . 273 

.5453, 5356. .5454, 5356. .5469, 
.5521, 5455. .5541, 5478. .5522, 
.'5588, 5514.. 5603, 5518.. 5589 



Seq. No. 46423 

Gene No. 98530 

Start 6122 

Name OJ00012 6JL 1 . 0323 . C7 . o2 . tc 

Start 5684 

GI none 

Exons 5684. .6169, 5686. .6174, 5687. 

6161. .6244, 6646. .7005, 6647. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 11. 0323. C7 



7357 

TBLASTX: Cress 
7024 
699 

.6175, 6109. .6177, 6156. .6245, 
,7024, 6651.. 7022 



47979 



Seq. No. 46423 
Gene No. 98530 
Start 6122 

Name' OJ000126_11 . 0323 . C7 . o3 . tm 

Start 5842 
GI none 

Exons 5842.-5874, 5843.. 5875, 5853. 

6348.. 6371, 6349.. 6372, 6368. 
6411. .6431 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000126 11. 0323. C7 



7357 

TBLASTX: Maize 
6439 
46 

6260, 5858.. 6262, 5861. 
6415, 6370. .6414, 6407. 



6262, 
6439, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46423 
98530 
6122 

OJ000126_11.0323.C7.o5.gp 
6122 

2653_1.R1084 
6122. .6658 

1 11998/emb|CAA33959| 5 . 0e-35 . (X15901 ) ORF85 [Oryza sativa] 
>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



Seq. ID OJ000126_11.0323.C7 
Strand 

End 7357 

Method AAT/GAP 

End 6658 

Score 1043 



Seq. No. 46423 

Gene No. 98531 

Start 7262 

Name OJ000126_11 . 0323 . C7 . o4 . tc 

Start 7262 

GI none . :--«. 
Exons 



Seq. ID OJ000126_11.0323.C7 
Strand 
End 

Method 
End 
Score 



7938 

TBLASTX: Cress 

7938 

91 



7262. .7342, 7263. .7334, 7578. .7787, 7584. .7937, 7585. .7938 



Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98531 








Strand 




Start 


7262 








End 


7938 


Name 


OJ000126 11 


.0323 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7353 








End 


7779 


GI 


none 








Score 


39 


Exons ■ 


7353. .7379, 


7354 


. .7389, 


7355. 


.7393, 7383. .7454, 7384. .7503 




7399. .7524, 


7439 


. .7651, 


7457. 


.7621, 7459. .7650, 7551. .7652 




7654. .7779, 


7657 


. .7776, 


7659. 


.7778 




Seq. No. 


46423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


98531 








Strand 




Start 


7262 








End 


7938 


Name 


OJ000126 11, 


.0323 


.C7.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


7405 • 








End 


7885 


GI. 


none . 








Score. 


58 


Exons 


7405. .7443, 


7407 


. .74 51, 


7440. 


.7787, 7441. .7884, 7445. .7885 


Seq. No. 


4 6423 








Seq. ID 


OJ000126_11.0323.C7 


Gene No. 


- 98531 








Strand 




Start 


7262 








End 


7938 


Name 


OJ000126 11. 


.0323 


.C7.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7578 








End 


7938 


GI 


none 








Score 


202 


Exons 


7578 . . 7787, 


7584, 


. .7937, 


7585. 


.7938 




Seq. No. 


46424 








Seq. ID 


OJ000126__11.0323.C8 


Gene No . 


98532 








Strand 





47980 



Start 
Name 
Start 
GI 

Exons 



468 End 

OJ000126_11.0323.C8.o2.tc Method 

4 68 . End 

none Score 

468. .713, 471. .713, 752. .805, 753. .803 



805 

TBLASTX: Cress 

805 

273 . 



Seq. No. 46424 

Gene No. 98532 

Start 468 

Name OJ00012 6_11 . 0323 . C8 . ol . tm 

Start 522 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C8 
Strand 

End 805 

Method TBLASTX : Maize 

End 805 

Score 364 



522. .737, 522. .776, 523. .765, 737. .805, 738. .803, 739. .804 



Seq. No. 46424 

Gene No. 98533 

Start 758 

Name OJ000126_11 . 0323 . C8 . ol . tw 

Start ' 758 

GI none 

Exons 758.. 1183, 759.. 1199 



Seq. ID OJ000126_11.0323.C8 
Strand 

End 1859 

Method TBLASTX: Wheat 

End 1199 

Score 669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46424 
98533 
758 

OJ000126_11.0323.C8.ol.tc 
844 
none 



Seq. ID OJ000126_11.0323.C8 
Strand 

1859 

TBLASTX: Cress 

1423,... 
89 " 



End 

Method 
End 

Score" . 

844. .897, 845. .901, 846. .902, 846. .902, 900. .1031, 903. .1031, 
904. .1032, 905. .1033, 1034. .1315, 1037. .1303, 1038. .1316, 
1039. .1311, 1039. .1320, 1315. .1347, 1319. .1348, 1364. .1423, 
1372. . 1416 



Seq. No. 46424 
Gene No. ■ 98533 

Start 758 

Name OJ000126_11 . 0323 . C8 . o3 .tm 

Start 1264 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C8 

Strand 

End 1859 

Method TBLASTX-: Mai ze 

End 1415 

Score 8 9 



1264. .1317, 1264. .1311, 1265. .1333, 1312. .1368, 1317. .1373, 
1319. .1369, 1367. .1414, 1371. .1415, 1374. .1415 



Seq. No. 46424 
Gene No. ■ 98533 

Start 758.- 

Name OJ000126_11 . 0323 . C8 . o2 . tw 

Start 1277 
GI ' none 
Exons 



Seq. ID OJ000126_11. 0323.C8 
Strand 

End 1859 

Method TBLASTX : Wheat 

End 1677 

Score 86 



1277. .1351, 1278. .1328, 1279. .1329, 1298. .1369, 1309. .1368, 
1323. .1370, 1367. .1510, 1368. .1505, 1368. .1511, 1369. .1512, 
1492.. 1584, 1506.. 1652, 1531.. 1674, 1552.. 1677 



Seq. No. 46424 

Gene No. 98533 

Start 758 

Name OJ000126_11 . 0323 . C8 . o2 . tm 

Start 1451 



Seq. ID OJ000126_11.0323.C8 
Strand 

End 1859 

Method TBLASTX : Maize 

End 1859 



47981 



GI 

Exons 



none 

1451, 

1534, 

1675. 

1785. 



.1522, 1469. .1522, J.473. 

.1590, 1588.. 1629, 1601. 

.1752, 1676.. 1747, 1759. 

.1859 



Score 58 

.1529, 1474. .1527, 1502. .1594, 

.1666, 1606.. 1668, 1609.. 1671, 

,1851, 1782. .1859, 1784. .1846, 



Seq. No. 46425 Seq. ID OJ000126_11 . 0323 . C9 

Gene No. 98534 Strand + 

Start 237 End 759 

Name OJ000126_11 . 0323 . C9 . ol . gp Method AAT/GAP 

Start 237 End 759 

GI uC-osflm202104g03bl Score 1026 

Exons 237.. 759 

GI Descrip. ' 13121 1/sp | P194 43 | PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ (X86563) psaJ [Zea mays] 1 



Seq.'- No. 46425 

Gene No. 98535 

Start 4303 

Name OJ000126_11 . 0323 . C9 . o3 . gp 

Start 4303 

GI LIB34 32-057-P1-K1-A8 

Exons 4303.. 4431 

GI Descrip. ' 11957 /emb | X15901 | CHOSXX 7, 
genome ' 



Seq. ID OJ000126_11.0323.C9 

Strand + 

End 4431 

Method AAT/GAP 

End 4431 

Score 169 

Oe-52 Rice complete chloroplast 



Seq. No. 


46425 


Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 


Strand 




Start 


3074 


End 


4077 


Name 


OJ000126 11.0323.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


134 


End 


522 


GI 


none 


Score 


83 


Exons 


134. .193, 135. .212, 176. .214 


, 237. .485, 


241. .507, 247. .522 


Seq. No. 


. 46425 ■ 


Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 


Strand 




Start 


3074 


End 


4077 


Name 


OJ000126 11. 0323.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


219 


End 


534 


GI 


none 


Score 


380 


Exons 


219. .527, 219. .527, 220. .534 


, 220. .534 




Seq. No. 


46425 


Seq. ID 


OJ000126_11/0323.C9 


Gene No. 


98536 


Strand 




Start 


3074 


End 


4077 


Name 


OJ000126 11.0323.C9.o3.ts 


Method 


TBLASTX: Soybean 


Start 


293 


End 


1656 


GI 


none 


Score 


168 


Exons 


293. .400, 295. .447, 295. .447 


, 843. .1007 


, 853. .1083, 861. .1082, 




866. .1096, 880. .1083, 1346.. 


1417, 1348. 


. 1410, 1354 . . 1398, 




. 1405.. 1467, 1477.. 1647, 1479 


..1643, 147 


9. .1652, 1495. .1656 


Seq. No. 


46425 


Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 


Strand 




Start 


3074 


End 


4077 



47982 




Name 


OJ000126 11 


.0323. 


C9.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


296 










End 


456 


GI 


none 










Score 


165 


Exons 


296. . 


400, 297. .443, 298 


. . 447, 


298. .456 




Seq. No. 


46425 










Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 










Strand 




Start 


3074 










End 


4077 


Name 


OJ000126 11 


.0323. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


707 










End 


1054 


GI 


none 










Score 


94 


Exons 


707. . 


775, 717.. 800, 807 


. .1016 


, 818. .1054, 850. .1050, 860. .1054 


Seq. No. 


46425 










Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 










Strand 




Start 


3074 










End 


4077 


Name 


OJ000126 11 


.0323. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


866 










End 


1799 


GI 


none 










Score 


280 


Exons 


866. . 


1084, 


883.. 1083, 1351.. 1398, 1375 


..1467, 1479. .1643, 




1479. 


.1643, 


1495. 


.1656, 


1701. 


.1799 




Seq. No. 


46425 










Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 










Strand 




Start 


3074 










End 


4 077 - 


Name 


OJ000126 11 


.0323. 


C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2398 










End 


2975 


GI 


none 










Score 


37 


Exons 


2398. 


.2427, 


2464 . 


.2499,- 


2467 . 


.2496, 24? 


39. .2548, 2502. .2549, 




2585. 


.2671, 


2586. 


.2660, 


2587. 


.2661, 2676. .2714, 2676. .2714, 




2677. 


.2775, 


2678 . 


.2821, 


2760. 


.2822, 2858.. 2902, 2861.. 2902, 




2931. 


.2975 












Seq. No. 


46425 










Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 










Strand 




Start 


- 3074 










End 


4077 


Name 


OJ000126 .11 


.0323. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2494 










End 


3542 


GI 


none 










Score 


73 


Exons 


2494. 


.2544, 


2502. 


.2552, 


2578. 


.2619, 2582. .2659, 2583. .2609, 




2621. 


.2665, 


2655. 


.2723, 


2676. 


.2720, 2677. .2730, 2720. .2785, 




2726. 


.2818, 


2727. 


.2819, 


2760, 


.2831, 2914. .2979, 2914. .2973, 




2921. 


.2974, 


3026. 


.3187, 


3029. 


.3205, 3031. .3207, 3054. .3188, 




3190. 


.3234, 


3208. 


.3234, 


3385. 


.3540, 3385.. 3540, 3393.. 3542 


Seq. No. 


46425 










Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 










Strand 




Start 


3074 










End 


4077 


Name 


OJ000126 11 


.0323. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2882 










End 


3073 


GI 


none 










Score 


62 


Exons 


2882. 


.2911, 


2885. 


.2911, 


2887. 


.2913, 28* 


H..2913, 2913. .3008, 




2915. 


.3010, 


2917. 


.3009, 


3009. 


.3071, 3010.. 3072, 3010.. 3072, 




3011. 


.3073, 


3011. 


.3073 








Seq. No. 


46425 










Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 










Strand 





47983 



Start ■ 


3074 




End 


4077 


Name 


OJ000126 11 


.0323.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


3074 




End 


4077 


GI 


none 




•Score 


230 ' . 


Exons 


3074. .3205, 


3074.. 3205, 3075. 


.3206, 3193.. 3237, 3199.. 3237, 




3238. .3261, 


3239.. 3265, 3268. 


.4077, 3274. .4056 


Seq. No. 


46425 




Seq. ID 


OJ000126_.11.0323.C9 


Gene No. 


98536 




Strand 




Start 


3074 




End 


4077 


Name 


OJ000126 11 


.0323.C9.o2.gp 


Method 


AAT/GAP 


Start 


3074 




End 


3241 


GI 


LIB3431-017- 


-P1-K1-H4 


Score 


283 


Exons 


3074. .3241 








GI Descrip. 


' 1173189/sp 


IP12340IRR12 MAIZE 


8.0e-18 


CHLOROPLAST 30S RIBOSOMAL 




PROTEIN S12 


>gi 2119091 pir 


S58629 ribosomal protein S12 - 




maize chloroplast >gi 342619 


(M17841) 


ribosomal protein S12 [Zea 




mays] >gi_12 1614 l_emb_CAA6 030 9_ (X86563) ribosomal protein S12 




fZea mavsl 1 








Seq. No. 


46425 




Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 




Strand 




Start 


3074 




End 


4077 


Name 


OJ000126 11 


.0323.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start' 


• 3544 ~~ 




End 


4034 


GI 


none ' 




Score 


374 


Exons 


3544 . . 3972, 


3554 . .3973, 3555 


.3992, 3801.. 3992, 4011.. 4034 


Seq. No. 


46425 




Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98536 




Strand 




Start 


3074 




End 


4077 


Name 


OJ000126 11, 


.0323.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


3562 




End 


3992 


GI 


none 




Score 


351 


Exons 


3562. .3972, 


3563.. 3973, 3606. 


.3992 




Seq. No. 


46425 




-Seq. ID 


OJ000126_11.0323.C9 


Gene No. 


98537 




Strand 




Start 


4290 




End 


4580 


Name 


OJ000126 11. 


. 0323.C9.o3. tm 


Method 


TBLASTX: Maize 


Start 


4290 




End 


4580 


GI 


none 




Score 


167 


Exons 


4290. .4406, 


4290. .4406, 4291. 


.4410, 4291. .4419, 4397. .4579, 




4410. .4580 








Seq. No. 


46426 




Seq. ID 


OJ000126_11. 0323. C10 


Gene No. 


98538 




Strand 


+ 


Start 


843 




End 


/ 987 


Name 


OJ000126 11. 


,0323. C10. ol.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


382 


GI 


none 




Score . 


317 


Exons 


1..378, 1..162, 2. .382, 2. .382 




Seq. No. 


46426 




Seq. ID 


OJ000126_11. 0323. C10 


Gene No. 


98538 




Strand 


+ 


Start 


843 




End 


987 


Name 


OJ000126 11. 


0323. CIO. o2.tc 


Method 


TBLASTX: Cress 



47984 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . \ 

Exons 

GI Descrip. 



467 
none 



End 
Score 



987 
75 



467. .550, 470. .547, 472. .552, 584. .664, 584. .664, 663. .785, 
664. .756, 815. .949, 843. .986, 843. .980, 844. .987, 847. .987 



46426 Seq. ID 

98538 Strand 

843 " End 
OJ000126JL1. 0323. CIO. ol.tm Method 

842 End 

none Score 

842. . 985, 843. .986, 844. .987, 847. .987 



OJ000126_11. 0323. CIO 
+ 

987 

TBLASTX: Maize 

987 

246 



46426 Seq. ID OJ000126JL1 . 0323 . C10 

98538 Strand + 

843 End 987 

OJ00012 6_1 1.0323. C10. ol.gp Method AAT/GAP 

843 End 987 

LIB3432-021-P1-K1-D12 Score 234-. 

843. .987 

'131375/sp|P12171|PSBN_ORYSA 2.0e-ll PHOTOSYSTEM II REACTION 

CENTER N PROTEIN >gi_72720_pir F2RZN photosystem II protein 

psbN - rice chloroplast >gi_82632_pir S14142 photosystem II 

protein psbN - wheat chloroplast >gi_100123_pir. S12130 

photosystem II protein psbN - Appalachian evening primrose 

chloroplast >gi_100737_pir JN0417 photosystem II protein psbN 

rye chloroplast f 





Seq. No. 


46426 


Seq. ID 


OJ000126_11.0323 


.C10 




Gene No. 


98538 


Strand 


+ 






Start 


843 


End 


987 




il 


Name 


OJ000126 11.0323.C10.ol.ts 


Method 


TBLASTX : Soybean 




f'l \ 


Start 


843 


End 


987 






GI 


none 


Score 


194 






Exons 


843. .980, 844. .987, 847. .987 










Seq. No. 


46427 


Seq. ID 


OJ000126_11.0323 


.Cll • 




Gene No. 


98539 


Strand 


+ 






Start 


735 


End 


1241 






Name 


OJ000126 11.0323.Cll.o3.gp 


Method 


AAT/GAP 






Start 


735 


End 


1241 






GI 


uC-osflcypOllbOlbl 


Score 


987 






Exons 


'735. .1241 










GI Descrip. 


•343210 5.0e-78 (M35995) apocytochrome 


b6 (alt.) [Oryza 


sativa 






f >gi_226762_prf__1.604469A cytochrome. b6 


[Oryza.,,sativa] 1 . 






Seq. No. 


46427 


Seq. ID 


OJ000126_11.0323 


.Cll 




Gene No. 


98540 ' ~- 


Strand 


+ 






Start 


7261 


End 


8365 






Name 


OJ000126 11.0323.Cll.o8.gp 


Method 


AAT/GAP 






Start 


7261 


End 


8365 






GI 


2291 1.R1084 


Score 


2153 






Exons 


7261. .8365 









GI Descrip. ' 133936/sp | P1214 6 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 



47985 



• [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



OJ000126_11.0323.C11 
+ 

9852 
AAT/GAP 
9852 
2931 



46427 Seq. ID 

98541 Strand 
8380 End 
OJ00012 6_11 . 0323 . Cll . o9 . gp Method 
8380 End 
3073_1.R1084 * Score 
8380.. 9852 

'133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 
PROTEIN S3 >gi_70867_pir_R3RZ3 ribosomal protein S3 - rice 
chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



46427 Seq. ID 

98542 Strand 

1 End ■ 

OJ000126_11. 0323. Cll. ol.gp Method * 

1 End 

uC-osflcyp003hllbl Score 
1. .285 

' 131332/sp | P0944 9 | PSBH_ORYSA 
PHOSPHOPROTEIN >gi_72716_pir 



OJ000126_11, 0323. Cll 
285 

AAT/GAP . 

285 

538 



1.0e-09 PHOTOSYSTEM II 10 KD 
_F2RZ0P photosystem II 
phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb__CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] ' 



Seq. No. 46427 Seq. ID OJ000126_11 . 0323 . Cll 

Gene No. 98543 Strand 

Start 415 End 578 

Name OJ000126_11 . 0323 . Cll . o2 . gp Method AAT/GAP 

Start 415 End 578 

GI u.C-osflcyp084g07al Score 201 

Exons 415.. 578 

GI Descrip. ' 1 1957 /emb | X15901 | CHOSXX 7.0e-38 Rice complete chloroplast 
genome 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 Seq. ID 

98544 Strand 
3716 End 
OJ00012 6_11. 0323. Cll. o4 . gp Method 
.3716 End 
2798177 Score 
3716. .4281 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha' 
subunit [Arabidopsis thaliana] 

46427 Seq. ID 

98545 Strand 
5064 End 
OJ00012 6_11 . 0323.Cll.o5.gp Method 
5064 End 
5003883 Score 
5064 . .5454 



OJ000126_11. 0323. Cll 

4281 
AAT/GAP 
4281 , 
1010 



OJ000126_11. 0323. Cll 

5454 
AAT/GAP 
5454 
782 



47986 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



Seq. ID OJ000126_11.0323.C11 
Strand 

End 6610 

Method AAT/GAP 

End 6610 

Score 1023 



46427 
98546 
6025 

OJ000126_11.0323.Cll.o6.gp 
6025 

481_1.R1084 . 
6025. .6610 

'132672/spl P12137 |RK14_ORYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 





Seq. No. 


46427 


Seq. ID 


OJ000126_11 . 0323 .Cll 




Gene No. 


98547 


Strand 






Start 


6915 


End-'- - 


12079 




Name 


OJ000126 11.0323.Cll.ol2.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


238 




GI 


none 


Score 


71 




Exons 


2.-46, 3. .47, 34. .84, 34. .84, 


35. .85, 


75. .206, 86. .118, 90. .170, 






164. .205, 212. .238 








Seq. No. 


46427 


Seq. ID 


OJ000126_11. 0323. Cll 




Gene No . 


98547 


Strand 




= • : 


Start 


6915 


End 


12079 


r ~ 


Name 


OJ000126 11.0323.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


368 


End 


• 1614 




GI 


none 


Score 


57 




Exons 


368. .412, 414. .467, 416. .466, 


474. .512 


, 476. .508, 793. .837, 


r : r 
i ~ 




794. .856, 794. .853, 833. .1549 


, 845. .1366, 883. .1548, 1578. .1607, 






1579. .1614 






L * 


Seq. No. 


46427 


Seq. ID 


OJ000126_11. 0323. Cll 




Gene No. 


98547 


Strand- 






Start 


6915 


End 


12079" 




Name 


OJ000126 11.0323.Cll.o2.tc 


Method 


TBLASTX: Cress 




Start 


872 


End 


1752 




GI 


none 


Score 


1110 




Exons 


872. .1366, 875. .1522, 877. .1539, 883.. 


1521, 1575. .1646, 






1577. .1645, 1580. .1654, 1698. 


.1751, 1698. .1751, 1714. .1752 




Seq. No. 


46427 


Seq. ID 


OJ00012 6_11. 0323. Cll 




Gene No. 


98547 


Strand 






Start 


6915 


End 


12079 




Name 


OJ000126 11.0323.Cll.o6.tm 


Method 


TBLASTX: Maize 




Start 


878 


End 


1522 




GI " 


none 


Score 


967 




Exons 


878. .1522, 881. .1348, 940. .1521 






Seq. No. 


46427 


Seq. ID 


OJ000126_11. 0323. Cll 




Gene No. 


98547 


Strand 






Start 


6915 


End 


12079 




Name 


OJ000126 11.0323.Cll.oll.tm 


Method 


TBLASTX: Maize 




Start 


1688 


End 


1929 



47987 





GI 


none 








Score 


290 






Exons 


1688. . 1882, 


1689. 


, . 1880, 


1884 . 


.1928, 1885. .1926, 


1885 . . 1929 




Seq. No. 


46427 








Seq. ID 


OJ000126 


i 11 0323 Cll 




Gene No . 


95547 ' 








Strand 








Start 


6915 








End 


12079 






Name 


OJ000126 11 


.0323. 


Cll.o4. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1837 








End 


3399 






GI 


none 








Score 


75 






Exons 


1837 . . 1929, 


1837 . 


. 1956, 


1932 . 


.2078, 1988. .2077, 


2094 2120 






2197. .2244, 


2203. 


.2244, 


2356. 


.2811, 2374. .2943, 


2381 2920 






2381 . .2947, 


2391. 


.2945, 


2851 . 


.2949, 2968.. 3048, 


2991 3047 






3203. . 3379, 


3205. 


. 3399 












Seq. No. 


46427 








Seq. ID 


OJ000126 


_11. 0323. Cll 




Gene No. 


98547 








Strand 








Start 


6915 








End 


12079 






Name 


OJ000126 11 


. 0323. 


Cll .olC 


) . tc 


Method 


TBLASTX: 


Cress 




Start 


2373 — 








End 


2620 






GI 


none 








Score 


367 






Exons 


2373. .2468, 


2374 . 


.2619, 


2387 . 


.2620 








Seq: No. 


46427 








Seq. ID 


OJ000126 


_11. 0323. Cll 




Gene No. 


98547 






- 


Strand 






£3 


Start 


6915 








End 


12079 • 




3 


Name 


OJ000126 11 


. 0323. 


Cll .ol2 


: . tc 


Method 


TBLASTX: 


Cress 


? :-z 


Start 


2621 ~ 








End 


2826 




ru 


GI 


none 








Score 


316 




['3 


Exons 


2621. .2824, 


2621. 


.2824, 


2623. 


.2826 






L 'J 


Seq. No. 


46427 








Seq. ID 


OJ000126 


11 . 0323 .Cll 




Gene No. 


98547 








Strand 






i i_J 


Start 


6915 








End 


12079 




3. 


Name 


OJ000126 11 


. 0323. 


Cll .ol3 


i . tc 


Method 


TBLASTX : 


Cress 




Start 


3226 ~~ 








End 


3668 






GI 


none 








Score 


36 




* si 


Exons 


3226. . 3291, 


3277 . 


■ .3315, 


3282 . 


.3320, 3332.. 3376, 


3419. .3655, 


: : 
? ~ 




3428 . . 3655, 


3474 . 


. 3668, 


3526 . 


.3657, 3537.. 3668 






Seq. No. 


46427 








Seq. ID 


OJ000126 


_11. 0323. Cll 


n 


Gene No. 


98547 








Strand 








Start 


6915 








End 


12079 






Name 


OJ000126 11 


. 0323. 


Cll . o3 . 


ts 


Method 


TBLASTX: 


k_J V kj \JL 1 4. 




Start 


3419 ~~ 








End 


4183 






GI 


none 








Score 


523 






Exons 


3419 4129 


3419 . 


. 4183, 


3426. 


.4154, 34 


i90. .4176 






Seq. No. 


46427- 








Seq. ID 


OJ000126 


_11.0323.C11 




Gene No. 


98547 








Strand 








Start 


6915 








End 


12079 






Name 


OJ000126 11 


. 0323 . 


Cll . o7 . 


tm 


Method 


TBLASTX : 


Mai z e 




Start 


3617 








End 


4091 






GI 


none 








Score 


662 






Exons 


3617. .4090, 


3618. 


.4091 












Seq. No. 


46427 








Seq. ID 


OJ000126 


_11. 0323. Cll 




Gene No. 


98547 








Strand 







47988 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6915 

OJ000126_11.0323:Cli:o4 .tc 
3911 
none 
3911. 
4225. 
4400. 



End 

Method 

End 

Score 



12079 

TBLASTX: Cress 

4498 

295 



.4183, 3915. .4154, 4166. .4225, 4198. .4242, 4198. .4242, 
.4398, 4231. .4365, 4239. .4400, 4239. .4409, 4268. .4423, 
.4498, 4401. .4496, 4402. .4497 



46427 
98547 
6915 

OJ000126_11.0323.Cll.ol3.tm 

4099 

none 



Seq. ID OJ000126_11.0323.C11 



Strand 
End 

Method 

End 

Score 



12079 

TBLASTX: Maize 

4361 

51 



4099. .4173, 4118. .4177, 4119. .4157, 4120. .4173, 4227. .4355, 
4240. .4356, 4240 .. 4356, 4242 .. 4361, 4268. .4360 



Seq. No. 46427 . 

Gene No. 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . 08 . tm 

Start 4378 

GI none 

Exons 4378.. 4491, 4379.. 4495, 
4495. .4665,- 4496. .4663 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11. 0323. Cll 
12079 : 

TBLASTX: Maize 

4665 

188 



4379. .44 95, 4 4 93. .4 663, 4 4 94 . .4664, 



Seq. No. 46427 

Gene No. 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . o7 . ts 

Start 4453 

GI none 

Exons 4453.. 4545, 
4609. .4698 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11. 0323. Cll 
12079 

TBLASTX : Soybean 

4705 

91 



4454. .4624, 4463.-4624, 4604. .4705, 4605. .4697, 



Seq. No. 46427 
Gene No. 98547 
Start 6915 

Name OJ000126__11 . 0323 . Cll . ol . tm 

Start 4666 
GI none 

Exons 4666.. 4698, 4667.. 4717, 4690. 

4784. .4801, 4818. .5057, 4821. 
5065.. 5343, 5081.. 5344, 5085. 
5128.. 5406., 5350.. 5391, 53.51. 
5446. .5499, 5448. .5498, 5517. 
5537. .6181, 5748. .6182, 6121. 



Seq. ID OJ000126__11. 0323. Cll 
Strand 

.End 1207 9 

Method TBLASTX : Maize 
End 6183 
Score 38 

.4773, 4710. .4772, 4729. .4800, 
.5042, 4840. .5058,' 5064. .5342, 
.5345, 5093. .5143, 5117. .5395, 
.5389, 5353.. 5433, 5441.. 5485, 
.5600, 5518.. 6165, 5518.. 6048, 
.6183 



Seq. No. 46427 Seq. ID 

Gene No. 98547 Strand 

Start 6915 End 

Name OJ000126_11 . 0323 . Cll . 08 . ts Method 

Start 5150 End 

GI none ■ Score 

Exons 5150.. 5335, 5151.. 5339 



OJ000126JL1. 0323. Cll 
12079 

TBLASTX: Soybean 
5339 ■■ 
174 



Seq. No. 



46427 



Seq. ID OJ000126_11. 0323. Cll 



47989 



Gene No. 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . o3 . tw 

Start 5441 

GI none 

Exons 5441.. 5485, 5447. .5485, 5448, 
5518.. 5892, 5537.. 5890, 5537. 



Strand 

End 12079 
Method TBLASTX : Wheat 
End 5899 
Score 4 5 

.5498, 5496. .5516, 5517. .5597, 
.5899, 5622. .5891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 

98547 

6915 

OJ000 

5530 

none 

5530. 

5753. 

6072. 

6549. 

6831. 

8748. 

9503. 

9746. 

10075 

10451 

10559 

10784 



126 11. 0323. Cll. ol. 



.5694, 
.5944, 
.6374, 
.6782, 
.6965, 
.8882, 
. 9655, 
.9769, 
. .10314 
. .10597 
. .10600 
. .10861 



5530. .5742, 
5757. .6065, 
6083. .6373, 
6565. . 6927, 



8193 
8749 
9507 
9966 



8333, 
8898, 
9740, 
10310, 
10255. .104 
10466. .105 
10600. .107 
10785. .f08 



Seq. ID OJ000126 
Strand 

End 12079 
ts Method TBLASTX: 
End 11235 
Score 158 
5537. .5746, 5537. .5764, 
5759.. 5980, 5978.. 6004, 
6192. .6386, 6362. .6463, 
6565. .6960, 6579. . 6968, 
8194.. 8574, 8195.. 8563, 
8749. .8898, 8808. .8903, 
9517. .9741, 9517. .9741, 
10019. . 10309, 10020. . 1 
64, 10282. .10479, 10382 
64, 10556. .10600, 10558 
79, 10602. .10778, 10603 
62, 10840. .11235, 10854 



11. 0323. Cll 



Soybean 



5737. . 

6021. . 

6369. . 

6584. . 

8578. . 

8893. . 

9745. . 
0349, 
. .10480 
. .10599. 
..10830 
. .11147 



5943, 

6086, 

6488, 

6970, 

8685,' 

8922, 

9771, 



Seq. No. 46427 

Gene No. 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . o5 . tc 

Start 5530 

GI none 

Exons 5530.. 5742, 5533.. 5703, 5537. 

5759.. 5953, 5764.. 5952, 5968. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 11. 0323. Cll 



12079 

TBLASTX: Cress 
6050 
156 

5734, 5737. .5946, 5750. .5944, 
6009, 5969.. 6001, 6012.. 6050 



Seq. No. 46427 

Gene No. • 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . o7 . tw 

Start 5971 

GI none 

Exons 5971.. 6006, 5972.. 6010, 5980, 
6057.. 6335, 6057.. 6332, 6074, 



Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 6335 

Score 60 

.6048, 5990.. 6046, 5992.. 6048, 
.6334 - 



Seq. No. 46427 

Gene No. 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . o9 . tc 

Start 6076 

GI none 

Exons 6076.. 6276, 6077.. 6280, 6084. 

6282. .6374, 6349.. 6381, 6362. 



Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 
Method TBLASTX : Cress 
End 64 63 

Score 114 

.6281, 6281. .6328, 6281. .6373, 
.6463, 6369.. 6461 



Seq. No. 
Gene No. 
Start 



46427 
98547 
6915 



Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 



47990 



Name 


OJ000126 11. 


.0323. 


Cll .o5 


. tm 


Start 


6224 










GI 


none 










Exons 


6224. , 


,6268, 


6225. 


. 6269, 


6269 


Seq. No. 


46427 










Gene No. 


98547 










Start 


6915 










Name 


OJ000126 11. 


0323. 


Cll.oS, 


. tw 


Start 


6488 










GI 


none 










Exons 


6488. . 


6541, 


6490. 


. 6540, 


6492 


Seq. No. 


46427 










Gene No. 


98547 










Start 


6915 










Name 


OJ000126 11. 


0323. 


Cll.06. 


.tc 


Start 


6497 










GI 


none 










Exons 


64 97. . 


6529, 


6603. 


. 6668, 


6648 




6663. . 


6962 








Seq. No. 


46427 










Gene No. 


98547 










Start 


6915 










Name 


OJ000126 11. 


0323. 


C11.08. 


. tw 


Start 


6911 










GI 


none 










Exons 


6911. . 


6985, 


6912. 


. 6986, 


6956 




. 6991.. 


7116, 


7100. 


.7123, 


7102 




7167. . 


7229, 


7283. 


.7315, 


7284 


Seq. No. 


46427 










Gene No. 


98547 










Start 


6915 










Name 


OJ000126 11. 


0323. 


Cll.o7. 


gp 


Start 


6915 










GI 


LIB3432-015- 


Pl-Kl 


-H8 




Exons 


' 6915. . 


7178 









Method TBLASTX : Mai ze 
End 8063 
Score 75 
.6970, 6270. .6965, 8007. .8063 

Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 6879 

Score 80 

.6545, 6495. .6878, 6496. .6879 

Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 

Method TBLASTX : Cress 

End 6970 

Score 48 

.6968, 6649. .6924, 6659. .6970, 



Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 7316 

Score 131 
.7081, 6982. .7086, 6986. .7081, 
.7125, 7124. .7171, 7156. .7236, 
.7316 

Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 

Method AAT/GAP 

End 7178 

Score 450 



GI Descrip. ? 11957 /emb | X15901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome 1 



Seq. No. 46427 
Gene No. . 98547 

Start . 6915 . 

Name OJ000126_11 . 0323 . Cll . o9 . tm 

Start 7280 

GI none 

Exons 7280.. 7528, 7281.. 7529, 72E 



Seq. ID OJ000126_11.0323.C11 
Strand 

End 12079 

Method TBLASTX : Mai ze 

End 7603 

Score 352 

.7599, 7291. .7584, 7535. .7603 



Seq. No. 46427 

Gene No. 98547 
Start . 6915 

Name OJ000126_11 . 0323 . Cll . o7 . tc 

Start 7319 

GI none 

Exons 7319.. 7360, 7327.. 7347, 7379. 



Seq. ID OJ000126_11. 0323. Cll 
Strand 

End 12079 

Method TBLASTX : Cress 

End 8553 

Score 4 9 

7441, 7397. .7441, 7434. .7523, 



47991 



7435. .7524, 7438. .7530, 7651. .7677, 7673. .7717, 7826. .7888, 
7999. .8040, 8010. .8057, 8130. .8372, 8137. .8508, 8179. .8553, 
8180.. 8536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 
98547 
6915 

OJ000126_11.0323.Cll.o4 .tw 
7403 



none 

7403. 

7538. 

7731. 

8004. 



.7561, 7404. 

.7612, 7600. 

.7910, 7790. 
.8036 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7553, 7405.. 7581, 
7713, 7609.. 7716, 
7960, 7800.. 7970, 



OJ000126 11.0323.C11 



12079 

TBLASTX: Wheat 
8037 
202 

7528. .7614, 7529. 
7614. .7721, 7723. 
7814. .7960, 7990. 



.7615, 
,7932, 
,8037, 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



46427 
98547 
6915 

OJ000126_11. "0323. Cll. 610. tm 
7644 



none 
7644. 
7674. 
7806. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

7673, 7645. .7680, 7645. .7677, 
7772, 7675. .7932, 7675. .7845, 
7967, 7814. .7948, 7900. .7959 



OJ000126_11.0323.C11 
12079 

-TBLASTX: Maize 
7967 
59 

7670. .7711, 7670. .7717, 
7802. .7960, 7803. .7910, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 
98547 
6915 

OJ000126_11. 0323. Cll. o2.tm 
8107 • 



none 

8107. 

8581. 

9308. 

9459. 



,8139, 8116. 

,8688, 8641. 

,9421, 9352. 

,9773, 9468. 



Seq. I'D 
Strand 
End 

Method 
End 
Score 



OJ000126 11.0323.C11 



9739.. 9828, 9765. 



12079 

TBLASTX: Maize 
98 69 
37 

,8688, 8118. .8336, 8131. .8529, 8138. 
,8919, 8683.. 8922, 8902.. 9360, 8914. 
,9426, 9369. .9425, 9371. .9475, 9440. 
,9737, 9475. .9774, 9704. .9778, 9710. 
,9824, 9767. .9868, 9780. .9869 



,8686, 
, 9360, 
, 9658, 
,9778, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 " 

98547 

6915 

OJ000126JL1. 0323. Cll. ol.tw 

8589 

none 



Seq. ID OJ000126_11.0323.C11 
Strand 

End 12079 

Method TBLASTX : Wheat 

End 9354 

Score 137 



8589. .8684, 8590. .8922, 8590. .8919, 8953. .9351, 8959.-9354 



Seq. No. 46427 
Gene No. ' 98547 

Start 6915 

Name OJ000126__11 . 0323 . Cll . 08 . tc 

Start 8784 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C11 
Strand 

End 12079 

Method TBLASTX : Cress 

End 9300 

Score 129 



8784. .8882, 8785. .8895, 8792. .8896, 8799. .8897, 8946. .9053, 
8968.. 9264, 8977.. 9300 



Seq. No. 
Gene No. 
Start 



46427 
98547 
6915 



Seq. ID 

Strand 

End 



OJ000126 11.0323.C11 



12079 



47992 



Name 

Start 

GI 

Exons 



OJ000126_ll.0323.Cll.o6.ts : Method 
8975 .End 
none Score 
8975.. 9265, 8977.. 9303, 8989.. 9270 



TBLASTX: Soybean 

9303 

137 



Seq. No. 46427 Seq. ID 

Gene No. 98547 Strand 

Start 6915 End 

Name OJ000126_1L. 0323 . Cll . o3 . tc Method 

Start 9642 End 

GI none Score 
Exons 



OJ000126_11. 0323. Cll 
12079 . 

TBLASTX: Cress 

10530 

92 



9642. .9740, 9643. .9741, 9645. .9734, 9880. .9930, 9881. .9931, 
9881.. 9958, 9882.. 9938, 9883.. 9948, 9932.. 9961, 9932.. 9961, 
10018. . 10185, 10020. . 10187, 10020. . 10190, 10075. . 10191, 
10201. .104 4 9, 10205. .10444, 10213. .10530, 10382. .104 50 



Seq. No. 46427 

Gene No. 98547 

Start 6915 

Name ~ OJ000126_11 . 0323 . Cll . o3 . tm 

Start 10051 

GI none 
Exons 



Seq. ID OJ000126_11. 0323. Cll 
Strand 
End 

Method 
End 
Score 



12.079 

TBLASTX: Maize 

10880 

1254 



10051. .10872, 10052. . 10873, 10075 .. 10875 , 10509. .10880 



Seq. No. 46427- 

Gene No. 98547 

Start' 6915 

Name OJ000126JL1 . 0323 . Cll . 06. tw 

Start 10191 

GI none 

Exons 10191. .10466, 10191 .. 104 96, 
10382. .10498 



Seq. I'D 

Strand 

End 

Method 

End 

Score 



OJ0001-26_11. 0323. Cll 
12079 

TBLASTX: Wheat 

10498 

365 



10192. .10497, 10192. . 10497, 



Seq. No. 46427 
Gene No. 98547 
Start 6915 

Name OJ000126_11 . 0323 . Cll . ol . tc 

Start 10785 
GI none 
Exons 10785. 

10980. 

11109. 

11838. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11. 0323. Cll 
12079 

TBLASTX: Cress * 

12003 

251 



.10955, 10786. .10959, 10786 .. 10980 , 10862 .. 10993, 

,11096, 10981. .11100, 11104. .11313, 11 106 .. 118 19, 

,11819, 11806. .11904, 1 181 6 . . 11911 , 11824 .. 11910, 

,11912, 11913. .11993, 1 1917 .. 12003, 11918. .12001 



Seq.. No. . 46427 

Gene No. 98547 

Start 6915 

Name OJ000126_11 . 0323 . Cll . o4 . tm 

Start 11104 

GI none 

Exons 11104. .11313, 11106 .. 11354 , 
11290. .11355, 11349. .11879, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



.OJ000126 11. 0323. Cll 



12079 

TBLASTX: Maize 
11879 
304 

11109. . 11354, 11183. .11356, 
11358. . 11879 



Seq. No. 46427 Seq. ID 

Gene No. 98547 Strand 

Start 6915 End 

Name OJ000126 11 . 0323 . Cll . o5 . ts Method 



OJ000126JL1.0323.C11 
12079 

TBLASTX: Soybean 



47993 



Start 
GI 

Exons 



11236 End • 11813 

none Score 107 

11236. .11313, 11238. .11813, .11241. .11807 



Seq. No. 46427 Seq. ID OJ000126_11 . 0323 . Cll 

Gene No. 98547 Strand 

Start 6915 End - 12079 

Name • OJ000126_11 . 0323 . Cll . o2 . tw Method TBLASTX : Wheat 

Start 11475 End 11851 

GI none " Score 598 

Exons 11475. .11849, 11475 1184 9, 11476 .. 11850, 114 7 6 .. 11850, 
11549. .11851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 
98547 
6915 

OJ000126_ 

11852 

none 



11.0323.Cll.o9.tw 



Seq. ID OJ000126_11. 0323. Cll 
Strand 
End 

Method 
End 
Score 



12079 

TBLASTX: Wheat 

12079 

104 



11852. .11911, 11854. .11910, 11918 12079, 11933. .12079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46427 Seq. ID 

98548 Strand 

12233 End 

OJ000126_11 . 0323. Cll. oil. tc Method 

12233 End 

none Score 



OJ000126 11. 0323. Cll 



12233. .12277, 12237 .. 12272 , 12264. 
12279. .12425, 124 12 .. 12507 , 12422. 
12423. .12509, 12510 .. 1264 1, 12512. 



12641 

TBLASTX: Cress 
12641 
61 

12425, 12278. . 12427, 
12508, 12422. . 12535, 
12592, 12519. .12599 



46427 
98549 
12589 

OJ000126_11. 0323. Cll. o9.ts 
12589 
none 

12589. .12618, 12591 . . 12614 , 12624 
12628.. 12768 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126_11. 0323. Cll 
12768 

TBLASTX : Soybean 

12768 

52 



12764, 12627. . 12764, 



Seq. No. 46428 Seq. ID 

Gene No. 98550 Strand 

Start 3291 End 

Name OJ000126_11 . 0323 . C12 . o2 . tw Method 

Start 718 End 

GI none Score 
Exons 



OJ000126_11.0323.C12 

+ 

4910 

TBLASTX: Wheat 

1204 

92 



718. .795, 718. .795, 719. .796, 796. .840, .797. 
828. .908, 833. .910, 835. .912, 844. .906, 860. 
871. .912, 898. .918, 923. .973, 923. .964, 924. 
963. .1202, 963. .1202, 970. .1203, 1022. .1204 



,853, 797. .853, 
,925, 870. .938, 
,1016, 924. .974, 



Seq. No. 46428 Seq. ID 

Gene No. 98550 Strand 

Start 3291 End 

Name OJ00012 6_11 . 0323 . C12 . o2 . ts Method 

Start 999 End 

GI none Score 



OJ000126_11.0323.C12 
+ 

4910 

TBLASTX : Soybean 

1492 

684 



47994 



Exons 999.. 1490, 1009.. 1407, 1011.. 1490, 1157.. 1492, 1370.. 1492 



Seq. No. 


4 6428 








Seq. ID 


OJ000126 11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End ' 


4910 


Name 


OJ000126 11 


.0323 


.C12.o5, 


.ts 


Method 


TBLASTX: Soybean 


Start 


2698 








End 


2924 


GI 


none 








Score 


347 . 


Exons 


2698. .2922, 


2698 


. .2922, 


2700. 


.2924 • 




Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11 


.0323 


■C12.03, 


. ts 


Method 


TBLASTX: Soybean 


Start 


2925 








End 


3377 


GI 


none 








Score 


448 


Exons 


2925. .3242, 


2926 


. .3243, 


2929. 


.3243, 2957. .3244, 3230. .3307, 




3247. .3306, 


3260 


. . 3376, 


3262. 


.3375, 3291. .3377, 3291.. 3377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46428 
98550 • 
3291 

OJ000126_11.0323.C12.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000126_ 
+ 

4910 
AAT/GAP 
4112 
1603 



11.0323.C12 



3291 

183_1. ; 'R1084 
3291.. 4112 ' ■ 

1 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 
sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 





>gi_226406_ 




15' 








Seq. No. 


46428 








Seq. ID 


OJ000126 11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name ; 


OJ000126 11 


.0323 


.C12.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


3322 








End 


3446 


GI 


none 








Score 


132 


Exons 


3322. .3408, 


3323 


. .3409, 


3327. 


.3425, 3327.. 3446 


Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 • 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11 


.0323 


■ C12..02, 


. tm 


Method 


TBLASTX: Maize 


Start 


3460 








End 


3814 


GI 


none 








Score 


564 


Exons 


3460. .3777, 


3461 


...3814, 


3463. 


.3813 




Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 ' 








End 


4910 


Name 


OJ000126 11 


.0323 


.C12.pl. 


, ts 


Method 


TBLASTX: Soybean 


Start 


3490 








End 


4214 


GI 


none 








Score 


59 


Exons 


3490. .3537, 


3493 


. .3534, 


3533. 


.3763, 3537.. 3782, 3538.-3777, 



47995 






3788. .4096, 


3789 


. .4034, 


3835 


..4035, 4032. .4094, 4051. .4095, 




4087.. 4209, 


4089 


. .4214, 


4089 


. .4214 




Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11 


. 0323 


. C12 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


350'2 








End 


4024 


GI 


none 








Score 


47 


Exons 


3502. .3537, 


3503, 


. .3541, 


3505 


..3534, 3533. .3763, 3537. .3782, 




3538. .3765, 


3539 


. .3790, 


3787 


..3909, 3788. .3901, 3789. .3923, 




3835. .3903, 


3901, 


. .3927, 


3917 


. .4024, 3919. .4011 " 


Seq. No. 


46428 








Seq. ID 


OJ000126 11.0323.C12 


Gene No. 


• 98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11 


.0323, 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3816 








End 


4910 


GI 


none ■ 








Score 


756 


Exons 


3816. .4286, 


3817. 


. .4908, 


3818 


..4909, 3835. .4905, 4341. .4910 


Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11 


.03.23, 


.C12.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


3891 








End 


4110 


GI 


none 








Score 


99 


Exons 


3891. .4001, 


3894. 


. .3974, 


3895, 


..3978, 3958. .4089, 3960. .4073, 




4077. .4109, 


4078. 


, .4110 








Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11 


.0323. 


,C12.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4071 








End 


4231 


GI 


none 








Score 


194 


Exons . 


4071. .4226, 


4082. 


.4192, 


4084. 


,.4227, 4089. .4226, 4091. .4231 


Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11, 


.0323. 


C12.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


4216 








End 


4618 


GI 


none 








Score 


178 


Exons 


4216. .4338, 


4217. 


.4 339, 


.4217. 


,.4,339, 4351.. 4464, 435.1,. 4464, 




4437. .4616, 


4463. 


.4618, 


4465. 


. .4617, 4466. .4618 


Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550-. 








Strand 


+ 


Start 


3291 








End 


4910 


Name 


OJ000126 11. 


.0323. 


C12.ol. 


. tw- 


Method 


TBLASTX: Wheat 


Start 


4486 








End 


4896 


GI 


none 








Score 


42 


Exons 


4486. .4545, 


4537. 


.4896, 


4552. 


, .4893 




Seq. No. 


46428 








Seq. ID 


OJ000126_11.0323.C12 


Gene No. 


98550 








Strand 


+ 



47996 



Start- 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3291 

OJ000126_11.0323.C12.ol.tc 
4505 
none 

4505. .4726, 4507. .4908, 4507. 

46428 
98550 
3291 

OJ00012 6_11.0323.C12.o6. ts 
4776 
none 

4776. .4910, 4777. .4908, 4781. 

46429 Seq. ID OJ00012611 . 0323 . C13 

98551 
1 

OJ000126_11.0323.C13.ol.gp 
1 

183_5.R1084 
1. .247 

1 133999/sp|P05424|RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein. 
S7 - [Oryza sativa] >giJL2065_emb_CAA33919_ (X15901) ribosomal v 
protein S7 [Oryza sativa] . >gi_22 6657_prf_1603356CH ribosomal 
protein S7 [Oryza sativa] 1 



End . 


4910 


Method 


TBLASTX: ' 


End 


4909 


Score 


365 


4908, 4781. .4909 


Seq. ID 


OJ000126 


Strand 


+ 


End 


4910 


Method 


TBLASTX : i 


End 


4910 


Score 


199 


4909 




Seq. ID 


OJ000126_ 


Strand 




End 


1270 


Method 


AAT/GAP 


End 


247 


Score 


462 



Seq. No, 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46429 Seq. ID 

98551 Strand 
1 End 
OJ000126_11 . 0323 . C13 . ol . tm Method 
1 End 
none Score 

1..237, 3. .245, 3. .245 



46429 
98551 
1 

OJ000126_11.0323.C13.ol.ts 
1 

none 



1270 

TBLASTX : Soybean 
440 
89 

1..57, 2. .58, 3. .59, 3. .59, 67. .159, 86. .142, 174. .212, 
273. .431, 274. .429, 275. .439, 300. .440 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126_11.0323.C13 
1270 

TBLASTX: Maize 

245 

423 



OJ000126 11.0323.C13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46429 
98551 
1 

OJ000126__ll.0323.C13.ol.tc 
87 

none 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ000126_11.0323.C13 
1270 

TBLASTX: Cress 
1270 
110 

87. .182, 87. .173, 180. .206, 180. .206, 182. ..211, 273. .419, 
280. .411, 314. .412, 376. .447, 466. .543, 467. .547, 468. .548, 
540. .611, 543. .611, 544. .612, 567. .674, 581.'. 649, 613. .675, 
671. .802, 691. .807, 693. .800, 697. .855, 747. .854, 796. .855, 
873. .920, 874. .1050, 875. .1057, 958. .1059, 960. .1058, 
1084. .1143, 1086. .1145, 1088. .1159, 1097. .1150, 1152. .1268, 



47997 




1154. .1270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46429 
98551 
1 

OJ000126_11 . 0323 . C13 . o2 . tm 

1092 

none 



Seq. ID OJ000126_11.0323.C13 
Strand 

End . 1270 

Method TBLASTX : Maize 

End 1220 

Score 90 



1092. .1211, 1093. .1218, 1093. .1212, 1094. .1216, 1095. .1220 



Seq. ID OJ000126_11.0323.C14 

Strand + 

End 822 

Method AAT/GAP 

End 822 

Score 907 



46430 
98552 
353 

OJ000126_11.0323.C14.ol.gp 
353 

uC-osflcyp097b05bl 
353. .822 

1 140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD- PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



46430 
98553 
1468 

OJ000126_11.0323.C14.o3.ts 
1 

none 



Seq. ID OJ000126_11.0323.C14 
Strand 

End 160 9 

Method TBLASTX : Soybean 

End 357 

Score 74 



1..39, 2. .40, 34. .135, 43. .135, 48. .137, 125. .190, 128. .190, 
141. .194, 272. .307, 273. .308, 311. .355, 313. .357, 318. .356 



46430 
98553 
1468 

OJ000126_11.0323.C14.o2.tc 
44 

none 



Seq. ID OJ000126_11.0323.C14 
Strand 

End 1609 

Method TBLASTX: Cress 

End 390 

Score 129 



44. .136, 49. .135, 51. .137, 125. .211, 141. .212, 241. .294, 
24.3. .290, 264. .305, 266. .310, 296. .325, 303. .389, 305. .388, 
312.. 389, 313.. 390 



Seq. No. . 46430 

Gene No. 98553 

Start 1468 

Name OJ000126_11 . 0323 . C14 . ol . tm 

Start 4 5 

GI none 
Exons 



Seq. ID QJ000126_11.0323.C14 
Strand 

End 160 9 

Method TBLASTX : Mai ze 

End 556 

Score . 301 



45. .236, 47. .241, 48. .236, 229. .309, 243. .305, 246. .326, 
255. .554, 284. .556 



Seq. No. 46430 

Gene No. 98553 

Start 1468 

Name OJ000126 11 . 0323 . C14 . o2 . ts 



■Seq. ID OJ000126__11.0323.C14 
Strand 

End 160 9 

Method TBLASTX : Soybean 



47998 



Start 
GI 

Exons 



Seq. No. 

Gene - No . 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



768 End 1012 

none Score 199 

768. .899, 768. .905, 769. .900, 889. .945, 890. .943, 952. .1011, 
952... 1011, 953.. 1012 



46430 
98553 
1468 

OJ000126_11.0323.C14 .ol.tc 

1031 

none 



Seq, ID OJ000126_11.0323.C14 
Strand 

End 1609 

Method TBLASTX : Cress 

End 1588 

Score 80 



1031. .1060, 1059. .1148, 1062. .1151, 1095. .1418, 1126. .1419, 
1147. .1416, 1152. .1418, 1407. .1586, 1414. .1587, 1415. .1588 



46430 
98553 
1468 

OJ000126_11.0323.C14 .ol.ts 

1351 

none 



Seq. ID OJ000126_11.0323.C14 
Strand 

End 1609 . 

Method TBLASTX : Soybean 

End 1598 

Score 367 



1351. .1593, 1352. .1594, 1353. .1595, 1353. .1598 



Seq. No. 46430 

Gene No. 98553 

Start 1468 

Name ' ' OJ00012 6_11 . 0323 . C14 . o2 . gp 

Start 1468 

GI 688_1.R1084 

Exons 1468. .1609 

GI Descrip. 1 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



Seq. ID OJ000126_11.0323.C14 
Strand 

End 1609 

Method AAT/GAP 

End 1609 

Score 268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46431 Seq. ID OJ000126_11 . 0323 . C16 

98554 Strand 

219 End 644 

OJ000126_11.0323.C16.ol.gp Method AAT/GAP 
219, End 644 

3073_1.R1084 ' Score 816 

219. .644 

' 133936/sp| P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] : >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 

46431 Seq. ID OJ000126_11.0323.C16 

98555 * Strand 

671 End 1033 

OJ000126_11. 0323.C16.o2.gp Method AAT/GAP 
671 End 1033 

5455469 Score 657 

671.. 1033 

131251/ sp I PI 2094 | PSBA_ORYSA -8 . Oe-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) . (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72 661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 



47999 




sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



Seq. No. 


46431 




Seq. ID 


OJ000126_11.0323 


. C16 


Gene No. 


98556 




Strand 






Start 


1396 




End 


1853 . 




Name 


OJ000126 ll.0323.C16.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


568 




GI 


none 




Score 


72 




Exons 


1..51, 1..105, 2. .52, 300. .326, 302. .325, 330. .554, 330 


55- 




331. .564, 416. .568 










Seq. No. 


46431 




Seq. ID 


OJ000126_11.0323 


. C16 


Gene No. 


98556 




Strand 






Start 


1396 




End 


1853 




Name 


OJ000126 11.0323.C16.o2 


. tm 


Method 


TBLASTX • Maize 




Start 


202 ~ 




End 


631 




GI 


none 




Score 


155 




Exons 


202. .291, 203. .304, 203 


. . 304 , 


243 332 


247 306 P93 


367, 




293. .361, 297. .596, 298 


. . 612, 


334. .603, 


, 413. .631 




Seq. No. 


46431 




Seq. ID 


OJ000126 11.0323 


. C16 


Gene No . 


98556 




Strand 






Start 


1396 




End 


1853 




Name 


OJ000126 11. 0323.C16.o3 


. tc 


Method 


TBLASTX -Cress 




Start 


349 




End 


596 




GI 


none 




Score 


265 




Exons 


34-9.. 564, 352.. 537, 411 


. .545, 


570. .596 






Seq. No. 


46431 




Seq. ID 


OJ000126 11 0323 


. C16 


Gene No. 


98556 




Strand 






Start 


1396 




End 


1853 




Name 


OJ000126 11.0323.C16.o2 


. tc 


Method 


TBLASTX : Cress 




Start 


707 




End 


1075 




GI 


none 




Score 


397 




Exons 


707. .1075,-725. .1075 










Seq. No. 


46431 




Seq. ID 


OJ000126 11 0323 


n 6 


Gene No . 


98556 




9t" rand 






Start 


1396 




End 


1853 




Name 


OJ000126 ll.0323.C16.ol, 


. tw 


Method 


TBLASTX • Wheat 




Start 


881 




End 


1231 




GI 


none 




Score 


109 




Exons 


881. .997, 1109. .1231 










Seq. No. 


46431 




Seq. ID 


OJ000126_11.0323, 


■ J. u 


Gene No . 


98556 




Strand 






Start 


1396 




End 


1853 




Name 


OJ000126 ll.0323.C16.o3. 


,ts 


Method 


TBLASTX: Soybean 




Start 


1109 




End 


1473 




GI 


none 




Score 


67 




Exons 


1109. .1264, 1130. .1264, 


1291. , 


. 1473 






Seq. No. 


4 64 31' 




Seq. ID 


OJ000126_11.0323. 


C16 


Gene No. 


98556 




Strand 






Start 


1396 




End 


1853 




Name 


OJ000126 ll.0323.C16.ol. 


tc 


Method 


TBLASTX: Cress 





48000 



